Gene No. 


12139 




Strand 


+ 




Start 


13539 




End 


17354 




Name 


OJ991113 36. 0128. C6. 


o5.np 


Method 


AAT/NAP 




Start 


14684 




End 


14978 




GI 


453244 




Score 


255 




Exons 


14684. .14978 










GI Descrip. 


(X77467) flavonoid 7 


-O-methyltransf erase [Hordeum vulgare] 


Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12140 




Strand 


+ 




Start 


24183 




End 


30851 




Name 


OJ991113 36. 0128. C6. 


ol.gp 


Method 


AAT/GAP 




Start 


24183 




End 


26549 




GI 


3107009 




Score 


669 




Exons 


24183. .24274, 25323. 


.25411, 


26359. .26549 




GI Descrip. 


4521194/dbj IAB013613 


.1IAB013613 6.0e- 


40 Oryza sativa DNA, 




centromere sequence 


RCB11 








Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12140 




Strand 


+ 




Start 


24183 




End 


30851 




Name 


OJ991113 36. 0128. C6. 


o7 . gs 


Method 


GENSCAN 




Start 


25730 




End 


30851 




GI 


none 




Score 


.55 




Exons 


25730. .25826, 26564. 


.26698, 


27512. .27719, 28252 .. 2828 9, 






28594. .29022, 29902. 


.30851 








Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128. 


C6 


Gene No . 


12141 




Strand 


+ 




Start 


31263 




End 


33890 




Name 


OJ991113 36. 0128. C6. 


08 .gs 


Method 


GENSCAN 




Start 


31263 




End 


32606 




GI 


none 




Score 


.9 




Exons 


31263. .32606 










Seq. No. 


5754 




Seq. ID 


OJ991113 36.0128. 


C6 


Gene No. 


12141 




Strand 


+ 




Start 


31263 




End 


33890 




Name 


OJ991113 36. 0128. C6. 


o6.np 


Method 


AAT/NAP 




Start 


31647 




End 


33890 




GI 


2213632 




Score 


720 




Exons 


31647. .32386, 33850. 


.33890 








GI Descrip. 


(AC000103) F21J9.24 


[Arabidopsis thaliana] 




Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12142 




.Strand 


+ 




Start 


41636 




End 


47783 




Name 


OJ991113 36. 0128. C6. 


o7 . np 


Method 


AAT/NAP 




Start 


41636 




End 


47783 




GI 


5922631 




Score 


6596 





Exons 41636. .41760, 42019 .. 42263, 42522 .. 42724 , 42770 .. 4334 1 , 

43384.-43535, 43662 .. 44588 , 45195 .. 46761, 46837. .47783 

GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 



6001 



predicted gene.; Similar to prpol; Zea 
Cinful-1. (AF049110) [Oryza sativ 



mays retrotransposon 



Seq. No. 


5754 


Seq. ID 


OJ991113_36. 


0128 


.C6 


Gene No. 


12143 


Strand 








Start 


6949 


End 


12048 






Name 


OJ991113 36.0128.C6.o2.np 


Method 


TV TV m / VI TV T\ 

AAT/NAP 






Start 


6949 


End 


11164 






GI 


6907089 


Score 


lo4 






Exons 


6949.. 6987, 7604.. 7750, 10645 


. .11164 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5754 


Seq. ID 


OJ991113_36 . 


0128 


- Co 


Gene No. 


12143 


Strand 








Start 


6949 


End 


12048 






Name 


OJ991113 36.0128.C6.o3.gs 


Method 


GENSCAN 






Start 


7100 


End 


7608 






GI 


none 


Score 


. 4 






Exons 


7100.. 7116, 7527.. 7608 










Seq. No. 


5754 


Seq. ID 


OJ991113_36. 


0128 


.C6 


Gene No. 


12143 


Strand 








Start 


6949 


End 


12048 






Name 


OJ991113 36.0128.C6.o3.np 


Method 


AAT/NAP 






Start 


10341 


End 


12048 






GI 


6721512 


Score 


75 






Exons 


10341. .10371, 11781. .11919, 11961. .12048 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5754 


Seq. ID 


OJ991113_36. 


0128 


.C6 


Gene No. 


12144 


Strand 








Start 


41176 


End 


41935 






Name 


OJ991113 36.0128.C6.o2.gp 


Method 


AAT/GAP 






Start 


41176 


■End 


41935 






GI 


5816562 


Score 


671 






Exons 


41176. .41589, 41911. .41935 










GI Descrip. 


6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 








Seq. No. 


5754 


Seq. ID 


OJ991113_36. 


0128 


,C6 


Gene No. 


12145 


Strand 








Start 


48212 


End 


49148 






Name 


OJ991113 36.0128.C6.ol8.tw 


Method 


TBLASTX: Wheat 




Start 


2610 


End 


2996 






GI 


none 


Score 


152 






Exons 


2610.. 2801, 2635.. 2745, 2655. 


.2810, 28. 


50. .2996 






Seq. No. 


5754 


Seq. ID 


OJ991113_36. 


0128 


.C6 


Gene No. 


12145 


Strand 








Start 


48212 


End 


49148 






Name 


OJ991113 36.0128.C6.oll.tm 


Method 


TBLASTX: Maize 




Start 


3543 


End 


3866 






GI 


none 


Score 


214 






Exons 


3543.. 3866, 3590.. 3667 










Seq. No. 


5754 


Seq. ID 


OJ991113_36. 


0128 


.C6 


Gene No. 


12145 


Strand 









6002 





Start 


48212 






End 


49148 




Name 


OJ991113_36. 


0128. 


C6.ol5. tw 


Method 


TBLASTX: Wheat 




Start 


3548 






End 


3926 




GI 


none 






Score 


152 




Exons 


3548 . . 3670, 


3549 . 


.3770, 3636. 


.3716, 3804.. 3926, 3804.. 3920, 






3815 . . 3925 












Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128.C6 




Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 


0128. 


C6.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


4098 






End 


45181 




GI 


none 






Score 


180 




Exons 


4098. .4271, 


4109. 


.4270, 4277. 


.4579, 4280.. 4546, 4432.. 4575, 






44831. .45181 










Seq. No. 


5754 






Seq. ID 


OJ991113_36. 0128 . C6 




Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 


0128. 


C6 .ol3 . tin 


Method 


TBLASTX: Maize 




Start 


4107 






End 


4271 




GI 


none 






Score 


199 




Exons 


4107. .4271, 


4109. 


. 4267 








Seq. No. 


5754 






Seq. ID 


OJ991113 36. 0128. C6 




Gene No. 


12145 






Strand 




"'f\ 


Start 


48212 






End 


49148 


y 


Name 


OJ991113 36. 


0128. 


C6.o5.ts 


Method 


TBLASTX : Soybean 




Start 


4277 






End 


45010 




GI 


none 






Score 


106 


' z 


Exons 


4277. .4408, 


44645 


i. .44869, 44876. .45010 




;=? 

: : : 
Li 


Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128.C6 




Gene No; 


12145 






Strand 






Start 


48212 






End 


49148 


. _J 


Name 


OJ991113 36. 


0128. 


C6.06. tm 


Method 


TBLASTX: Maize 




Start 


4277 






End 


45091 




GI 


none 






Score 


141 


: J 


Exons 


4277. .4474, 


44735 


..45091, 44776. .45081 




: Ci 


Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128.C6 




. Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 


0128. 


C6.o7.tm 


Method 


TBLASTX: Maize 




Start 


4475 






End 


45568 




GI 


none 






Score 


114 




Exons 


4475. .4603, 


4568. 


.4630, 4676. 


.4966, 4717. .4845, 4876. .4920, 






45095. .45172 


, 45233.-45568 








Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128.C6 




Gene No . 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 


0128. 


C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4520 






End 


45517 




GI 


none 






Score 


54 




Exons 


4520. .4552, 


4550. 


.4885,' 4556. 


.4606, 4558. .4914, ' 4670. .4915, 



45254. .45517 



6003 




Seq. No. 


5754 










Seq. ID 


OJ991113 36.0128. 


C6 


Gene No. 


12145 










Strand 


- 




Start 


48212 










End 


49148 




Name 


OJ991113 36 


0128 . 


C6.o7. 


tw 


Method 


TBLASTX : Wheat 




Start 


4685 










End 


45600 




GI 


none 










Score 


127 




Exons 


4685. 


4930, 


4522C 


..45600, 45221. .45595, 


4 5277 . . 45597 




Seq. No. 


5754 










Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12145 










Strand 






Start 


48212 










End 


49148 




Name 


OJ991113 36 


0128 . 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4931 










End 


5429 




GI 


none 










Score 


135 




Exons 


4931. 


5047, 


4966. 


.5046, 


5037. 


.5429, 5045.. 5353, 5378.. 5428 


Seq. No. 


5754 










Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12145 










Strand 






Start 


48212 










End 


49148 




Name 


OJ991113 36 


0128 . 


C6.o4. 


tm 


Method 


TBLASTX : Maize 




Start 


5003 










End 


5378 




GI 


none 










Score 


48 




Exons 


5003. 


5047, 


5042 . 


.5272, 


5045. 


.5224, 5046.. 5357, 5319.. 5378 


Seq. No. 


5754 










Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12145 










Strand 






Start 


48212 










End 


49148 




Name 


OJ991113 36 


0128 . 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5433 










End 


5924 




GI 


none 










Score 


566 




Exons 


5433. 


5924, 


5435 . 


.5920 










Seq. No. 


5754 










Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12145 










Strand 






Start 


48212 










End 


49148 




Name 


OJ991113 36. 


0128 . 


C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5631 










End 


5948 




GI 


none 










Score 


112 




Exons 


5631. . 


5804, 


5638 . 


.5748, 


5805. 


.5948, 5807.. 5947 




Seq. No. 


5754 










Seq. ID 


OJ991113_36;:6l28. 


C6 


Gene No. 


12145 










Strand 






Start 


48212 










End 


49148 




Name 


OJ991113 36. 


0128 . 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5723 










End 


5969 




GI 


none 










Score 


270 




Exons 


5723. . 


5968, 


5724 . 


.5969 










Seq. No. 


5754 










Seq. ID 


OJ991113_36.0128. 


C6 


Gene No. 


12145 










Strand 






Start 


48212 










End 


49148 




Name 


OJ991113 36. 


0128. 


C6.o5. 


tm 


Method 


TBLASTX :Maize 




Start . 


5771 










End 


6062 




GI 


none . 










Score 


366 




Exons 


5771. . 


6058, 


5772. 


.6062 











6004 




Seq. No. 


5754 






Seq. ID 


OJ991113 36.0128 


. C6 


Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 0128. C6 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5931 






End 


47450 




GI 


none 






Score 


712 




Exons 


5931. . 


6557, 5933.. 6445, 6024 


t . - 6557, 47091. .47312, 47340 


. .47450 


Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128 


. C6 


Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 0128. C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


6114 






End 


6698 




GI 


none 






Score 


223 




Exons 


6114. . 


6272, 6116. .6268, 6210. .6557, 6270;. 6698, 6497. .6697 


Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128 


.C6 


Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 0128. C6 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


6557 






End 


6890 




GI 


none 






Score 


362 




Exons 


6557. . 


6781, 6558.. 6890 








Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128 


.C6 


Gene No. 


12145 






i Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 0128. C6 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


13532 






End 


37609 




GI 


none 






Score 


246 




Exons 


13532. 


.13780, 13533 


. .13781, 


13817. .13861, 13821. .13859, 






13878. 


.13976, 13878 


. .13979, 


37177. .37425, 37178 37426, 






37463. 


.37501, 37520 


. .37609, 


37520. .37609 




Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128 


.C6 


Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 0128. C6 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


13550 






End 


39269 




GI 


none 






Score 


242 




Exons 


13550. 


.13777, 13551 


. .13781, 


13820. .13858, 13821 .. 13859, 






13880. 


.13975, 13881 


. .13979, 


14003. .14194, 14010. .14195, 






14186. 


.14257, 14187 


. .14267, 


14188. . 14295, 14280 .. 14345, 






14286. 


.14360, 14291 


. .14359, 


14685. .14762, 14726 .. 14797 , 






14808. 


.14981, 14849 


. .14980, 


16587. .16673, 16685 .. 16795, 






16686. 


.16820, 16826 


. .16861, 


37195. .37422, 37196 .. 37426, 






37463. 


.37501, 37523 


. .37621, 


37528. .37620, 37639.-37848, 






37640. 


.37831, 37822 


. .37923, 


37823. .37930, 3784 4 .. 37936, 






37925. 


.37996, 37925 


. .37984, 


37930. .37992, 38825.-38878, 






38991. 


.39047, 39020 


. .39085, 


39095. .39268, 39096. . 39269 




Seq. No. 


5754 






Seq. ID 


OJ991113_36.0128 


.C6 


Gene No. 


12145 






Strand 






Start 


48212 






End 


49148 




Name 


OJ991113 36. 0128. C6 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


13563 






End 


38004 




GI 


none 






Score 


159 





6005 



Exons 



13563. .13781, 14052 .. 14267 , 14289 .. 14360, 37208 .. 37426, 
37640. .37678, 37688.-37996, 37774.. 38004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5754 

12145 

48212 

OJ991113_36.0128.C6.o6.tw 

14000 

none 



Seq. ID OJ991113_36.0128.C6 
Strand 

End 49148 

Method TBLASTX : Wheat 

End 37996 

Score 305 



14000. .14266, 14010. .14267, 14133 14267 , 14 170 .. 14268 , 
14282. .14356, 14283 .. 14360, 37610 37996, 37 624 .. 37992 , 
37646. .37996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5754 

12145 

48212 

OJ991113_36.0128.C6.ol3.tw 

14682 

none 

14682. .15050, 
16562. .16678, 
38970. .39272, 
39105. .39272, 



14685. .14762, 
16577. .16795, 
38971. .39072, 
39112. .39273 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_36.0128.C6 
49148 

TBLASTX: Wheat 

39292 

122 



14817, 
16587, 
38972, 



,14987, 
,16820, 
,39088, 



16560, 
16800. 
39011. 



16772, 
16829, 
39292, 



i t 3 Seq. No. 

rn Gene No. 

?ij Start 

] t Z Name 

H Start 

Ly GI 

Exons 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5754 

12145 

48212 

OJ991113_36.0128.C6.ol6.tw 

31452 

none 

31452. .31811, 31484. .31786 

5754 

12145 

48212 

OJ991113_36.0128.C6.o3.tm 

31599 

none 

31599. .31928, 31625 31750, 
31844. .31927, 31931 .. 32029, 

5754 

12145 

48212 

OJ991113_36.0128.C6.o8 .tw 

31943 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 

31806 

31932 



31916, 
32030 



OJ991113_36.0128.C6 
49148 

TBLASTX: Wheat 

31811 

241 



OJ991113_36.0128.C6 
49148 

TBLASTX: Maize 

32030 

334 

31807. .31926, 



Seq. ID OJ9#113_36.0128.C6 



Strand 
End 

Method 

End 

Score 



49148 

TBLASTX: Wheat 

32357 

202 



31943. .32110, 31944. .32120, 31956 .. 32120, 31985 .. 32122, 
32121. .32357, 32123 .. 32203, 32130 .. 32351, 32240.. 32353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5754 

12145 

48212 

OJ991113_36.0128.C6.o9.tm 

32031 

none 



Seq. ID OJ991113_36. 0128.C6 
Strand 
End 

Method 
End 
Score 



49148 

TBLASTX: Maize 

32369 

230 



32031. .32297, 32033 .. 32191 , 32094 .. 32285, 32304. .32369 



6006 






Seq. No. 


5754 




Seq. ID 


OJ991113 36.0128 


.C6 




Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 






Name 


OJ991113 36. 0128. C6 


.ol4 . tw 


Method 


TBLASTX: Wheat 






Start 


42946 




End 


43348 






GI 


none 




Score 


268 






Exons 


42946. .43215, 42947 


. .43348 










Seq. No. 


5754 




Seq. ID 


OJ991113 36.0128 


.C6 




Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 






Name 


OJ991113 36. 0128. C6 


,ol5. tm 


Method 


TBLASTX : Maize 






Start 


43187 




End 


43447 






GI 


none 




Score 


187 






Exons 


43187. .43447, 43189 


. .43392* 










Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 




Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 






Name 


OJ991113 36. 0128. C6 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


43928 




End 


44725 






GI 


none 




Score 


140 






Exons 


43928. .44104, 44149 


. .44385, 


.44153. .44383, 4 44 32 .. 4 4725 , 




i t l 




44560. .44721 












Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


ru 


Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 






Name 


OJ991113 36. 0128. C6 


.ol4 . tm 


Method 


TBLASTX: Maize 






Start 


44236 




End 


44413 




j=j t 


GI 


none 




Score 


187 




: c? 

is 


Exons 


44236. .44382, 44237 


. . 44413 










Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


" *J 


Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 




. =% 


Name 


OJ991113 36. 0128. C6 


.ol9.tw 


Method 


TBLASTX: Wheat 






Start 


45604 




End 


45877 




= =J 


GI 


none 




Score 


85 




i* ~! 


Exons 


45604. .45669, 45605 


. .45697, 


45614. .45700, 45671 .. 45874 , 








45782.. 45877 












Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 




Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 






Name 


OJ991113 36. 0128. C6 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


45869 




End 


46256 






GI 


none 




. Score 


87 






Exons 


45869. .45973, 45877 


. .45963, 


46017. .46256, 46018. .46254 






Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 




Gene No. 


12145 




Strand 








Start 


48212 




End 


49148 






Name 


OJ991113 36. 0128. C6 


,o9.tw 


Method 


TBLASTX: Wheat 






Start 


45878 




End 


46299 






GI 


none 




Score 


136 





6007 




Exons 


45878. .45988, 45883, 


, .45969, 


46002. .46223, 4 6017 .. 4 6199, 






46018. .46299 










Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


Gene No . 


12145 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


,ol7.tw 


Method 


TBLASTX: Wheat 




Start 


46315 




End 


46655 




GI 


none 




Score 


130 




Exons 


46315. .46449, 46508.. 


, .46633, 


46509. .46655 




Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


Gene No . 


12145 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


,08 . tm 


Method 


TBLASTX : Maize 




Start 


46610 




End 


46997 




GI 


none 




Score 


266 




Exons 


46610. .46819, 46611. 


.46820, 


46805. .46996, 46806.. 46997 




Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


-C6 


Gene No . 


12145 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


ol2. tw 


Method 


TBLASTX: Wheat 




Start 


46749 




End 


47083 




GI 


none 




Score 


72 




Exons 


46749. .46820, 46824. 


.47078, 


46824..46988, 46829.. 47083 




Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


-C6 


Gene No. 


1214 5 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


47150 




End 


47423 




GI 


none 




Score 


99 




Exons 


47150. .47248, 47151. 


. 47249, 


4724 0. .47314, 4724 4. .47327, 






47337. .47423 










Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


Gene No . 


12145 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


o20.tw 


Method 


TBLASTX: Wheat 




Start 


47487 




End 


47762 




GI 


none 




Score 


129 




Exons 


47487. .47663, 47513. 


. 47671, 


47670. .47762 




Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


Gene No . 


12145 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


47505 




End 


47768 




GI 


none 




Score 


165 




Exons 


47505. .47687, 47561, 


.47686, 


47666. .47767, 47667. .47768 




Seq. No. 


5754 




Seq. ID 


OJ991113_36.0128 


.C6 


Gene No. 


12145 




Strand 






Start 


48212 




End 


49148 




Name 


OJ991113 36. 0128. C6. 


08 . np 


Method 


AAT/NAP 




Start 


48152 




End 


49148 





6008 



GI 6691716 Score 738 

Exons 48152. .48599, 48673.-48793, 48943 .. 4 9038, 49113.. 49148 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 idbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 5754 

Gene No. 12145 

Start 48212 

Name OJ991113_36 . 0128 .C6 . olO . gs 

Start 48212 

GI none 
Exons 



Seq. ID OJ991113_36.0128.C6 
Strand 

End 49148 

Method GENSCAN 

End 49038 

Score .84 



48212. .48433, 48523 .. 48599, 48 673.-48777, 48849.. 49038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5755 
12146 
1 

OJ991113_36.0128.C7.ol.np 
1 

6691716 

1..98, 176. .355, 432. .534, 611. .788, 984. -.1872 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi| 6691717 |dbj |BAA89397.1| (AP000570) hypothetical protein 

[Oryza sativa] . 



Seq. ID OJ991113_36.0128.C7 
Strand 

End 1911 

Method AAT/NAP 

End 1872 

Score 1615 



5755 

12146 

1 

OJ991113_36.0128.C7.ol.gs 

20 

none 



Seq. ID OJ991113_36.0128.C7 
Strand 

End 1911 

Method GENSCAN 

End 1911 

Score .87 



20. .110, 176. .534, 611. .1322, 1467. .1592, 1743. .1911 



Seq. No. 5755 

L-3 Gene No. 1214 6 

: y Start 1 

ui Name OJ991113_36 . 0128 .C7 . ol . tw 

Start 1462 

GI none 

l ' J Exons 14 62.. 1752 



Seq. ID OJ991113_36.0128.-C7 
Strand 

End 1911 

Method TBLASTX : Wheat 

End 1752 

Score 197 



Seq. No. 5756 

Gene No. 12147 

Start * 5*55 

Name OJ991113_36 . 0128 . C8 . ol . gs 

Start 555 

GI none 

Exons 555 . . 674 



Seq. ID OJ991113_36.0128.C8 

Strand + 

End 674 * 

Method GENSCAN 

End 674 

Score . 9 



Seq. No. 5756 

Gene No. 12148 

Start 671 

Name OJ991113_36 . 0128 . C8 . ol . gp 

Start 671 

GI 5816562 

Exons 671.. 1081 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 



Seq. ID OJ991113_36.0128.C8 
Strand + 

1081 
AAT/GAP 
1081 
662 



End 

Method 

End 

Score 



6009 



DNA, chromosome 1, clone : P0711E10 





Seq. No. 


5756 






Seq. ID 


OJ991113 36. 0128. C8 




Gene No. 


12149 






Strand 


+ 




Start 


2377 






End 


6750 




Name 


OJ991113 36 


.0128 


.C8.ol.np 


Method 


AAT/NAP 




Start 


2348 






End 


6468 




GI 


6682245 






Score 


322 




Exons 


2348. .2378, 


3937 


..4479, 6409. 


.64 68 






GI Descrip. 


(AC016661) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5756 






Seq. ID 


OJ991113_36.0128.C8 




Gene No. 


12149 






Strand 


+ 




Start 


2377 






End 


6750 




Name 


OJ991113 36 


. 0128 


. C8 . o2 . gs 


Method 


GENSCAN 




Start 


2377 






End 


6750 




GI 


none 






Score 


.44 




Exons 


2377. .2427, 


2465 


..2608, 2701. 


.2871, 3829.. 6750 




Seq. No. 


5756 






Seq. ID 


OJ991113_36/0128.C8 




Gene No. 


12150 






Strand 


+ 




Start 


7817 






End 


10952 




Name 


OJ991113 36 


.0128 


. C8 . o3 . as 


Method 


GENSCAN 


.3 C% 


Start 


7817 






End 


10952 




GI 


none 






Score 


.78 


rra 

; s : e 


Exons 


7817. .7860, 


9526 


. . 9724, 10511 


. .10952 




I s ! : 


Seq. No. 


5756 






Seq. ID 


OJ991113_36.0128.C8 


: : 


Gene No. 


12151 






Strand 




i : 3 
: : •=? 


Start 


8283 






End 


10701 


■i3 


Name 


OJ991113 36 


.0128 


. C8 . ol . ts 


Method 


TBLASTX : Soybean 


i'U 


Start 


3933 






End 


4229 




GI 


none 






Score 


310 


.s — ^ 


Exons 


3933. .4229, 


3934 


. .4221 






1. c 


Seq. No. 


5756 






Seq. ID 


OJ991113_36.0128.C8 




Gene No. 


12151 






Strand 






Start 


8283 






End 


10701 


:* "s 


Name 


OJ991113 36 


.0128 


.C8.ol.tm 


Method 


TBLASTX: Maize 




. Start 


5762 






End 


6575 




none - 






Score 


. 213 1 




;^Ex6ti s ; 


. 57,62 . ;~60*46, 


1 .5773 


•16060, 5784'. 


.-6047, 6056.. 6142, 6117.. 6305, 




6118. .6303, 


6125 


..6310, 6400. 


.6573, 6434. .6574, 6441. .6575 




Seq. No. 


5756 






Seq. ID 


OJ991113_36.0128.C8 




Gene No. 


12151 






Strand 






Start 


8283 






End 


10701 




Name 


OJ991113 36 


.0128 


.C8.o3.np 


Method 


AAT/NAP 




Start 


8283 






End 


10701 




GI 


5902928 






Score 


226 




Exons 


8283. .8304, 


9825 


..9934, 10051, 


. .10138, 


10600. .10701 




GI Descrip. 


(AB029509) : 


small 


GTP-binding protein OsRac2 [Oryza sativa] 




Seq. No. 


5756 






Seq. ID 


OJ991113_36.0128.C8 




Gene No.- 


12151 






.Strand 






Start 


8283 






End 


10701 




Name 


OJ991113 36 


.0128 


.C8.ol.tc 


Method 


TBLASTX: Cress 



6010 



Q 

ru 



Start 


9825 


End * 


10139 


GI 


none 


Score 


71 


Exons 


9825.. 9935, 9829 .. 9894, 10034 . 


.10138, 


10039. .10125, 10050. .10139 


Seq. No. 


5756 


Seq. ID 


OJ991113_36.0128.C8 


Gene No. 


12151 


Strand 




Start 


8283 


End 


10701 


Name 


OJ991113 36.0128.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9825 


End 


10139 


GI 


none 


Score 


104 


Exons 


9825. .9935, 9825. .9935, 9827.. 


9937, 9829..9939, 10034 .. 10138, 




10050. .10139 






Seq. No. 


5756 


Seq. ID 


OJ991113_36.0128.C8 


Gene No. 


12151 


Strand 




Start 


8283 


End 


10701 


Name 


OJ991113 36.0128.C8.o2.gp 


Method 


AAT/GAP 


Start 


9825 


End 


10138 


GI 


145 3.R1084 . 


Score 


286 


Exons 


9825.. 9934, 10051.. 10138 






GI Descrip. 


, 5902928/dbj |BAA84493.1| 1 . Oe- 


■121 (AB029509) small GTP-binding 




protein 0sRac2 [Oryza sativa] ' 




Seq. No. 


5756 


Seq. ID 


OJ991113_36.0128.C8 


Gene No. 


12151 


Strand 




Start 


8283 


End 


10701 


Name 


OJ991113 36.0128.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


9825 


End 


10140 


GI 


none 


Score 


93 


Exons 


9825.. 9935, 9825.. 9935, 9896.. 


9937, 10034. .10138, 10050 10139, 




10056. .10139, 10057.. 10140 






Seq. No. 


5757 


Seq. ID 


OJ991113_36.0128.C9 


Gene No 


12152 


Strand 


+ 


Start 


102 


End 


497 


Name 


OJ991113 36.0128.C9.ol.gs 


Method 


GENSCAN 


Start 


102 


End 


497 


GI 


none 


Score 


.52 


Exons 


102. .171, 324. .497 






Seq. No. 


5757 . .>.-. ■.*■■• 


Seq. ID 


OJ991113J36.0128 .C9 / '* 


Gene No.- 


12153 ' 


Strand 




Start 


3203 


End 


5291 


Name 


OJ991113 36.0128.C9.o2.np 


Method 


AAT/NAP 


Start 


3203 


End 


5291 


GI 


2921304 


Score 


476 


Exons 


3203. .4018, 5123. .5291 






GI Descrip. 


(AF033496) herbicide safener binding protein [Zea mays] 


Seq. No. 


5757 


Seq. ID 


OJ991113_36.0128.C9 


Gene No. 


12154 


Strand 




Start 


1 


End 


2545 


Name 


OJ991113 36.0128.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2545 


GI 


5852093 


Score 


63 


Exons 


1..46, 1023. .1196, 2525. .2545 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 





6011 






Seq. No. 


5757 








Seq. ID 


OJ991113_36.0128.C9 




Gene No . 


12155 








Strand 






Start 


3162 * 








End 


10443 




Name 


OJ991113 36. 


0128 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


3162 








End 


10423 




GI 


none 








Score 


.8 




Exons 


3162. .3241, 


3332 


. .3966, 


6287. 


.6363, 7323. .7485, 8416. .8480, 






10244. .10423 












Seq. No. 


5757 








Seq. ID 


OJ991113_36.0128.C9 




Gene No. 


12155 








Strand 






Start 


3162 








End 


10443 




Name 


OJ991113 36. 


0128 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3218 








End 


3893 




GI 


none 








Score 


105 




Exons 


3218. .3295, 


3230 


. .3301, 


3305. 


.3469, 3306.. 3467, 3549.-3638, 






3657. .3725, 


3696 


. .3794, 


3798. 


.3863, 3831.. 3893 




Seq. No. 


5757 








Seq. ID 


OJ991113_36.0128.C9 




Gene No. 


12155 








Strand 






Start 


3162 








End 


10443 




Name 


OJ991113 36. 


0128 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


□ 


Start 


3224 








End 


3628 




GI 


none 








Score 


84 




Exons 


3224. .3295, 


3236 


. .3304, 


3290. 


.3484, 3306. .3476, 3554. .3628 


fy 


Seq. No. 


5757 








Seq. ID 


OJ991113_36.0128.C9 


,; ex 


Gene No. 


12155 








Strand 




L Li 


Start 


3162 








End 


10443 


. =% 


Name 


OJ991113 36. 


0128 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


I'll 


Start 


3306 








End 


3893 


: u5 


GI 


none 








Score 


115 




Exons 


3306. .3458, 


3552 


. .3650, 


3657. 


.3686, 3777. .3893 




Seq. No. 


5757 








Seq. ID 


OJ991113_36.0128.C9 




Gene No. 


12155 








Strand 






Start 


3162 








End 


10443 




Name 


OJ991113 36. 


0128 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3629 








End 


3988 




,GI 


none 








Score 


.61 ■ 




Exons 


3629. .3892, - 


3657 


.'.3713, 


3696. 


.3893, 3696. ,3893, 3887.. 3985, 






3890. .3988 














Seq. No. 


5757 








Seq. ID 


OJ991113_36.0128.C9 




Gene No. 


12155 








Strand 






Start 


3162 








End 


10443 




Name 


OJ991113 36. 


0128 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


10163 








End 


10443 




GI 


2428157 








Score 


490 




Exons 


10163. .10443 














Seq. No. 


5758 








Seq. ID 


OJ991113_36. 0128. C10 




Gene No. 


12156 








Strand 


+ 




Start 


"200 








End 


1267 




Name 


.OJ991113 36. 


0128 


.ClO.ol 


. gs 


Method 


GENSCAN 




Start 


200 








End 


1267 



6012 





GI 


none 


Score 


.93 




Exons 


200. .304, 971. .1267 








* Seq. No. 


5758 


Seq. ID 


OJ991113 36. 0128. C10 




Gene No. 


12156 


Strand 


+ 




Start 


200 


End 


1267 




Name 


OJ991113 36.0128.C10.ol.np 


Method 


AAT/NAP 




Start 


918 


End 


1264 




GI 


2921304 


Score 


268 




Exons 


918.. 1264 








GI Descrip. 


(AF033496) herbicide safener 


binding protein [Zea mays] 




Seq. No. 


5758 


Seq. ID 


OJ991113 36 0128 C10 




Gene No. 


12157 


Strand 






Start 


2205 


End 


3377 




Name 


OJ991113 36.0128. C10. ol.tm 


Method 


TBLASTX: Maize 




Start 


976 


End 


1276 




GI 


none 


Score 


105 




Exons 


976.. 1077, 977.. 1060, 1093.. 


1266, 1097 


. .1276, 1100. .1267 




Seq. No. 


5758 


Seq. ID 


OJ991113 36 0128 C10 




Gene No . 


12157 


Strand 






Start 


2205 


End 


3377 




Name 


OJ991113 36.0128.C10.ol.tw 


Method 


TBLASTX • Whpat 


: s :=? 


Start 


977 


End 


1299 


i. J 


GI 


none 


Score 


288 


ru 


Exons 


977. .1273, 978. .1043, 979. .1266, 1150. 


. 1299 


J t=# 


Seq. No. 


5758 


Seq. ID 


OJ991113_36. 0128. CIO 




Gene No. 


12157 


Strand 




: :'-=r 


Start 


2205 


End 


3377 


': si 


Name 


OJ991113 36.0128.C10.o2.gs 


Method 


GENSCAN 


1 bf 


Start 


2205 


End ' 


3377 




GI 


none 


Score 


.71 


: : c? 


Exons 


2205.. 2351, 3285.-3377 






V ! 


Seq. No. 


5759 


Seq. ID 


OJ991113_36.0128.C11 




Gene No. 


12158 


Strand 


+ 


. s* 


Start 


■ 1 


End 


28231 


) I 


Name 


OJ991113 36.0128.Cll.o4.np 


Method 


AAT/NAP 


''■3 


Start ■ 


■ 1 * ■ 


End 


27261 




GI 


4835245 


Score 


154 




Exons 


1..30, 9357. .9629, 9861. .10052, 16600. 


.16624, 25651. .25749, 






27233. .27261 








GI Descrip. 


(AL049862) putative mitochondrial protein [Arabidopsis thai 




Seq. No. 


5759 


Seq. ID 


OJ991113_36.0128.C11 




Gene No. 


12158 


Strand 


+ 




Start 


1 


End 


28231 




Name 


OJ991113 36.0128.Cll.ol.gp 


Method 


AAT/GAP 




Start 


2009 


End 


3204 




GI 


uC-osflm202113h08bl 


Score 


985 




Exons 


2009. .2268, 2352. .2414, 2521 


..2608, 3084. .3204 




GI Descrip. 


1 4521194 /dbj | AB013613 . 1 | AB013613 6.0e- 


40 Oryza sativa DNA, 






centromere sequence RCBll 1 








Seq. No. 


5759 


Seq. ID 


OJ991113_36.0128.C11 



6013 



Gene No . 


12158 


Strand 


+ 


Start 


1 


End 


28231 


Name 


OJ991113 36.0128.Cll.o2.gp 


Method 


AAT/GAP 


Start 


3379 


End 


3979 


GI 


none 


Score 


1169 


Exons 


3379. .3979 






Seq. No. 


5759 


Seq. ID 


OJ991113 


Gene No . 


12158 


Strand 


+ 


Start 


1 


End 


28231 


Name 


OJ991113 36.0128.Cll.o2.gs 


Method 


GENSCAN 


Start 


6125 


End 


10545 


GI 


none 


Score 


.51 


Exons 


6125.. 6248, 6309.. 6408, 8196. 


.8387, 9303. .9438, 


Seq. No. 


5759 


Seq. ID 


OJ991113 


Gene No . 


12158 


Strand 


+ 


Start 


1 


End 


28231 


Name 


OJ991113 36.0128.Cll.o3.gp 


Method 


AAT/GAP 


Start 


10609 


End 


10718 


GI 


3763212 


Score 


146 


Exons 


10609.. 10718 






Seq. No. 


5759 


Seq. ID 


OJ991H3 


Gene No. 


12158 


Strand 


+ 


Start 


1 


End 


28231 


Name 


OJ991113 36.0128.Cll.o4.gp 


Method 


AAT/GAP 


Start 


. 22573 


End 


22780 


GI 


" 556 1.R1084 


Score 


208 


Exons 


22573. .22780 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 



B. 

rU 

« Seq. No. 
Q Gene No. 

Start 
i 2 Name 

Start 

£l Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



DNA, chromosome 1, clone : P0711E10 1 



5759 

12158 

1 

OJ991113_36.0128.Cll.o5.gs 

23394 

none 



Seq. ID OJ991113_36.0128.C11 

Strand + 

End 28231 

Method GENSCAN 

End 28227 

Score .59 



23394. .23450, 23733.-23874, 24597 24848 , 24 911 .. 24 990, 
25557, . 25614, 2617.7.. 26394, 27233 27320 , 28055.. 28227 



5759 

12158 

1 

OJ991113_36.0128.Cll.o7.np 

26224 

4191779 



Seq. ID OJ991113_36.0128.C11 

Strand + 

End 28231 

Method AAT/NAP 

End 28231 

Score 478 



26224. .26394, 27233 .. 27320, 28055.. 28231 

(AC005917) putative recA protein [Arabidopsis thaliana] 



5759 

12159 

465 

OJ991113_36.0128.Cll.ol.gs 

465 

none 



Seq. ID OJ991113_36.0128.C11 
Strand 

End 4135 

Method GENSCAN 

End 4135 

Score .5 



6014 



Exons 



465.. 523, 655.. 1057, 1167.. 1276, 1305.. 1428, 2001.. 2050, - 
2122. .2336, 2720. .2866, 3981. .4135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5759 
12159 
465 

OJ991113_36.0128.Cll.ol.np 
609 



OJ991113 36.0128.C11 



4678262 
609. .1018, 
(AL049657) 
thaliana] 



Seq. ID 
Strand 

End 4135 
Method AAT/NAP 
End 3111 
Score 592 
1369. .1512, 3061. .3111 

argininosuccinate synthase-like protein [Arabidopsis 



5759 
12159 
4 65 

OJ991113_36. 0128. Cll. o2.np 
609 

4678262 
609. .1018, 
(AL049657) 
thaliana] 



Seq. ID OJ991113_36.0128.C11 
Strand 

End 4135 

Method AAT/NAP 

End 3459 

Score 590 
1369. .1520, 3438.-3459 

argininosuccinate synthase-like protein [Arabidopsis 



Seq. No. 
Gene No. 
Start 
Name 
ril Start 

□ GI 

' s Exons 

!<y 

i'Lt Seq. No. 

a Gene No. 

□ Start 
:[" B Name 
y Start 

GI 

Q Exons 

.: as, 

u 
Q 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5759 Seq. ID OJ991113_36 . 0128 . Cll 

12160 Strand 

11335 End 13656 

OJ991113_36. 0128. Cll. o3.gs Method GENSCAN 

11335 End 13656 

none Score .7 

11335. .11348, 11484. .11552, 11639 . .11926, 12020 .. 12158 , 

13372. .13656 



5759 
12161 
16275 

OJ991113_36 . 0128 . Cll . ol . tm 
606 
none 



Seq. ID OJ991113_36. 0128. Cll 
Strand 

28224 

TBLASTX: Maize 
1510 
93 



End 

Method 
End 
Score 

606.". 677, 613. .675, 672. .1043, 680. .1060, 685. .1059, 1063. .1134, 
1064. .1123, 1089. .1259, 1090. .1260, 1119. .1292, 1228. .1509, 
1241. .1510, 1241. .1510 



5759 

12161 

16275 

OJ991113_36. 0128. Cll. ol.ts 

606 

none 



OJ991113_36. 0128. Cll 
28224 

TBLASTX : Soybean 
1526 
81 

606. .677, 613. .693, 621. .704, 668. .742, 680. .1060, 688. .897, 
690. .1040, 770. .1060, 1063. .1134, 1064. .1123, 1113. .1259, 
1114. .1239, 1119. .1247, 1228.:i509, 1241. .1510, 1358. .1510, 
1383. .1526 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 5759 

Gene No. 12161 

Start 16275 

Name OJ991113 36. 0128 . Cll . ol . tc 



Seq. ID OJ991113_36. 0128. Cll 
Strand 

End 28224 

Method TBLASTX: Cress 



6015 



Start 
GI 

Exons 



615 End 1464 

none Score 185 

615. .677, 680. .982, 681. .905, 683. .907, 941. .1060, 942. .1040, 
1045. .1134, 1083. .1241, 1114. .1242, 1123. .1251, 1154. .1264, 
1258. .1290, 1289. .1450, 1291. .1464, 1292. .1420, 1330. .1425 



Seq. No. 5759 

Gene No. 12161 

Start 16275 

Name OJ991113_36. 0128 .Cll . o4 . gs 

Start 16275 

GI none 
Exons 



Seq. ID OJ991113_36. 0128. Cll 
Strand 

End 28224 

Method GEN SCAN 

End 22227 

Score .85 



16275. .16345, 16625 .. 16665, 16779 .. 18285, 18361 .. 1847 1 , 
18538. .18604, 18689 .. 19318, 19801 .. 20280, 21661.. 22227 



'hst 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



5759 

12161 

16275 

OJ991113_36. 0128. Cll. oS.np 

16775 

6899940 



Seq. ID OJ991113_36. 0128. Cll 
Strand 

End 28224 

Method AAT/NAP 

End 20054 

Score 194 



16775. .16906, 16955 17401 , 20026.. 20054 
(AL138651) putative protein [Arabidopsis thaliana] 



5759 ' 

12161 

16275 

OJ991113_36. 0128. Cll. o6.np 

22073 

3880303 



Seq. ID OJ991113_36. 0128. Cll 
Strand 

End 28224 

Method AAT/NAP 

End 27579 

Score 132 



22073. .22255, 23601 .. 23838, 24646 .. 25028, 27523.. 27579 
(Z54238) T28C6.1 [Caenorhabditis elegans] 



5759 

12161 

16275 

OJ991113_36. 0128. Cll. o2.tc 

26166 

none 

26166. .26384, 26179 .. 26394 , 
27233.-27334 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_36. 0128. Cll 
28224 

TBLASTX: Cress 

27334 

78 



26229. .26390, 27232 .. 27324 , 



Seq. No. 5759 

Gene No. 12161 

Start 16275 

Name OJ991113_36 . 0128 . Cll . o2 . ts 

Start 27244 

GI none 
Exons 



28224 

TBLASTX : Soybean 
28224 
116 

27244. .27321, 27245 .. 27322, 28048 .. 28188, 28053 28202 , 
28073. .28210, 28078 .. 28224 , 28140. .28220 



Seq. ID OJ991113_36. 0128. Cll 
Strand 
End 

Method 
End 
Score 



Seq. No. 5760 Seq. ID 

Gene No. 12162 Strand 

Start. 1 End 

Name OJ991113_36 . 0128 .C12 . ol . np .Method 

Start '1 . End 

GI 5042454 Score 



OJ991113_36.0128.C12 
+ 

656 

AAT/NAP 

656 

85 



6016 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..228, 637. .656 

(AC007789) putative polyprotein [Oryza sativa] 



5760 

12162 

1 

OJ991113_36.0128.C12.ol.gs 
41 

none 
41. .255 



Seq. ID OJ991113_36.0128.C12 

Strand + 

End 656 

Method GEN SCAN 

End 255 

Score .64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
1*3 Start 

.;S Exons 

l t ii 

i U Seq. No. 

l!3 Gene No. 

lil Start 

4 Name 

!;rt Start 

l * GI 

* Exons 

i;3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5761 Seq. ID 

12163 Strand 

105 End 

OJ991013_16.0113.Cl.ol.gs Method 

105 End 

none Score 

105. .193, 3931. .4259, 4298. .4942 

5761 Seq. ID 

12163 Strand 

105 End 

OJ991013_16.0113.Cl.ol.gp Method . 

3606 End 

5056026 Score 
3606. .3849 



OJ991013_16.0113.C1 

6306 
GEN SCAN 
4942 
.52 



OJ991013_16.0113.C1 

6306 
AAT/GAP 
3849 
419 



5761 
12163 
105 

OJ991013_16.0113.Cl.ol.np 
3897 
4204295 
3897. .4162, 6235. .6306 

(AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. ID OJ991013_16.0113.C1 
Strand 

End 6306 

Method AAT/NAP 

End 6306 

Score 129 



5761 

12163 

105 

OJ991013_16.0113.Cl.ol.tm 

4325 

none 

4325.-4459, 4326. .4460, 4334, 

5761 

12163 

105 

OJ991013_16.0113.Cl.o2.gp 

4532 

2428673 

4532.-4953 



OJ991013_16.0113.C1 
6306 

TBLASTX: Maize ' v 
4561 
134 

4465, 4445. .4561, 4469. .4555 
OJ991013 16. 0113. CI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



6306 
AAT/GAP 
4953 
779 



Seq. No. 5761 Seq. ID 

Gene No. - 12163 Strand 

Start 105 End 

Name OJ991013_16 . 0113 . CI . o3 . gp Method 



OJ991013_16.0113.C1 

6306 
AAT/GAP 



6017 




Start 


5698 


End 


6287 




GI 


none 


Score 


1049 




Exons 


5698. .6287 








Seq. No. 


5762 


Seq. ID 


OJ991013_16.0113 


.C2 


fZpnp No 


12164 


Strand 


+ 




Start 


561 


End 


2026 




Name 


OJ991013 16.0113.C2.ol. 


gs Method 


GENSCAN 




Start 


561 


End 


2026 




GI 


none 


Score 


.48 




Exons 


561. .800, 808. .978, 2003. .2026 






Seq. No. 


5762 


Seq. ID 


OJ991013_16.0113 


.C2 


Gene No. 


12165 


Strand 






Start 


626 


End 


1061 




Name 


OJ991013 16.0113.C2.ol. 


gp Method 


AAT/GAP 




Start 


626 


End 


1061 




GI 


uC-osflcypl20c03bl 


Score 


784 




Exons 


626. .1061 








GI Descrip. 


f 2832644/emb|CAA16719| 


8.0e-18 (AL021710) teosinte branchedl 




like protein [Arabidopsis thaliana] ' 






Seq. No. 




Seq. ID 


OJ991013_16.0113 


.C3 


Gene No. 


ItlUD 


Strand 






O Lai L, 


A 9 A ^ 


. End 


7133 




Name 


o.tqqi m ^ ifi ni i ^ o? 

JjlUiJ ID. UXlJ.l/J.U^i 


gs Method 


GENSCAN 




Start 


4 £.U 


End 


7133 




GI 


none 


Score 


.41 




Exons 


4243 4276 4476 4651 


5272.. 5380, 5992.. 6202, 6657.. 6729, 




6954.. 7133 








Seq. No. 


5764 


Seq. ID 


OJ991013 16.0113 


.C6 


Gene No. 


12167 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ991013 16.0113.C6.ol. 


gp Method 


AAT/GAP 




Start 


1 


End 


3281 




GI 


342 1.R1084 


Score 


5195 




Exons 


1. .3281 








GI Descrip. 


•4574406/gb I AAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Ory: 




sativa] 1 








Seq. No. 


5764 


Seq. ID 


OJ991013_16.0113 


.C6 




12167 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ991013 16.0113.C6.o2. 


ts Method 


TBLASTX: Soybean 




Start 


2 


End 


295 




GI 


none 


Score 


205 




Exons 


2. .295/ 31. .282 








Seq. No. 


5764 


Seq. ID 


OJ991013_16.0113 


.C6 


Gene No. 


12167 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ991013 16.0113.C6.o2. 


tc Method 


TBLASTX: Cress 




Start 


28 


End 


376 




GI 


none 


Score 


288 




Exons 


28. .102, 35.-376, 130.. 


180, 229. .357 







6018 



Seq. No/ 5764 Seq. ID 

Gene No. 12167 Strand 

Start 1 End 

Name 0 J9 91013_16.0113.C6.ol.np Met hod 

Start 56 End 

GI 6742729 Score 

Exons 56.. 2015 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ991013_16.0113.C6 
+ 

3318 
AAT/NAP 
2015 
3047 



Seq. No. 5764 Seq. ID 

Gene No. 12167 - Strand 

Start 1 End 

Name OJ991013_1 6 . 0113 . C6 . o2 . tw Method 

Start 164 End 

GI none Score 

Exons 164.. 220, 172.. 216, 217.. 318, 218.. 322, 

331. .423, 334. .426, 404. .628, 427. .633 



OJ991013_16.0113.C6 
+ 

3318 

TBLASTX: Wheat 

633 

73 

218. .340, 326.-424, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



: Exons 



5764 Seq. ID 

12167 - Strand 

1 End 

OJ991013_16.0113.C6.ol.tm Method 

209 End 

none Score 

209. .463, 221. .463, 473. .667 



OJ991013_16.0113.C6 
+ 

3318 

TBLASTX: Maize 

667 

243 



hi 



Seq. No. 5764 

Gene No. 12167 

Start 1 

Name OJ991013_16 . 0113 . C6 . ol . ts 

Start 497 

GI none 

Exons 4 97.. 739 

Q Seq. No. 5764 

\J Gene No. 12167 

il Start 1 

' cs Name OJ991013JL6 . 0113 . C6 . o3 . tw 

;~ Start 772 

^ GI none 
J! 3 Exons 



Seq. ID OJ991013_16.0113.C6 

Strand .+ 

End 3318 

Method TBLASTX : Soybean 

End 739 

Score 207 



Seq. ID OJ991013_16.0113.C6 



Strand 
End 

Method 

End 

Score 



+ 

3318 

TBLASTX: Wheat 

1182 

87 



772. .822, 773. .835, 821. .1063, 841. .1023, 1091.71171, 
1096. .1182, 1097. .1177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5764 
12167 
1 

OJ991013_16.0113.C6.ol.tw 
1183 



none 

1183. 

1768. 

2146. 

2253. 

2433. 



.1272, 1184. 

,2067, 2093. 

.2205, 2184. 

.2333, 2337. 
.2498 



Seq. ID OJ991013_16.0113.C6 
Strand + 

3318 

TBLASTX: Wheat 
2499 
114 



End 

Method 
End 
Score 

1279, 1184. .1282, 1278. .2060, 1279. .2100, 
2140, 2094. .2135, 2095. .2139, 2142. .2237, 
2324, 2185. .2313, 2215. .2331, 2216. .2332, 
2390, 2338. .2418, 2407. .2499, 2411. .2482, 



Seq. No. 
Gene No. 



5764 
12167 



Seq. ID OJ991013_16.0113.C6 
Strand + 



6019 





Start 


1 


End 


3318 




Name 


OJ991013 16.0113.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1226 


End 


1539 




GI 


none 


Score 


67 




Exons 


1226.. 1279, 1269.. 1511, 1279. 


. 1539 






Seq. No. 


5764 


Seq. ID 


OJ991013_16. 0113 .C6 




Gene No . 


12167 


Strand 


+ 




Start 


1 


End 


3318 




Name 


. OJ991013_16. 0113.C6.ol . tc 


Method 


TBLASTX: Cress 




Start 


1470 


End 


1918 




GI 


none 


Score 


366 




Exons 


1470. .1883, 1474. .1896, 1667. 


.1918, 1768. .1917 




Seq. No. 


5764 


Seq. ID 


OJ991013_16.0113.C6 




Gene No. 


12167 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ991013 16.0113.C6.o2.np 


Method 


AAT/NAP 




Start 


2048 


End 


3318 




GI 


4038057 


Score 


93 




Exons 


2048.. 2295, 3284.. 3318 








GI Descrip. 


(AC005897) En/Spm-like transposon protein [Arabidopsis thaliana] 


o 


Seq. No,. 


5765 


Seq. ID 


OJ991013_16.0113.C7 




Gene No. 


12168 


Strand 


+ 


cn 


Start 


172 


End 


595 


Name 


OJ991013 16.0113.C7.ol.gs 


Method 


GENSCAN 


r LI 


Start 


172 


End 


595 


-3 


GI 


none 


Score 


.97 


;. Li 


Exons 


172. .262, 331. .595 






:s : e 


Seq. No. 


5765 


Seq. ID 


OJ991013_16.0113.C7 




Gene No. 


12169 


Strand 


+ 




Start 


1569 


End 


5238 




Name 


OJ991013 16.0113.C7.o2.np 


Method 


AAT/NAP 


% J 


Start 


1569 


End 


5238 


u 


GI 


4680204 


Score 


930 




Exons 


1569.. 2980, 3072.. 4129, 4218. 


.4391, 4481. .4616, 5018. .5238 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


5765 


. Seq. ID 


OJ991013_16.0113.C7 " 




Gene No. 


12169 


' Strand 


+ * ' 




Start 


1569 


End 


5238 




Name 


OJ991013 16.0113.C7.ol.np 


Method 


AAT/NAP 




Start 


1569 


End 


4381 




GI 


4680204 


Score 


879 




Exons 


1569.. 2980, 3072.. 4129, 4218. 


.4381 






GI Descrip. 


(AF114171) hypothetical prote 


in [Sorghum bicolor] 




Seq. No. 


5765 


Seq. ID 


•OJ991013_16.0113.C7 




Gene No. 


12170 


Strand 






Start 


5866 


End 


6498 




Name 


OJ991013 16.0113.C7.o3.gs 


Method 


GENSCAN 




Start 


5866 


End 


6498 




GI 


none 


Score 


1 




Exons 


5866. .6498 ■ 







6020 




Seq. No.- 


5765 








Seq. ID 


OJ991013_16 . 0113 . C7 


Gene No . 


12171 








Strand 




Start ' 


6894 








End 


10254 


Name 


OJ991013 16. 


0113. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2190 








End 


2591 


GI 


none 








Score 


218 


Exons 


2190. .2426, 


2190. 


.2384, 


2291. 


.2431, 2421.. 2591, 2474.. 2590 


Seq. No. 


5765 








Seq. ID 


OJ991013_16.0113.C7 


Gene No . 


12171 








Strand 




Start 


6894 








End 


10254 


Name 


OJ991013 16. 


0113. 


C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2591 








End 


3284 


GI 


none 








Score 


69 


Exons 


2591. .2626, 


2592. 


.2672, 


2912. 


.2983, 3065.. 3139, 3066.. 3284 


Seq. No. 


5765 








Seq. ID 


OJ991013_16.0113.C7 


Gene No . 


12171 








Strand 




Start 


6894 








End 


10254 


Name 


OJ991013 16. 


0113. 


C7.o4. 


gs 


Method 


GENSCAN 


Start 


6894 








End 


10211 


GI 


none 








Score 


.58 


Exons - 


6894 . .7175, 


7492. 


.7733, 


8026. 


.8173, 9189. .9544, 9948. .10211 


Seq. No. 


5765 








Seq. ' ID 


OJ991013_16.0113.C7 


Gene No. 


12171 








Strand 




Start 


6894 








End 


10254 


Name 


OJ991013 16. 


0113. 


C7.o3. 


np 


Method 


AAT/NAP 


Start 


8980 








End 


10254 


GI 


6539553 








Score 


2046 


Exons 


8980. .10254 













Til GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 

(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 1 (AP000837) 
r=j Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 

! 3S : [Oryza sativa] 

r, 4 



Seq. No. 


5765 








Seq. ID 


OJ991013_16.0113 


.C7 


Gene No. 


12171 








Strand 






Start 


6894 








End 


10254 




Name 


OJ991013 16. 


0113 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9115 








End 


9560 




GI 


none 








Score 


342 




Exons 


9115. .9501, 


9117 


. .9500, 


9516. 


.9560 






Seq. No. 


5765 








Seq. ID 


OJ991013JL6.0113 


.C7 


Gene No. 


12171 








Strand 






Start 


6894 








End 


10254 




Name 


OJ991013 16. 


0113 


,C7.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


9243 








End 


9560 




GI 


none 








Score 


93 




Exons 


9243. .9452, 


9264 


. .9452, 


9471. 


.9560, 9478.-9558 




Seq. No. 


5765 








Seq. ID 


OJ991013_16.0113 


.C7 


Gene No. 


12171 








Strand 






Start 


6894 








End 


10254 




Name 


OJ991013 16. 


0113 


,C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9447 








End 


9783 





6021 




GI 


none 






Score 


67 




Exons 


9447. .9548, 


9448. 


.9549, 9562. 


.9783, 9568.. 9783 




Seq. No. 


5765 






Seq. ID 


OJ991013_16.0113 


-C7 


Gene No . 


12171 






Strand 






Start 


6894 






End 


10254 




Name 


OJ991013 16. 


0113. 


C7.ol.ts 


Method 


TBLASTX : Soybean* 




Start 


9589 






End 


9940 




GI 


none 






Score 


114 




Exons 


9589. .9939, 


9740. 


.9940 








Seq. No. 


5765 






Seq. ID 


OJ991013_16.0113 


.C7 


Gene No . 


12171 






Strand 






Start 


6894 






End 


10254 




Name 


OJ991013 16. 


0113. 


C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9793 






End 


10254 




GI 


none 






Score 


45 




Exons 


9793. .9999, 


9823. 


.9972, 9994. 


.10254, 10018. .10191 




Seq. No. 


5765 






Seq. ID 


OJ991013 16.0113 


.C7 


Gene # 


12171 






Strand 






Start 


6894 






End 


10254 




Name 


OJ991013 16. 


0113. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


9874 






End 


10254 




GI 


none 






Score 


85 




Exons 


9874. .10254, 


10021. .10203 








Seq. No. 


5765 






Seq. ID 


OJ991013 16.0113 


.C7 


Gene No. 


12171 






Strand 






Start 


6894 * 






End 


10254 




Name 


OJ991013 16. 


0113. 


C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9961 






End 


10254 




GI 


none 






Score 


108 




Exons 


9961. .10254, 


9964 


. .10185 








Seq. No. 


5766 






Seq. ID 


OJ991013_16.0113 


.C9 


Gene No . 


12172 






Strand 


+ 




Start 


1806 






End 


1973 




Name 


OJ991013 16. 


0113. 


C9.ol.gs 


Method 


GENSCAN 




Start 


1806 






End 


1973 




GI 


none 






Score - ... 


-91 




Exons 


1806. .1973 ' 












Seq. No. 


5766 






Seq. ID 


OJ991013_16.0113 


.C9 


Gene No . 


12173 






Strand 


+ 




Start 


3061 






End 


4772 




Name 


OJ991013 16. 


0113. 


C9.o2.gs 


Method 


GENSCAN 




Start 


3061 






End 


4506 




GI 


none 






Score 


.57 




Exons 


3061. .3228,, 


3994. 


.4506 








Seq. No. 


5766 






Seq. ID 


OJ991013_16.0113 


.C9 


Gene No. 


12173 






Strand 


+ 




Start 


3061 






End 


4772 




Name 


OJ991013 16. 


0113. 


C9.ol.np 


Method 


AAT/NAP 




Start 


' 4133 






End 


4772 




GI 


4417306 






Score 


84 





6022 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4133.. 4325, 4728.. 4772 

(AC006446) putative Athila retroelement 0RF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ991013_16.0113.C9 
Strand 

End 3566 

Method AAT/GAP 

End 3566 

Score 859 



5766 
12174 
2999 

OJ991013_16.0113.C9.ol.gp 
2999 
4879016 
2999. .3566- 

604 17 57 /gb I AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ991013_16.0113.C11 

Strand 

End 211 

Method AAT/GAP 

End 211 

Score 345 



5767 
12175 
1 

OJ991013_16.0113.Cll.ol.gp 
1 

61605_3.R1084 
1. .211 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ991013_16.0113.C12 

Strand + 

End 1125 

Method AAT/NAP 

End 1125 

Score 1356 



5768 
12176 
1 

OJ991013_16.0113.C12.ol.np 
1 

6630696 
1. .1125 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 





Seq. No. 


5768 








Seq. ID 


OJ991013_16.0113. 


C12 




Gene No. 


12176 








Strand 


+ 




hj 


Start 


1 








End 


1125 






Name 


OJ991013 


16.0113.C12 


.ol 


. tm 


Method 


TBLASTX : Maize 




□ * 


Start 


. 309 








End 


656 






GI 


none 








Score 


318 






Exons 


309. .656, 


315. .653, 


323 


. .655 










Seq. No. 


5768 








Seq. ID 


OJ991013_16.0113. 


C12 




Gene No. 


12176 








Strand 


+ 






Start 


1 








End 


1125 






Name 


OJ991013 


16.0113.C12 


.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


501 








End 


876 . 






GI 


none 








Score 


107 






Exons 


501. .605, 


700. .876 














Seq. No. 


5768 








Seq. ID 


OJ991013_16.0113. 


C12 




Gene No. 


12176 








Strand 


+ 






Start . 


1 








End 


1125 






Name 


OJ991013 


16.0113.C12 


.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


513 








End 


989 





6023 



GI 


none 




Score 


106 




Exons 


513.. 587, 513. .593, 514. 


.588, 


518. . 601 


, 602. .736, 603. .737, 




711. .989, 727. .987 




- 






Seq. No. 


5768 




Seq. ID 


OJ991013_ 


16.0113.C12 


Gene No. 


12177 




Strand 






Start 


1264 




End 


1616 




Name 


OJ991013 16.0113.C12.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1264 




End 


1616 




GI 


none 




Score 


57 




Exons 


1264.. 1335, 1265.. 1336, 


1314. 


.1406, 1337. .1408, 


1339. .1419, 




1345. .1407, 1407. .1481, 


1408. 


.1485, 1410. . 1481, 


1411. .1482, 




1512. .1616, 1513. .1551, 


1518. 


.1589 






Seq. No. 


5769 




Seq. ID 


OJ991013_ 


16.0113.C13 


Gene No. 


12178 




Strand 


+ 




Start 


1 




End 


8336 




Name 


OJ991013 16.0113.C13.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


7903 




GI 


4680183 




Score 


200 




Exons 


1..37, 7115. .7204, 7814. 


.7903 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


5769 




Seq. ID 


OJ991013_ 


16.0113.C13 


Gene No. 


.12178 




Strand 


+ 




Start 


1 




End 


8336 




Name 


OJ991013 16.0113.C13.ol. 


gs 


Method 


GENSCAN 




Start 


335 




End 


8336 




GI 


none 




Score 


.59 




Exons 


335.. 405, 3966.. 4155, 4248.. 4329, 4372 


..4494, 4562. .4664, 




6758.-6864, 7733. .7859, 


8276. 


.8336 






Seq. No. 


5769 




Seq. ID 


OJ991013_ 


16.0113.C13 


Gene No. 


12179 




Strand 


+ 




Start 


13087 




End 


17016 




Name 


OJ991013 16.0113.C13.o3. 


np 


Method 


AAT/NAP 




Start 


13087 




End 


17016 




GI 


4680203 




Score 


902 




Exons 


13087. .13148, 14361. .15301, 16945. .17016 




GI Descrip. 


(AF114171J TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


5769 




Seq. ID 


* OJ991013_ 


16.0113.C13 


Gene No. 


12180 




Strand 


+ 




Start 


19661 




End 


19893 




Name 


OJ991013 16.0113.C13.o2. 


gp 


Method 


AAT/GAP 




Start 


19661 


End 


19893 




GI 


61605 1.R1084 




Score 


359 




Exons 


19661. .19893 










GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza 


sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 * 


Seq. No. 


5769 




Seq. ID 


OJ991013_ 


16.0113.C13 


Gene No. 


12181 




Strand 


+ 




Start 


24437 




End 


24701 




Name 


OJ991013 16.0113.C13.o6. 


gs 


Method 


GENSCAN 




Start 


24437 




End 


24701 




GI 


none 




Score 


.86 





6024 



Exons 



24437. .24448, 24576.. 24701 



Seq. No. 5769 Seq. ID 

Gene No. 12182 Strand 

Start 8634 End 

Name OJ991013_16.0113.C13.o2 .gs Method 

Start 8634 End 

GI none Score 

Exons 8634.-9398 



OJ991013_16.0113.C13 

20394 
GENSCAN 
9398 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5769 Seq. ID 

12182 Strand 
8634 End 
OJ991013_16.0113.C13.o2.np Method 
8637 End 
5042448 Score 
8637.. 8915, 8943.-9449, 12596.. 12667 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ991013_16.0113.C13 

20394 
AAT/NAP 
12667 
1285 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013 16,0113. C13 



5769 
12182 
8634 

OJ991013_16.0113.C13.ol.gp 
10159 

uC-osflcyp033a04bl 
10159. .10540 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



20394 
AAT/GAP 
10540 
639 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



5769 
12182 
8634 

OJ991013_16.0113.C13.o3.gs 
10971 



OJ991013 16.0113.C13 



none 
10971. 
14985. 
16841. 



Seq. ID _ 
Strand 

End 20394 
Method GENSCAN 
End 17141 
Score .42 

.11056, 11352. .11746, 12633 .. 12733, 14535 .. 14740, 
.15089, 15834. .15918, 15970 .. 16308 , 16542 .. 16603, 
,17141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5769 Seq. ID 

12182 Strand ' -' 

8634 End 20394 

OJ991013_16.0113.C13.o4 .np Method AAT/NAP 
16485 End 17946 

6815052 Score 1291 

16485. .16603, 16872 .. 16940, 17021 .. 177 62, 17811 
(AP001080) hypothetical protein [Oryza sativa] 



OJ991013 16.0113.C13 



,17946 



5769 

12182 

8634 

OJ991013_16.0113.C13.o4 .gs 

17449 

none 



Seq. ID OJ991013_16.0113.C13 
Strand 

End 20394 

Method GENSCAN 

End 20394 

Score .43 



17449. .18140, 19155. .19293, 19299 .. 19647 , 20345. .20394 



6025 






Seq. No. 


5769 






Seq. ID 


OJ991013_16.0113. 


C13 




Gene No. 


12183 






■ Strand 


- 






Start 


20906 






End 


21640 






Name 


OJ991013 16.0113.C13. 


o3.gp 


Method 


AAT/GAP 






Start 


20906 






End 


21640 






GI 


101153 


1.R1084 




Score 


369 






Exons 


20906." 


.21135, 21616.. 


21640 










GI Descrip. 


'5852170/61110 IAL117265. 1| OST17804 l.Oe- 


115 Oryza sativa 








indica ( GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone: tl7804 1 




Seq. No. 


5769 






Seq. ID 


OJ991013_16.0113. 


C13 




Gene No. 


12184 






Strand 








Start 


21632 






End 


25757 






Name 


OJ991013 16. 01-13. C13. 


ol . tw 


Method 


TBLASTX : Wheat 






Start 


14700 






End 


15054 






GI 


none 






Score 


91 






Exons 


14700. 


.14810, 14734.. 


14793, 


14793. .15044, 14803 .. 15054 , 








14804. 


.15043 












y '' ' 

Seq. No. 


5769 






Seq. ID 


OJ991013_16.0113. 


C13 




Genp No 


12184 






Strand 








Start 


21632 






End 


25757 






Name 


OJ991013 16.0113.C13. 


ol . ts 


Method 


TBLASTX : Soybean 






Start 


14772 






End 


15116 




. ~: 


GI 


none 






Score 


41 ' 




! ==? 


Exons 


14772. 


.14816, 14826/. 


15044, 


14834. .15037, 15051.. 15116 




I'll 


Seq. No. 


5769 






Seq. ID 


OJ991013JL6.0113. 


C13 




Gene No . 


12184 






Strand 








Start 


21632 






End 


25757 




. =i 


Name 


OJ991013 16.0113.C13. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


15310 






End 


15998 




i bl 


GI 


none 






Score 


108 






Exons 


15310. 


.15414, 15312.. 


15368, 


15622. .15708, 15786.. 15998 




Q 


Seq. No. 


5769 






Seq. ID 


OJ991013_16.0113. 


C13 




Gene No . 


12184 






Strand 








Start 


21632 






End 


25757 






Name 


OJ991013 16.0113.C13. 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


18001 






End- 


18336 




1,3 


GI 


none 






Score 


66 






Exons 


18001." 


.18336, 18101.. 












Seq. No. 


5769 






Seq. ID 


OJ991013_16.0113. 


C13 




Gene No. 


12184 






Strand 








Start 


21632 






End 


25757 






Name 


OJ991013 16.0113.C13. 


o5 .gs 


Method 


GENSCAN 






Start 


21632 






End 


23240 






GI 


none 






Score 


.44 






Exons 


21632. 


21778, 21784.. 


21883, 


21909. .22035, 22401 .. 22442, 








23141. 


23240 












Seq. No. 


5769 






Seq. ID 


OJ991013_16.0113. 


C13 




Gene No. 


12184 






Strand 








Start 


21632 






End 


25757 






Name 


" OJ991013 16.0113.C13. 


o5 . np 


Method 


AAT/NAP 






Start 


21894 






End 


25757 





6026 



I Li 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680204 Score 18 

21894. .22128, 25727.. 25757 

(AF114171) hypothetical protein [Sorghum bicolor] 



5769 

12184 

21632 

OJ991013_16.0113.C13.o7.gs 

25418 

none 

25418. .25522, 25527.. 25640 



Seq. ID OJ991013_16.0113.C13 
Strand 

End 25757 

Method GENSCAN 

End 25640 

Score . . 99 



5770 Seq. ID OJ991013_16 . 0113 . C14 

12185 Strand + 

1 - End 575 

OJ991013_1 6.0113. C14 . ol . np Method AAT/NAP 

1 End 575 

5922620 Score 108 

1..189, 233. .409, 518. .575 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



5770 

12185 

1 

OJ991013_16.0113.C14.ol.gs 

210 

none 

210. .410 

5771 

12186 

134 

OJ991013_16.0113.C15.ol.gs 

134 

none 

134. .586 



16.0113.C14 



Seq. ID OJ991013_ 

Strand + 

End 575 

Method GENSCAN 

End 410 

Score .77 



Seq. ID OJ991013_16.0113.C15 

Strand 

End 586 

Method GENSCAN 

End 586 

Score .42 



Seq. No. 5772 Seq. ID 

Gene No. 12187 Strand 

Start 2084 End 

Name OJ991013_16 . 0113 . C17 . ol . gs Method 

Start 2084 End 

GI none Score 

Exons 2084.. 2458, 2582.. 2751 

Seq. No. 5772 Seq. ID 

Gene No. 12188 Strand 

Start 3938 End 

Name OJ991013_16 . 0113 . C17 . o2 . gs Method 

Start 3938 End 

GI none Score 

Exons 3938.. 4183 



OJ991013_16.0113.C17 
+ 

2751 
GENSCAN 
2751 
.7 



OJ991013 16.0113.C17 



4183 
GENSCAN 
4183 
.51 



6027 



Seq. No. 5773 

Gene No. 12189 

Start 1761 

Name OJ991013_16 . 0113 .C19. ol . gs 

Start 1761 

GI none 

Exons 1761.. 1776, 2275.. 3259 



Seq. ID OJ991013_16.0113.C19 

Strand + 

End 3259 

Method . GENSCAN 

End 3259 

Score .91 



Seq. No. 5773 

Gene No. 12189 

Start 1761 

Name OJ991013_16 . 0113 . C19 . ol . tm 

Start 2643 

GI none 
Exons 



Seq. ID OJ991013_16.0113.C19 

Strand + 

End 3259 

Method TBLASTX: Maize 

End 3050 

Score 114 



2643. .2747, 2766. .2948, 2792. .2941, 2988. .3050, 2994. .3050 



Seq. No. 5774 

Gene No. 12190 

Start 1 

Name OJ991013_16 . 0113 . C20 . ol . np 

Start 1 

GI 4204295 

Exons 1 . .314 

GI Descrip. (AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. ID OJ991013_16.0113.C20 

Strand + 

End 314 

Method AAT/NAP 

End 314 

Score 126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5774 
12191 
1 

OJ991013_16.0113.C20.o2.np 
1 

2213632 
1..77, 867. .1614 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ991013_16.0113.C20 
Strand 

End 198 6 

Method AAT/NAP 

End 1614 

Score 721 



5774 

12191 

1 

OJ991013_16.0113.C20.ol.gs 
54 

none 



Seq. ID OJ991013_16.0113.C20 
Strand 

End 1986 

Method GENSCAN 

End 1986 

Score .43 



54. .248, 840. .882, 935. .1068, 1162. .1352, 1386. .1986 



5774 

12191 

1 

OJ991013_16.0113.C20.o2.tw 

864 

none 

864.. 926, 925.. 1095 

5774 

12191 

1 

OJ991013_16.0113.C20.ol.tm- 

894 

none 



Seq. ID OJ991013_16.0113.C20 
Strand 

End 198 6 

Method TBLASTX : Wheat 

End 1095 

Score 167 



Seq. ID OJ991013_16.0113.C20 
Strand 

End 198 6 

Method TBLASTX : Mai ze 
End ' 1372 

Score 39 



6028 




Exons 894.. 923, 894.. 926, 962.. 1003, 964.. 1002, 1000.. 1371, 

1001.. 1372, 1199.. 1372 



Seq. No. 


5774 




Seq. ID 


OJ991013_16.0113. 


C20 


Gene No. 


12191 




Strand 


— 




Start 


1 




End 


1986 




Name 


OJ991013 16.0113.C20.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1096 




End 


1500 




GI 


none 




Score 


307 




F.xon s 


1096 1500. 1115 1498 










Seq. No. 


5774 




Seq. ID 


OJ991013_16.0113. 


C20 


Gene No. 


12191 




Strand 


- 




Start 


1 




End 


1986 




Name 


OJ991013 16.0113.C20.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1396 




End 


1872 




GI 


none 




Score 


165 




Exons 


1396 1689, 1445 1714. 


1756. 


.1872 






Seq. No. 


5775 




Seq. ID 


OJ991013_16.0113. 


C21 


Gene No. 


12192 




Strand 






Start 


247 




End 


1779 




Name 


OJ991013 16.0113.C21.ol. 


gs 


Method 


GENS CAN 




Start 


247 




End 


1779 




GI 


none 




Score 


.68 




E von s 


247 402, 512 575. 616 


.785, 


1660. .1779 




Seq. No. 


5776 




Seq. ID 


OJ991013_16.0113. 


C24 


Gene No. 


12193 




Strand 






Start 


13 




End 


234 




Name 


OJ991013 16.0113.C24.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8 




End 


234 




GI 


none 




Score 


176 




Exons 


8 232. 9 233. 10 234, 


13. . 


234 






Seq. No. 


5776 




Seq. ID 


OJ991013_16.0113. 


C24 


Gene No. 


12193 




Strand 






Start 


13 




End 


234 




Name 


OJ991013 16.0113.C24.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


10 




End 


234 




GI 


none 




Score 


93 




Exons 


10. .201, 13. .234 










Seq. No. 


5776 




Seq. ID 


OJ991013_16.0113. 


C24 


Gene No. 


12193 




Strand 






Start 


13 




End 


234 




Name 


OJ991013 16.0113.C24 .ol. 


np 


Method 


AAT/NAP 




Start 


13 




End 


231 




GI 


6382524 




Score 


217 




Exons 


13. .231 










GI Descrip. 


(AC011020) putative urease [Arabidopsis 


; thaliana] 




Seq. No.- 


5776 




Seq. ID 


OJ991013_16.0113. 


C24 


Gene No. 


12193 




Strand 






Start 


13 




End 


234 




Name 


OJ991013 16.0113.C24 .ol. 


gs 


'Method 


GEN SCAN 




Start 


70 




End 


231 





6029 



GI 


none 




Score 


.61 






Exons 


70. .231 












Seq. No. 


5777 




Seq. ID 


OJ991013_ 


16. 


0113. C26 


Gene No. 


12194 




Strand 








Start 


1 




End 


586 






Name 


OJ991013 16.0113.C26.ol 


. . np 


Method 


AAT/NAP 






Start 


1 




End 


586 






GI 


6815052 




Score 


136 






Exons 


1..155, 300.. 378, 546.. 


586 




- 






GI Descrip. 


(AP001080) hypothetical 


. protein [Oryza 


sativa] 






Seq. No. 


5778 




Seq. ID 


OJ991013_ 


10. 


0110. CI 


Gene No . 


12195 






+ 






Start 


157 




End 


391 






Name 


OJ991013 10. 0110. CI. ol. 


y a 


Mo-j-Hrid 


GENSCAN 






Start 


157 




End 


391 






GI 


none 




Score 


.76 






Exons 


157. .254, 271. .391 












Seq. No. 


5779 




O " • -L LJ 


OJ991013_ 


10. 


0110. C3 


Gene No . 


12196 












Start 


295'' 




End ' 


550 






Name 


OJ991013 10.0110.C3.ol. 


y ° 


Mpt hod 


GENSCAN 






■Start 


295 






550 






GI 


none 




Score 


.73 






Exons 


295.-355, 455.. 550 












Seq. No. 


5780 




Seq. ID 


OJ991013_ 


10. 


0110. C6 


Gene No . 


12197 




Strand 


+ 






Start 


414 




End 


1052 






Name 


OJ991013 10.0110.C6.ol. 




Method 


GENSCAN 






Start 


414 




End 


1052 






GI 


none 




Score 


.66 






Exons 


414. .691, 869. .1052 












Seq. No. 


5780 




Seq. ID 


OJ991013_ 


10. 


0110. C6 


Gene No . 


12198 




Strand 


+ 






Start 


2314 




End 


3573 






Name 


OJ991013 10.0110.C6.o2. 


gs 


Method 


GENSCAN 






Start 


- 2314 




End 


3573 






GI 


none 




Score 


.72 






Exons 


2314. .2726, 2843.-3226, 


3294. 


.3383, 3459. .3573 






Seq. No. 


5780 




Seq. ID 


OJ991013_ 


10. 


0110. C6 


Gene No. 


12199 




Strand 








Start 


1730 




End 


2044 , 






Name 


OJ991013 10.0110.C6.ol. 


gp 


Method 


AAT/GAP 






Start ' 


1730 




End 


2044 






GI 


LIB3431-053-P1-K1-D2 




Score 


125 






Exons 


1730.. 1783, 1814. .1873, 


2017. 


.2044 








GI Descrip. 


'5670155/gb|AF161269.1| 


AF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence' 






Seq. No. 


5781 




- Seq. ID 


OJ991013_ 


10. 


0110. C7 


Gene No. 


12200 




Strand 


+ 






Start 


1803 




End 


1907 







6030 




Name 


OJ991013 10.0110.C7.ol.gs 


Method 


GENSCAN 






Start 


'1803 


End 


1907 






GI 


none 


Score 


.85 






Exons 


1803. .1907 










Seq. No. 


5781 


Seq. ID 


OJ991013_ 


10.0110. 


C7 


Gene No. 


12201 


Strand 


+ 






Start 


5640 


End 


9969 






Name 


OJ991013 10.0110.C7-.o3.gs 


Method 


GENSCAN 






Start. 


5640 


End 


9969 






GI 


none 


Score 


.8 






Exons 


5640.. 5704, 6687. .6777, 7650 


..8164, 8327. .8724, 


8813. .8897 




9578. .9692, 9916. .9969 










Seq. No. 


5781 


Seq. ID 


OJ991013_ 


10.0110. 


C7 


Gene No . 


12202 


Strand 








Start 


2361 


End 


20833 






Name 


OJ991013 10.0110.C7.o2.gs 


Method 


GENSCAN 






Start 


2361 


End 


3515 






GI 


none 


Score 


.69 






Exons 


2361.. 2553, 2644.. 2759, 3414 


. .3515 








Seq. No. 


5781 


Seq. ID 


OJ991013_ 


10.0110. 


C7 


Gene No. 


12202 


Strand 








Start 


2361 


End 


20833 






Name 


OJ991013 10.0110.C7.ol.np 


Method 


AAT/NAP 






Start 


3413 


End 


20828 






GI 


2429362 


Score 


139 






Exons 


3413. .3499, 14702 14816, 15898.. 15987 


, 17571. .17620, 






17679. .17846, 17919 .. 17974 , 


18079. .18219, 20586. 


.20828 




GI Descrip. 


(AF020261) proline rich protein [Santalum album] 






Seq. No. 


5781 


Seq. ID 


OJ991013_ 


10.0110. 


C7 


Gene No . 


12202 


Strand 








Start 


2361 


End 


20833 






Name 


OJ991013 10.0110.C7.ol.gp 


Method 


AAT/GAP 






Start 


3414 


End 


3574 






GI 


none 


Score 


255 






Exons 


3414. .3574 










Seq. No. 


5781 


Seq. ID 


OJ991013_ 


10.0110. 


C7 


Gene No 


12202 


Strand 








Start 


2361 


End 


20833 






Name 


OJ991013 10.0110.C7.o2.gp 


Method 


AAT/GAP 






Start 


12529 


End 


14054 






GI 


none 


Score 


902 






Exons 


12529. .12745, 12851 12948 , 


13893. .14054 






Seq. No. 


5781 


Seq. ID 


OJ991013_ 


10.0110. 


C7 


Gene No. 


12202 


Strand 








Start 


2361 


End 


20833 






Name 


OJ991013 10.0110.C7.o4.gs 


Method 


GENSCAN 






Start 


12553 


End 


15533 






GI 


none 


Score 


.66 






Exons 


12553. .12745, 12851 .. 12948 , 


13967. .14120, 14434. 


.14550, 





14691. .14929, 15360.. 15533 



6031 



Seq. No. 


5781 


Seq. ID 


OJ991013_10. 


0110. C7 


Gene No. 


12202 


Strand 






Start 


2361 


End 


20833 




Name 


OJ991013 10.0110.C7.o6.gs 


Method 


GENSCAN 




Start 


20406 


End 


20833 




GI 


none 


Score 


.47 




Exons 


20406. .20503, 20569.. 20833 








Seq. No. 


5782 


Seq. ID 


OJ991013_10. 


0110. C8 


Gene No. 


12203 


Strand 


+ 




Start 


328 


End 


3696 




Name 


OJ991013 10.0110.C8.ol.gs 


Method 


GENSCAN 




Start 


328 


End 


3696 




GI 


none 


Score 


. 6 




Exons 


328. . 626, 3396. .3696 








Seq. No. 


5782 


Seq. ID 


OJ991013_10. 


0110. C8 


Gene No. 


12204 


Strand 






Start 


5321 


End 


5750 




Name 


OJ991013 10.0110.C8.o2.gs 


Method 


GENSCAN 




Start 


5321 


End 


5750 




GI 


none 


Score 


.48 




Exons 


5321. .5434, 5658. .5750 








Seq. No.- 


5783 


Seq. ID 


OJ991013_10. 


0110. C9 


Gene No. 


12205 


Strand 






Start 


1943 


End 


2116 




Name 


OJ991013 10.0110.C9.ol.np 


Method 


AAT/NAP 




Start 


1943 


End 


2116 




GI 


5852084 


Score 


69 




Exons 


1943. .2116 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 






Seq. No. 


5784- 


Seq. ID 


OJ991013_10. 


0110. Cll 


Gene No . 


12206 


Strand 


+ 




Start 


4826 


End 


9886 




Name 


OJ991013 10.0110.Cll.o2.gs 


Method 


GENSCAN 




Start 


4826 


End 


6163 




GI 


none 


Score 


. 88 




Exons 


4826. .6163 








Seq. No. 


5784 


Seq. ID 


OJ991013_10. 


0110. Cll 


Gene No. 


12206 


Strand 


+ 




Start 


4826 


End 


9886 




Name 


OJ991013 10.0110.Cll.ol.np 


Method 


AAT/NAP 




Start 


4896 


End 


7035 




GI 


2832644 


Score 


371 




Exons 


4896. .5257, 5285. .5428, 5777. 


.6008, 6973. .7035 




GI Descrip. 


(AL021710) teosinte branchedl 


- like protein [Arabidopsis 




thaliana] 








Seq. No. 


5784 


Seq. ID 


OJ991013_10. 


0110. Cll 


Gene No. 


12206 


Strand 


+ 




Start 


4826 


End 


9886 




Name 


OJ991013 10.0110.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


4970 


End 


5215 




GI 


none 


Score 


323 





6032 



Exons 



4970.. 5215, 4972.. 5211 





Seq. No. 


5784 




Seq. ID 


OJ991013 10.0110.C11 




Gene No. 


12206 




Strand 


+ 




Start 


4826 




End 


9886 




Name 


OJ991013 10.0110.Cll.ol.ts 




Method 


TBLASTX : Soybean 




Start 


4976 




End 


5191 




GI 


5606956 




Score 


251 




Exons ' 


4976.. 5191, 4984.. 5127 










GI Descrip. 


- 










Seq. No. 


5784 




Seq. ID 


OJ991013_10.0110.C11 




Gene No . 


12206 




Strand 


+ 




Start 


4826 




■End 


9886 




Name 


OJ991013 10.0110.Cll.ol.gp 




Method 


AAT/GAP 




Start 


5006 




End 


5183 




GI 


5003300 




Score 


311 




Exons 


5006.. 5183 










GI Descrip. 


2832644/emb|CAA16719| 8.0e 


-18 


(AL021710) teosinte branchedl - 






like protein [Arabidopsis 


thaliana] 






Seq. No. 


5784 . 




Seq. ID 


OJ991013_10.0110.C11 




Gene No. 


12206 




Strand 


+ 


Q 


Start 


4826 




End 


9886 




Name 


OJ991013 10.0110.Cll.o2.gp 




Method 


AAT/GAP 


; e 


Start 


5958 




End 


9886 


i;n 


GI 


4714128 




Score 


1034 




Exons 


5958. .6210, 9588. .9886 








C3 

ii i 


Seq. No. 


5785 




Seq. ID 


OJ991013_10.0110.C12 




Gene No . 


12207 




Strand 






Start 


1 




End 


1152 


i y 


Name 


OJ991013 10.0110.C12.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


1152 


u 


GI 


5734762 




Score 


868 


"J 


Exons 


1. .1152 










GI Descrip. 


(AC007651) Similar to leucine 


-rich receptor-like protein kinase 


1" » 




[Arabidopsis thaliana] 








Q 


Seq. No. 


5785 




Seq. ID 


OJ991013_10.0110.C12 




Gene No. 


12207 




Strand 






Start 


1 




End 


1152 




Name 


OJ991013 10.0110.C12.ol.tc 




Method 


TBLASTX: Cress 




Start 


15 




End 


1079 




GI 


none 




Score 


82 




Exons 


15. .143, 188. .295, 219. .308, 


544. .675, 


556. .918, 601. .861, 






607. .918, 607. .882, 607. .918, 


727. .918, 733. .915, 751. .816, 






751. .921, 901. .1056, 918.. 


1073, 921. .1073, 921. .1073, 921. .1073 






921.. 1070, 921.. 1070, 924. 


.1079, 924.. 


1073, 924.. 1073, 






948. .1076, 963. .1070, 967. 


.1059, 975.. 


1073 




Seq. No. 


5785 




Seq. ID 


OJ991013_10.0110.C12 




Gene No. 


12207 




Strand 






Start 


1 




End 


1152 




Name 


OJ991013 10.0110.C12.o2.ts 




Method 


TBLASTX : Soybean 




Start 


15 




End 


277 




GI 


none 




Score 


103 



6033 



Exons 



15. .188, 16. .186, 188. .277, 198. .266 



Seq. No. ,5785 

Gene No. 12207 

Start 1 End 

Name OJ991013_10 . 0110 . C12 . o2 . tm Method TBLASTX: Maize 

Start 15 End 278 

GI none Score 

Exons 15. .188, 16. .186, 188. .277, 198. .278 



Seq. ID OJ991013_10.0110.C12 
Strand 

1152 



87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5785 

12207 

1 



Seq. ID OJ991013_10.0110.C12 
Strand 

End 1152 



OJ991013_10 . 0110 . C12 . ol . gp Method AAT/GAP 



80 

none 
80. .270 



End 270 
Score 317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5785 

12207 

1 



Seq. ID OJ991013_10.0110.C12 
Strand 

End 1152 



OJ991013_10 . 0110 . C12 . ol . gs Method GENSCAN 



182 • 
none 

182. .588, 762. .962 



End 
Score 



962 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5785 

12207 

1 



Seq. ID OJ991013_10.0110.C12 
Strand 

End 1152 



OJ991013 10.0110. C12.ol.tm Method TBLASTX : Maize 



544 
none 



End 
Score 



1079 
56 



544. .789, 604. .684, 607. .840, 814. .921, 820. .918, 832. .921, 
921. .1079, 930. .1061, 936. .1070, 957. .1070, 997 .. 1065 



Seq. No. 5785 Seq. ID OJ991013_10 . 0110 . C12 

Gene No. 12207 Strand 

Start 1 End 1152 

Name OJ991013_10 . 0110 . C12 . ol . ts Method TBLASTX : Soybean 

Start 559 End 1073 

GI none Score 68 

Exons 559:. 678, 601. .918, 604 .. 918, 604 .. 879, 607 .. 918, 733. .918, 

748. .816, 901. .1062, 921. .1073, 921. .1070, 921. .1073, 924. .1073, 
975. .1073 



Seq. ID OJ991013_10.0110.C13 
Strand 

389 



Seq. No. 5786 

Gene No. 12208 

Start 268 End 

Name OJ991013_10 . 0110 . C13 . ol . np Method AAT/NAP 

Start 268 ' End 389 

GI 5852084 Score 98 

Exons 268.. 389 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



5787 

12209 

597 



Seq. ID OJ991013_10.0110.C14 
Strand + 
End 1010 



6034 




Name 


OJ991013 10.0110.C14.ol. 


gs 


Method 


GENSCAN 








Start 


597 




End 


1010 








GI 


none 




Score 


.73 








Exons 


597. .702, 901.. 1010 














Seq. No. 


5787 




Seq. ID 


OJ991013_ 


10. 


0110 


.C14 


IN (J • 


i ??i n 

J. C. C. J. U 




Strand 










Start 


2184 




End 


5356 








Name 


OJ991013 10.0110.C14.o2. 


gs 


Method 


GENSCAN 








Start 


2184 




End 


5356 








GI 


none 




Score 


.59 








Exons 


2184.. 2188, 3073.. 3341, 


3526. , 


.3628, 5338.. 5356 








Seq. No. 


5787 




Seq. ID 


OJ991013 


10. 


0110 


.C14 


UC11C L\\J . 


12210 




9t" rand 










Start 


2184 




End 


5356 








Name 


OJ991013 10.01L0.C14.ol. 


gp 




AAT/GAP 








Start 


3114 




End 


3426 








GI 


569040 




Score 


590 








Exons 


3114. .3426 














Seq. No. 


5788 






O.TQQ1 01 ^ 

w kJ y j ±.\J a. J 


10. 


0110 


.C15 


ocnc • . 


1991 1 




J Li dliU 










Start 


80 




End 


296 








Name 


OJ991013 10.0110.C15.ol. 


gs 


Mpf K oH 


VJ3 Hi IM O \-r r"l IN 








Start 


80 




End 


296 








GI 


none 




Score 


.84 








Exons 


80.. 153, 272. .296 














Seq. No. 


5789 




Seq. ID 




10. 


0110 


.C17 




. -JL £. £. JL £. 




Strand 










Start 


169 




End 


1 1 S8 

A. -L *J O 








Name 


OJ991013 10.0110.C17.ol. 


gp 


Method 


AAT /HAP 








Start 


169 




End 


628 








GI 


none 




Score 


885 








Exons 


169. .628 














Seq. No. 


5789 




Seq. ID 




10. 


0110 


.C17 


vj cue nu > 


12212 




Strand 










Start 


169 




End 


1158 








Name 


OJ991013 10.0li0.C17.ol. 


gs 


Method 


GENSCAN 








Start 


399 




End 


1158 








GI 


none 




Score 


.66 








Exons 


399. .410, 713. .838, 1031 


. .1158 










Seq. No. 


5790 




Seq. ID 


OJ991013_ 


10. 


0110 


.C18 




J. £ £. A. J 




Strand 


+ 








Start 


455 




End 


722 








Name 


OJ991013 10.0110.C18.ol. 


gs 


Method 


GENSCAN 








Start 


455 




End 


722 








GI 


none 




Score 


.48 








Exons 


455. .574, 620. .722 














Seq. No. 


5791 




Seq. ID 


OJ991013_ 


10. 


0110, 


.C19 


Gene No. 


12214 




Strand 










Start 


7336 




End 


10395 








Name 


OJ991013 10.0110.C19.o2. 


gs 


Method ■ 


GENSCAN 









6035 



; y 



Start 


7336 


End 


10395 


GI 


none 


Score 


.73 


Exons 


7336.. 7382, 7867 


..8894, 9737.. 10395 




Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12215 


Strand 


+ 


Start 


21371 


End 


22413 


Name 


OJ991013 10.0110 


.C19.o5.gs Method 


GENSCAN 


Start 


21371 


End 


22413 


GI 


none 


Score 


.7 


Exons 


21371. .21400, 22174.. 22413 




Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110.C19 


Gene No. 




Strand 




btart 


1 Q *3 
It) J 


End 


6613 


Name 




.C19.ol.gs Method 


GENSCAN 


Start 


loo 


End 


6613 


GI 


none 


Score 


.81 


Exons 


±o J . . ZyO , ZoJfl. . 


2393, 2431.. 2647, 2696, 


..2718, 5580.. 5694, 




Q"7"7"7 CQQO CiQCn 


..6119, 6194. .6443, 6566. .6613 


Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12216 ■ 


Strand 




o tar l 


183 


End 


6613 


Name 


OJ991013 10.0110 


-C19.ol.np Method 


AAT/NAP 


Start 


5541 


End 


6613 


GI 


5668778 


Score 


537 


Exons 


5541.. 5694, 5777 


..5915, 5967.. 6119, 6194.. 6443, 6566.. 6613 


GI Descrip. 


(AC007894) F21H2 


.2 [Arabidopsis thaliana] 


Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12217 


Strand 




Start 


7904 


End 


11022 - 


Name 


OJ991013 10.0110 


.C19.o2.np Method 


AAT/NAP 


Start 


7904 


End 


10978 


GI 


2245004 


Score 


1569 


Exons 


7904.. 9022, 9727 


..10170, 10277. .10347, 


10843. .10978 


GI Descrip. 


(Z97341) membrane transporter like protein [Arabidopsis 




thaliana] 






Seq. No. *i; 


5791 


Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12217 


Strand 




Start 


7904 


End 


11022 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991013_10.0110.C19.ol.gp Method AAT/GAP 
9945 End 11022 

24794_1.R1084 Score 902 

9945. .10170, 10277. .10347, 10843. .11022 

, 2245004/emb| CAB10424.il 1.0e-38 (Z97341) membrane transporter 
like protein [Arabidopsis thaliana] ' 



5791 

12218 

14340 

OJ991013_10.0110.C19.o2.gp 
14340 

91923_1.R1084 

14340. .14513, 14534. .14726 



Seq. ID OJ991013_10.0110.C19 
Strand 

End 14726 

Method AAT/GAP 

End 14726 

Score 538 



6036 




GI Descrip. 1 4006878/emb'l CAB16796 . 1 1 7.0e-ll (Z99707) MAP3K-like protein 
kinase [Arabidopsis thaliana] 1 



Con KTy^ 

Oc4 . INO . 


R7 Q1 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


.0110 


.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5655 








End 


6252 


GI 


none 








Score 


54 


Exons 


5655. .5708, 


5659 


. .5697, 


5749. 


.5883, 5767.. .5916, 5777.. 5884, 




5962. .6117, 


5968 


. .6117, 


5969. 


.6118, 5976. .6143, 6189. .6251, 




ci qn £9^9 












Seq. No. 


5791 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


.0110 


.C19.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5962 








End 


6446 


GI 


none 








Score 


81 


Exons 


D • .Dill/ 




£f|CM 


£1 Qft 


.6446, 6199. .6444 


Seq. No. 


5791 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


..0110 


.C19.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


6079 








End 


6616 


GI 


none 








Score 


102 


Exons 


£07 Q £11 7 
DU / .Oil/, 


£1 ftn 


£4 A £ 
. . Dfl ft O , 


£99 ^ 


.6444, 6566. .6616 


Seq. No. 


5791 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


.0110 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7937 








End 


8243 


GI 


none 








Score 


355 


Exons 


7Q^7 ft949 


/ J JO 


ft OA ^ 








Seq. No. 


5791 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


.0110 


,C19.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


8066 








End 


8339 


GI 


none 








" Score 


375 


Exons 


once p^^fl 


p n£7 


ft "3Q 








Seq. No. 


5791 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


.0110 


,C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


8069 








End 


8338 


GI 


none 








Score 


245 


Exons 


8069. .8338, 


8070 


. .8321 








Seq. No. 


5791 








Seq. ID 


OJ991013_10.0110.C19 


Gene No. 


12219 








Strand 




Start 


18451 








End 


19112 


Name 


OJ991013 10 


.0110 


.C19.ol 


.ts 


Method 


' TBLASTX: Soybean 



6037 




Start 


8091 


End 


9973 




GI 


none 


Score 


247 




Exons 


8091.. 8339, 8093.. 8338, 8456 


..8518, 8531. .8887, 8553. .8879, 




8981.. 9025, 9727.. 9969, 9731 


. . 9973 






Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110 


.C19 


Gene No. 


12219 


Strand 






Start 


18451 


End 


19112 




Name 


OJ991013 10.0110.C19.o4 .tm 


Method 


TBLASTX: Maize 




Start 


8687 


End 


8860 




GI 


none 


Score 


124 




Exons 


8687. .8860, 8694. .8843 








Seq. No. 


5791 


Seq. ID 


• OJ991013_10.0110 


.C19 


Gene No. 


12219 


Strand 


— 




Start 


18451 


End 


19112 




Name 


OJ991013 10.0110.C19.o2.tc 


Method 


TBLASTX: Cress 




Start 


9730 


End 


9973 




GI 


none 


Score 


292 




Exons 


9730. .9969, 9737. .9973 








Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110 


.C19 


Gene No. 


12219 


Strand 






Start 


18451 


End 


19112 




Name 


OJ991013 10.0110.C19.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10009 


End 


10976 




GI 


' none 


Score 


72 




Exons 


10009. .10176, 10269. .10349, 


10277. .10348, 10835 .. 10975 , 






10836. .10976 








Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110 


.C19 


Gene No. 


12219 


Strand 






Start 


18451 


End 


19112 




Name 


OJ991013 10.0110.C19.o4.tc 


Method 


TBLASTX: Cress 




Start 


10009 


End 


10952 




GI 


none 


Score 


37 




Exons 


10009. .10176/ 10076. .10180, 


10277. .10348, 10281 .. 1034 9, 






10818. .10952, 10835. .10951 








Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110 


.C19 


Gene No. 


12219 


Strand 






Start 


18451 


End 


19112 




Name 


OJ991013 10.0110.C19.o3; tm 


Method 


TBLASTX: Maize 




Start 


10829 


End 


11011 




GI 


none 


Score 


201 




Exons 


10829. .10978, 10842. .10985, 


10895. .11011 




Seq. No. 


5791 


Seq. ID 


OJ991013_10.0110 


.C19 


Gene No. 


12219 


Strand 






Start 


18451 


End 


19112 




Name 


OJ991013 10.0110.C19.o3.np 


Method 


AAT/NAP 




Start 


18451 


End 


19112 




GI 


6091738 


Score 


266 




Exons 


18451. .18800, 19066. .19112 









GI Descrip. (AC010797) putative glutaredoxin [Arabidopsis thaliana] 
gi|6513931|gb|AAF14835.1|AC011664_17. (AC011664) putative 
glutaredoxin [Arabidopsis thaliana] 



6038 



Seq. ID OJ991013_10.0110.C21 
Strand 

End 356 

Method AAT/NAP 

End 356 

Score 388 



Seq. No. 5792 
Gene No. 12220 
Start 1 

Name OJ991013_10 . 0110 . C21 . ol . np 

Start 1 
GI 2501357 
Exons 1. .356 

GI Descrip. 1-DEOXYXYLULOSE- 5 -PHOSPHATE SYNTHASE (DXP SYNTHASE) gi 11773104 
(U82664) similar to H. influenzae HI1439 [Escherichia coli] 
gi 1 1786622 (AE000148) l-deoxyxylulose-5-phosphate synthase; 
flavoprotein [Escherichia coli] gi 12665586 (AF035440) 
D-l-deoxyxylulose 5-phosphate synthase [Escherichia coli] 





Seq. No. 


5792 




Seq. ID 


OJ991"013_10.0110 


.C21 




Gene No. 


12220 




Strand 








Start 


1 




End 


356 






Name 


OJ991013 10 


.0110.C21.ol.tc 


■Method 


TBLASTX: Cress 






Start 


4 




End 


355 






GI 


none 




Score 


64 






Exons 


4. .99, 160. 


.261, 274. .354, 


275. .355 








Seq. No. 


5792 




Seq. ID 


OJ991013_10.0110 


.C21 


.==* 


Gene No. 


12220 




Strand 






i= si 


Start 


1 




End 


356 




• ~: 


Name 


OJ991013 10 


.0110.C21.ol.ts 


Method 


TBLASTX: Soybean 




nn 


Start 


4 




End 


355 






GI 


none 




Score 


69 




C3 


Exons 


4. .99, 106. 


.156, 178.. 258, 


274. .354, 275. .355 






Seq. No. 


5792 




Seq. ID 


OJ991013_10.0110 


.C21 


hi 


Gene No. 


12220 




Strand 








Start 


1 




End 


356 




1; 


Name 


OJ991013 10 


.0110.C21.ol.gs 


Method 


GENSCAN 




Q 


Start 


63 




End 


342 






GI 


none 




Score 


.92 






Exons 


63. .342 










>3 


Seq. No. 


5793 




Seq. ID 


OJ991013JL2.0112 


.C3 




Gene No. 


12221 




Strand 








Start 


1 . 




End 


650 






Name . 


OJ991013 12 


.0112.C3.ol.np 


Method -■ 


AAT/NAP 






Start 


1 




End 


650 






GI 


2245072 




Score 


210 






Exons 


1..129, 214 


..376, 455. .650 










GI Descrip. 


(Z97342) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


5794 




Seq. ID 


OJ991013_12.0112 


.C4 




Gene No. 


12222 




Strand 








Start 


316 




End 


624 






Name 


OJ991013 12 


.0112.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


316 




End 


624 . 






GI 


none 




Score 


113 






Exons * 


316. .489, 331. .489, 501. .575, 502. .561, 


558. .623, 562.. 


624 




Seq. No. 


5795 




Seq. ID 


OJ991013_12.0112 


• C5 




Gene No. 


12223 




Strand 







6039 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991013_12.0112.C5.ol.np 
1 

2245071 
1..120, 249. .389 

(Z97342) hypothetical protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



392 

AAT/NAP 
389 
229 



5795 Seq. ID 

12223 Strand 

1 End 

OJ991013_12 . 0112 . C5 . ol . gs Method 

249 End 

none Score 
249. .392 



OJ991013_12.0112.C5 
392 

GENSCAN 

392 

.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LJ Seq. No. 

Gene No. 

=. Start 

=! Name 

- Start ' 

* GI 

2 Exons 

=\ GI Descrip. 

^ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5796 Seq. ID 

12224 Strand 

1 End 

OJ991013_12 . 0112 . C6 . ol . np Method 

1 End 

2245072 Score 



OJ991013_12.0112.C6 
729 

AAT/NAP 

729 

97 



1..100, 177. .275, 485. .580, 662. .729 

(Z97342) hypothetical protein [Arabidopsis thaliana] 



5797 

12225 

810 

OJ991013_12.0112.C8.ol.gs 

810 

none 



Seq. ID OJ991013_12.0112.C8 



Strand 
End 

Method 

End 

Score 



+ 

2740 
GENSCAN 
2725 
.76 



810. .968, 1048. .1161, 1432. .1632, 2384.-2725 



5797 

12225 

810 

OJ991013_12.0112.C8.ol.np 

1066 

2245069 



Seq. ID OJ991013_12.0112.C8 



Strand 
End 

Method 

End 

Score 



+ 

2740 
AAT/NAP 
2740 
788 



1066. .1323, 1432. .1632, 1741. .1793, 1911. .2019, 2384. .2740 
(Z97342) hypothetical protein [Arabidopsis thaliana] 



5797 
12225 
810 

OJ991013_12.0112.C8.ol.gp 
1091 
2799772 

1091. .1323, 1432. .1632, 
2245069/emb|CAB104 92 . 1 | 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1741. .1793, 



OJ991013_12.0112.C8 
+ 

2740 
AAT/GAP 
2034 
1068 
1911. .2034 



1.0e-29 (Z97342) hypothetical protein 



5797 Seq. ID 

12226 - Strand 

8571 End 

OJ991013_12 . 0112 . C8 . o3 . gs Method 

8571 ' : ;* End 

none Score 



OJ991013_12.0112.C8 
+ 

11543 
GENSCAN 
11543 
.73 



6040 




Exons 


8571. .9091, 


10044 


..10254, 10475. .10585, 


10752. .11543 


Seq. No. 


5797 






Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12226 






Strand 


+ 


Start 


8571 






End 


11543 


Name 


OJ991013 12 


.0112. 


C8.o2. 


np Method 


AAT/NAP 


Start 


8718 






End 


11531 


GI 


5302810 






Score 


1619 


Exons 


8718. .9091, 


10044 


..10254, 10475. .10585, 


10752. .11531 


GI Descrip. 


(Z97342) putative 


beta- 


amylase [Arabidopsis thaliana] 


Seq. No. 


5797 






Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12227 






Strand 




Start 


3817 






End 


7704 


Name 




mi? 


C8.o2. 


gs Method 


GENSCAN 


Start 


381 7 _ 






End 


7704 


GI 


none 






Score 


.68 


Exons 


3817 3920 


404 9. 


.4185', 


.4727. .4888, 4997. .5090, 6542. .6632, 




74*36 7S80 


764 Q 


.7704 






Seq. No. 


5797 






Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12228 






Strand 




Start 


124 10 






End 


19569 


Name 




. 0112 . 


C8.o3. 


tm Method 


TBLASTX: Maize 


*Start 


1024 ~~ 






End 


1629 


GI 


none 






Score 


460 


Exons 


1024 1332- 


1078 . 


.1326, 


1419. .1460, 1423. .1461, 1458. .1523, 




1459 1533 


1521 . 


.1622, 


1534.. 1629, 1534.. 1620 


Seq. No. 


5797 






Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12228 






Strand 




Start 


124 10 






End 


19569 


Name 


OJ991013 12 


. 0112 . 


C8.o4. 


ts Method 


TBLASTX: Soybean 


Start 


1540 ~ 






End 


2506 . 


GI 


none 






Score 


75 


Exons 


1540 1632 


1738 . 


.1797, 


1749. .1796, 1911.. 2021, 1912.. 2022, 






9^84 


.2506 






Seq. No. 


5797 






Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12228 






Strand 




Start 


12410 






End 


19569 


Name 


OJ991013 12 


.0112. 


C8.o4'. 


tm Method 


TBLASTX : Mai ze 


Start 


1738 






End 


2786 


GI 


none 






Score 


110 


Exons 


1738. .1797, 


1738. 


.1797, 


1743. .1799, 1910. .2020, 1911. .2021, 




1912. .2022, 


2383. 


.2640, 


2383. .2718, 2384. .2716, 2745. .2786 


Seq. No. 


5797 






Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12228 






Strand 




Start 


12410 






End 


19569 


Name 


OJ991013 12 


.0112. 


C8.ol. 


ts Method 


TBLASTX : Soybean 


Start 


8820 






End 


11492 


GI 


none 






Score 


42 



Exons 8820.. 8846, 8922.. 9104, 9044.. 9124, 10038 .. 10259, 10039 102 60, 

10041. .10259, 10473. . 10583, 10474 .. 10584 , 10475 .. 10591 , 
10481. .10585, 10749. .11285, 10751 .. 10930, 10985 .. 11203, 
11327. .11482, 11328. .11492 



6041 



Seq. No. 5797 
Gene No. 12228 
Start 12410 

Name OJ991013JL2 . 0112 . C8 . o2 . tm 

Start 8922 

GI none 

Exons 8922..9086*, 8969.. 9124, 10035 10259, 1004 1 10259, 

10042. .10260, 10454. .10591, 10474 .. 10584, 10749. . 10877, 
10751. .10891, 10811. .10930, 10875 11285, 10875 .. 10958 , 
10994. .11203, 11118. .11285, 11328 .. 11417, 11337.. 11429 



Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 

Method TBLASTX : Mai ze 

End 11429 

Score 231 



Seq. No. 


5797 








Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12228 








Strand 




Start 


12410 








End 


19569 


Name 


OJ991013 12. 


.0112 


;C8 .o3. 


tc 


Method 


TBLASTX : Cress 


Start 


8922 








End 


10227 


GI 


none 








Score 


256 


Exons 


8922. .9104, 


9038 


. .9124, 


10035 


. .10217, 


10035. .10226, 10039. 


Seq. No. 


5797 








Seq. ID 


OJ991013_12.0112.C8 


Gene No. 


12228 








Strand 




Start 


12410 








End 


19569 


Name. 


OJ991013 12, 


.0112 


.C8.o3. 


tw/ 


Method 


TBLASTX: Wheat 


" Start 


8922 








End 


9103 




none 








Score 


218 


Exons 


8922. .9083, 


9047 


. .9103 









Seq. No. 5797 

Gene No. 12228 

Start 12410 

Name OJ991013_12 . 0112 . C8 . ol . tw 

Start 10089 

GI none 

Exons 10089. .10247, 13831 .. 14148, 



Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 

Method TBLASTX : Wheat 

End 14149 

Score 70 
13838. .1414 9, 13979. .1414 9 



, ; Seq. No. 5797 

^ Gene No. 12228 

! t3 Start 12410 

Q Name OJ991013JL2 . 0112 . C8 . ol . tc 

rg Start N 10483 

GI none 

Exons 10483. .10584/ 10484. .10591, 
10805. .11203, 11253. .11285, 



Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 

Method TBLASTX : Cress 

End 114 92 

Score 198 
10484. .10585, 1074 9. .11210, 
11327. .11485, 11328. .114 92 



Seq. No. 5797 

Gene No. 12228 

Start 12410 

Name OJ991013_12 . 0112 . C8 . o2 . tw 

Start 10818 

GI none 

Exons 10818. .11000, 10890 .. 10958 , 

Seq. No. 5797 

Gene No. 12228. 

Start 1241.0 

Name OJ991013_12 .0112 . C8 . o2 . gp 



Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 

Method TBLASTX : Wheat 

End 11165 

Score 141 
10988. .11164, 10989. .11165 

Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 

Method AAT/GAP 



6042 



Start 12233 . End 12847 

GI uC-osflcypll7al0al Score 832 

Exons 12233. .12469, 12635.. 12847 

GI Descrip. '3258570 5.0e-20 (U89959) Unknown protein [Arabidopsis 
thaliana] ' 



; - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5797 

12228 

12410 

OJ991013JL2 . 0112 .C8 .o2 . ts 
12407 
none 
12407. 
12713. 
13087. 



.12472, 12411, 
.12865, 12714, 
.13194, 13830, 



.12473, 
.12851, 
.14138, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12645 

13067 



OJ991013 12. 0112. C8 



19569 

TBLASTX: Soybean 
14143 
80 

12710, 12696. .12734, 
13189, 13068. .13193, 



13831. .14142, 13832.. 14143 



Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 
Method GEN SCAN 
End 19498 
Score .56 
12469, 12635. .12666, 12727 .. 12850, 13067 .. 13187 , 
14162, 14771. . 15374, 16063 .. 16117 , 16343 .. 16512, 



5797 
12228 
12410 

OJ991013_12.0112.C8.o4 .gs 
12410 
none 
12410 
13832 

16620. .16878, 18984. .19498 

5797 

12228 

12410 

OJ991013_12.0112.C8.o3.np 

12413 

3258570 



Seq. ID OJ991013_12.0112.C8 



Strand 
End 

Method 

End 

Score 



19569 
AAT/NAP 
15186 
1241 



12413. .12469, 12635 .. 12886, 13067 .. 13184 , 13796 .. 14162, 
14771. .15186 



GI Descrip. (U89959) Unknown protein [Arabidopsis thaliana] 



Seq. No. 5797 
Gene No. 12228 
Start 12410 

Name OJ991013_12 . 0112 . C8 . o5 . tm 

Start 12725 
GI none 
Exons 12725. 

13831. 

14773. 



.12784, 12788. 
,14157, 13831. 
.14862 



,12859, 
,14178, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13067 

13832 



OJ991013 12. 0112. C8 



19569 

TBLASTX: Maize 
14864 
67 

13189, 13101. .13190, 
14164, 14772. .14864, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5797 

12228 

12410 

OJ991013_12.0112.C8 .o2.tc 

13831 

none 



Seq. ID OJ991013_12.0112.C8 
Strand 

End . 19569 

Method TBLASTX : Cress 

End 14831 

Score 315 



13831. .14151, 13832. .14140, 1394 4 .. 14 156, 14772. .14831 



Seq. No. 
Gene No. 
Start 



5797 

12228 

12410 



Seq. ID OJ991013_12.0112.C8 
Strand 

End 19569 



6043 



Name 


OJ991013 12. 0112. C8. 


o3.gp 


Method 


AAT/GAP 






Start 


14112 




End 


15240 






GI 


20266 1.R1084 




Score 


938 






Exons 


14112. .14162, 14771. 


.15240 










GI Descrip. 


'3258570 9.0e-17 (U89959) Unknown protein [Arabidopsis 






thaliana] 1 












Seq. No. 


5797 




Seq. ID 


OJ991013 


_12.0112 


. C8 


Gene No. 


12228 




Strand 


— i 






Start 


12410 




End 


19569 






Name 


OJ991013 12. 0112. C8. 


06. tm 


Method 


TBLASTX : 1 


Maize 




Start 


14865 




End 


15140 






GI 


none 




Score 


107 






Exons 


14865. .14912, 15036. 


. 15140, 


15052. . 15117, 15087 


. . 15134 




Seq. No. 


5797 




Seq. ID 


OJ991013 


_12.0112 


. C8 


Gene No. 


12228 




Strand 








Start 


12410 




End 


19569 






Name 


OJ991013 12. 0112. C8. 


o4 .gp 


Method 


AAT/GAP 






Start 


15779 




End 


16228 






GI 


none 




Score 


861 






Exons 


15779. .16228 












Seq. No. 


5797 




Seq. ID 


OJ991013 


_12.0112 


. C8 


Gene No. 


12228 




Strand 








Start 


12410 




End 


19569 






Name 


OJ991013 12. 0112. C8. 


o5.gp 


Method 


AAT/GAP 






Start 


16260 




End 


16744 






GI 


none 




Score 


664 






Exons 


16260. .16512, 16620. 


.16744 










Seq. No. 


5797 




Seq. ID 


OJ991013 


_12.0112 


. C8 


Gene No. 


12228 




Strand 








Start 


12410 




End 


19569 






Name 


OJ991013 12. 0112. C8. 


ol . tm 


Method 


TBLASTX:] 


Maize 




Start 


16285 




End 


19354 






GI 


none 




Score 


45 






Exons 


16285. .16317, 16289. 


.16342, 


16329. .16514, 16333 


. . 16515, 






16436. .16516, 16618. 


.16797, 


16620. .16880, 16701 


. .16874, 






16701. .16832, 16702. 


.16797, 


16704. .16877, 16704 


. .16865, 






16713. .16874, 16720. 


.16797, 


16834. .16881, 18965 


. .19117, 






18977. .19117, 18977. 


.19135, 


18977. .19135, 18977 


. .19132, 






18978. .19247, 18978. 


.19286, 


18979. .19200, 19014 


. .19247, 






19047. .19244, 19190. 


.19351, 


19190. .19288, 19196 


. .19351, 






19202. .19354, 19202. 


.19333, 


19214. .19351 






Seq. No. 


5797 




Seq. ID 


OJ991013. 


J.2.0112 


.C8 


Gene No. 


12228 




Strand 








Start 


12410 




End 


19569 






Name 


OJ991013 12. 0112. C8. 


o4 . np 


Method 


AAT/NAP 






Start 


16345 




End 


19569 






GI 


3668087 




Score 


1035 






Exons 


16345. .16512, 16620. 


.16878, 


18984. .19569 






GI Descrip. 


(AC004 667) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5797 




Seq. ID 


OJ991013 


JL2.0112 


.C8 


Gene No. 


12228 




Strand 









6044 



Start 
Name 
Start 
GI 

Exons 



12410 End 
OJ991013_12.0112.C8.o3.ts Method 
16360 End 
none Score 

16360. .16530, 16618 16797 , 16618. 

16620. .16907, 16620 .. 16880, 16704, 

16796. .16876, 18971 .. 19057 , 18977, 

18977. .19057, 18978 .. 19196, 19047, 

19101. .19250, 19193. .19333, 19202, 



19569 

TBLASTX : Soybean 
19351 
72 

16668, 16619. .16876, 
16877, 16720. .16794, 
19132, 18977. .19117, 
19244, 19091. .19135, 
19327, 19214 . .19351 



: s 



Seq. No. 5797 

Gene No. 12228 

Start 12410 

Name OJ991013_12 . 0112 . C8 . o4 . tc 

Start 16690 

GI none 
Exons 



19569 

TBLASTX: Cress 
19351 
100 

16690. .16794, 16692 16880, 16704 16829, 16837 16881, 
18977. .19117, 18978. .19118, 19013 .. 19135, 19014 .. 19187 , 
19086. .19250, 19205 .. 19327 , 19223.. 19351 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 12.0112. C8 



Seq. No. 5798 Seq. ID OJ991013_ 

Gene No. 12229 Strand + 

Start 842 End 1435 

Name OJ991013_12 . 0112 . C9 . ol . gs Method GEN SCAN 

Start 842 End 1435 

GI none Score . 92 

Exons 842.. 850, 1202.. 1319, 1413.. 1435 



12. 0112. C9 



; ss ; Seq. No. 

uJ Gene No. 

y Start 

Hi Name 

: " Start 

Exons 

"J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5798 Seq. ID OJ991013 

12230 Strand + 

10474 End 15276 

OJ991013_12 . 0112 . C9 . o2 . np Method AAT/NAP 

10474 End 15276 

5295971 Score 8144 
10474. .15276 

(AB026295) EST D24315 (R17 18 ) corresponds to 
predicted gene.; Similar to Tobacco DNA for 

transposon Tnt 1-94 . (X13777) [Oryza sativa] 



12. 0112. C9 



a region of the 
retroviral-like 



5798 Seq. ID 

12230 Strand 
10474 End 
OJ991013_12.0112.C9.o9.gp Method 
12763 End 
uC-osflcypl39cl2al Score 
12763. .13118 

f 5295971/dbj |BAA81872.1| -3. 0e-44 (AB026295) EST D24 315 (R17 18 ] 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



OJ991013JL2.0112.C9 
+ 

15276 
AAT/GAP 
13118 
589 



5798 Seq. ID 

12231 Strand 

16653 End 

OJ991013_12.0112 .C9.o4 .gs Method 

16653 End 

none Score 



OJ991013_12.0112.C9 
+ 

19347 
GENSCAN 
19003 
.94 



6045 



Exons 



16653. .16655, 17294 .. 174 53,' 18302 .. 18431, 18597 18726, 
18929.. 19003 



Seq. No. 5798 Seq. ID OJ991013_12 . 0112 .C9 

Gene No. 12231 Strand + 

Start 16653 End 19347 

Name OJ991013_12 . 0112 . C9 . ol2 ,gp Method AAT/GAP 

Start 18604 End 19005 

GI 200_1.R1084 Score 354 

Exons 18604. .18726, 18929.. 19005 

GI Descrip. 1 1669573/dbj I BAA13608 | 1.0e-176 (D88399) endosperm kinase [Oryza 
sativa] ' 



rU 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



5798 

12231 

16653 

OJ991013_12.0112.C9.o3.np 

18604 

1944000 . 



Seq. ID OJ991013_12.0112.C9 

Strand + 

End 19347 

Method AAT/NAP 

End 19347 

Score 273 



18604. .18726, 18929 .. 19003, 19137.. 19347 
(AB002109) protein kinase [Oryza sativa] 



5798 Seq. ID 

12232 ■ Strand 

2313 End 

OJ991013_12.0112.C9.ol.gp Method 

2313 End 

3724_1.R1084 Score 

2313. .2672, 3193. .3358, 3451. .3560, 



OJ991013_12.0112.C9 

7134 
AAT/GAP 
4034 
1543 
3823. .4034 



f 4325282/gb|AAD17313| 6.0e-49 (AF123310) NAC domain protein NAM 
[Arabidopsis thaliana] >gi_4325286_gb_AAD17314_ (AF123311) NAC 
domain protein NAM [Arabidopsis thaliana] 1 



5798 Seq. ID 

12232 Strand 

2313 End 

OJ991013_12.0112.C9.ol.np Method 

2542 End 

6016428 Score 



OJ991013_12.0112.C9 

7134 
AAT/NAP 
7016 
957 



2542. .2672, 3193. .3358, 3451. .3560, 3823. .4039, 6774. .7016 
EUTATIVE CASEIN KINASE II BETA- 4 CHAIN (CK II) 

gi|3341688|gb|AAC27470.1| (AC003672) putative casein kinase II 
beta subunit [Arabidopsis thaliana] 



Seq. No. 5798 

Gene No. 12232 

Start 2313 

Name OJ991013_12 . 0112 . C9 . o2 . gs 

Start 3250 

GI none 

Exons 3250.. 3282, 3317.. 3358, 3451. 

6275. .6341, 6774. .6984 



OJ991013_12.0112.C9 

7134 
GENSCAN 
6984 
.65 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3560, 3823. .4044, 5204. .5331, 



Seq. No. 5798 

Gene No. 12232 

Start 2313 

Name OJ991013JL2 . 0112 . C9 . o2 . gp 



Seq. ID OJ991013_12.0112.C9 
Strand 

End 7134 

Method AAT/GAP 



6046 



Start 
GI 

Exons 



6777 
none 

6777. .7134 



End 
Score 



7134 
547 



t-=k 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 



5798 Seq. ID OJ991013_12 . 0112 . C9 

12233 Strand 

7677 End 8840 

OJ991013_12 . 0112 . C9 . o3 . gp Method AAT/GAP 

7677 End 8840 

77081_1.R1084 Score 591 

7677.. 7907, 8737.. 8840 

, 3309082/gb|AAC26008.1| 2.0e-17 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 



5798 

12234 

8809 

OJ991013_12.0112.C9.o4.gp 
8809 

uC-os*flcyp065b08bl 



OJ991013 12. 0112. C9 



Seq. ID _ 
Strand 

End 9323 
Method AAT/GAP 
End 9323 
Score 272 
8809. .8849, 8949. .9029, 9250. .9323 

'3309082/gb|AAC26008.1| 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 



V OJ991013_12 . 0112 .C9 

9491 
AAT/GAP 
9491 
260 



5798 Seq. ID 

12235 Strand 
9245 End 
OJ991013_12 . 0112 . C9 . o5 . gp Method 
9245 End 
uC-osflcyp065b08bl Score 
9245.. 9302, 9383.. 9491 

, 3309082/gb|AAC26008.1| 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 

5798 Seq. ID OJ991013_12 . 0112 . C9 

12235 Strand 

9245 End 9491 

OJ991013_12 . 0112 . C9 . 06 . gp Method AAT/GAP 

9245 End 9491 

uC-osflcyp065b08bl Score 295 

9245.. 9302, 9383.. 9491 

f 3309082/gb|AAC26008.1| 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] ' 

5798 Seq. ID OJ991013_12 . 0112 . C9 

12236 Strand 

9947 End 10263 

OJ991013_12 . 0112 . C9 . o7 . gp Method AAT/GAP 

9947 End 10263 

86158_1.R1084 Score 392 

9947.. 10111, 10136.. 10263 

'5295936/dbj IAB026295.2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



5798 . 
12237 
12319 



Seq. ID 

Strand 

End 



OJ991013 12. 0112. C9 



12754 



6047 



Name OJ991013_12 . 0112 .C9.o8 .gp Method AAT/GAP 

Start 12319 End 12754 

GI uC-osflM2020118f01al Score 809 

Exons 12319.. 12754 

GI Descrip. • 5295971/dbj | BAA81872 . 1 | 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5798 Seq.. ID OJ991013_12 . 0112 . C9 

12238 Strand 

14448 End 14902. 

OJ991013_12 . 0112 . C9 . olO . gp Method AAT/GAP 

14448 End, 14902 

36280_1.R1084 Score 866 

14448. .14902 

1 5295971/dbj IBAA81872.il 1.0e-81 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



■sf» 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



j!f{ Seq. No. 

= * Gene No . 

s_ Start 

r 3 Name 

Ce Start 

r „ Exons 

i" " 



5798 

12239 

15287 

OJ991013_12.0112.C9.ol.tc 

2491 

none 

2491.. 2673, 2548.-2673, 3188. 
3452.. 3562, 3789.. 3983, 3815. 
3892.. 4023, 3965.. 4027 



5798 
12239 
15287 

OJ991013_12.0112.C9.o5.tm 
2527 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 12. 0112. C9 



16986 

TBLASTX: Cress 
4027 
118 

3358, 3189. .3359, 3448. .3561, 
3979, 3850. .4023, 3867. .4022, 



Seq. ID OJ991013_12.0112.C9 
Strand 

16986 

TBLASTX: Maize 
6985 
199 



End 

Method 
End 

none Score 
2527. .2673, 2528. .2671, 3187. .3357, 3188. .3358, 3189. .3359, 
3189. .3359, 3193. .3366, 3429. .3545, 3448.-3558, 3452. .3559, 
3789.-3983, 3818. .4042, 3820. .4038, 3872. .4039, 6689. .6766, 
.6798.-6824, 6865. .6942, 6872. .6943, 6892. .6969, 6894. .6956, 
6938. .6985 



Seq. No. 5798 
Gene No. 12239 
Start 15287 

Name OJ991013_12 . 0112 . C9 . o2 . ts 

Start 2548 
GI none 

Exons 2548.. 2673, 2548.. 2673, 3188. 

3449.. 3562, 3789.-3983, 3815. 
3850. .4041, 3965. .4039, 6868. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 12. 0112. C9 



16986 

TBLASTX : Soybean 
6997 
147 

3358, 3189. .3359, 3448. .3561, 
3979, 3819. .4037, 3820. .4038, 
6948, 6872. .6934, 6950. .6997 



Seq. No. 5798 - Seq. ID 

Gene No. 12239 : Strand 

Start 15287 End 

Name * OJ991013 12 . 0112 . C9 . o9 . tm Method 



OJ991013_12.0112.C9 
16986 

TBLASTX: Maize 



6048 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7799 
none 

7799.. 7909, 7812. 

8738.. 8851, 8940. 

9247.. 9300, 9249. 

9583.. 9678, 9601. 



End 16986 

Score 125 
.7922, 7818.. 7913, 8736.. 8852, 8737.. 8850, 
.9032, 8949.. 9032, 8950.. 9039, 9245.. 9301, 
.9302, 9342.. 9494, 9376.. 9492, 9383.. 9499, 
.9666, 9606.. 9668, 16678 167 64 , 16688 .. 16771, 



16690. .16752, 16914 .. 16982, 16918.. 16986 



5798 Seq. ID 

12239 Strand 

15287 End 

OJ991013__12 . 0112 . C9 . o4 . tc Method 

7844 End 

none Score 



OJ991013_12.0112.C9 
16986 

TBLASTX: Cress 

9678 

90 



7844. .7909, 7845. .7913, 8736. .8852, 8737. .8850, 8943. .9032, 
9247. .9300, 9379. .9492, 9384. .9494, 9580. .9678, 9606. .9668 





Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112.C9 




Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 


0112.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7856 




End 


9668 




GI 


none 




Score 


54 




Exons 


7856. .7909, 


7857. .7910, 8949 


..9032, 9244.. 9300, 9245.. 9295, 






9343. .9501, 


9384.. 9494, 9606 


..9668, 9616. .9666 




Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112.C9 


ru 


Gene No. 


12239 




Strand 




□ 


Start 


15287 




End 


16986 




Name 


OJ991013 12. 


0112.C9.o5.ts 


Method 


TBLASTX : Soybean 




Start 


8943 




End 


16771 




GI 


none 




Score 


94 


ru 


Exons 


8943. .9032, 


9247.. 9300, 9343 


..9492, 9387. .9494, 9606. .9668, 


.s sx 




9607. .9759, 


16688. .16771, 16690.. 16752 




u 


Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112.C9 




Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 


0112.C9.o7.tm 


Method 


TBLASTX: Maize 




Start 


10866 




End 


11158 




GI 


none 




Score 


360 




Exons '-.'f: \ 


10866. .11081 


, 10867. .11157, 


10936. .11157, 11096. .11158 




Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112.C9 




Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 


0112.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


11391 




End 


12111 




GI 


none 




Score 


2'62 



Exons 11391. .11666, 11392 11667 , 11409. . 11666, 1164 9 .. 11681, 

11686. .12111, 11687. .12010, 11932.. 12111 



Seq. No. 5798 Seq. ID OJ991013_12 . 0112 . C9 

Gene No. 12239 . Strand 

Start 15287 End 16986 

Name OJ991013_12 . 0112 . C9 . o2 . tw Method TBLASTX : Wheat 

Start 12036 End 12489 



6049 






GI 


none 






Score 


334 






Exons 


12036 . 


.12341, 12037 


. . 12402, 


12040. .12429, 12397 .. 12489, 








12409. 


.12489 












Seq. No. 


5798 






Seq. ID 


OJ991013_12.0112 


. C9 




Gene No. 


12239 






Strand 








Start 


15287 






End 


1 byo O 






Name 


OJ991013 12. 0112. C9 


. 08 . tm 


Method 


mnT TV O T> V ■ fcjl — » -J 

TBLASTX : Maize 






Start 


12126 






End 


1 O "3 C C 






GI 


none 






Score 


JU4 






Exons 


12126. 


.12365, 12127 


. . 12366 










Seq. No. 


5798 






Seq. ID 


OJ991013_12.0112 


.C9 




Gene No. 


12239 






Strand 








Start 


15287 






End 


l oyy o 






Name 


OJ991013 12. 0112. C9 


. 06 . ts 


Method 


TBLASTX : Soybean 






Start 


12427 






End 








GI 


none 






Score 


1 y 4 






Exons 


12427. 


.12702, 12523 


. . 12603 










Seq. No. 


5798 






Seq. ID 


OJ991013_12.0112 


.C9 




Gene No. 


1223.9 






Strand 








Start 


15287 






End 


16986 






Name 


OJ991013 12. 0112. G9 


. o3 . tw 


Method 


TBLASTX: Wheat 




"'Z 


Start 


12562 






End 


13113 




'i J 


GI 


none 






Score 


105 




cn 


Exons 


12562. 


.12702, 12760 


. . 13026, 


12777. .12926, 13029 .. 13100, 




hi 




13033. 


.13113 












Seq. No . 


5798 






Seq. ID 


OJ991013_12.0112 


. C9 




Gene No. 


12239 






Strand 








Start 


15287 






End 


16986 




j y 


Name 


OJ991013 12. 0112. C9 


. o2 . tm 


Method 


TBLASTX: Maize • 




i: 


Start 


12765 






End 


13191 






GI 


none 






Score 


700 




; e _J 

i. : 
"t-s 


Exons 


12765. 


.13190, 12769 


. . 13191 








Is aa 

: ■ 


Seq. No. 


5798 






Seq. ID 


OJ991013_12.0112 


. C9 


'i c? 


Gene No. 


12239 






Strand 








Start 


15287 






End 


16986 






Name 


OJ991013 12.0112.C9 


. ol . ts 


Method 


TBLASTX: Soybean 




l!3 


Start 


■12796 






End 


13275 






GI 


none 






Score 


348 






Exons 


12796. 


.13104, 12801 


. . 13091, 


13129. .13275 






Seq. No. 


5798 






Seq. ID 


OJ991013_12.0112 


. C9 




Gene No. 


12239 






Strand 








Start 


15287 






End 


16986 






Name 


OJ991013 12. 0112. C9 


.o3. tc 


Method 


TBLASTX: Cress 






Start 


12811 






End 


13251 






GI 


none 






Score 


203 






Exons 


12811. 


.13107, 12861 


1 9ft Q'* 


12951. .13097, 13129.. 13251 






Seq. No. 


5798 






Seq. ID 


OJ991013_12.0112 


.C9 




Gene No. 


12239 






Strand 








Start 


15287 






End 


16986 






Name 


OJ991013_12.0112.C9 


. o3 . ts 


Method 


TBLASTX : Soybean 





6050 




Start 


13726 




End 


14223 




GI 


5509260 




Score 


423 




Exons 


13726. .14223, 13806. 


. 13982, 


14046. .14204 




GI Descrip. 


~ 










Seq. No. 


5798 




Seq. ID 


OJ991013_12. 0112 


.C9 


Gene No. 


12239 




Strand 


~ 




Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


06. tm 


Method 


TBLASTX: Maize 




Start 


.13777 




End 


14073 




GI 


none 




Score 


387 




Exons 


13777. .14073, 13803. 


.14072 








Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 


— 




Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


13848 




End 


14112 




GI 


none 




Score 


244 




Exons 


13848. . 13979, 13849. 


.14112 








Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ99I013 12. 0112. C9. 


ol.tw 


Method 


" TBLASTX: Wheat 




Start 


13893 




End 


14448 




GI 


none 




Score 


317 




Exons 


13893. . 13982, 13894 . 


.14238, 


14047. .14214, 1404 9. .14234, 






14224. .14 4 48 










Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


,C9 


Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14275 




End 


14664 




GI 


none 




Score 


603 




Exons 


14275. . 14664, 14275. 


.14664 








Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 






Start • 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14449 




End 


14760 




GI 


none 




Score 


64 




Exons 


14449. .14556, 14581. 


. 14760 








Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


14581 




End 


15243 




GI 


none 




Score 


255 




Exons 


14581. .14868, 14643. 


.14753, 


14775. .14867, 14877 14954 , 






14878. .14958, 15025. 


.15243, 


15033. .15239 




Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 







6051 



Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14602 




End 


15252 




GI 


none 




Score 


147 




Exons 


14602. .14763, 14775. 


.14936, 


14776. .14964, 15019 .. 15252, 






15033. .15119 










Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No • 


12239 




Strand 


~ 




Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


14664 




End 


14847 




GI 


none 




Score 


199 




Exons 


14664. .14846, 14665. 


.14847 








Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No . 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14794 




End 


15213 




GI 


none 




Score 


124 




Exons 


14794. .14964, 14877. 


.14954, 


15010. .15213, 15033. .15200 




Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14853 




End 


15242 




GI 


none 




Score 


512 




Exons 


14853. .14960, 14854. 


.15240, 


14856. .15242, 14885. .15118, 






14935. .15240, 15018. 


.15242 








Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12239 




Strand 






Start 


15287 




End 


16986 




Name 


OJ991013 12. 0112. C9. 


oll.gp 


Method 


AAT/GAP 




Start 


15287 




End 


15600 




GI 


86158 1.R1084 




Score 


387 




Exons 


15287. .15448, 15473. 


.15600 








GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 5.0e- 


42 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence 1 




Seq. No. 


5798 




Seq. ID 


OJ991013_12.0112 


.C9 


Gene No. 


12240 




Strand 






Start 


18586 




End 


19014 




Name 


OJ991013 12. 0112. C9. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


18586 




End 


19014 




GI 


none 




Score 


203 




Exons 


18586. .18729, 18603. 


.18725, 


18604. .18729, 18926 .. 19006/ 






18928. .19014, 18928. 


.19005 








Seq. No. 


5799 




Seq. ID 


OJ991013_12.0112 


.C10 


Gene No. 


12241 




Strand 


+ 




Start 


1 




End 


1274 




Name 


OJ991013 12. 0112. C10 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1274 




GI 


2245070 




Score 


55 





6052 



cn 

ru 



ru 



Exons 


1..39, 981... 1105, 1218.. 1274 






GI Descrip. 


(Z97342) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


5800 


Seq. ID 


OJ991013 12 0112 Cll 


Cpnp Mo 


12242 


cjf rand 




Start 


131 


End 


976 


Name 


OJ991013 12.0112.Cll.ol.gs 


Method 


GENSCAN 


Start 


131 


End 


976 


GI 


none 


Score 


83 


Exons 


131.. 228, 301.. 453, 890.. 976 






Seq. No. 


5801 


Seq. ID 


OJ991013_12.0112.C12 




12243 


Strand 


+ 


Start 


19586 


End 


21621 


Name 


OJ991013 12.0112.C12.o4.gs 


Method 


GENSCAN 


Start 


19586 


End 


21621 


GI 


none 


Score 


.85 


Exons 


19586. .19720, 20121 .. 20388 , 204 68 .. 20593, 21479.. 21621 


Seq. No. 


5801 


Seq. ID 


OJ991013_12.0112.C12 


Gene No. 


12244 


Strand 




Start 


1 


End 


6073 


Name 


OJ991013 12.0112.C12.ol.np 


Method 


AAT/NAP 


Start 


.1 


End 


2010 


GI 


2245072 


Score 


522 


Exons 


1..238, 315.. 505, 1064. .1165, 


1592. .1861, 1915. .2010 


GI Descrip. 


(Z97342) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No*. 


5801' 


Seq. ID 


OJ991013_12.0112.C12 


Gene No. 


12244 


Strand 




Start 


1 


End 


6073 


Name 


OJ991013 12.0112.C12.ol.gs 


Method 


GENSCAN 


Start 


315 


End 


6073 


GI 


none 


Score 


.81 


Exons 


315. .497, 1739. .1856, 1928. .2022, 2196 


..2246, 2331. .2465, 




2557.. 2660, 3473.. 3638, 3873., 


.3951, 4444. .4762, 4861. .4925, 




5257.. 5374, 6001.. 6073 






Seq. No. 


5801 


Seq. ID 


OJ991013_12.0112.C12 


Gene No. 


12244 


Strand 




Start 


1 


End 


6073 


Name 


OJ991013 12.0112.C12.o2.np 


Method 


AAT/NAP 


Start 


1602 


End 


3282 


GI 


4007096 


Score 


62 


Exons 


1602.. 1658, 2331.. 2465, 2557., 


.2697, 3223.. 3282 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AL031276) dJ1118D24.1d (part of novel protein similar to worm 
proteins T08G11.1 and C25H3.9) [Homo sapiens] 



5801 

12245 

12232 

OJ991013_12.0112.C12.o3.gs 

12232 

none 



Seq. ID OJ991013_12.0112.C12 
Strand 

End 18 67 9 

Method GENSCAN 

End 18679 

Score .43 



12232. .12504, 13123 .. 13671, 13777 .. 14084 , 14 168 14363, 
17161. .17393, 17739. .17937, 17948 18371, 18660.. 18679 



6053 




Seq. No. 


5801 . 




Seq. ID 


OJ991013_12.0112 


.C12 


Gene No. 


12246 




Strand 






Start 


22683 




End 


22893 




Name 


OJ991013 12.0112.C12 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


20103 




• End 


20628 




GI 


none 




Score 


245 




Exons 


20103. .20456, 20234. 


.20428, 


20505. .20600, 20524.. 20628 




Seq. No. 


5801 




Seq. ID 


OJ991013_12.0112 


.C12 


Gene No. 


12246 




Strand 






Start 


22683 




End 


22893 




Name 


OJ991013 12.0112.C12 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


20190 




End 


20480 




GI 


none 




Score 


359 




Exons 


20190. .20342, 20199. 


.20480, 


20200. .20424, 20213.. 20470 




Seq. No. 


5801 




Seq. ID 


OJ991013_12.0112 


.C12 


Gene No . 


12246 




Strand 






Start 


22683 




End 


22893 




Name 


OJ991013 12.0112.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


20253 




End 


20625 




GI 


none 




Score 


175 




Exons 


20253. .20498, 20491. 


.20625, 


20496. .20600 




Seq. No. 


5801 




Seq. ID 


OJ991013_12.0112 


.C12 


Gene No. 


12246 




Strand 




> 


Start 


22683 




End 


22893 




Name 


OJ991013 12.0112.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20701 




End 


21168 




GI 


none 




Score 


39 




Exons 


20701. .20718, 20721. 


.20897, 


20729. .20890, 20888 .. 21070, 






21092. .21139, 21136. 


.21168 








Seq. No. 


5801 




Seq. ID 


OJ991013_12.0112 


.C12 


Gene No . 


12246 




Strand 






Start 


22683 




End 


22893 




Name 


OJ991013 12.0112.C12 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


20900 




End 


21261 




GI 


none 




Score 


176 




Exons 


20900. .21139, 21136. 


.21261, 


21159. .21260 




Seq. No. 


5801 




Seq. ID 


OJ991013_12.0112 


.C12 


Gene No . 


12246 




Strand 






Start 


22683 




End 


22893 




Name 


OJ991013 12.0112.C12 


. o5.gs 


Method 


GENSCAN 




Start 


22683 


End 


22893 




GI 


none 




Score 


.48 




Exons 


22683. .22893 










Seq. No. 


5802 




Seq. ID 


OJ991013_12.0112 


.C13 


Gene No. 


12247 




Strand 


+ 




Start 


443 




End 


614 




Name 


OJ991013 12.0112.C13 


. ol . gs 


Method 


GENSCAN 




Start 


443 




End 


614 




GI 


none 




Score 


.97 





Exons 443.. 614 



6054 



Seq. No. 5803 Seq. ID 

Gene No. 12248 Strand 

Start 312 End 

Name OJ991013_12 . 0112 .CIS. ol .gs Method 

Start 312 End 

GI none Score 

Exons 312.. 604, 688.. 808, 1199.. 1286, 1377. 
2138. .2331, 2645.. 2764 



OJ991013_12. 0112. CIS 
+ 

2764 
GENSCAN 
2764 
.79 

1607, 1701.. 1868, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5803 Seq. ID 

12248 Strand 
312 End 
OJ991013_12. 0112. CIS. ol.gp Method 
4 69 End 
72807_1.R1084 Score 
469.. 604, 942.. 1103, 1199.. 1286, 1377. 
, 5042437/gb|AC007789.1|AC007789 6.0e-22 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



OJ991013_12. 0112. CIS 
+ 

2764 
AAT/GAP 
1429 
745 
.1429 



5803 Seq. ID 

12248 Strand 

312 End 
OJ991013_12. 0112. CIS. o2 . tm Method 

940 End 

none Score 

940. .1101, 942. .1106 



OJ991013_12 . 0112 . CIS 
+ 

2764 

TBLASTX: Maize . 

1106 

213 



Q Seq. No. 5803 Seq. ID 

j\l Gene No. 12248 Strand 

'"-'t Start 312 End 

H Name OJ991013_12 . 0112 .CIS. ol . tm Method 

rU Start 1475 End 

GI none Score 

r=i Exons 1475.. 1606, 1477.. 1605, 1483.. 1608, 

H 1700.. 1879, 2129.. 2164 



OJ991013_12. 0112. CIS 
+ 

2764 

TBLASTX: Maize 
2164 
157 

1695. .1871, 1699. .1878, 



ha 



Seq. ID OJ991013 12.0112.C16 



Seq. No. 5804 

Gene No. 12249 Strand + 

Start 323 End 3450 

Name OJ991013_12 . 0112 . C16. ol . gs Method GENSCAN 

Start ^ 323 End 3448 

GI ' none Score .79 ^ " 

Exons 323.. 464, 886.. 910, 1303.. 1379, 1804 .. 1998 , 2552 , 

2700. .2786, 2971. .3108, 3246. .3448 



,2624, 



Seq. No. 5804 
Gene No. 12249 
Start 323 

Name OJ991013_12 . 0112 .C16. ol . tm 

Start 1916 
GI none 

Exons 1916.. 2008, 1924.. 2010, 1928. 

2550. .2624, 2550. .2624, 2685. 
2949. .3107, 2966. .3130, 2968. 
3243. .3449, 3244. .3450, 3244. 



Seq. ID OJ991013_12.0112.C16 

Strand + 

End 3450 

Method TBLASTX: Maize 

End 3450 

Score 102 

.1996, 2545. .2616, 2546. .2623, 
.2789, 2697. .2786, 2698. .2790, 



.3111, 2969. 
.3423 - 



,3121, 3236. .3379, 



Seq. No. 



5805 



Seq. ID OJ991213_05.0110.C1 



6055 



Gene No. 


12250 


Strand 




Start 


1 


End 


792 


Name 


OJ991213 05.0110.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


718 


GI 


6006359 


Score 


54 


Exons 


1..79, 633. .718 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5805 


Sea ID 


OJ991213 


Gene No 


12250 


Strand 




Start 


1 * 


End 


7 92 


Name 


OJ991213 05.0110.Cl.ol.gs 


Method 


GENSCAN 


Start 


514 


End 


7 92 


GI 


none 


Score 


.86 


Exons 


514. .792 






Seq. No. 


5806 


Seq. ID 


OJ991213 


Gene No. 


12251 


Strand 


+ 


Start 


361 


End 


6127 


Name 


OJ991213 05.0110.C2.ol.gs 


Method 


GENSCAN 


Start 


361 


End 


6127 


GI 


none 


Score 


.44 


Exons 


361. .421, 608. .731, 1590.. 


,1655, 1712.. 


1821, 217 



3037. .3603, 4603. .4699, 4998. .5216, 5962. .6127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991213_05.0110.C2 
+ 

6127 
AAT/NAP 
5006 
406 



5806 Seq. ID 

12251 Strand 
361 End 
OJ991213_05 . 0110 . C2 . ol . np Method 
2329 End 
130593 Score 
2329.. 2431, 3893.. 5006 

ENZYMATIC POLYPROTEIN [CONTAINS: ASPARTIC PROTEASE ; 
EN DON UC LEASE ; REVERSE TRANSCRIPTASE ] gi | 76775 | pir | | S00854 ' 
hypothetical protein 5 - carnation etched ring virus - 
gi|58863|emb|CAA28360| (X04658) pot. ORF 5 (AA 1-659) [Carnation 
etched ring virus] gi | 225356 i prf | | 1301227E ORF 5 [Carnation 
etched ring virus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5806 Seq. ID 

12252 Strand 

7484 End 

OJ991213_05 . 0110 . C2 . ol . tw Method 

3922 End 

none Score 

3922. .4065, 4054. .4299 



OJ991213_05.0110.C2 

+ - 

10797 

TBLASTX: Wheat 

4299 

66 



5806 Seq. ID 

12252 Strand 

7484 End 

OJ991213_05 . 0110 . C2 . ol . gp Method 

6803 End 

5867_1.R1084 Score 
6803. .6897 

' 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 



OJ991213_05.0110.C2 
+ 

10797 
AAT/GAP 
6897 
134 



6056 




ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 





Seq. No. 


5806 


Seq. ID 


OJ991213_05.0110.C2 




Gene No. 


12252 


Strand 


+ 




Start 


7484- ■ 


End 


10797 




Name 


OJ991213 05.0110.C2.o2.gp 


Method 


AAT/GAP 




Start 


6974 


End 


7076 




GI 


LIB3477-003-P1-K1-E9 


Score 


136 




Exons 


6974. .7076 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN OR^ 






S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 








Seq. No. 


5806 


Seq. ID 


OJ991213_05.0110.C2 




Gene No. 


12252 


Strand 


+ 




Start 


7484 


End 


10797 




Name 


■ OJ991213 05.0110.C2.o2.gs 


Method 


GENSCAN 




Start 


7484 


End 


10797 




GI 


none 


Score 


.48 




Exons 


7484.. 7577, 7815.. 7889, 7909 


..8023, 8167. .8669, 8799.-9298, 






9889.. 10797 






hi 

i!fl 


Seq. No. 


5806 


Seq. ID 


OJ991213_05.0110.C2 


:*; ! 


Gene No. 


12252 


Strand 


+ 




Start 


7484 


End 


10797 


P 


Name 


OJ991213 05.0110.C2.o2.np 


Method 


AAT/NAP 


i jj 


Start 


7788 


End 


9315 


: ^ 


GI 


6539588 


Score 


161 


! s f : 


Exons 


7788.. 8038, 9284 .. 9315 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


. sativa] 


□ 


Seq. No. 


5807 


Seq. ID 


OJ991213_05.0110.C3 


'""4 


Gene No. 


12253 


Strand 


+ 


r~ 


Start 


1 


End 


498 


i. "i 


Name 


OJ991213 05.0110;C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


498 


: t cf 


GI 


2494855 


Score 


338 




Exons 


1..498 








GI De serin 


PROBABLE HYDROXYACYLGLUTATHIONE HYDROLASE (GLYOXALASE II) (GLX 






II) gi | 1652024 | dbj IBAA16950I 


(D90901) 


glyoxalase II 






[ Synechocys tis sp . ] 








Seq. No. 


5807 


Seq. ID 


OJ991213_05.011Q.C3 




Gene No. 


12253 


Strand 


+ 




Start 


1 


End 


498 




Name 


OJ991213 05.0110.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


34 


End 


482 




GI 


none 


Score 


83 




Exons 


34. .150, 148. .345, 174. .344, 


348. .482 






Seq. No. 


5807 


Seq. ID 


OJ991213_05.0110.C3 




Gene No. 


12253 


Strand 


+ 




Start 


1 


End 


498 




Name 


OJ991213 05.0110.C3.ol.ts 


Method 


TBLASTX ^Soybean 



6057 



Start 34 

GI none 

Exons 34.. 156, 172.. 345, 180.. 344, 

Seq. No. 5807 

Gene No. 12253 

Start 1 

Name OJ991213_05.0110.C3.ol.gs 

Start 68 

GI none 

Exons 68.. 385 



End 
Score 
345. .482 



482 
91 



Seq. ID OJ991213_05.0110.C3 

Strand + 

End 498 

Method GENSCAN 

End 385 

Score ..4 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
;3 Name 
^ Start 

n GI 

!j Exons 
=3 GI Descrip. 

; x 

.3 Seq. No. 

I* Gene No. 

y Start 

! _ Name 

J Start 

g gi 

_ jl Exons 



5807 

12253 

1 

OJ991213_05.0110.C3.ol.tc 

112 

none 



Seq. ID OJ991213_05.0110.C3 

Strand + 

End 4 98 

Method TBLASTX : Cress 

End 485 

Score 56 



112. .150, 159. .278, 160.. 252, 259. .345, 261. .344, 345.-485 



5808 

12254 

1 

OJ991213_05.0110.C6.o2.np 
1 

6572067 



Seq. ID OJ991213_05.0110.C6 

Strand + 

End. 12076 

Method AAT/NAP 

End 7254 

Score 433 



1..79, 2187.. 2257, 2333.. 2433, 3338.. 3469, 5745.. 5780, 
5880. .5920, 6106. .6185, 6809. .6902, 7077. .7254 
(AL133452) putative protein [Arabidopsis thaliana] 



5808 

12254 

1 

OJ991213_05.0110.C6.ol.gs 

1376 

none 



Seq. ID OJ991213_05.0110.C6 

Strand + 

End 12076 

Method GENSCAN 

End 10905 

Score . 9 



1376. .1458, 1758. .1872, 2187. .2257, 3338.-3437, 5894 .6002 , 
6106. .6178, 6809. .6902, 7077. .7166, 8433. .8621, 1028 9 10432 , 
10468. .10905 



Seq. No. 5808 

Gene No. 12254 

Start 1 

Name OJ991213_05 . 0110 . C6 . ol . gp 

Start 8451 

GI none 

Exons 8451.. 8753 



Seq. ID OJ991213_05.0110.C6 

Strand + 

End 12076 

Method AAT/GAP 

End 8753 

Score 558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5808 

12254 

1 

OJ991213_05. 0110.C6.o4.np 

9138 

4335745 



Seq. ID OJ991213_05.0110.C6 

Strand + 

End 12076 

Method AAT/NAP 

End 12076 

Score 78 



9138. .9225, 10425 .. 10656, 12032.. 12076 

(AC006284) putative esterase [Arabidopsis thaliana] 



6058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5808 

12255 

12273 

OJ991213_05.0110.C6.o3.gs 

12273 

none 



Seq. ID OJ991213_05.0110.C6 

Strand + 

End 14223 

Method GENSCAN 

End 14223 

Score .53 



12273. .12555, 13136. . 13259, 13355 13536, 13943.. 14223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
3 f Name 
( != Start 

j :! f GI 

"U Exons 

'7i GI Descrip. 



5808 

12256 

1 

OJ991213_05.0110.C6.ol.np 
1 

6069646 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 5857 
Method AAT/NAP 
End 5857 
Score 504 
1. .78, 571. .1285, 1557. .1904, 5822. .5857 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



5808 

12257 

9622 

OJ991213_05.0110.C6.o3.np 

9622' . 

3810596 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 13443 

Method. AAT/NAP 

End 13443 

Score 183 



9622. .10054, 10608 .. 10783, 11019 .. 11208 , 12615 .. 12737 , 
13386.. 13443 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



U 



Seq. No. 5808 

Gene No. 12257 

Start 9622 

Name OJ991213__05.0110.C6.o2.gs 

Start 11292 

GI none 

Exons 11292. .11605, 11610.. 11676 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 13443 

Method GENSCAN 

End 11676 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5808 

12258 

14944 

OJ99121-3_05 . 0110 . C6 . ol . tm 

332 

none 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 

Method TBLASTX : Mai ze 

End 879 

Score 4 0 



332. .349, 406. .507, 430. .555, 550. .792, 554.*. 784, 571. .855, 
788. .874, 793. .879 



Seq. No. 5808 

Gene No. 12258 

Start 14944 

Name OJ991213_05 . 0110.C6.ol .tw 

Start 595 

GI none 

Exons 595. .780, 596. .784 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 

Method TBLASTX : Wheat 

End 784 

Score 67 



6059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5808 

12258 

14944 

OJ991213_05.0110.C6.o2.tm 

1349 

none 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 
Method TBLASTX: Maize 
End 1863 
Score . 45 



1349. .1405, 1353. .1403, 1436. .1717, 1440. .1715, 1720. .1863, 
1773. .1844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5808 

12258 

14944 

OJ991213_05.0110.C6.o5.tm 

3365 

none 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 

Method TBLASTX : Maize 

End 7139 

Score 124 



3365. .3445, 3366.-3437, 5891.. 6001, 5891.. 6001, 5892.. 6032, 

6105. .6179, 6106.. 6180, 6106.. 6180, 6107.. 6181, 6108.. 6182, 

6801. .6902, 6808. .6903, 6809. .6904, 6809. .6904, 7056. .7139, 
7077. .7139 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



5808 

12258 

14944 

OJ991213_05.0110.C6.o6.tm 

11063 

none 



Seq. ID OJ991213_05.0110.C6 

Strand - ■ 

End 17989 

Method TBLASTX: Maize 

End :;. ' 13059 

Score 74 



11063. .11146, 12629. .12736, 12734 .. 12868, 12853. .13059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5808 

12258 

14944 

OJ991213_05.0110.C6.o5.np 

14852 

6006864 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 

Method AAT/NAP 

End 17989 

Score 747 



14852. .15186, 15684 .. 15836, 16061 .. 16266, 16363 .. 16603, 
16812. .16945, 17232.. 17989 

(AC009540) hypothetical protein [Arabidopsis thaliana] 



W Seq. No. 5808 

Q Gene No. 12258 

□ Start 14944 

Name OJ991213_05. 0110.C6.o4 .gs 

Start 14944 

GI none 

Exons 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 

Method GENSCAN 

End 17862 

Score .95 



14944. .15180, 15684. .15786, 158 91 .. 15937 , 16055 .. 16266, 
16363. .16603, 1 6812 .. 16945, 17232. .17862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5808 

12258 

14944 

OJ991213_05. 0110.C6.o2.tc 

14962 

none 



Seq. ID OJ991213_05.0110.C6 
Strand 

End 17989 

Method TBLASTX: Cress 

End 15216 

Score 78 



14962. .15102, 14974. .15216, 14975. .15121 



Seq. " No. 
Gene No. 



5808 
12258 



Seq. ID OJ991213_05.0110.C6 
Strand 



6060 




Start 


14944 




End 


17989 






Name 


OJ991213 05. 0110. C6. 


. o4 . tm 


Method 


TBLASTX : 


Maize 




Start 


16052 




End 


16265 






GI 


none 




Score 


130 






Exons 


16052. .16153, 16053. 


.16157, 


16172. .16261, 16172 


. .16261, 






16173. .16265 












Seq. No. 


5808 




Seq. ID 


OJ991213 


_05.0110 


.C6 


VJCHC ViKJ . 


ILL JO 




Strand 








Start 


14944 




End 


17989 






Name 


OJ991213 05. 0110. C6. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


16073 




End 


16436 




GI 


none 




Score . 


157 






Exons 


16073. .16267, 16074. 


.16268, 


16361. .16435, 16362 


. . 16436 




Seq. No. 


5808 




Seq. ID 


OJ991213 


J35.0110 


.C6 


Gene No. 


12258 




Strand 








Start 


14944 




End 


17989 






Name 




Ol . tc 


Method 


TBLASTX: 


Cress 




Start 


16133 " . 




End 


16947 






GI 


none 




Score 


65 






Exons 


16133. .16264, 16155. 


.16244, 


16359. .16448, 16364 


. .16447, 






16448. .16603, 16449. 


.16598, 


16452. .16613, 16818 


. .16946, 






16828. .16947 












Seq. No. 


5808 




Seq. ID 


OJ991213 


_05.0110 


■ C6 


Gene No. 


12258- 




Strand 








Start 


14944 




End 


17989 






Name 


OJ991213 05. 0110. C6. 


o3 . tm 


Method 


TBLASTX :i 


Maize 




Start 


1 6S?9 




End 


17602 






GI 


none . 




Score 


112 






Exons 


16529. .16606, 16530. 


.16604, 


16530. .16610, 16531 


. .16605, 






16532. .16606, 16807. 


.16887, 


16809. .16889, 16810 


. .16887, 






16812. .16889, 16881. 


.16946, 


16903. .16947, 17231 


. .17602, 






17236. .1734-6, 17410. 


.17580, 


17414. .17602 






Seq. No. 


5808 




Seq. ID 


OJ991213 


_05.0110 


.C6 




12258 




Strand 








Start 


14944 




■ End 


17989 






Name 


OJ991213 05. 0110. C6. 


o2.ts 


Method 


TBLASTX:; 


Soybean 




Start 


17488 




End 


17859 




GI 


none 




Score 


62 






Exons 


17488. .17859, 17537. 


.17722 










Seq. No. 


5809 




Seq. ID 


OJ991213 


_05.0110 


.C7 








Strand 


+ 






Start 


4230 




End 


4781 






Name 


OJ991213 05. 0110. C7. 


ol . gs 


Method 


GENSCAN 






Start 


4230 




End 


4781 






GI 


none 




Score 


.66 






Exons 


4230. .4781 












Seq. No. 


5809 ' 




Seq. ID 


OJ991213_ 


_05.0110. 


.C7 


Gene No. 


12260 




Strand 


+ 






Start 


7910 




End 


11663 






Name 


OJ991213 05. 0110. C7. 


o4 . gs 


Method 


GENSCAN 






Start ■ 


7910 




End 


11105 







6061 



GI 


none 




Score 


.5 




Exons 


7910. .8404, 


8581.. 9286, 9302.. 


10256, 


10339. .10468, 


.10973. .11105 


Seq. No. 


5809 




Seq. ID 


OJ991213_05 


.0110. C7 


Gene No. 


12260 




Strand 


+ 




Start 


7910 




End 


11663 




Name 


OJ991213 05 


.0110.C7.o3.np 


Method 


AAT/NAP 




Start 


7924 




End 


11663 




GI 


6705984 




Score 


424 




Exons . 


7924.-7984, 


10349. .10808, 11619.. 11663 




GI Descrip. 


(AB033235) 


gag-pol polyprotein 


l [Oryza 


sativa] 




Seq. No. 


5809 




Seq. ID 


OJ991213_05 


.0110. C7 


Gene No. 


12260 




Strand 


+ 




Start 


7910 




End 


11663 




Name 


OJ991213 05 


.0110.C7.o2.np 


Method 


AAT/NAP 




Start 


8183 




End 


11035 




GI 


6721562 




Score 


412 




Exons 


8183. .8404, 


8776.. 9105, 9355.: 


'9974, 10992.. 11035 




GI Descrip. 


(AP001073) 


Similar to Zea mays 


i 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


5809 


Seq. ID 


OJ991213 


Gene No. 


12260 


Strand 


+ 


Start 


7910 


End 


11663 


Name 


OJ991213 05.0110.C7.o4.np 


Method 


AAT/NAP 


Start 


9978 


End 


11663 


GI 


6498436 


Score 


409 


Exons 


9978. .10063, 11182. .11663 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5809 


Seq. ID 


OJ991213 


Gene No. 


12261 


Strand 




Start 


841 


End 


941 


Name 


OJ991213 05.0110.C7.ol.gp 


Method 


AAT/GAP 


Start 


841 


End 


941 


GI 


44750 1.R1084 


Score 


154 


Exons 


841. .941 







GI Descrip. '1657619 4.0e-18 (U72504) G5p [Arabidopsis thaliana] >gi_3068710 
(AF049236) putative transmembrane protein G5p [Arabidopsis 
thaliana] 1 



Seq. No. 5809 Seq. ID OJ991213_05 . 0110 . C7 

Gene No. 12262 Strand 

Start - 843 End 6633 

Name OJ991213_05 . 0110 . C7 . ol . np Method AAT/NAP 

Start 843 . End 6610 

GI 5734705 Score 71 

Exons 843.. 1054, 5545.. 5617, 6083.. 6377, 6500.. 6610 

GI Descrip. (AC008075) F24J5.4 [Arabidopsis thaliana] 

gi I 6524187 | gb| AAF15072.il AC011914_14 (AC011914) hypothetical 

protein [Arabidopsis thaliana] 



Seq. No. 



5809 



Seq. ID OJ991213_05.0110.C7 



6062 




Gene No . 


12262 




Strand 






Start 


843 




End 


6633 




Name 


OJ991213 05. 0110. C7 


,o2 .gs 


Method 


GENSCAN 




Start 


5453 




End 


5770 




GI 


none 




Score 


.45 




Exons 


5453. .5770 










Seq. No. 


5809 




Seq. ID 


OJ991213_05.0110 


.C7 


Gene No . 


12262 




Strand 






Start 


843 




End 


6633 




Name 


OJ991213 05. 0110. C7 


.o3.gs 


Method 


GENSCAN 




Start 


6138 




End 


6633 




GI 


none 




Score 


.83 




Exons 


6138.. 6203, 6250.. 6399, 6435 


..6561, 6563.. 6633 




Seq. No. 


5809 




Seq. ID 


OJ991213_05.0110 


.C7 


Gene No 


12263 




Strand 






Start 


9448 




End 


9840 




Name 


OJ991213 05. 0110. C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9448 




End 


9840 




GI 


none 




Score 


64 




Exons 


9448.. 9492, 9493.. 9606, 9516 


..9596, 9565. .9840, 9579. .9785 


Seq. No. 


5809 




Seq. ID 


OJ991213_05.0110 


.C7 


Gene No. 


12264 




Strand 






Start 


10334 




End 


10813 




Name 


OJ991213 05 0110 C7 


. ol tw 


Method 


TBLASTX: Wheat 




Start 


10334 ~~ 




End 


10785 




GI 


none 




Score 


263 




Exons 


10334. .10591, 10346 


. .10597, 


10369. .10596, 10596 .. 10682, 






10601. .10780, 10610 


. .10762, 


10621. .10785 




Seq. No. 


5809 




Seq. ID 


OJ991213J)5.0110 


.C7 


Gene No. 


12264 




Strand 






Start 


10334 




End 


10813 




Name 


OJ991213 05. 0110. C7 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10373 




End 


10792 




GI 


none 




Score 


172 




Exons 


10373. .10642, 10414 


. .10638, 


10430. .10642, 10634. .10792, 






10651. .10782 










Seq. No. 


5809 




Seq. ID 


OJ991213_05.0110 


• C7 


fjpnp No 


12264 




Strand 






Start 


10334 




End 


10813 




Name 


OJ991213 05. 0110. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10561 




End 


10813 




GI 


none 




Score 


201 




Exons 


10561. . 10695, 10562 


. .10795, 


10589.. 10813 




Seq. No. 


5810 




Seq. ID 


OJ991213_05.0110 


.C8 


Gene No. 


12265 




Strand 


+ 




Start 


333 




End 


1150 




Name 


OJ991213 05. 0110. C8 


.ol.tw 


Method 


TBLASTX: Wheat 




Start. 


296 




End 


978 




GI 


none 




Score 


64 




Exons 


296. .406, 443. .679, 


445. .531, 447. .605, 


455.. 622, 604.. 


669 



737.. 976, 857.. 973, 880.. 978 



6063 



Seq. No. 5810 Seq. ID 

Gene No. 12265 Strand 

Start 333 End 

Name OJ991213_05 . 0110 . C8 . ol . np Method 

Start 333 End 

GI 6498441 Score 

Exons 333.. 739, 794.. 1150 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



OJ991213_05.0110.C8 
+ 

1150 
AAT/NAP 
1150 
410 



Seq. No. 5810 Seq. ID 

Gene No. 12265 Strand 

Start 333 End 

Name OJ991213_05 . 0110 . C8 . ol . gs Method 

Start 374 End 

GI none Score 

Exons 374.. 862 



OJ991213_05.0110.C8 
+ 

1150 
GENSCAN 
862 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5811 
12266 
1 

OJ991213_05.0110.C9.ol.np 
1 

5902445 
1..1353, 1386.. 2687 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991213_05.0110.C9 



Strand 
End 

Method 

End 

Score 



+ 

2687 
AAT/NAP 
2687 
2440 



5811 

12266 

1 

OJ991213_05.0110.C9.ol.gs 

181 

none 



Seq. ID OJ991213_05.0110.C9 



Strand 
End 

Method 

End 

Score 



+ 

2687 
GENSCAN 
2665 
.63 



181. .1248, 1302. .1685, 2123. .2245, 2309. .2665 



5811 Seq. ID 

12267 Strand 

3303 End 

OJ991213_05 . 0110 . C9 . o2 . gs Method 

3303 End 

none Score 



OJ991213_05.0110.C9 

7311 
GENSCAN 
6367 
.93 



3303. .3824, 3974. .4070, 4207. .4920, 5049. .5107, 5178. .5372, 
5441.. 5565, 5968.. 6110, 6285.. 6367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5811 
12267 
3303 

OJ991213_05.0110.C9.o2.np 



4206 
6721561 
4206. .4968, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5049. .5107, 5178. .5372, 



OJ991213_05.0110.C9 

7311 
AAT/NAP 
.5678 
1040 
5610. .5678 



(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 



6064 



protein [Oryza sativa] 



i U 



Seq. No. 


5811 


Gene No. 


12267 


Start 


3303 


Name 


OJ991213 05.0110.C9.o4.: 


Start 


5604 


GI 


6721512 


Exons 


5604. .5673, 6899. .7014, 


GI Descrip. 


(AP001072) hypothetical 


Sea No 


5811 


Gene No. 


12267 


Start 


3303 


Name 


OJ991213 05.0110.C9.o3.: 


Start 


5660 


GI 


6907089 


Exons 


5660. .6392 


GI Descrip. 


(AP001129) hypothetical 


Seq. No. 


5811 


Gene No. 


12268 


Start 


8898 


Name 


OJ991213 05.0110.-C9.o2. 


Start 


28 


GI 


none 


Exons 


28. .411, 63. .410 


Seq. No. 


5811 


Gene No. 


12268 


Start 


8898 


Name 


OJ991213 05.0110.C9.ol. 


Start 


84 


GI 


none 


Exons 


84. .509, 85. .507 


Seq. No. 


5811 


Gene No. 


12268 


Start 


8898 


Name 


OJ991213 05.0110.C9.ol. 


Start 


15,6 


GI 


none 


Exons 


156. .287, 169. .564, 171 


Seq. No. 


5811 


Gene No. 


12268 


Start 


8898 


Name 


OJ991213 05.0110.C9.o4." 


Start 


654 


GI 


none 


Exons 


654.. 872, 655,. .879, 886 


Seq. No. 


5811 


Gene No. 


12268 


Start 


8898 


Name 


OJ991213 05.0110:C9.o5.i 


Start 


1065 



Seq. ID OJ991213_05.0110.C9 

Strand - * 

End 7311 

Method AAT/NAP 

End 7311 

Score 67 



Seq. ID OJ991213_05.0110.C9 
Strand 

End 7311 
Method AAT/NAP 
End- 6392 
Score . 274 



Seq. ID OJ991213_05.0110.C9 
Strand 

End 8933 

Method. TBLASTX : Mai ze 

End 411 

Score 324 



Seq. ID OJ991213_05.0110.C9 

Strand ' - - 

End 8933 

Method TBLASTX : Wheat 

End 509 

Score 448 



Seq. ID OJ991213_05.0110.C9 
Strand 

End - 8933 

Method ■ TBLASTX: Soybean 

End 564 

Score 65 



Seq. ID OJ991213_05.0110.C9 
Strand 

End 8933 

Method TBLASTX : Wheat 

End 1062 

Score 203 



Seq. ID OJ991213_05.0110.C9 
Strand 

End 8933 

Method TBLASTX : Wheat 

End 6238 



6065 



GI none Score 

Exons 1065.. 1355, 1102.. 1359, 6113.. 6238 

Seq. No. 5811 Seq. ID 

Gene No. 12268 Strand 

Start 8898 ' End 

Name OJ991213_05 . 0110 . C9 . ol . tm Method 

Start 1563 End 

GI none Score 

Exons 1563.. 1868, 1580.. 1867 

Seq. No. 5811 Seq. ID 

Gene No. 12268 Strand 

Start 8898 . End 

Name OJ991213_05.0110.C9.o3. tw Method 

Start 1563 End 

GI none Score 

Exons 1563.. 1946, 1571.. 1945 

Seq. No. 5811 Seq. ID 

Gene -No. 12268 Strand 

Start 8898 End 

Name OJ991213_05 . 0110 . C9 . o2 . tw Method 

Start 2069 End t , . 

""t. GI none ' Score 

Exons 2069.. 2521, 2218.. 2325, 2546. 

m 

rU Seq. No. 5811 Seq. ID 

□ Gene No. 12268 Strand 

\.\ Start 8898 End 

!: '^ Name OJ991213_05 . 0110 . C9 . o3 . tm Method 

'*'*<* Start 2291 End 

I y GI * none Score 

Exons 2291.. 2554 



182 



OJ991213_05.0110.C9 
8933 

TBLASTX: Maize 

1868 

343 



OJ991213_05.0110.C9 
8933 

TBLASTX: Wheat 

1946 

363 



OJ991213_05.0110.C9 
8933 

TBLASTX: Wheat 

2678 

346 



2593, 2607.. 2678 



OJ991213_05.0110.C9 
8933 

TBLASTX: Maize 

2554 

186 



Seq. No. 5811 Seq. ID 

Gene No. 12268 Strand 

Start 8898 End 

Name OJ991213_05 . 0110 . C9 . o3 . gs Method 

Start 8898 End 

GI none Score 

Exons 8898. .8933 



OJ991213_05.0110.C9 

8933 
GENSCAN 
8933 
.61 



Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5812 

12269 

1 

OJ991213_05.0110.Cll.ol.np 
1 

5852180 



Seq. ID OJ991213 05.0110.C11 



Strand 
End 

Method 

End 

Score 



+ 

5777 
AAT/NAP 
5777 
415 



1..30, 2844. .2896, 3866. .3983, 4035. .4446, 5750. .5777 
(AL117265) zhbOOOlO.l [Oryza sativa] 



5812 Seq. ID 

12269 Strand 

1 End 

OJ991213_05 . 0110 . Cll . ol . gs Method 

199 End 



OJ991213_05. 0110. Cll 
+ 

5777 

GENSCAN 

715 



6066 



GI 

Exons 



none Score 
199.-344, 387..474,* 617. .715 



,72 



Seq. No. 5812 

Gene No. 12270 

Start 2745 

Name OJ991213_05.0110.Cll.ol.gp 

Start 2745 

GI uOosflcyp033a0.4bl 

Exons 2745.. 3126 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. ID OJ991213_05.0110.C11 
Strand 

End 3126 

Method AAT/GAP 

End 3126 

Score 651 



Seq. No. 5813 

Gene No. 12271 

Start 543 

Name OJ991213_05 - 0110 . C12 . ol . gs 

Start 543 

GI none 

Exons 543.. 1352 



Seq. ID OJ991213_05.0110.C12 

Strand + 

End 1352 

Method GENS CAN 

End 1352 

Score .89 



Hi 

i ; 3 
i = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5813 
12272 
1601 

OJ991213_05.0110.C12-ol.np 
1601 
4680179 
1601. .2683, 2717. .6118 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991213_05.0110.C12 
Strand + 

6118 
AAT/NAP 
6118 
5363 



End 

Method 

End 

Score 



5813 
12273 
8290 

OJ991213_05.0110.C12.o2.gp 
8192 

uC-osflcyp033a04bl 
8192.. 8574 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 • 



Seq. ID OJ991213_05.0110.C12 

Strand + 

End 16233 

Method AAT/GAP 

End 8574 

Score 704 



Seq. No. 5813 

Gene No. 12273 

Start 8290 

Name OJ991213_05 . 0110 . C12 . o3 . gs 

Start 8290 

GI none 
Exons 



Seq. ID OJ991213_05.0110.C12 

Strand + ' 

End 16233 

Method GEN SCAN 

End 16233 

Score .54 



8290. .8361, 9357..9666, 9855. .10645, 10667 .. 11015, 11335 .. 12366, 
12884. .13830, 14080 .. 14511, 14538 .. 14751 , 15793 15858, 
15923. .16045, 16184.. 16233 



Seq. No. 5813 

Gene No. 12273 

Start 8290 

Name OJ991213_05 . 0110 . C12 . o3 . np 

Start 9613 

GI - 4206306 
Exons 



Seq. ID OJ991213_05.0110.C12 

Strand + 

End 16233 

Method AAT/NAP 

End 14888 

Score 1325 



9613.. 9819, 10779. .11234, 11431 .. 1338<6, 13591 . \ 14888 
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GI Descrip. (AF049110) prpol [Zea mays] 



Seq. No. 5813 

Gene No. 12273 

Start 8290 

Name OJ991213_05 . 0110 . C12 . o4 . np 

Start 13225 

GI 4417307 

Exons 13225. .13484, 13642.. 14457 

GI Descrip. (AC006446) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991213_05.0110.C12 
Strand + 

16233 
AAT/NAP 
14457 
390 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5813 

12274 

6861 

OJ991213_05 . 0110 . C12 . o2 . np 

6861 

5852180 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 12053 

Method AAT/NAP 

End 12053 

Score 642 



6861. .7273, 7325.-7442, 8423. .8476, 11983. .12053 
(AL117265) zhbOOOlO'.l [Oryza sativa] 



Seq. No. 

Gene No. 
Q Start 
^3 Name 

Cft start 



H 
i. j 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



5813 
12275 
17927 

OJ991213_05.0110.C12.o4.gs 
17927 
none 

17927. .18087 

5813 
12276 
18405 

OJ991213_05.0110.C12.o7.tw 
1832 
none 

1832.. 2194, 1847.. 1996, 1864.. 2193 



Seq. ID OJ991213_05.0110.C12 
Strand 

18087 
GENSCAN 
.18087 • 
.4 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Wheat 

End 2194 

Score 286 



Seq. No. 5813 

Gene No. 12276. 

Start 18405 

Name OJ991213_05 . 0110 . C12 . o7 . tm 

Start 2075 

GI none 

Exons 2075.. 2380, 2089.. 2253 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Maize 

End . 2380 

Score 221 



Seq. No. 5813 

Gene No. 12276 

Start 18405 

Name OJ991213_05 . 0110 . C12 . o9 . tm 

Start 2738 

GI none 

Exons 2738.. 3061 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Mai ze 

End 3061 

Score 186 



Seq. No. 5813 

Gene No. 12276 

Start 18405 

Name OJ991213 05 . 0110 . C12 . 08 . tw 



Seq. ID OJ991213_05.011O.C12 
Strand 

End 18851 

Method TBLASTX : Wheat 



6068 



Start 
GI 

Exons 



2924 End 3328 

none Score 121 

2924. .3184, 3191. .3328, 3200. .3277, 3262.. 3321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
;a Gene No. 
Q Start 
Name 
Start " 
GI 

Exons 



: y 



! <jf Seq. No. 

Q Gene No. 

; s y Start 

] m Name 

!I« Start 

'J Exons 

I s * 

i k 3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



I: J 



5813 

12276 

18405 

OJ991213_05.0110.C12.o4.tw 

3458 

none 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Wheat 

End 12145 

Score 134 



34S8..3637, 3458. .3628, 3650. .3772, 11736 .. 12143, 11753 12070, 
11813. .12145, 11862. .12092, 12046. .12144 



5813 

12276 

18405 

OJ991213_05.0110.C12.o6.tm 

3458 

none 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Maize 

End 12011 

Score 137 



3458.. 3637, 11796 .. 12011, 11801.. 12010 



5813 

12276 

18405 

OJ991213_05.0110.C12.o7.ts 

3458 

none 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Soybean 

End 11942 

Score 111 



3458.-3592, 11574 11792, 11808.. 11942 



5813 

12276 

18405 

OJ991213_05.0110.C12.o2.tm 

3656 

none 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX: Maize 

End 12470 

Score 242 



3656. .4084, 3658. .3927, 12012 .. 12470, 12014 .. 12070, 12131. .12469 



5813 
12276 

18405 V / 

OJ991213_05'.0110.C12.ol.ts 

3704 

none 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Soybean 

End 12407 

Score 57 

3704. .3736, 3706. .3735, 3740. .4099, 3742. .3780, 3808. .4098, 
12114. .12407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



5813 

12276 

18405 

OJ991213_05.0110.C12.o5.tw 

3812 

none 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX : Wheat 

End 12565 

Score 381 



3812.. 4114, 3814. .4098, 12171 . .J2407 , 12440. .12565 



5813 

12276 

18405 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 



6069 



• # 



Name 


OJ991213 05 


.0110 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


4115 








End 


12855 




GI 


none 








Score 


606 




Exons 


4115. .4540, 


4147 


. .4536, 


4163. 


.4540, 12727.. 12855 




Seq. No. 


5813 








Seq. ID 


OJ991213 05 0110 


.C12 




1 9916 








Strand 






Start 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.o8 


.ts 


Mp1~ hod 


TBLASTX * Sovbean 




Start 


4121 








End 


12610 




GI 


none 








Score 


201 




Exons 


4121. .4366, 


4138 


. .4365, 


12482 


. .12610 






Seq. No. 


5813 








Seq. ID 


OJ991213J55.0110 


.C12 


ucllc INU . 


1 9916 








Strand 






Start 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4186 








End 


12852 




GI 


none 








Score 


481 




Exons 


4186. .4536, 


4187 


. .4540, 


4187. 


.4549, 12619. .12852 




Seq. No. 


5813 








Q Pn TD 

UCvJ ■ -L U 


OJ991 91^ OS 0110 


.C12 




1 9916 














Start ' 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.o2 


.tw 


Mo t" hr^H 






Start 


4543 








End 


5107 




GI 


none 








Score 


650 




Exons 


4543. .5106, 


4544 


. .5107 










Seq. No. 


5813 








Qprr in 

OC^i J. u 


O.TQQ1 9"\ 1 OS mio 


.C12 




1 9916 








otranu 






Start 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4814 








End 


5131 




GI 


none 








Score 


89 




Exons 


4814. .4987, 


4988 


. .5131, 


4990. 


.5130 






Seq. No. 


5813 








Seq. ID 


OJ991213_05.0110 


.C12 


OCi 1C IN W • 


1 9916 








Strand 






Start 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


4895 








End 


5156 




GI 


none 








Score 


296 




Exons 


4895. .5155, 


4900 


• .5154, 


4974. 


.5156 






Seq. No. 


5813 








Seq. ID 


OJ991213_05.0110 


.C12 




1 9916 








Strand 






Start 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


4953 








End 


5245 




GI 


none 








Score 


118 




Exons 


4953. .5141, 


4954 


. .5241, 


4955. 


.5245 






Seq. No. 


5813 








Seq. ID 


OJ991213_05.0110 


.C12 


Gene No. 


12276 








Strand 






Start 


18405 








End 


18851 




Name 


OJ991213 05 


.0110 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 





6070 




Start 


5114 






End 


14508 




GI 


none 






Score 


697 




Exons 


5114. .5740, 5170 


. .5628, 


5486 


..5737, 14143.. 14508 




Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 


Gene No. 


12276 






Strand 






J Ldl L 


i flans 






End 


18851 




Name 


OJ991213 05.0110 


.C12.ol 


tm 


Method 


TBLASTX: Maize 




Start 


5294 






End 


5893 




GI 


none 






Score 


231 




Exons 


5294. .5455, 5299 


. .5457, 


5302 


..5448, 5452. .5520, 5452. .5877, 




5453. .5893 












Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 


flono Wo 
oci it; vnj . 


1 9216 






Strand 


- 




Start 


18405 " 






End 


18851 




Name 


OJ991213 05.0110 


.C12.o6 


tw 


Method 


TBLASTX: Wheat 




Start 


5743 






End 


6073 




GI 


none 






Score 


313 




Exons 


5743. .6009, 5744 


. .6073 










Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 




1 9976 






Strand ' 






Start 


18405 






End 


18851 




Name 


OJ991213 05.0110 


.C12.o9 


ts 


Method 


TBLASTX : Soybean 




Start 


-10730 






End 


11092 




GI 


none 






Score 


195 




Exons 


10730. .11092 












Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 


Gene No. 


12276 






Strand 






Qf art" 


18405 






End 


18851 




Name 


OJ991213 05.0110 


.C12.o2 


ts 


Method 


TBLASTX : Soybean 




Start 


12777 






End 


13194 




GI 


none 






Score 


77 




Exons 


12777. .12905, 12777 12911, 


12778. .12915, 12778 .. 12915, 






12933. .13037, 12952 13194 , 


13077. .13190 




Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 




12276 






Strand 






Start 


18405 






End 


18851 




Name 


OJ991213 05.0110 


.C12.o9 


tw 


Method 


TBLASTX: Wheat 




Start 


12967 






End 


13329 




GI 


none 






Score 


196 - 




Exons 


' 12967.. 13329 












Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 




12276 






Strand 






Start 


18405 






End 


18851 




Name 


OJ991213 05.0110 


.C12".o8. 


tm 


Method 


TBLASTX: Maize 




Start 


13708 






End 


14061 




GI 


none 






Score 


188 




Exons 


13708. .14061 












Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 


Gene No. 


12276 






■ Strand 






Start 


18405 






End 


18851 





6071 



Name 

Start 

GI 

Exons 



OJ991213_05.0110.C12.o5.ts 

13915 

none 

13915. .14310, 14016.. 14210 



Method TBLASTX : Soybean 
End 14310 
Score 228 



Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 


Gene No. 


12276 






Strand 






Start 


18405 






End 


18851 




Name 


OJ991213 05. 


0110. C12 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14649 






End 


14894 




GI 


none 






Score 


248 




Exons 


14649. .14894 


, 14693. 


.14779, 


14855.. 14890 




Seq. No. 


5813 






Seq. ID 


OJ991213_05.0110 


.C12 


Gene No. 


12276 






Strand 






Start 


18405 






End 


18851 




Name 


OJ991213 05. 


0110. C12 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


18393 






End 


18846 




GI 


none 






Score 


74 




Exons 


18393. .18653 


, 18672. 


.18761, 


18754. .18846 





Seq. No. 

Gene No. 
^ Start 
: ~ Name 
\i Start 

PLJ Exons 

jjj Seq. No. 

Gene No. 

Start 
i y Name 
» Start 

□ GI 
».j Exons 

, ^ J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



5813 

12276 

18405 

OJ991213_05.0110.C12.o4.tm 

18405 - 

none 

18405. .18764, 18453 .. 18713, 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method TBLASTX :Maize 

End 18840 

Score 94 
18565. .18759, 18754. .18840 



5813 
12276 
18405 

OJ991213_05.0110.C12.o5.np 
18405 
6630685 
18405. .18851 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ991213_05.0110.C12 
Strand 

End 18851 

Method AAT/NAP 

End 18851 

Score 422 



5814 

12277 

1 

OJ991213_05.0110.C14.ol.np 
1 

6572067 

1..169, 247. .342 

(AL133452) putative protein 

5814 

12277 

1 

OJ991213_05.0110.C14.ol.tm 
31 

none 

31. .159, 48. .158, 319. .342, 



Seq. ID OJ991213_05.0110.C14 

Strand 

End 342 

Method AAT/NAP 

End 342 

Score 104 

[Arabidopsis thaliana] 

Seq. ID OJ991213_05.0110.C14 
Strand 

End 342 

Method TBLASTX : Maize 

End 342 

Score 177 
319.. 342 



Seq. No. 



5814 



Seq. ID OJ991213 05.011O.C14 



6072 



Gene No. 12277 ' Strand 

Start 1 End 342 

Name OJ991213_05. 0110.C14 .ol .gs Method GENSCAN 

Start 51 End 184 

GI none Score .86 

Exons 51. . 184 



Seq. No. 5815 Seq. ID 

Gene No. 12278 Strand 

Start 160 End 

Name OJ991013_09 . 0112 . CI . ol . gs Method 

Start 160 End 

GI none Score 

Exons 160.. 264 



OJ991013_09.0112.C1 
264 

GENSCAN 

264 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5816 

12279 

718 

OJ991013_09.0112.C2.ol.gs 

718 

none 

718.. 725, 1579.. 1683, 1948. 
4336.-4373, 4419. .4991 



Seq. ID OJ991013_09.0112.C2 

Strand + 

End 4 991 

Method GENSCAN 

End 4 991 

Score . 66 
.2002, 3697. .3865, 3904. .4116, 



OJ991013 09. 0112. C2 



5816 Seq. ID 

12280 Strand 

3020 End 4 650 

OJ991013_09.0112.C2.ol.gp Method AAT/GAP 

3020 End 4 650 

16982JL.R1084 Score 1496 
3020. .3051, 3750. .3971, 4101. .4650 

•5042437/gb|AC007789. 1 IAC007789 8.0e-24 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 





Seq. No. 


5817 




Seq. ID 


OJ991013 


_09. 


0112 


.C3 




Gene No. 


12281 




Strand 


+ 










Start 


646 




End 


2536 








Si 


Name - 


OJ991013 09.0112.C3.ol 


.gs 


Method 


GENSCAN 








i. 5 

= =7 


Start 


646 




End 


2536 










GI 


none 




Score 


.86 










Exons 


646. .870, 1850. .2536 
















Seq. No. 


5817 




Seq. ID 


OJ991013_ 


_09. 


0112 


.C3 




Gene No. 


12281 




Strand 


+ 










Start 


646 




End 


2536 










Name 


OJ991013 09.0112.C3.ol 


.gp 


Method 


AAT/GAP 










Start 


2010 




End 


2509 










GI 


none 




Score 


823 










Exons 


2010. .2509 
















Seq. No. 


5817 




Seq. ID 


OJ991013_ 


_09. 


0112 


.C3 




Gene No. 


12282 




Strand 












Start 


2496 




End 


2642 










Name 


OJ991013 09.0112.C3.o2 


.gp 


Method 


AAT/GAP 










Start 


2496 




End 


2642 










GI - 


21474 1.R1084 




Score 


183- 










Exons 


2496. .2642 















6073 



GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 5817 Seq. ID 

Gene No. 12283 Strand 

Start 3010 End 

Name OJ991013_09 . 0112 .C3 .o2 . gs Method 

Start 3010 End 

GI none "Score 
Exons 



OJ991013_09.0112.C3 

8005 
GENSCAN 
8005 
.78 



3010.. 3195, 3275. .3373, 3468.. 3540, 3625.. 3735, 3832.. 4005, 
4115. .4800, 4802. .4947, 5073. .5214, 5289. .5408, 5454. .6546, 
7437. .8005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



5817 

12283 

3010 

OJ991013_09.0112.C3.ol.np 

3028 

4680204 



Seq. ID OJ991013_09.0112.C3 
Strand 

End 8005 

Method AAT/NAP 

End 6725 

Score 1067 



3028. .3165, 3516. .3735, 3832. .4005, 4115. .5214, 5289. .6725 
(AF114171) hypothetical protein [Sorghum bicolor] 



'f 1 * 



is 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 
rU Gene No. 



Start 
Name 
Start 
GI 

Exons 



rj Seq. No. 
r~ t Gene No. 

Start 

Name 

Start 

GI 

Exons 



5817 
12283 
3010 

OJ991013_09.0112;C3.o2.np 
4047 
4680204 
4047. .5214, 5289. .6725 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991013_09.0112.C3 
Strand 

End 8005 

Method AAT/NAP 

End 6725 

Score 1004 



5817 

12284 

8522 

OJ991013_09.0112.C3.o6.tw 

3666 

none 

3666. .3737, 3837. .4019, 3844. 

5817 

12284 

8522 

OJ991013_09.0112.C3.o5.tw 

5679 

none 

5679. .5774, 5679. .5849, 5812, 
5942.. 6082, 5972.. 6082 



OJ991013_09.0112.C3 
12617 

TBLASTX: Wheat 
4188 
68 

3969, 4108. .4188 

OJ991013 09. 0112. C3 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



12617 

TBLASTX: Wheat 

6082 

42 



,5979, 5844. .6080, 5931. .6080, 



Seq. No. 5817 

Gene No. 12284 

Start 8522 

Name OJ991013_09. 0112 . C3 . o4 . gp 

Start 8522 

GI 342_1.R1084 

Exons 8522.. 8868, 8978.. 9075, 9158 
GI Descrip. 



OJ991013 09. 0112. C3 



Seq. ID _ 
Strand 

End 12617 
Method AAT/GAP 
End 12613 
Score 6626 
9177, 9213. .12613 
1 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



6074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5817 

12284 

8522 

OJ991013J39 . 0112 . C3 . o5 . gp 
8524 

342 1.R1084 



Seq. ID OJ991013_09.0112.C3 
Strand 

End 1261-7 

Method AAT/GAP 

End 12613 

Score 6622 



8524.. 8868, 8978.. 9075, 9158.. 9177, 9213.. 12613 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5817 Seq. ID 

12284 Strand 

8522 . End 

OJ991013_09.0112.C3.o3.gp Method 

8531 End 

342 1.R1084 Score 



OJ991013_09.0112.C3 

12617 
AAT/GAP 
12613 
6608 



8531. .8868, 8978. .9075, 9158. .9177, 9213. .12613 
'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;J Seq. No. 

Gene No. 
□ Start 

Name 

Start 

GI 

Exons 



5817 Seq. ID 

12284 Strand 

8522 End 

OJ991013_09.0112.C3.o3.gs Method 

9285 End 

none Score 
9285. .11738 



5817 Seq. ID 

12284 Strand 

8522 End 12617 

OJ991013_09.0112.C3.o3.np Method AAT/NAP 

9306 End 12616 

4680203 Score 3292 

9306.. 10283, 10560 .. 10790, 10944.. 12616 
(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ991013_09.0112.C3 

12617 
GENSCAN 
11738 
.92 



OJ991013 09. 0112. C3 



5817 
12284 

8522- 

OJ991013_09.0112.C3.ol.tw 

9360 

none 

9360.. 9452, 9441.. 9521, 9534. 
9654.. 9713, 9720.. 9764, 9725. 
9775. .10677, 9952. .10677 



OJ991013_09.0112.C3 
12617 

TBLASTX: Wheat 

10677 

133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9674, 9535.. 9675, 9622.. 9717, 
.9760, 9759. .10676, 9774. .10136, 



Seq. No. 5817 

Gene No. 12284 

Start 8522 

Name OJ991013_09 . 0112 . C3 . ol . tc 

Start 9942 

GI none 

Exons 9942.. 10379, 9942.. 10385, 9946 



Seq. ID OJ991013_09.0112.C3 
Strand 

End 12617 

Method TBLASTX : Cress 

End 10389 

Score 186 
10389 



Seq. No, 



5817 



Seq. ID OJ991013_09.0112.C3 



6075 




ocllc INO • 


1 99ftd 




Strand 




Start 


8522 




End 


12617 


Name 


OJ991013 09. 0112. C3. 


o2.tm 


Method 


TBLASTX: Maize 


Start 


10320 




End 


10634 


GI 


none 




Score 


61 


Exons 


10320. .10550, 10320. 


.10634, 


10348. .10623 


Seq. No. 


5817 




Seq. ID 


OJ991013_09..0112 


Gene No. 


,12284 




Strand 






R ^99 

OOZZ 




End 


12617 


Name 


OJ991013 09. 0112. C3. 


o3. tw 


Method 


TBLASTX: Wheat 


Start 


10678 




End 


11088 


GI 


none 




Score 


81 


Exons 


10678. .10764, 10680. 


.10763, 


10797. .11039, 10837. .11019, 




11025. .11087, 11038. 


.11088 






Seq. No. 


5817 




Seq. ID 


OJ991013_09.0112 


bene lno . 


1 99fi4 

1 Z Z O fi 




Strand 




Start 


8522 




End 


12617 


Name 


OJ991013 09. 0112. C3. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


11121 




End 


11363 


GI 


none 




Score 


213 


Exons 


11121. .11363 








Seq. No. 


5817 




Seq. ID 


OJ991013_09.0112 


bene ino. 


1 99PA 




Strand 




Start 


8522 




End 


12617 


Name 


OJ991013 09.0112.C3. 


ol .tm 


Method 


TBLASTX: Maize 


Start 


11193 




End 


11651 


GI 


none 




Score 


97 


Exons 


11193. .11387, 11397. 


.11651, 


11397. .11639 


Seq. No. 


5817 




Seq. ID 


OJ991013_09.0112 


Gene No. 


12284 




Strand 




Start 


8522 




End 


12617 


Name 


OTQQ1 m ^ HQ m 1 9 


OZ . UW 


Method 


TBLASTX: Wheat 


Start 


11227 




End 


11696 


GI 


none 




Score 


170 


Exons 


11227. .11433, 11227. 


.11436, 


11232. .11456, 11436. .11528, 




11437. .11529, 11538. 


.11642, 


11542. .11631, .11643. .11696, 




11644. .11688 








Seq. No. 


5817 




Seq. ID 


OJ991013_09.0112 


bene rsio. 


1 99Q4 
1 Z Z O t 4 




Strand 




Start 


8522 




End 


12617 


Name 


OJ991013 09. 0112. C3. 


o2 . tc 


Method 


TBLASTX: Cress 


Start 


11484 




End 


11832 


GI 


none 




Score 


83 


Exons 


11484. .11825, 11503. 


.11640, 


11680. .11£ 


!32 


Seq. No. 


5817 




Seq. ID 


OJ991013_09.0112 


Gene No. 


12284 




Strand 




Start 


8522 




End 


12617 


Name 


OJ991013 09. 0112. C3. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


11568 




End 


11994 


GI 


none 




Score 


123 


Exons 


11568. .11861, 11583. 


.11807, 


11856. .11918, 11911. .11994, 



607 6 



11919. .11993 



Seq. No. 


5817 




Seq. ID 


OJ991013J)9.0112 


.C3 


Gene No. 


12284 




Strand 


- 




Start 


8522 




End 


12617 




Name 


OJ991013 09. 0112. C3 


. o4 .gs 


Method 


GENSCAN 




Start 


11874 




End 


12617 




GI 


none 




Score 


.78 




Exons 


11874. .12617 










Seq. No. 


5817 




Seq. ID 


OJ991013_09.0112 


.C3 


Gene No. 


12284 




Strand 






Start 


8522 




End 


12617 




Name 


OJ991013 09. 0112. C3 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11910 




End 


12266 




GI 


none 




Score 


158 




Exons 


11910. .12167, 11915 


. .12166, 


11925. .12176, 11926. .12168, 





12159. .12266 



Corf KI/-v 

o tr q . IN O . 


Sft 1 ft 




Seq. ID' 


OJ991013_09.0112.C4 


Gene No. 


12285 




Strand 


+ 


Start 


1 




End 


497 


Name 


OJ991013 09 


.0112.C4.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


497 


GI 


4680183 




Score 


119 


Exons 


1..47, 381. 


.497 






GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


5818 




Seq. ID 


OJ991013_09.0112.C4 


Gene No. 


12286 




Strand 


+ 


Start 


6276 




End 


9440 


Name 


OJ991013 09 


.0112.C4.o2.np 


Method 


AAT/NAP 


Start 


6276 




End 


9440 


GI 


3645899 




Score 


3524 


Exons 


6276. .9440 








GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 


Seq. No. 


5818 




Seq. ID 


OJ991013_09.0112.C4 


Gene No. 


12287 




Strand 


+ 


Start 


15340 




End 


19675 


Name 


OJ991013 09 


.0112.C4.o4.ts 


Method 


TBLASTX : Soybean 


Start 


4278 




End 


6446 


GI 


none 




Score 


83 


Exons 


4278. .4400, 


4464. .4796, 6194. .6256, 6306. .6371, 6396. .6446 


Seq. No. 


5818 




Seq. ID 


OJ991013_09.0112.C4 


Gene No. 


12287 




Strand 


+ 


Start 


15340 




End 


19675 


Name 


OJ991013 09 


.0112.C4.o7.tw 


Method 


TBLASTX: Wheat 


Start 


4311 




End 


4700 


GI 


none 




Score 


89 


Exons 


4311. .4445, 


4317. .4400, 445: 


8. .4700, 4472. .4576 


Seq. No. 


5818 




Seq. ID 


OJ991013_0-9.0112.C4 


Gene No. 


12287 




Strand 


+ 


Start 


15340 




' End 


19675 


Name 


OJ991013 09 


.0112. C4 .06. tm 


Method 


TBLASTX: Maize 



6077 



Ui 



Seq. No. 
! :3 Gene No. 
ry Start 
.. Name 

Start 

;:i gi 

^ Exons 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 
Gene No. 
Start 



6164 
none 

6164. .6256, 

5818 

12287 

15340 

OJ991013_09, 

6300 

none 

6300. .6617, 

5818 

12287 

15340 

OJ991013_09. 

6527 

none 

6527. .6658, 
6651. .6917, 

5818 

12287 

15340 

OJ991013_09. 

6689 

none 

6689. .6919, 

5818 

12287 

15340 

OJ991013_09. 

6924 

none 

6924. .6995, 
7622. .7723,. 

5818 

12287 

15340 

OJ991013_09. 

7104 

none 

7104 . .7565, 

5818 

12287 

15340 

OJ991013_09. 

7146 

none 

7146. .7562 

5818 

12287 

1-5340* 



6166.. 6258, 6285. 

0112.C4.o3.tw 
6314. .6535 

0112.C4.o4.tm 



End 6524 
Score 105 

.6524, 6293.. 6361, 6425.. 6517 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_09.0112.C4 
+ 

19675 

TBLASTX: Wheat 

6617 

231 



OJ991013_09.0112.C4 
+ 

19675 

TBLASTX: Maize 

6919 

88 



6528. .6656, 6646. .6852, 6647. .6868, 6647. .6919, 
6694. .6918 



Seq. ID OJ991013_09.0112.C4 

Strand + 

End 19675 

Method TBLASTX : Wheat 

End 7262 

Score 267 



0112.C4.ol.tw 



6690.. 6935, 6699.. 6944, 6975.. 7253, 6975.. 7262 



Seq. ID OJ991013_09.0112.C4 

Strand + 

End 19675 

Method TBLASTX : Mai ze 

End 7784 

Score 109 

.7573, 6996.. 7613, 7497.. 7625, 
.7712 



0112.C4.o2.tm 



6950.. 6997, 6995. 
7626. .7784, 7674. 



0112.C4.o3.ts 



7133. .7315, 7361. 



0112.C4.o3.tc 



Seq. ID 

Strand 

End 

Method 
End " 
Score 
.7513 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_09.0112.C4 
+ 

19675 

TBLASTX : Soybean 

7565 

339 



OJ991013_09.0112.C4 
+ 

19675 

TBLASTX: Cress 

7562 

190 



Seq. .ID OJ991013_09.0112.C4 
Strand + 
End 19675 



6078 






Name 


OJ991013 09. 


0112 


.C4.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7347 








End 


7577 




GI 


none 








Score 


100 




Exons 


7347. .7424, 


7431 


. .7577 










Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No . 


LZZo / 








Strand 


+ 




Start 


15340 








End 


19675 




Name 


OJ991013 09. 


0112 


.C4.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7785 ' 








End . 


8072 




GI 


none 








Score 


280 




Exons 


7785. .8033, 


7805 


. .8068, 


8022. 


.8072, 8024. .8071 




Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No. 


12287 








Strand 


+ 




o tar u 










End 


19675 




Name 


OJ991013 09. 


0112 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7800 








End 


8413 




GI 


5509260 








Score 


695 




Exons 


7800. .8408, 


7893 


. .8408, 


7895. 


.8413, 8150. .8413 




GI Descrip. 


- 












"Hi 


Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No. 


12287 








Strand 


+ 




Start 


loo4U 








End 


19675 


! n 


Name 


OJ991013 09. 


0112 


.C4 .o2. 


tw 


Method 


TBLASTX: Wheat 


= y 


Start 


7929 








End 


8405 


sc i 


GI 


none 








Score 


84 


< i 


Exons 


7929. .8018, 


8025 


. .8051, 


8042. 


.8383, 8052. .8399, 8055. .8186 






8059. .8262, 


8060 


. .8398, 


8229. 


.8405 




■y 


Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No . 


LZZo 1 








Strand 


+ 




Start 


15340 








End 


19675 


Name 


OJ991013 09. 


0112 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8021 








End 


8294 


■ 


GI 


none 








Score 


192 


; sr 


Exons 


8021. .8167, 


8022 


. .8294 








: =$ 
; s5 


Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No . 


LZZo 1 








Strand 


+ 




Start 


15340 








End 


19675 




Name 


OJ991013 09. 


0112.C4.o3. 


tm 


Method 


TBLASTX :Maize 




Start 


8073 








End 


8541 




GI 


none 








Score 


571 




Exons 


8073. .8540, 


8073 


. .8192, 


8075. 


.8539, 8416. .8541 




Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No. 


IZZti 1 








Strand 


+ 




Start 


15340 








End 


19675 




Name 


OJ991013 09. 


0112 


.C4.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


8582 








End 


8774 • 




GI 


none 








Score 


256 




Exons 


8582. .8773, 


8583 


. .8774 










Seq. No. 


5818 








Seq. ID 


OJ991013_09.0112.C4 




Gene No. 


12287 








Strand 


+ 



6079 



Start 
Name 
Start 
GI 

Exons 



15340 End 

OJ991013_09. 0112 . C4 . o4 . tw Method 

8589 End 

none Score 
8589.. 8750, 8763.. 9020 



19675 

TBLASTX: Wheat 

9020 

102 



Seq. No. 5818 

Gene No. 12287 

Start 15340 

Name OJ991013_09 . 0112 . C4 . ol ..tm 

Start 8775 

GI none 

Exons 8775.. 9437, 8777.. 9451, 9338.. 9442 



Seq. ID OJ991013_09.0112.C4 



Strand 
End 

Method 
End 
Score 



+ 

19675 

TBLASTX: Maize 

9451 

917 





Seq. No. 


5818 


Seq. ID 


OJ991013_09.0112 


.C4 




Gene No. 


12287 


Strand 


+ 






Start 


15340 


End 


19675 






Name 


OJ991013 09.0112.C4.o2.ts 


Method 


TBLASTX : Soybean 






Start 


8784 


End 


9449 






GI 


none 


Score 


301 






Exons 


8784. .9167, 8789. .9160, 8796 


..9167, 9201.. 9449, 9209.. 9376 




Seq. No. 


5818 


Seq. ID 


OJ991013_09.0112 


.C4 


u 


Gene No. 


12287 


Strand 


+ 






Start 


15340 


End 


19675 






Name 


OJ991013 09.0112.C4.ol.tc 


Method 


TBLASTX: Cress 






Start 


8964 


End 


9422 




r\ I 

i c? 


GI 


none 


Score 


67 




! _! 


Exons 


8964.. 9053, 9057.. 9191, 9177 


..9422, 9203.. 9370 




y 

Q 


Seq. No. 


5818 


Seq. ID 


OJ991013JD9.0112 


-C4 




Gene No. 


12287 


Strand 


+ 




r! 1 

1 ST 


Start 


15340 


End 


19675 




if 


Name 


OJ991013_09.0112.C4.o6.tw 


Method 


TBLASTX: Wheat 






Start 


9057 


End 


9389 






GI 


none 


Score 


105 




)n jse 


Exons 


9057. .9182, 9077. .9178, 9201 


..9389, 9257. .9376 




!■ "1 

"i ST 


Seq. No. 


5818 


Seq. ID 


OJ991013 09.0112 


.C4 


^ 


Gene No. 


12287 


Strand 


+ 




L ^ 


. Start 


15340 • 


End 


19675 






Name 


OJ991013 09.0112.C4.o3.gs 


Method 


GENSCAN 






Start 


15340 


End 


19675 






GI 


none 


Score 


. 62 






Exons 


15340. .15345, 16445 .. 16548, 


16608. .16703, 16800 .. 1694 1, 








17027. .17206, 1722 6 .. 17310, 


17842. .17955, 19638. .19675 






Seq. No. 


5818 


Seq. ID 


OJ991013JD9.0112 


.C4 




Gene No. 


12287 


Strand 


+ 






Start 


15340 


End 


19675 






Name 


OJ991013 09.0112.C4.o8.tm 


Method 


TBLASTX: Maize 






Start 


17756 


End 


17993 






GI 


none 


Score 


78 






Exons 


17756. .17824, 17758 .. 17823, 


17823. .17 975, 17826. .17993, 








17827. .17976, 17828. .17977 










Seq. No. 


5819 


Seq. ID 


OJ991013_09.0112 


.C5 



6080 



Gene No. 12288 Strand 

Start 1 End 531 

Name OJ991013_09. 0112.C5.ol .np Method AAT/NAP 

Start 1 End 531 

GI 3738337 Score. 254 

Exons 1 . . 531 

GI Descrip. (AC005170) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

,==, Exons 

W Seq. No. 

m Gene No. 

rjj Start 

n Name 

i'l Start 
GI 

W Exons 



5819 

12288 

1 

OJ991013_09.0112.C5,ol.tm 
17 

none 



Seq. ID OJ991013_09.0112.C5 

Strand 

End 531 

Method • TBLASTX: Maize 

End 413 

Score 98 



17. .265, 21. .266, 272. .367, 369. .413 



5819 

12288 

1 

OJ991013_09.0112.C5.ol.gs 
47 

none 

47. .228, 377. .479 

5820 

12289 

8494 

OJ991013_09.0112.C6.o3.gs 

8494 

none 

8494. .8838 



Seq. ID OJ991013_09.0112.C5 

Strand 

End 531 

Method GENSCAN 

End 479 

Score .85 



Seq. ID OJ991013_09.0112.C6 

Strand + ' 

End 9093 

Method GENSCAN 

End 8838 

Score .83 



a Seq. No. 

r=j Gene No. 

h Start 

. ^ Name 

1 ? * Start 

■i3 GI 

q Exons 

r~ GI Descrip. 



5820 
12289 
8494 

OJ991013_09.0112.C6.o3.np 
8551 
126386 
8551. .8826 

POLLEN ALLERGEN LOL P 2-A (LOL P II-A) gi | 82449 | pir | IA34291 
pollen allergen Lol p IIA - perennial ryegrass 



Seq. ID OJ991013_09.0112.C6 
Strand + 

9093 
AAT/NAP 
8826 
179 



End 

Method 

End 

Score 



Seq. No. 5820 

Gene No. 12289 

Start 8494 

Name OJ991013_09 . 0112 .C6 . ol . gp 

Start .8579 

GI 28773_4.R1084 

Exons 8579.. 9093 

GI Descrip. ' 5670155/gb | AF161269. 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ991013_09. 0112. C6 

Strand + 

End 9093 

Method AAT/GAP 

End 9093 

Score 971 



Seq. No. 5820 

Gene No. 12290 

Start 3896 

Name OJ991013_09 . 0112 .C6 .o2 . gs 



Seq. ID OJ991013_09.0112.C6 
Strand 

End 7661 

Method GENSCAN 



6081 




Start 


3896 




End 


7661 . 




GI 


none 




Score 


.66 




Exons 


3896. .4127, 4190. .4299, 


4393. 


.4565, 4600. .4768, 


4861 . . 5032, 




6296.. 6330, 7268.. 7338, 


7649. 


.7661 






Seq. No. 


5820 




Seq. ID 


OJ991013_ 


_09.0112.C6 


Gene No. 


12290 




Strand 






Start 


3896 




End 


7661 




Name 


OJ991013_09.0112.C6.ol. 


np 


Method 


AAT/NAP 




Start 


.3910 




End 


4974 




GI 


6907089 




Score 


855 




Exons 


— \ A 1 A A S\ A 

3910. .4974 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5820 




Seq. ID 


OJ991013_ 


09. 0112. C6 


Gene No. 


12290 




Strand 






Start 


3896 




End . 


7661 




Name 


OJ991013_09.0112.C6.o2. 


np 


Method 


AAT/NAP 




Start 


5915 




End 


6460 




GI 


6539585 




Score 


185 




Exons 


5915. .5988, 6287 . . 6460 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


5820 




Seq. ID 


OJ991013_ 


_09.0112.C6 


Gene No. 


12291 




Strand 






Start 


8483 




End 


8864 




Name 


OJ991013_09.0112.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8483 




End 


8864 




GI 


none 




Score 


42 




Exons 


8483.-8545, 8485. . 8 52 3, 


8491. 


.8664, 8517.. 8585, 


8517. .8672, 




8539. . 8664 , 8671 .. 8841, 


8671. 


.8841, 8672. .8842, 


8673. .8864 


Seq. No. 


5821 




Seq. ID 


OJ991013_ 


_09.0112.C7 


Gene No. 


12292 




Strand 


+ 




Start 


1 




End 


723 




Name 


OJ991013_09.0112.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


723 




GI 


6721512 




Score 


239 




Exons 


1..152, 180. .314, 357.. 


429, 645.. 723 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No." 


- 

5821 




Seq. ID 


OJ991013_ 


09. 0112. C7 


Gene No. 


12292 




Strand 


+ 




Start 


1 




End 


723 




Name 


OJ991013_09 . 0112 . C7 . ol . 


gs 


Method 


GEN SCAN 




Start 


85 


End 


633 




GI 


none 




Score 


.45 




Exons 


85. .152, 525. .633 










Seq. No. 


5822 




Seq. ID 


OJ991013_ 


09. 0112. C9 


Gene No. 


12293 




Strand 


+ 




Start 


922 




End 


1275 




Name 


OJ991013 09.0112.C9.ol. 


gs 


Method 


GEN SCAN 




Start 


922 




End 


1275 




GI 


none 




Score 


.65 




Exons 


922. .1275 











6082 



Seq. No. 


5822 


Seq. ID 


OJ991013_09. 0112 .C9 


Gene No. 


12293 


Strand 


+ 


Start 


922 


. End 


1275 


Name 


OJ991013 09.0112.C9.o2.np 


Method 


AAT/NAP 


Start 


988 


End 


1263 


GI 


126386 


Score 


177 


Exons 


988. . 1263 






GI Descrip. 


POLLEN ALLERGEN LOL P 2 -A 


(LOL P II-A) 


gi I 82449|pir | IA34291 




pollen allergen Lol p IIA 


- perennial 


ryegrass 


Seq. No. 


5822 


Seq. ID 


OJ991013_09. 0112 .C9 


Gene No. 


12294 


Strand 


+ 


Start 


3037 


End 


11131 


Name 


OJ991013 09.0112.C9.o4.np 


Method 


AAT/NAP 


Start 


2512 - 


End 


11131 


GI 


119714 


Score 


101 


Exons 


2512. .2671, 8974. .9140, 9219. .9480, 10721. .11131 


GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN 




gi I 82169 Ipir | | S06733 hydroxyproline-rich glycoprotein precurso: 




- common tobacco gi | 19867 | 


emb|CAA32090 | (X13885) extensin (AA 




1-620) [Nicotiana tabacum] 






Seq. No. 


5822 


Seq. ID 


OJ991013_09.0112.C9 


Gene No. 


12294 


Strand 


+ 


Start 


3037 


End 


11131 


Name 


OJ991013 09.0112.C9.o2.gs 


Method 


GENS CAN 


Start 


3037 


End 


4181 


GI 


none 


Score 


.77 


Exons 


3037. .3091, 3320. .3439, 3773. .4048, 4117. .4181 


Seq. No. 


5822 


Seq. ID 


OJ991013_09.0112.C9 


Gene No. 


12294 


Strand 


+ 


Start 


3037 


End 


11131 


Name 


OJ991013 09.0112.C9.o3.np 


Method 


AAT/NAP 


Start 


3746 


End 


'4056 


GI 


6539588 


Score 


214 


Exons 


3746. .4056 " 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


5822 


Seq. ID 


OJ991013_09.0112.C9 


Gene No. 


12294 


Strand 


+ 


Start 


3037 


End 


11131 


Name 


OJ991013 09.0112.C9.ol.gp 


Method 


AAT/GAP 


Start 


4146 


End 


4210 


GI 


426511 


Score 


77 


Exons 


4146. .4210 






GI Descrip. 


5042437/gb|AC00778 9.1 IAC00778 9 8 .Oe-24 


Oryza sativa BAC T4 9B20 




genomic sequence, complete 


sequence 





Seq. No. 


5822 




Seq. ID 


OJ991013 


Gene No. 


12294 




Strand 


+ 


Start 


3037 




End 


11131 


Name 


OJ991013 09 


.0112.C9.o4.gs 


Method 


GENSCAN 


Start 


9061 




End 


9422 


GI 


none 




Score' 


.88 


Exons 


9061. .9213, 


9264. .9422 







6083 



u 



IE 

Q 



□ 



Seq. No. 


5822 






Seq. ID 


OJ991013_09.0112 


.C9 


Gene No. 


12295 






Strand 






Start 


1 






End 


5977 




Name 


OJ991013 09.0112 


.C9.ol .np 




Method 


AAT/NAP 




Start 


1 






End 


5977 




GI 


6815097 






Score 


152 




Exons 


1..22, 116. .182, 


324. .564, 


5946. .5977 






GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 












Seq. No. 


5822 






Seq. ID 


OJ991013_09.0112 


.C9 


Gene No. 


12296 






Strand 






Start 


6350 






End 


8722 




Name 


OJ991013 09.0112 


.C9.o2;tm 




Method 


TBLASTX: Maize 




Start 


927 






End 


1278 




GI 


none 






Score 


41 




Exons 


927.. 1022, 927.. 


1121, 997. 


1101, 1101. 


.1262, 1108. .1278 




Seq. No. 


.5822 






Seq. ID 


OJ991013_09.0112 


.C9 


Gene No. 


X 4L. C. Zf \J 






Strand 






Start 


6350 






End 


8722 




Name 


OJ991013 09.0112 


.C9.o3.gs 




Method 


GENSCAN 




Start 


6350 






End 


8722 




GI 


none 






Score 


.74 * 




Exons 


6350.. 7614, 7668 


..7856, 7902. 


.7953, 8573. .8722 




Seq. No. 


5822 






Seq. ID 


OJ991013_09.0112 


.C9 


Gene j^o . 


12296 






Strand 






Start 


6350 






End 


8722 




Name 


OJ991013 09.0112 


.C9.ol.tm 




Method 


TBLASTX: Maize 




Start 


6410 






End 


6688 




GI 


none 






Score 


204 




Exons 


6410.. 6661, 6426 


..6626, 6428. 


.6688 






Seq. No. 


5823 






Seq. ID 


OJ991013_09.0112 


.Cll 


Gene No . 


12297 






Strand 






Start 


180 






End 


401 




Name 


OJ991013 09.0112 


. Cll . ol . gs 




Method 


GENSCAN 




Start 


180 






End 


401 




GI 


none 






Score 


.93 




Exons 


180. .401 












Seq. No. 


5824 






Seq. ID 


OJ991013_05.0111 


.CI 


Gene No. 


12298 






Strand 






Start 


1177 






End 


1568 




Name 


OJ991013 05.0111 


.Cl.ol.gp 




Method 


AAT/GAP 




Start 


1177 






End 


1568 




GI 


none 






Score 


748 




Exons 


1177. .1568 












Seq. No. 


5825 






Seq. ID 


OJ991013_05.0111 


.C2 


Gene No. 


12299 






Strand 






Start 


838 






End 


2599 




Name 


OJ991013 05.0111 


.C2 .ol .gs 




Method 


GENSCAN 




Start 


838 






End 


2570 




GI 


none 






Score 


.45 




Exons 


838. .2074, 2188. 


.2570 











6084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method AAT/NAP 

End 2599 

Score 2972 



5825 
12299 
838 

OJ991013_05.0111.C2.ol.np 
841 

6539553 
841. .2599 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



5825 

12299 

838 

OJ991013_05.0111.C2.ol.tw 

977 

none 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method TBLASTX : Wheat 

End 1453 

Score 353 



977. .1363, 1015. .1362, 1378. .1452, 1382. .1453 



Seq. No. 5825 

Gene No. 12299 

Start 838 

Name OJ991013_05. 0111.C2.o3. ts 

Start 1105 

GI none - 
Exons 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method TBLASTX : Soybean 

End 14 4 6 

Score 83 



1105. .1314, 1184. .1309, 1333. .1446, 1340. .1420 



Seq. No. 5825 

Gene No. 12299 

Start 838 

Name OJ991013_05 . 0111 . C2 . ol . tm 

Start 1309 

GI none 

Exons 1309.. 1647, 1310.. 1648 

Seq. No. 5825 

Gene No. 12299 

Start 838 

Name OJ991013_05 . 0111 . C2 . ol . ts 

Start 1459 

GI none 

Exons 1459.. 1803, 1604.. 1804 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method TBLASTX : Mai ze 

End 1648 

Score 203 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method TBLASTX: Soybean.... 

End 1804 

Score 118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5825 

12299 

838 

OJ991013_05.0111.C2.o3.tw 

1657 

none 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method TBLASTX : Wheat 

End 2201 

Score 48 



1657.. 1863, 1667.. 1789, 1858.. 2055, 1882.. 2055, 2022.. 2201 



Seq. No. 5825 

Gene No. 12299 

Start 838 

Name OJ991013 05 . 0111 .02 . o2 . tm 



Seq. ID OJ991013_05.0111.C2 
Strand 

End 2599 

Method TBLASTX : Mai ze 



6085 



Start 


1669 








End 


A A C C 

2055- 


GI 


none 








Score 


256 


Exons 


1669 . . 2055 












Seq. No. 


5825 








Seq. ID 


A TArtl All AC A 1 1 1 O 

OJ991013 05. 0111. C2 


Gene No. 


12299 








Strand 




Start 


838 








End 


2599 


Name 


OJ991013_05 


. 0111 


. C2 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1822 








End 


2165 


GI 


none 








Score 


109 


Exons 


1822 . . 2061, 


1828 


. . 2061, 


2076 


. .2165 




Seq. No. 


5825 








Seq. ID 


OJ991013_05 . 0111 . C2 


Gene No. 


12299 








Strand 




Start 


838 








End 


2599 


Name 


OJ991013 05 


. 0111 


. C2 . ol . 


tc 


Method 


TBLASTX : Cress 


Start 


1984 








End 


2243 


GI 


none 








Score 


61 


Exons 


1984 . .2055, 


2022 


. . 2243, 


2164 


. .2241 




Seq. No. 


5825 








Seq. ID 


/■^TAATAIO AC A 1 1 1 /""A 

OJ991013 05. 0111. C2 


Gene No. 


12299 








Strand 




Start 


838 








End 


2599 


Name 


OJ991013 05 


. 0111 


,C2 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


2073 








End 


2331 


GI 


none 








Score 


68 


Exons 


2073. .2330, 


2167 


. .2331 








Seq. No. 


5825 








Seq. ID 


OJ991013 05. 0111. C2 


Gene No. 


12299 








Strand 




Start 


838 








End 


2599 


Name 


OJ991013_05 


. 0111 


. C2 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2256 








End 


2597 


GI 


none 








Score 


199 


Exons 


2256. .2495, 


2257 


. .2415, 


* 2273 


..2503, 2276.-2473, 2547.. 2597 


Seq. No. 


5826 








Seq. ID 


OJ991013_05.0111.C3 


Gene No. 


12300 








Strand 


+ 


Start 


7788 








End 


8321 


Name 


OJ991013 05 


. 0111 


. C3 . ol . 


gp 


Method 


AAT/GAP 


Start 


7788 








End 


8321 


GI 


none 






f . 


Score 


1026 


Exons 


7788 . .8321 












Seq. No. 


5826 








Seq. ID 


OJ991013_05.0111.C3 


Gene No. 


12301 








Strand 




otar u 


1 








End 


11470 


Name 


OJ991013 05 


.0111 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1979 


GI 


6539553 








Score 


3445 


Exons 


1. .1979 












GI Descrip. 


(AP000836) ; 


Similar to Oryza . 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] , ... 



Seq. No. 5826 Seq. ID- OJ991013_05 . 0111 . C3 



6086 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12301 Strand 

1 " End 

OJ991013_05 . 0111 . C3 . ol . ts Method 

3 End 

none Score 



11470 

TBLASTX : Soybean 

293 

38 



3. .68, 22. .60, 69. .293, 114. .284, 115. .285 



5826 

12301 

1 

OJ991013_05.0111.C3.ol.tw 
42 

none 



Seq. ID OJ991013_05.0111.C3 
Strand 

End 11470 

Method TBLASTX : Wheat 

End 438 

Score 112 



42. .227, 42. .215, 80. ,226, 189. .437, 204. .437, 367. .438 



5826 

12301 

1 

OJ991013_05.0111.C3.o3.tm 
81 

none 

81. .515, 106. .306 



Seq. ID OJ991013_05.0111.C3 
Strand 

End 11470 

Method TBLASTX: Maize 

End 515 

Score 74 



w3tSL Seq. No. 
'■■^ Gene No, 
y Start 
iin Name 
Start 
GI 

Exons 



5826 

12301 

1 

OJ991013_05.0111.C3.ol.gs 

127 

none 



Seq. ID OJ991013_05.0111.C3 
Strand 

End 11470 

Method GENSCAN 

End 11470 

Score .53 



127. .1995, 2173. .2220, 2225. .2408, 3697. .3847, 4845. .4904, 
5447. .5632, 6957. .7011, 8202. .8390, 8484. .8656, 9600. .9656, 
11081. .11470 



Seq. No. 5826 

Gene No. 12301 

H Start 1 

^ Name OJ991013_05 . 0111 .C3. o2 . ts 

M Start 303 

\A GI none 

Exons 303.. 551, 534.. 689 



Seq. ID OJ991013_05.0111.C3 
Strand 

End 11470 

Method TBLASTX : Soybean 

End 68 9 

Score 88 



Seq. No/ ^ 5826 

Gene No. * 12301 
Start 1 

Name OJ991013_05 . 0111 . C3 . ol . tm 

Start 716 
GI none 

Exons 716. .907, 717. .1031, 718. .1011 



Seq. ID OJ991,013_05.0111.C3 
Strand 

End 11470 

Method TBLASTX :Maize 

End 1031 

Score 392 



Seq. No. 5826 

Gene No. 12301 

Start 1 

Name OJ991013_05 . 0111 . C3 . o2 . tm 

Start 1537 

GI none 

Exons 1537.. 1842, 1539.. 1850 



Seq. ID OJ991013_05.0111.C3 
Strand 

End 11470 

Method TBLASTX: Maize 

End 1850 

Score 292 



6087 



Cn 

ry 



i y 

p 



Seq. No. 


5826 




Seq. ID 


OJ991013_05 . 0111 .C3 


Gene No. 


12301 




Strand 




Start 


1 




End 


11470 


Name 


OJ991013_05. 0111 .C3 .o2 . tw 




Method 


TBLASTX: Wheat 


Start 


1599 




End 


1985 


GI 


none 




Score 


248 


Exons 


1599. .1985, 1600 . .1974 








Seq. No. 


5826 




Seq. ID 


OJ991013_05 . 0111 .C3 


Gene No. 


12301 




Strand 




Start 


1 




End 


11470 


Name 


OJ991013 05.0111.C3.o2.np 




Method 


AAT/NAP 


Start 


8197 




End 


9638 


GI 


2245125 




Score 


100 


Exons 


8197. .8390, 8484. .8548, 9600. 


.9638 




GI Descrip. 


(Z97343) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


5826 




Seq. ID 


OJ991013_05.0111.C3 


Gene No. 


12301 




Strand 




Start 


1 




End 


11470 


Name 


OJ991013 05.0111.C3.o2.gp 




Method 


AAT/GAP 


Start 


8237 




End 


8745 


GI 


75411 1.R1084 




Score 


734 


Exons 


8237.. 8390, 8484.. 8745 -,\ : • 








GI Descrip. 


, 2245125/emb|CAB10547. 1 | '6 


0e- 


-10 (Z97343) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


5826 




Seq. ID 


OJ991013_05.0111.C3 - 


Gene No. 


12301 




Strand 




Start 


1 




End 


11470 


Name 


OJ991013 05.0111.C3.o3.gp 




Method 


AAT/GAP 


Start 


8238 




End 


8745 


GI 


75411 1.R1084 




Score 


732 


Exons ■ 


8238. .8390, 8484. .8745 








GI Descrip. 


, 2245125/emb|CAB10547.1| 6. 


Oe- 


-10 (Z97343) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


5826 




Seq. ID 


OJ991013_05.0111.C3 


Gene No. 


12301 




Strand 




Start - 


1 




End 


11470 


Name 


OJ991013 05.0111.C3.o4.tm 




Method 


TBLASTX: Maize 


Start 


8283 




End- 


8618/ 


GI 


none 




Score 


100 


Exons 


8283. .8393, 8336.. 8401, 8483. 


.8581, 8484. .8597, 8583. .8618 


Seq. No. 


5827 




Seq. ID 


OJ991013_05.0111.C4 


Gene No. 


12302 




Strand 




Start 


353 




End 


1315 


Name 


OJ991013 05.0111.C4.ol.gs 




Method 


GENSCAN 


Start 


353 




End 


1219 


GI 


none 




Score 


.82 


Exons 


353. .598, 627. .758, 878. .1219 






Seq. No. 


5827 




Seq. ID 


OJ991013_05.0111.C4 


Gene No. 


12302 




Strand 




Start 


353 




End 


1315 


Name 


OJ991013 05.0111,C4.ol.np 




Method 


AAT/NAP 



6088 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



591 End 1315 

2245125 Score 154 

591. .779, 878. .983, 1177. .1315 

(Z97343) hypothetical protein [Arabidopsis thaliana] 



5827 Seq. ID 

12302 Strand 

353 End 

OJ991013_05.0111.C4 .ol.tm Method 

623 End 

none Score 



OJ991013_05.0111.C4 
1315 - 

TBLASTX: Maize 

1180 

37 



623. .781, 624. .647, 751. .783, 877. .1020, 878. .934, 1000. .1077, 
1016.. 1072, 1081.. 1179, 1082.. 1180 



Seq. No. 5828 Seq. ID 

Gene No. 12303 Strand 

Start 338 End 

Name OJ991013_05 . 0111 .C5 . ol . gs Method 

Start 338 End 

GI , none Score 

Exons 338.. 396, 746.. 819 



OJ991013_05.0111.C5 
819 

GENSCAN 

819 

..57 





Seq. No. 


5829 


Seq. ID 


OJ991013_05.0111.C7 




Gene No. 


12304 


•--.Strand 


+ 




Start 


561 


End 


1771 




Name 


OJ991013 05 . 0111 .C7 .ol . gs 


Method 


GENSCAN 


in 


Start 


561 


End 


1771 


! y 


GI 


none 


Score 


.92 




Exons 


561. .642, 807. .1007, 1691.. 


1771 




Q 


Seq. No. 


5829 


Seq. ID 


OJ991013_05.0111.C7 




Gene No. 


12305 


Strand 


+ 


I bf 


Start 


12221 


End 


13115 




Name 


OJ991013 05.0111.C7.o4.gs 


Method 


GENSCAN 


sx 

L J 


Start 


12221 


End. 


13115 




GI 


none 


Score 


.52 


I-* 


Exons 


12221. .12288, 12367 .. 12487 , 


12529. .12751, 13027.. 13115 


y 


Seq. No. 


5829 


Seq. ID 


OJ991013_05.0111.C7 




Gene No. 


12306 


Strand 


+ 




Start 


13784 


End 


14325 




Name 


OJ991013 05.",0111.C7.o3.gp 


Method 


AAT/GAP 




Start 


13784 > 


End 


14325 




GI 


none 


Score 


964 




Exons 


13784. .14325 








Seq. No. 


5829 


Seq. ID 


OJ991013_05.0111.C7 




Gene No. 


12307 


Strand ■ 






Start 


777 


End 


10223 




Name 


OJ991013 05.0111.C7.ol.np 


Method 


AAT/NAP 




Start 


777 


End 


10223 




GI 


6523547 


Score 


185 




Exons 


777. .1054, 4600. .4986, 8204 


..8347, 9127 


'..9368, 9898. .10010, 



10135. . 10223 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



6089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991013_05.0111.C7 
Strand 

End 10223 

Method AAT/GAP 

End 4 654 

Score 1054 



5829 
12307 
777 

OJ991013_05.0111.C7.ol.gp 
4096 

11797_1.R1084 
4096. .4654 

, 2245125/emb|CAB10547.1| 2.0e-10 (Z97343) hypothetical protein 
[Arabidopsis thaliana] 1 



5829 
12307 
777 

OJ991013_05.0111.C7.o2.gp 
7418 

11797_2.R1084 
7418. .8196 

f 2245125/emb|CAB10547.1| 6.0e-10 (Z97343) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991013_05.0111.C7 
Strand 

End 10223 

Method AAT/GAP 

End 8196 

Score 1523 



Seq. No. 


5829 








Seq. ID 


OJ991013_05.0111 


.C7 


Gene No. 


12308 








Strand 






Start 


10552 








End 


11285 




Name 


OJ991013 05 


.0111 


.C7 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4311 








End 


8125 




GI 


none 








Score 


275 




Exons 


4311. .4574, 


4321 


. .4581, 


4445. 


.4588, 7937. .8125, 7947. .8123 


Seq. No. 


5829 








Seq. ID 


OJ991013_05.0111 


.C7 


Gene No. 


12308 








Strand 






Start 


10552 








End 


11285 




Name 


OJ991013 05 


.0111 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4314 








End 


8123 




GI 


none 








Score 


246 




Exons 


4314. .4571, 


4345 


. .4572, 


7937. 


.8122, 7947. .8123 




Seq. No. 


5829 








Seq. ID 


OJ991013_05.0111 


.C7 


Gene No. 


12308 








Strand 






Start 


10552 








End 


11285 




Name 


OJ991013 05 


.0111 


,C7.o3. 


gs 


Method 


GENSCAN 




Start 


10552 








End 


11285 




GI 


none 








Score - 


.86 




Exons 


10552. .10698, 10932.. 11285 








Seq. No. 


5830 








Seq. ID 


OJ991013_05.0111 


.C8 


Gene No. 


12309 








Strand 


+ 




Start 


73 








End 


139 




Name 


OJ991013 05 


.0111 


.C8.ol. 


gs 


Method 


GENSCAN 




Start . 


73 








End 


139 




GI 


none 








Score 


.72 




Exons 


73. .139 














Seq. No. 


5830 








Seq. ID 


OJ991013_05.0111 


.C8 


Gene No. 


12310 








Strand 


+ 




Start 


3299 








End . 


7069 




Name 


OJ991013 05 


.0111 


.C8 .o2. 


gs 


Method 


GENSCAN 




Start 


3299 








End 


4840 





6090 






GI 


none 






Score 


1 




Exons 


3299. . 4840 












Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 




Gene No. 


12310 






Strand 


+ 




Start 


3299 






End 


7069 




Name 


OJ991013 05 


.0111. 


C8.ol.np 


Method 


AAT/NAP 




Start 


3302 






End 


7069 




GI 


6572076 






Score 


878 




Exons 


3302. .4761, 


7005. 


.7069 








GI Descrip. 


(AL133452) 


receptor-protein kinase-like protein [Arabidppsi 






thaliana] 












Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 




Gene No . 


12311 






Strand 


+ 




Start 


8011 






End 


9090 




Name 


OJ991013 05 


.0111. 


C8.o3.gs 


Method 


GEN SCAN 




Start 


8011 






End 


9090 




GI 


none 






Score 


1 




Exons 


8011. .9090 












Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 




Gene No . 


12312 






Strand 






Start 


9465 






End 


11335 




Name 


OJ991013 05 


.0111. 


C8.o4.gs 


Method 


GENSCAN 


i =5 


Start 


9465 






End 


11335 


I. i I 


GI 


none 






Score 


.54 


• = i * 
| ur 


Exons 


9465. .9653, 


9730. 


.9994, 10159 


. .10278, 


10932. .11335 


i . t 


Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 


i. US 
ss, 


Gene No. 


12313 






Strand 




s : 
'i» 


Start 


13129 






End 


15004 


: =r 


Name 


OJ991013 05 


.0111. 


C8.ol. ts 


Method 


TBLASTX : Soybean 




Start 


3550 






End 


4407 


Q 


GI 


none 






Score 


105 


5 


Exons 


3550. .3645, 


3551. 


.3649, 3713. 


.3817, 3718. .3816, 3878. .3916, 






3992. .4096, 


4133. 


.4405, 4180. 


.4407 




_ 

S3? 


Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 




Gene No . 


12313 






Strand 






Start 


13129 






End . 


15004 




Name 


OJ991013 05 


.0111. 


C8.o2.tc 


Method 


TBLASTX :Cres 3 




Start 


3550 






End 


3904 




GI 


none 






Score 


133 




Exons 


3550. .3645, 


3551. 


.3649, 3718. 


.3846, 3719.. 3856, 3869.. 3904 




Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 




Gene No. 


12313 






Strand 






Start 


13129 






End 


15004 




Name 


OJ991013 05 


.0111. 


C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


3595 






End 


4075 




GI 


none 






Score 


83 




Exons 


3595. .3645, 


3596. 


.3649, 3716. 


3823, 3733. .3810, 3863. .4075, 






3880. .4074 












Seq. No. 


5830 






Seq. ID 


OJ991013_05.0111.C8 




Gene No. 


12313 






Strand 





6091 




Start 


13129 








End' 


15004 


Name 


OJ991013 05. 


0111 


.C8 .ol . 


tc 


Method 


TBLASTX: Cress 


Start 


4156 








End 


4561 


GI 


none 








Score 


322 


Exons 


4156. .4446, 


4157 


. . 4447, 


4457. 


.4561 




Seq. No. 


5830 








Seq. ID 


OJ991013_05.0111 


Gene No. 


12313 








Strand 




Start 


13129 








End 


15004 


Name 


OJ991013 05. 


0111 


.C8.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4229 








End 


4507 


GI 


none 








Score 


279 


Exons 


4229. .4381, 


4231 


. .4380, 


4385. 


.4507, 4387. .4497 



Seq. No. 5830 Seq. ID 

Gene No. 12313 ■ Strand 

Start 13129 End 15004 

Name OJ991013_05 . 0111 . C8 . o3 . np Method AAT/NAP 

Start 12355 End 12987 

GI 6721559 Score 223 

Exons ' 12355. .12500, 12530.. 12987 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 



OJ991013 05. 0111. C8 



gi 16815084 | dbj |BAA90370.1| 
[Oryza sativa] 



(AP001081) hypothetical protein 



ifl Seq. No. 
f[| Gene No. 

n 
I. J 



ry 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 
y Start 
M Name 
a Start 

Exons 



5830 Seq. ID 

12313 Strand 

13129 End 

OJ991013_05 . 0111 . C8 . o5 . gs Method 

13129 End 

none Score 

13129. .13588, 14284. .14342 

5830 Seq. ID 

12313 Strand 

13129 End 

OJ991013J35. 0111.C8.o4.np Method 

14240 End 

4680183 Score 

14240. .14329, 14936. .15004 



OJ991013_05.0111.C8 

15004 
GENSCAN 
14342 
.91 



OJ991013_05.0111.C8 

15004 
AAT/NAP • 
15004 
195 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 5831 Seq. ID 

Gene No. 12314 Strand 

Start 1 End ■ 

Name OJ991013_05 . 0111 . C9 . o3 . np Method 

Start 1 End 

GI 119714 Score 

Exons 1..116, 719.. 1101, 3878.. 4079, 4790 
GI Descrip. 



OJ991013_05.0111. 

+ 

6272 
AAT/NAP 
6096 
131 

4875, 5747. .6096 



C9 



EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 1 pir M S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No.' 5831 Seq. ID OJ991013_05 . 0111 . C9 

Gene No. 12314 Strand + 

Start 1 End 6272 



6092 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991013_05 . 0111 . C9 . ol . np Method AAT/NAP 

221 End 985 

4680183 Score 162 

221. .291, 896. .985 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ991013_05.0111.C9 

Strand + 

End 6272 

Method AAT/NAP 

End 2898 

Score 358 



5831 
12314 
1 

OJ991013_05.0111.C9.o2.np 
2258 
6721559 
2258.. 2732, 2761.. 2898 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



OJ991013_05.0111.C9 
+ 

6272 
GENSCAN 
6272 
1 



Seq. No. 


5831 








Seq. ID 


Gene No. 


12314 








Strand 


Start 


1 








End 


Name 


OJ991013 05 


.0111. 


,C9.o3. 


gs 


Method 


Start 


5706 








End 


GI 


none 








Score 


Exons 


5706. . 6272 










Seq. No. 


5831 








Seq. ID 


Gene No . 


12315 








Strand 


Start 


4264 








End 


Name 


OJ991013 05 


.0111. 


.C9.o2. 


gs 


Method 


Start 


4264 








End 


GI 


none 








Score 


Exons 


4264. .4620 










Seq. No. 


5831 








Seq. ID 


Gene No. 


12316 








Strand 


Start 


7212 








End 


Name 


OJ991013 05 


.0111. 


,C9.o4. 


gs 


Method 


Start 


7212 








End 


GI 


none 








Score 


Exons 


7212. .7348, 


7659. 


. .7707 






Seq. No. 


5832 








Seq. ID 


Gene No. 


12317 








Strand 


Start 


218 








End 


Name 


OJ991103 07 


.0121, 


.Cl.ol. 


gs 


Method 


Start 


218 








End 


GI 


none 








Score 


Exons 


218. .297 










Seq. No. 


5833 








Seq. ID 


Gene No. 


12318 








Strand 


Start 


9811 








End 


Name 


OJ991103 07 


.0121. 


.C3.o2. 


gs 


Method 


Start 


9811 








End 


GI 


none 








Score 


Exons 


9811. .11475 











OJ991013_05.0111.C9 

4620 
GENSCAN 
4620 
.72 



OJ991013_05.0111.C9 

7707 
GENSCAN 
7707 
.4 



OJ991103_07.0121.C1 
297 

GENSCAN 

297 

.9 



OJ991103_07.0121.C3 
+ 

11475 
GENSCAN 
11475 
1 



6093 




Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07 .0121. C3 


Gene No. 


12319 




Strand 


+ 




Start 


16461 




End 


18683 




Name 


. OJ991103_07.0121.C3 


.o4 .gs 


Method 


GENSCAN 




Start 


16461 




End 


18683 




GI 


none 




Score 


.43 




Exons 


16461. .16597, 16605 


. . 16660, 


17245. .17337, 17409. 


. 17558, 




18580 . . 18683 










Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07. 0121. C3 


Gene No. 


12320 




Strand 


+ 




Start 


24320 




End 


27255 




Name 


OJ991103 07. 0121. C3 


. o4 . np 


Method 


AAT/NAP 




Start 


24320 




End 


27255 




GI 


5852175 




Score 


141 




Exons 


24320. . 24539, 25192 


. .25244, 


25812. .25912, 26611. 


.26643, 




27228 . . 27255 










GI Descrip. 


(AL117265) zhbOOOS . 


1 [Oryza 


sativa] 






Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07 . 0121 .C3 


Gene No. 


12321 




Strand 






Start 


4273 




End 


16299 




Name 


OJ991103 07. 0121. C3 


.ol.np 


Method 


AAT/NAP 




Start 


4273 




End 


14115 




GI 


.1418331 . 




.'. Score 


1738 




Exons 


4273. .6140, 14081.. 


14115 








GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana] 


Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07. 0121. C3 


Gene No. 


12321 




Strand 






Start 


4273 




End 


16299 




Name 


OJ991103 07. 0121. C3 


. o3. gs 


Method 


GENSCAN 




Start 


11811 




End 


16299 




GI 


none 




Score 


.42 




Exons 


11811. .12055, 13448 


. .13549, 


13776. .14129, 14286. 


.14641, 




14862. .14956, 15006 


. .15131, 


15334. .16299 




Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07. 0121. C3 


Gene No. 


12321 




Strand 






Start 


4273 




End 


16299 




Name '• ' ■■ 


OJ991103 07. 0121. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


12290 




End 


12747 




GI 


4968598 




Score 


815 




Exons 


12290. .12747 










Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07. 0121. C3 


Gene No. 


12322 




Strand 






Start 


20072 




End 


22027 




Name 


OJ991103 07. 0121. C3 


. o2 . np 


Method 


AAT/NAP 




Start 


20056 


End 


22027 




GI 


3236253 




Score 


1351 




Exons 


20056. .22027 










GI Descrip. 


(AC004684) putative 


receptor 


-like protein kinase 


[Arabidopsis 




thaliana] 










Seq. No. 


5833 




Seq. ID 


OJ991103_ 


07. 0121. C3 


Gene No. 


12322 




Strand 







6094 



Start 
Name 
Start 
GI 

Exons 



20072 End 22027 

OJ991103_07 . 0121 . C3 . o5 . gs Method GENSCAN 

20072 End 22015 

none Score . 75 
20072. .22015 



Hi 



iU 



s 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5833 

12323 

23429 

OJ991103_07. 
27 

none 

27. .356, 28. 
1122. .1370, 
4328. .4501, 
4990. .5244, 
13122. .13340 
13717. .14079 
14491. .14748 
15241. .15426 
15773. .16174 
20433. .20759 
21231. .21362 



0121.C3.ol.tc 



.321, 126. .353, 
1153.. 1314, 1404 
4494.. 4859, 4534 
5273.. 5650, 5376 
13126. .13341, 
13826. .14062, 
14539. .14730, 
15493. .15768, 
20180. .20416, 
20777. .21154, 
21377. .21553 



Seq. I 
Strand 
End 

Method 
End 
Score 
375. .114 
. .1571, 
. .4860, 
. .5645, 
13335. .1 
14188 
14755 
15494 
20193 
20781 



D OJ991103_07.0121.C3 
25863 

TBLASTX: Cress 
21553 
224 

8, 376. .741, 829. .1098, 
1414. .1557, 4294. .4506, 
4867. .5046, 4878. .5240, 
5642.. 6073, 5655.. 6056, 
3661, 13369. .13662, 
4523, 14192. .14494, 
4895, 14765. .14899, 
5763, 15760. .16191, 
0402, 20396. .20758, 
1143, 21227. .21361, 



5833 

12323 

23429 

OJ991103_07.0121.C3.o4.ts 
27 

none 

27. .125, 4312. .4512, 4530.. 
20210. .20527, 20211.. 20492 

5833 
12323 
23429 

OJ991103_07.0121.C3.ol.tm 
27 

none 



Seq. ID 

Strand 

End 

Method 
End 
Score 
4628, 13141 



OJ991103_07.0121.C3 
25863 

TBLASTX : Soybean 

20527 

99 

,.13431, 13164. .13466, 



Seq. ID OJ991103_07.0121.C3 
Strand 

End 25863 
Method TBLASTX: Maize 
End 21002 
Score 303 

27. .356, 28. .372, 351. .596, 352. .597, 354. .599, 4527. .4859, 
4537. .4866, 4546. .4872, 4595. .4891, 4857. .5102, 4858. .5103, 
13363. .13662, 13368 .. 13664 , 13660 .. 13695 , 13702 .. 1394 1, 
13705. .13938, 13730 .. 13942, 13805 .. 13942 , 20432 .. 20758, 
20436. .20759, 20436 .. 20771, 20754 .. 20999, 20756 .. 20983, 
20784.. 21002 



Seq. No. 5833 Seq. ID 

Gene No. 12323 Strand 

Start 23429 End 

Name OJ991103_07 . 0121 . C3 . o2 . ts Method 

Start 141 End 

GI none Score 
Exons 



OJ991103_07.0121.C3 
25863 

TBLASTX : Soybean 

21053 

61 



141. .362, 142. .195, 168. .347, 241. .357, 375. .650, 379. .651, 
4644. .4865, 4645. .4722, 4658. .4762, 4659. .4865, 4881. .5147, 
4881. .5153, 4882. .5154, 134 82 .. 1367 6, 134 83 13659, 
13663. .13704, 13717 .. 13992, 13721 .. 13993, 20540 .. 207 64 , 
20541. .20759, 20780 .. 21052, 20781. .21053 



6095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5833 

12323 

23429 

OJ991103_07.0121.C3.o2.tw 
198 



OJ991103 07. 0121. C3 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
198. .353, 225. .359, 357. .629, 376. .618, 4701. .4856, 4860. 
4894. .5121, 13537. .13677, 13539 .. 13661 , 13687 .. 13875, 
13696. .13965, 13928 .. 13963, 20600 .. 20755, 20767 .. 20877 , 
20777. .21019, 20777 .. 20965, 20793.. 21023 



25863 

TBLASTX: Wheat 

21023 

64 



,5132, 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5833 Seq. ID 

12323 Strand 

23429 End 

OJ991103_07 . 0121 . C3 . o3 . tw Method 

654 End 

none Score 



OJ991103_07.0121.C3 
25863 

TBLASTX: Wheat 

21364 

52 



654. .692, 661. .690, 699. .977, 721. .954, 5154. .5198, 5155. .5214, 
5202.. 5240, 5203.. 5286, 5291.. 5479, 5376.. 5486, 13996 14037 , 
13997. .14053, 14041 14196, 14085 .. 14 123, 14 188 .. 14331, 
14192. .14335, 15271 15315, 15272 .. 15331, 15319 .. 15426, 
15320. .15427, 15484 .. 15597 , 15494 .. 15604 , 21053 .. 21097 , 
21062. .21103, 21101. .21364, 21120. .21362 



5833 

12323 

23429 

OJ991103_07.0121.C3.o5.tm 

819 

none 



Seq. ID OJ991103_07.0121.C3 
Strand 

End 25863 

Method TBLASTX : Maize 

End 21628 

Score 187 



819. .1127, 838. .1095, 849. .1139, 5342. .5638, 5370. .5636, 
14188. .14484, 14192 14485, 15484 .. 15756, 15488 .. 15754 , 
21221. .21367, 21240 21377 , 21244 .. 21396, 21348 .. 21509, 
21371. .21577, 21385 .. 21624 , 21386. .21628 



• u 2 Seq. No. 5833 

Gene No. 12323 

! *3 Start 23429 

Q Name OJ991103_07 . 0121 . C3 . o4 . tw 

□ Start 981 

GI none 

Exons 



Seq. ID OJ991103_07.0121.C3 
Strand 

End 25863 

Method TBLASTX : Wheat 

End 21628 

Score 100 



981. .1226, 982. .1098, 1002. .1148, 1171. .1209, 5486. .5728, 
5487. .5729, 14335 .. 14577 , 14363 .. 14578 , 15604 .. 1584 6, 
15653. .15847, 21374 .. 21562, 21387 21563, 21428. .21628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5833 

12323 

23429 

OJ991103_07.0121.C3.o3.ts 
1038 



OJ991103 07. 0121. C3 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1038. .1151, 1143. .1328, 1153. .1329, 1392. .1592, 1396. .1587, 
5477. .5524, 5540. .5653, 5636. .5830, 5655.-5825, 5695. .5826, 
5838.. 6089, 5840. .6091, 144 97 14 679, 14498 .. 14695, 
14752. .14895, 15754 .. 15948 , 15773 .. 1594 3, 15956 .. 16207 , 
15958. .16209, 21806 .. 21835, 21851. .21940 



25863 

TBLASTX : Soybean 

21940 

140 



6096 



Seq. No. 5833 
Gene No. 12323 
Start 23429 

Name OJ991103_07 . 0121 . C3 . o3 . tm 

Start 1140 
GI none 

Exons 1140.. 1370, 1192.. 1317, 1402 

5642.. 5938, 5676.. 5933, 5939 
14486. .14620, 14542 .. 14754 , 14773 
15760. .16056, 15773 .. 16051, 16057 
21851. .21964, 21879. .22007 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1434, 1440 
6103, 5940 



OJ991103 07. 0121. C3 



25863 

TBLASTX: Maize 
22007 
104 

1610, 1441. .1674, 
6104, 14485. .14730, 



,14895, 14813. 
,16221, 16058. 



14899, 
16222, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5833 Seq. ID 

12323 Strand 

23429 End 

OJ991103_07.0121.C3.o4 . tm Method 

4252 End 

none Score 



OJ991103_07.0121.C3 
25863 

TBLASTX: Maize 

20417 

124 



4252.. 4512, 4273.. 4503, 4328.. 4516, 13032 .. 13079, 13033. 
13124. .13234, 13125 13337, 13131 13361, 13132 .. 13347 , 
20117. .20416, 20118. .20417 



13071, 



;==i Seq. No. 
'Z Gene No. 

Start 
f s^ Name 
rU Start 

P GI 
Exons 



5833 . Seq. ID 

12323 Strand 

23429 End 

OJ991103_07.0121.C3.ol.ts Method 

9859 End 

none Score 



OJ991103_07.0121.C3 
25863 

TBLASTX : Soybean 

11415 

105 



9859.. 9951, 9873.. 9950, 10033 10104 , 10035 10238 , 
10129. .10245, 10366. .10527, 10371 .. 10514 , 10585 .. 10614, 
10633. .10665, 10750 .. 11061, 10767 .. 10868, 11118 .. 11366, 
11119. .11373, 11365.. 11415 



£3 Seq. No. 
Gene No. 
Start 
Name 
U Start 
U GI 
i;i Exons 



5833 

12323 

23429 

OJ991103_07 . 0121 . C3 . 06 . tm 

9859 

none 



Seq. ID OJ991103_07.0121.C3 
Strand 
End 

Method 
End 
Score 



25863 

TBLASTX: Maize 

10259 

113 



9859. .9951, 9864. .9950, 10027 .. 10095, 10032 .. 10109, 
10033. .10104, 10123. .10245, 10137.. 10259 



Seq. No. 5833 

Gene No. 12323 

Start 23429 

Name OJ991103_07 . 0121 . C3 . o2 . tc 

Start 9864 

GI none 
Exons 



Seq. ID OJ991103_07.0121.C3 
Strand 

End 25863 

Method TBLASTX : Cress 

End 11409 

Score 115 



9864.. 9950, 9865.. 9951, 10032 .. 10097 , 10033 .. 10134 , 
10116. .10256, 10117. .10245, 10366 .. 10512 , 10368 .. 10508 , 
10513. .10665, 10578. .10607, 10738 .. 10956, 1074 4 .. 11409, 
10770. .11009, 11115. .11240, 11274.. 11408 



Seq. No. 
Gene No. 
Start 



5833 

12323 

23429 



Seq. ID 

Strand 

End 



OJ991103 07. 0121. C3 



25863 



6097 



Name 


OJ991103_07 . 0121 .C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


10366 




End 


10611 




GI 


none 




Score 


206 




Exons 


10366. . 10611, 10377 . 


. 10607 








Seq. No. 


5833 




Seq. ID 


OJ991103_07 .0121 


.C3 


Gene No. 


12323 




Strand 






Start 


23429 




End 


25863 




Name 


OJ991103_07.0121.C3. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


10684 




End 


17330 




GI 


none 




Score 


227 




Exons 


10684 . . 11046, 10741 . 


. 10788, 


10765. .10956, 10774 .. 10929, 






17253. . 17330 










Seq. No. 


5833 




Seq. ID 


OJ991103_07.0121 


.C3 


Gene No. 


12323 




Strand 






Start 


23429 




End 


25863 




Name 


OJ991103 07. 0121. C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10750 




End 


11415 




GI 


none 




Score 


297 




Exons 


10750. .11058, 10767. 


.11009, 


11056. .114 


15, 11115.. 11414 




Seq. No. 


5833 




Seq. ID 


OJ991103_07.0121 


.C3 


Gene No . 


12323 




Strand 






Start 


23429 




End 


25863 




Name 


OJ991103 07. 0121. C3. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


11119 




End 


11406 




GI 


none 




Score 


363 




Exons 


11119. .11406, 11119. 


. 11202, 


11124.. 11402 




Seq. No. 


5833 




Seq. ID 


OJ991103_07.0121 


.C3 


Gene No . 


12323 




Strand 






Start 


23429 




End 


25863 




Name 


OJ991103 07. 0121. C3. 


o6.gs 


Method 


GENSCAN 




Start 


23429 




End 


25863 




GI 


none 




Score 


.8 




Exons 


. 23429. .23500, 24266. 


.24449, 


24555. .24783, 25782.. 25863 




Seq. No. 


5833 




Seq. ID 


OJ991103_07.0121 


.C3 


Gene No. 


12323 




Strand 






Start 


23429 




End . 


25863 




Name 


OJ991103_07.0121.C3. 


o3 . np 


Method 


AAT/NAP 




Start 


24274 




End 


25802 




GI 


5852179 




Score 


409 




Exons 


24274. .24508, 24583. 


.24795, 


25782. .25802 




GI Descrip. 


(AL117265) zhb0009. 1 


[Oryza 


sativa] 






Seq. No. 


5834 . 




Seq. ID 


OJ991103JD7.0121 


.C5 


Gene No. 


12324 




Strand 


+ 




Start 


412 




End 


4315 




Name 


OJ991103 07. 0121. C5. 


ol . np 


Method 


AAT/NAP 




Start 


412 




End 


4315 




GI 


6539553 




Score 


6743 




Exons 


412. .4315 











GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 



6098 



[Oryza sativa] 



Seq. No. 5834 

Gene No. 12325 

Start 11801 

Name OJ 99110 3_0 7. 0121. C5.o3.np 

Start 11795 

GI 5803244 

Exons 11795. .11942, 12037.. 12332 

GI Descrip. (AP000399) similar to hexose 
(Q07423) [Oryza sativa] 



Seq. ID OJ991103_07 .0121.C5 

Strand + 

End 12332 

Method AAT/NAP 

End 12332 

Score 401 

carrier protein HEX 6 &RCCHCP_1 



Seq. No. 5834 

Gene No. 12325 

Start 11801 

Name OJ991103_07 . 0121 . C5 . o3 . gs 

Start 11801 

GI none 

Exons 11801. .11942, 12037.. 12281 



Seq. ID OJ991103_07.0121.C5 

Strand + 

End 12332 

Method GEN SCAN 

End 12281 

Score .74 



Seq. No. 5834 

Gene No. 12326 

Start 8434 

. BB% Name ' OJ991103_07 . 0121 . C5 . o4 . tw 

L '* Start 406 

^ GI none 

CR Exons 406.. 792, 417.. 791 



Seq. ID OJ991103_07.0121.C5 
Strand 

End 10343 

Method TBLASTX : Wheat 

End 7 92 

Score 353 



H Seq. No. 5834 

; b= ; Gene No. 12326 

i: ]f Start 8434 

U Name OJ991103_07 . 0121 . C5 .o4 . tm 

! 8 iJ Start 541 

,i GI none 

Exons 541.. 852, 549.. 854 



Seq. ID OJ991103_07.0121.C5 
Strand 

End 10343 

Method TBLASTX: Maize 

End 854 

Score 365 



Seq. No. 
Gene No. 
},1 Start 

Name 
:>=i Start 
-* GI 

Exons 



5834 

12326 

8434 

OJ991103_07 . 0121 . C5 . o3 . tm 

1351 

none 

1351.. 1605, 1358.. 1672, 1378. 



Seq. ID OJ991103_07.0121.C5 
Strand 

End 10343 

Method TBLASTX : Mai ze 

End ■ 1673 

Score 268 
.1671, 1506.. 1673 



Seq. No. 5834 

Gene No. 12326 

Start 8434 

Name OJ991103_07 . 0121 . C5 . o9 . ts 

Start 1700 

GI none 

Exons 1700.. 1855, 1838.. 2086 



Seq. ID OJ991103_07.0121.C5 
Strand 

End 10343 

Method TBLASTX : Soybean 

End 2086 

Score 88 



Seq. No. 5834 

Gene No. 12326 

Start . 8434 

Name OJ991103_07 . 0121 . C5 . o7 . tm 

Start 1874 



Seq. ID OJ991103_07.0121.C5 
Strand 

End 10343 

Method TBLASTX : Maize 

End' 2308 



6099 




GI 


none 








Score 


303 




Exons 


1874. .2308, 


2083 


. .2283 










Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121 


.C5 


Gene No . 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991103 07. 


0121 


.C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1952 








End 


2143 




GI 


none 








Score 


275 




Exons 


1952. .2143, 


1952 


. .2143 










Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121 


.C5 


Gene No . 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991103 07. 


0121 


.C5.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


2096 








End 


2494 




GI 


none 








Score 


197 




Exons 


2096. .2320, 


2104 


. .2274, 


2321. 


.2494, 2329.. 2367 




Seq. No. 


5834 








Seq. ID 


OJ991103JD7.0121 


.C5 


Gene No . 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991103 07. 


0121 


,C5.o4 . 


tc 


Method 


TBLASTX: Cress 




Start 


2129 








End 


2518 




GI 


none 








Score 


112 




Exons 


2129. .2311, 


2324 


. .2518 










Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121 


.C5 


Gene No. 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991103 07. 


0121 


,C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2144 








End 


2899 




GI 


none 








Score 


963 




Exons 


2144. .2899, 


2153 


. .2899 










Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121 


.C5 


Gene No. 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991103 07. 


0121 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2819 








End 


3283 




GI 


5509260 








Score 


379 




Exons 


2819. .3283, 


2920 


. .2988, 


3037. 


.3132, 3205.. 3264 




GI Descrip. 


- 














Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121 


,C5 


Gene No . 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991103 07. 


0121 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2912 








End 


3172 




GI 


none 








Score 


282 




Exons 


2912. .3172, 


2914 


. .2991 










Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121 


.C5 


Gene No. 


12326 








Strand 






Start 


8434 








End 


10343 




Name 


OJ991T03 07. 


0121 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2953 








End 


3418 





6100 



GI 

Exons 



none Score 357 

2953,. 3132, 2954.. 3418, 3089.. 3271, 3205.. 3315 



Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2954 








End 


3499 


GI 


none 








Score 


315 


Exons 


2954. .3298, 


3101 


. .32.74, 


3293. 


.3499, 3367.. 3489 


Seq. No. 


5834 








Seq. ID 


OJ991103 07. 0121. C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103_07 


.0121 


,C5.o4 . 


ts 


Method 


.TBLASTX: Soybean 


Start 


3352 








End 


3697 


GI 


none 








Score 


314 


Exons 


3352. .3552, 


3353 


. .3697 








Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3508 








End 


3847 


GI 


none 








Score 


315 


Exons 


3508. . 3846, 


3509 


. . 3847 








Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3703 








End 


4179 


GI 


none 








Score 


98 


Exons 


3703. .3774, 


3704 


. .3778, 


3792. 


.4100, 3793. .4179, 3794. .4141 


Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. . 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o7. 


ts 


Method 


TBLASTX: Soybean 


Start 


3710 








End 


4051 


GI 


none 








Score 


88 


Exons 


3710... 3823, 


3736 


. .3816, 


3842. 


.4051, 3847.. 3972 


Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8426 








End 


10109 


GI 


none 








Score 


73 


Exons 


8426. .8551, 


8455 


. .9279, 


8609. 


.8878, 8875... 9108, 9032.. 9274 




9259. .9390, 


9288 


. .9374, 


9561. 


.9680, 9678. .10109, 9762.-997 


Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07- 


.0121 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


8434 








End 


10343 



6101 




GI 


none 








Score 


.5 


Exons 


8434. .9216, 


9369 


. .9439, 


9554. 


.10343 




Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


flon o M<^ 

VJCHC ViKJ . 


J. £. J £. vJ 












Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


8443 








End 


8661 


GI 


none 








Score 


179 


Exons 


8443. .8661, 


8444 


• .8659, 


8545. 


.8661 




Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o2. 


np 


Method 


AAT/NAP 


Start 


8449 








End 


10340 


GI 


3193302 








Score 


1457 


Exons 


8449. .10340 












GI Descrip. 


(AF069298) 


contains similarity to a protein kinase domain (Pfam: 




pkinase . hmm 


, score: 166 


1.20) and to legume lectins beta domain 




(Pfam: lectin legB.hmm, 


score 


: 139.32) 


[Arabidopsis thaliana] 


Seq. No. 


JO J4 








Seq. ID 


OJ991103_07.0121.C5 












Strand 




Start 


ft 4 ?d 








End 


10343 


Name 




m 91 


r*i nft 


ts 


Method 


TBLASTX : Soybean 


Start 


R470 ~~ 








End 


8781 


GI 


none 








Score 


227 


Exons 


8470. .8781 












Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


12326 








Strand 




o Lai L 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8680 








End 


9255 


GI 


none 








Score 


203 


Exons 


8680. .9012, 


8681 


. .9013, 


8898. 


.9047, 9016. .9252, 9031. .9255, 




9041. .9253 












Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


Gene No. 


* 12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


,C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8797 








End 


9297 


GI 


none 








Score 


65 


Exons 


8797. .9009, 


8798 


. .8872, 


8810. 


.9013, 8859. .9014, 8860. .9003, 




9028. .9279, 


9035 


. .9286, 


9037. 


.9297 




Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 


VJCilC ViKJ . 


12326 








Strand 




Start 


8434 








End 


10343 


Name 


OJ991103 07 


.0121 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8854 








End 


9283 


GI 


none 








Score 


66 


Exons 


8854. .9009, 


9013 


. .9279, 


9027. 


.9137, 9028. .9186, 9029. .9283 


Seq. No. 


5834 








Seq. ID 


OJ991103_07.0121.C5 



6102 






12326 


Strand 






Start 


8434 


End 


10343 




Name 


OJ991103 07.0121.C5.o8.tm 


Method 


TBLASTX: Maize 




Start 


9501 


End 


9795 




GI 


none 


Score 


181 




Exons 


9501.. 9794, 9520.. 9795, 9529 


. .9795 






Seq. No. 


5834 


Seq. ID 


OJ991103_07.0121 


.C5 




12326 


Qt rand 






Start 


8434 


End 


10343 




Name 


OJ991103 07.0121.C5.o7.tw 


Method 


TBLASTX: Wheat 




Start 


9582 


End 


9950 




GI 


none 


Score 


69 




Exons 


9582.. 9950, 9643.. 9807, 9826 


. .9921 






Seq. No. 


5834 


Seq. ID 


OJ991103_07.0121 


.C5 


Gene No. 


12326 


Strand 






Start 


8434 


End 


10343 




Name 


OJ991103 07.0121.C5.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9699 


End 


10247 




GI 


none 


Score 


94 




Exons 


9699.. 9803, 9807.. 9989, 9814 


..9921, 9840. .9983, 9990. .10109, 




10078. .10242, 10101. .10247 








Seq. No. 


5834 


Seq. ID 


OJ991103_07.0121 


.C5 


Gene No . 


12326 


Strand 






Start 


8434 


End 


10343 




Name 


OJ991103 07.0121.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


9801 


End 


10314 




GI 


none 


Score 


90 




Exons 


9801.. 9977, 9801.. 10091, 984 


8. .9994, 1 


9973.. 10092, 10116 


. .102 




10120. .10314 








Seq. No. 


5834 


Seq. ID 


OJ991103_07.0121 


.C5 


Gene No. 


12327 


Strand 






Start 


11852 


End 


12250 




Name 


OJ991103 07.0121.C5.ol0.tm 


Method 


TBLASTX: Maize 




Start 


11852 


End 


12250 




GI 


none 


Score 


113 




Exons 


11852. .11944, 11857. .11952, 


12023. .12100, 12024. .12095, 






12114. .12236, 12128.. 12250 








Seq. No. 


5834 


Seq. ID 


OJ991103_07.0121 


.C5 


Cpno Mo 


12327 


Strand 






Start 


11852 


End 


12250 




Name 


OJ991103 07.0121.C5.o3.tc 


Method 


TBLASTX: Cress 




Start 


11852 


End 


12236 




GI 


none 


Score 


105 




Exons 


11852. .11944, 11875. .11970, • 


12024. .12236, 12026.. 12229 




Seq. No. 


5834 


Seq. ID 


OJ991103_07.0121 


.C5 


Gene No. 


12327 


Strand 






Start 


11852 


End 


12250 




Name 


OJ991103 07.0121.C5.o6.ts 


Method 


TBLASTX : Soybean 




Start 


11855 


End 


12241 




GI 


none 


Score 


107 




Exons 


11855. .11944, 11857. .11952, 


12023. . 12241, 12024. .12236 





6103 



Seq. No. 5835 

Gene No. 12328 

Start 1 

Name OJ991103_07 . 0121 .C6.ol.np 

Start 1 

GI 5803244 

Exons 1..17 9 

GI Descrip. (AP000399) similar to hexose carrier protein HEX6 &RCCHCP_1 
(Q07423) [Oryza sativa] 



Seq. ID OJ991103_07.0121.C6 

Strand + 

End 197 

Method AAT/NAP 

End 17 9 

Score 176 



Seq. No. 


5835 






Seq. ID 


OJ991103_07 . 0121 . C6 


Gene No. 


12328 






Strand 


+ 


Start 


1 






End 


197 


Name 


OJ991103 07. 0121. C6 


.ol. 


gs 


Method 


GEN SCAN 


Start 


33 






End 


197 


GI 


none 






Score 


.99 


Exons 


33. .197 










Seq. No. 


5835 






Seq. ID 


OJ991103_07.0121.C6 


Gene No. 


12329 






Strand 


- 


Start 


519 






End 


2540 


Name 


OJ991103 07. 0121. C6 


. o5 . 


tm 


Method 


TBLASTX : Maize 


Start 


3 






End 


146 \ . 


GI 


none 






Score 


178 • - - 


Exons 


3. . 146, 9. . 122 










Seq. No. 


5835 






Seq. ID 


OJ991103_07.0121.C6 


Gene No. 


12329 






Strand 


- 


Start 


519 






End 


2540 


Name 


OJ991103 07. 0121. C6 


,o2. 


gs 


Method 


GENSCAN 


Start 


519 




End 


2540 


GI 


none 






Score 


.96 


Exons 


519. .2540 










Seq. No. 


5835 






Seq. ID 


OJ991103_07.0121.C6 


Gene No. 


12329 






Strand 


- 


Start 


519 






End 


2540 


Name 


OJ991103 07. 0121. C6 


.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


519 






End 


848 


GI 


none 






Score 


46 


Exons 


519. .566, 520. .558, 


611. .727, 


618. .84£ 


1, 619.. 834 


Seq. No. 


5835 






Seq. ID 


OJ991103_07.0121.C6 


Gene No. 


12329 






Strand 




Start 


519 






End 


2540 


Name 


OJ991103 07. 0121. C6 


.o2. 


np 


Method 


AAT/NAP 


Start 


597 






End 


2513 


GI 


1418331 






Score 


1712 


Exons 


597. .2513 










GI Descrip. 


(X95909) receptor like 


protein kinase 


[Arabidopsis thaliana 


Seq. No. 


5835 






Seq. ID 


OJ991103_07.0121.C6 


Gene No. 


12329 






Strand 




Start 


519 






End 


2540 


Name 


OJ991103 07. 0121. C6. 


.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


609 






End 


2402 



6104 



V 



GI 

Exons 



none Score 109 

609. .839, 613. .840, 822. .1184, 856. .1038, 1096. .1155, 

1203. .1568, 1203. .1550, 1204. .1599, 1668. .1979, 1717. .1965, 

1863.. 1988, 1974.. 2402, 2002.. 2385 



Seq. No. 5835 

Gene No. 12329 

Start 519 

Name OJ991103_07 . 0121 . C6 . o3 . ts 

Start 628 

GI none 

Exons 628.. 918, 651.. 953 



Seq. ID OJ991103_07.0121.C6 
Strand 

End 2540 

Method TBLASTX : Soybean 

End 953 

Score 102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5835 

12329 

519 

OJ991103_07.0121.C6.ol.tm 

850 

none 



Seq. ID OJ991103_07.0121.C6 
Strand 

End 2540 

Method TBLASTX: Maize 

End 1428 

Score 341 



850. .1185, 855. .1184, 957 1211, ■ 1188 .. 1427, 1203. .1427, 
1207. .1428 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



W Seq. No. 
flj Gene No. 
[~ Start 
^ Name 
Start 
GI . 
|=£ Exons 



5835 

12329 

519 

OJ991103_07.0121.C6.ol.ts 

969 

none 



Seq. ID OJ991103_07.0121.C6 
Strand 

End 2540 

Method TBLASTX : Soybean 

End 1479 

Score 69 



969. .1181, 970. .1038, 983. .1129, 984. .1175, 1203. .1478, 
1206. .1478, 1207. .1479 



5835 

12329 

519 

OJ991103_07.0121.C6.ol.tw 

1026 

none 



Seq. ID OJ991103_07.0121.C6 
Strand 

End 2540 

Method TBLASTX : Wheat 

End 1451 

Score 130 



1026. .1181, 1185. .1451, 1204. .1449 



i=t Seq. No. 

[it Gene No. 

i=J Start 
Name 
Start 
GI 

Exons 



5835 

12329 

519 

OJ991103_07.0121.C6.o2.tw 

1482 

none 



Seq. ID OJ991103_07.0121.C6 
Strand 

End 2540 

Method TBLASTX : Wheat 

End 1811 

Score 104 



1482. .1523, 1527. .1649, 1528. .1650, 1668. .1811, 1714. .1809 



Seq. No. 5835 

Gene No. 12329 

Start 519 

Name OJ991103_07 . 0121 . C6 . o4 . tm 

Start 1626 

GI none 

Exons 1626.. 1883, 1714.. 1884 



Seq. ID OJ991103_07.0121.C6 
Strand 

End 2540 

Method TBLASTX : Mai ze 

End 1884 

Score 122 



Seq. No. 
Gene No. 



5835 
12329 



Seq. ID. OJ991103_07.0121.C6 
Strand 



6105 



i u 



J UQi t 


519 








■ End 


2540 


Name 


OJ991103 07. 


0121. 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1808 








End 


2436 


GI 


none 








Score 


118 


Exons 


1808. .1855, 


1869. 


.1982, 


1977. 


.2150, 1978.. 2145, 2175.. 2423, 




2179. .2436 












Seq. No. 


5835 








Seq. ID 


OJ991103_07.0121.C6 




12329 








Strand 


— 


Start 


519 








End 


2540 


Name 


OJ991103 07. 


0121. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1812 








End 


2058 


GI 


none 








Score 


120 


Exons 


1812. .2057, 


1831. 


.2058 








Seq. No. 


5835 








Seq. ID 


OJ991103_07.0121.C6 


Gene No. 


12329 








Strand 




Start 


519 








End 


2540 


Name 


OJ991103 07. 


0121. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1884 








End 


2458 


GI 


none 








Score 


59 


Exons 


1884. .1958, 


1901. 


.2050, 


1902. 


.1982, 1975.. 2319, 1977. .2318, 




2030. .2362, 


2337. 


.2456, 


2341. 


.2415, 2381. .2458 


Seq. No. 


5836 








Seq. ID 


OJ991103JD7.0121.C7 


VJC11C Vi\J » 


12330 








Strand 




Start 


144 








End 


259 


Name 


OJ991103 07. 


0121. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


144 








End 


259 


GI 


none 








Score 


.6 


Exons 


144. .259 












Seq. No. 


5837 








Seq. ID 


OJ991103_07.0121.C9 


ucnc vtyj • 


1 2331 








Strand 


+ 


Start 


2459 








End 


3880 


Name 


OJ991103 07. 


0121. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


2459 








End 


3880 


GI 


none 








Score 


.78 


Exons 


2459. .2927, 


2993. 


.3343, 


3448. 


.3474, 3684. .3880 


Seq. No. 


5837 








Seq-. ID 


OJ991103_07.0121.C9 




12332 








Strand 


+ 


Start 


6510 








End 


9955 


Name 


OJ991103 07. 


0121. 


C9.o2. 


gs 


Method 


GENSCAN 


Start 


6510 








End 


9955 


GI 


none 








Score 


.58 


Exons 


6510. .9415, 


9568. 


.9955 








Seq. No. 


5837 








Seq. ID 


OJ991103_07.0121.C9 












Strand 




Start 


10642 








End 


12672 


Name 


OJ991103 07. 


0121. 


C9.o3. 


gs 


Method 


GENSCAN 


Start 


10642 








End 


12672 


GI 


none 








Score 


.61 


Exons 


10642. .12672 












Seq. No. 


5837- 








Seq. ID 


OJ991103_07.0121.C9 



6106 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12333 Strand 

10642 End 12672 

OJ991103_07 . 0121 . C9 . ol . np Method AAT/NAP 

10720 End 12636 

1418331 Score 1695 
10720. .12636 

(X95909) receptor like protein kinase [Arabidopsis thaliana] 



5837 Seq. ID 

12334 Strand 

13370 End 

OJ991103_07 . 0121 . C9 . o4 . gs Method 

13370 End 

none Score 
13370. .13780 



OJ991103_07.0121.C9 

13780 
GENSCAN 
13780 
1 



Seq. No. 5837 

Gene No. 12335 

Start 16256 

Name OJ991103_07 . 0121 .C9 .o4 . tw 

Start 2753 

GI none 
Exons 



Seq. ID OJ991103_07.0121.C9 
Strand 

End 18268 

Method TBLASTX : Wheat 

End 2991 

Score 53 



2753. .2800, 2768. .2800, 2788. .2847, 2789.-2857, 2864. .2911, 
2865. .2912, 2911. .2991, 2913. .2981, 2914. .2982 



ry 

•s St 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5837 

12335 

16256 

OJ991 

6735 

none 

6735. 

6870. 

7569. 

7812. 

8010. 

8321. 

8466. 



103 07.0121.C9.o2.tc 



.7163, 
.6998, 
.7661, 
.7958, 
.8318, 
.8467, 
.8612, 



5837 

12335 

16256 

OJ991103_07, 

6735 

none 

6735. .7082, 
6768. .7082, 
7083. .7151, 
7469. .7771, 
7572. .7796, 
7932. .8354, 
8069. .8200, 
8319. .8612, 
8550. .8660 



6801. .6944,- 6804, 

6927.. 7163, 6945. 

7572.. 7796, 7572. 

7866.. 8249, 7934. 

8043.. 8318, 8171, 

8322..8474, 8334. 

8474. .8644, 8477. 



0121.C9.o2.ts 



6735.. 7070, 6746. 

6842.. 6952, 6845. 

7101. .7160, 7175. 

7569.. 7796, 7569. 

7572. .7802, 7605. 

8013. .8318, 8013. 

8316. .8675, 8319. 

8319. .8615, 8358. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7085, 6824 
.7076, 7110 
.7676, 7614 



OJ991103 07. 0121. C9 



,8248, 
.8248, 
,8471, 
.8644, 



18268 

TBLASTX: Cress 
8648 
202 

6949, 6855.. 7016, 

7274, 7332.. 7520, 

7796, 7662.. 7796, 

7946. .8107, 7994..8248, 

8316.. 8468, 8319.. 8621, 

8409. .8540, 8421. .8615, 

8481. .8648, 8502. .8645 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103 07. 0121. C9 



18268 
TBLASTX: 
8675 
180 



.6955, 6747. .7082, 

.6943, 6882. .7127, 

,7246, 7176. .7274, 

,7802, 7569.. 7733, 

,7796, 7818. .7937, 

.8318, 8025. .8318, 

.8543, 8319. .8612, 

.8612, 8369. .8611, 



Soybean 



6747. .6932, 
6989. .7072, 
7341. .7520, 
7569. .7730, 
7923. .7958, 
8043. .8318, 
8319. .8609, 
8493. .8612, 



Seq. No. 
Gene No. 



5837 
12335 



Seq. ID 
Strand 



OJ991103 07. 0121. C9 



6107 



ru 

Q 
>i3 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16256 End 

OJ991103_07 . 0121 . C9 . o2 . tm Method 

6768 End 

none Score 



18268 

TBLASTX: Maize 

8675 

162 



6768. .7070, 6840. .7127, 7086. .7163, 7161. .7298, 7227. .7301, 

7317. .7415, 7362. .7517, 7374. .7463, 7488. .7907, 7505. .7591, 

7596. .7688, 7627. .7893, 7628. .7903, 7821. .8231, 8157. .8318, 

8316. .8609, 8520. .8675 



5837 Seq. ID 

12335 Strand 

16256 End 

OJ991103_07.0121.C9.ol.tc Method 

8886 End 

none Score 



OJ991103_07.0121.C9 
18268 

TBLASTX: Cress 

18150 

81 



8886.. 8969, 8985.. 9362, 9399.. 9425, 10732 11325, 10748. 
10915. .11304, 11329. .11691, 11333 11674 , 11803 .. 12129, 

.12537, 12107. 
.16895, 16942. 
.17717, 17447. 
.18150 



. 11164, 



11804. .12004, 12106. 

16370. .16927, 16557. 

16947. .17294, 17367. 

17745. .17837, 18031. 



,12337, 16368. 
,17004, 16946. 
,17722, 17711. 



,16448, 
,17392, 
,17992, 



5837 Seq. ID 

12335 Strand' 

16256 End 

OJ991103_07 .0121.C9.ol.ts Method 

8901 End 

none Score 



OJ991103_07.0121.C9 
18268 

TBLASTX : Soybean 

17228 

77 



8901. .8984, 8903. .8968, 8976.-9362, 9027. .9170, 9272. .9379, 
11095. .11301, 11095. .11307, 11332 11604 , 11333 .. 11605, 
16715. .16921, 16715. .16927, 16723 .. 16926, 16952 .. 17224 , 
16953. .17228 



Seq. No. 5837 . Seq. ID 

Gene No. 12335 Strand 

Start 16256 End 

Name OJ991103_07 . 0121 .C9 . ol . tw Method 

Start 8925 End 

GI none Score 

Exons 8925.. 8975, 8991.. 9350, 11152 .. 11307, 



OJ991103_07.0121.C9 
18268 

TBLASTX: Wheat 

17203 

55 

11311. .11583, 



11345. .11572, 16772. 
17157.. 17192 



,16927, 16937. .17203, 16965 .. 17108 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



5837 
12335 
16256 

OJ991103_07.0121.C9.ol.tm 
8991 
none 
8991. . 
11323. 
16596. 
16934 . 



OJ991103 07. 0121. C9 



Seq. ID 
Strand 
End 

_ ■ Method 

End 
Score 

9182, 9195. .9362, 10979. . 11323, 10981 .. 11310, 
.11550, 11328. .11549, 11329 .. 11553, 11333 .. 11554 , 
.16925, 16596. .16922, 16598 .. 16927 , 16606 .. 16959, 
.17173, 16953.. 17174 



18268 

TBLASTX: Maize 

17174 

104 



5837 

12335 

16256 



Seq. ID 

Strand 

End 



OJ991103 07. 0121. C9 



18268 



6108 



Name 

Start 

GI 

Exons 



OJ991103_07.0121.C9.o5.tm Method TBLASTX: Maize 

9363 End 9892 

none Score 70 

9363.. 9425, 9365.. 9424, 9369.. 9434, 9370.. 9441, 9371.. 9427, 
9560.. 9736, 9560.. 9733, 9582.. 9734, 9788.. 9892, 9808.. 9891 



! ii 



Seq. No. 


5837 




Seq. ID 


OJ991103_07.0121 


.C9 


Gene No. 


12335 




Strand 






Start 


16256 




End 


18268 




Name 


OJ991103 07. 0121. C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


9581 




End 


16699 




GI 


none 




Score 


63 






9581.. 9658, 9824.. 9901, 10751 .. 10945, 


10774. .10968, 






10963. .11079, 10982. 


.11077, 


16385. .16576, 16568.. 16699 




Seq. No. 


5837 




Seq. ID 


OJ991103_07.0121 


.C9 


Gene No. 


12335 




Strand 






Start 


16256 




End 


18268 




Name 


OJ991103 07. 0121. C9. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


9581 




End 


16765 




GI 


none 




Score 


67 




Exons 


9581.. 9649, 9815.. 9904, 10762 .. 10950, 


10984. .11145, 






10997. .11131, 16367. 


.16576, 


16556. .16627, 16604 .. 16765, 






16617 16757 










Seq. No. 


5837 




Seq. ID 


OJ991103__07.0121 


.C9 


Gene No. 


12335 




Strand 






Start 


16256 




End 


18268 




Name 


OJ991103 07. 0121. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10642 




End 


16585 




GI 


none 




Score 


42 




Exons 


10642. .10680, 10643. 


.10681, 


10735. .10806, 10745. .10975, 






10747. .10968, 16356. 


.16448, 


16370. .16585, 1637 6 .. 164 65, 






16481. .16576 










Seq. No. 


5837 




Seq. ID 


OJ991103_07.0121 


.C9 


Gene No. 


12335 




Strand 






Start 


16256 




End 


18268 




Name 


OJ991103 07. 0121. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11608 




End 


17536 




GI 


none 




Score 


77 




Exons 


11608. .11649, 11653. 


.11775, 


11654. .11776, 11797. .11937, 






11798. .11938, 17228. 


.17269, 


17273. .17536, 17274.. 17534 




Seq. No. 


5837 




Seq. ID 


OJ991103_07.0121 


.C9 


Gene No. 


12335 




Strand 






Start 


16256 




End 


18268 




Name 


OJ991103 07. 0121. C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


11803 




End 


17630 




GI 


none 




Score 


149 




Exons 


11803. .12018, 11804. 


.12019, 


17412. .17630, 17435. .17629 




Seq. No. 


5837 




Seq. ID 


OJ991103_07.0121 


.C9 


Gene No. 


12335 




Strand 






Start 


16256 




End .; 


18268 




Name 


OJ991103 07. 0121. C9. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11938 




End 


17797 





6109 



# 



GI 


none 




Score 


165 


Exons 


11938. .12192, 17546. 


.17794, 


17550. .17795, 17561 


Seq. No. 


5837 




Seq. ID 


OJ991103 


Gene No. 


12335 




Strand 




Start 


16256 




End 


18268 


Name 


OJ991103 07. 0121. C9. 


o3 . ts 


Method 


TBLASTX: 


Start 


12004 




End 


18168 


GI 


none 




Score 


68 


Exons 


12004. .12141, 12112. 


.12294, 


12119. .12325, 12304 




12314. .12556, 12605. 


.12649, 


17549. .17596, 17612 




17720. .17905, 17721. 


.17843, 


18037. .18168 


Seq. No. 


5837 




Seq. ID 


OJ991103 


Gene No. 


12335 




Strand 




Start 


16256 




End 


18268 


Name 


OJ991103 07. 0121. C9. 


o3 . tm 


Method 


TBLASTX:] 


Start 


12019 




End 


" 18268 


GI 


none 




Score 


165 


Exons 


12019. .12093, 12106. 


.12453, 


12107. .12454, 12190 




12463. .12585, 12467. 


.12550, 


17638. .17667, 17648 




17649. .17702, 17714. 


.17992, 


17715. .17993, 17778 




18088. .18189, 18089. 


.18268 






Seq. No. 


5837 




Seq. ID 


OJ991103 


Gptip No 


12335 




Strand 




Start 


16256 




-End 


18268 


Name 


OJ991103 07. 01.21. C9. 


o5 .gs 


Method 


GEN SCAN 


Start 


16256 




End 


18211 


GI 


none 




Score 


.72 


Exons 


16256. .17955, 18018. 


.18211 






Seq. No. 


5837 




Seq. ID 


OJ991103 


Gene No. 


12335 




Strand 




Start 


16256 




End 


18268 


Name 


OJ991103 07. 0121. C9 


o2 . np 


Method 


AAT/NAP 


Start 


16367 




End 


18261 


GI 


3236253 




Score 


1669 


Exons 


16367. .18261 








GI Descrip. 


(AC004 684) putative 


receptor 


-like protein kinas< 




thaliana] 








Seq. No. 


5838 




Seq. ID 


OJ991103 


Gene No. 


12336 




Strand 


+ 


Start 


1438 




End 


7920 


Name 


OJ991103 07. 0121. C10 


. ol . gs 


Method 


GENSCAN 


Start 


1438 




End 


7920 


GI 


none 




Score 


.43 


Exons 


1438.. 1500, 3088.. 3156, 3427 


..3629, 4565. .4722, 



12555, 
17725, 



17701, 
17993, 



5532.. 5741, 7855.. 7920 

Seq. No. 5838 Seq. ID 

Gene No. 12336 Strand 

Start 1438 End 

Name OJ991103_07 . 0121 . C10 . ol . gp ' Method 

Start 4 923 'End 

GI none Score 



OJ991103_07. 0121. C10 
+ 

7920 
AAT/GAP 
5875 
1430 



6110 



Exons 



4923.. 5304, 5393.. 5433, 5532.. 5875 



Seq. No. 


5838 


Seq. ID 


OJ991103JD7, 


.0121. C10 


Gene No. 


12336 


Strand 


+ 




Start 


1438 


End 


7920 




Name 


OJ991103 07.0121.C10.ol.np 


Method 


AAT/NAP 




Start 


5437 


End 


5852 




GI 


4490726 


Score 


168 




Exons 


5437.. 5733, 5770.. 5852 








GI Descrip. 


(AL035709) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


5839 


Seq. ID 


OJ991103_07, 


0121 Cll 


Gene No. 


12337 


Strand 






Start 


185 


End 


371 




Name 


OJ991103 07.0121.Cll.ol.gs 


Method 


GENSCAN 




Start 


185 


End 


371 




GI 


none 


Score 


.61 




Exons 


185. .371 








Seq. No. 


5839 


Seq. ID 


OJ991103_07, 




Gene No. 


12338 


Strand 






olqi l 


4132 


End 


6508 




Name 


OJ991103 07.0121.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1560 


End 


4401 




GI 


LIB3477-003-P1-K1-E9 


Score 


129 




Exons 


1560. .1625, 4366. .4401 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


5839 


Seq. ID 


OJ991103_07, 


.0121. Cll 


Gene No. 


12338 


Strand 






Start 


4132 


End 


6508 




Name 


OJ991103 07.0121.Cll.o2.gs 


Method 


GENSCAN 




Start 


4132 


End 


6370 




GI 


none 


Score 


.82 




Exons 


4132. .4178, 4211. .4290, 5483. 


.5651, 6084.. 6209, 6346.. 6370 


Sea. No. 


5839 


Seq. ID 


OJ991103__07, 


.0121. Cll 


Gene No. 


.12338 


Strand 






Start 


4132 


End 


6508 




Name 


OJ991103 07.0121.Cll.ol.;np 


Method 


AAT/NAP 




Start 


5235 


End 


5684 




GI 


6539570 


Score 


202 




Exons 


5235.. 5301, 5491.. 5684 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5839 


Seq. ID 


OJ991103_07, 


.0121. Cll 


Gene No. 


12338 


Strand 






Start 


4132 


End 


6508 




Name 


OJ991103 07.0121.Cll.o2.np 


Method 


AAT/NAP 




Start 


5820 


End 


6508 




GI 


6630699 


Score 


87 




Exons 


5820. .5898, 6457. .6508 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi | 6721536 |dbj | BAA8 9566 . 1 1 (AP001073) 


hypothetical 


protein 



[Oryza sativa] 



6111 






beq. NO. 


DO 4 U 


beq. xu 


niQQi i H7 m 91 


pi 9 






1 9*}^Q 


Strand 


+ ~~ 






Start 


1 


End 


1917 






Name 


OJ991103_07 . 0121 . C12 . ol . np 


Method 


AAT/NAP 








1 

X 


End 


1917 






PT 
VjX 




Score 


1397 






Exons 


1 7 1 c; 7 R ^ 1Q17 










bi uescnp. 


vAuuufioo*u puxatxve receptor 


like protein kinase [Arabidops. 






thaliana] 










beq. no. 


CO A A 

Do 4 U 


Seq. ID 


ojyyiiuj u/.ui^i. 


Cl^: 




Gene No. 


12340 


Strand 


+ 






Start 


3028 


End 


3598 






Name 


OJ991103 07.0121.C12.ol.tc 


Method 


TBLASTX: Cress 






bear c 


5 


End 


1788 






pt 


none 


Score 


43 






Exons 


5. .40, 34. .387, 58. .387, 409. 


.603, 417 


..584, 628.. 702, 








843. .1553, 844. .1554, 1573. .1788, 1585 


. .1770 






Seq. No. 


5840 


Seq. ID 


OJ991103_07.0121. 


C12 




Gene No. 


12340 


Strand 


+ 






Of ri >~-f- 


3028 


End 


3598 






Name 


OJ991103 07.0121.C12.o3.ts 


Method 


^TBLASTX : Soybean 






Of- -» v>4- 

otart 


33 . 


End 


" 552 






pt 


none 


Score 


80 




cn 


Exons 


33. .164, 34. .174, 211. .351, 213. .482, 


217. .489, 505. .552 


rjj 


Seq. No. 


5840 


Seq. ID 


OJ991103_07.0121. 


C12 


U 


Gene No. 


12340 


Strand 


+ 






Of- a 


3028 


End 


3598 






Name 


OJ991103 07.0121.C12.o2.tw 


Method 


TBLASTX: Wheat 




ry 


Of a >-f- 


235 


End 


579 






P T 


none 


Score 


85 






Exons 


235.-384, 237. .365, 409. .579 








: :c? 


Seq. No. 


5840 


Seq. ID • 


OJ991103_07.0121. 


C12 


U 


Gene No. 


12340 


Strand 


+ 




: 

!. s 


Cf n ' 

oiart 


3028 


End 


3598 




: sr 


Name 


OJ991103 07.0121.C12.o3.tm 


Method 


TBLASTX: Maize 




j'T 




297 


End 


702 






P T 


none 


Score 


59 






Exons 


297. .371, 298. .387, 409. .579, 


414. .587 


, 628.. 702 






Seq. No. 


5840 


Seq. ID 


OJ991103 07.0121. 


C12 




Gene No. 


12340 


Strand 


+ 






Cf o -w-4- 


3028 


End 


3598 






Name 


OJ991103 07.0121.C12.ol.ts 


Method 


TBLASTX : Soybean 






otart 


934 


End 


1443 








none 


Score 


543 






Exons 


934. .1443, 936. .1442 










Seq. No. 


5840 


Seq. ID 


OJ991103_07.0121. 


C12 




Gene No. 


12340 


Strand 


+ 






Start 


3028 


End 


3598 






Name 


OJ991103 07.0121.C12.ol.tw 


Method 


TBLASTX: Wheat 






Start 


969 


End 


1388 





6112 






GI 


none 






Score 


272 






Exons 


969. .1388, 


1024 . 


.1386 










Seq. No. 


5840 






Seq. ID 


OJ991103_07.0121. 


C12 




Gene No. 


12340 






Strand 


+ 






Start 


3028 






End 


3598 






Name . 


OJ991103 07 


.0121 


.C12.ol.tm 


Method 


TBLASTX: Maize 






Start 


987 






End 


1554 






GI 


none 






Score 


98 






Exons 


987. .1193, 


990. . 


1208, 991.. 


1260, 1009. 


. 1221, 1210. .1542, 








1213. .1554, 


1245 


. . 1550 










Seq. No. 


5840 






Seq. ID 


OJ991103_07.0121. 


C12 




Gene No. 


12340 






Strand 


+ 






Start 


3028 






End 


3598 






Name 


OJ991103 07 


.0121 


.C12.o2.ts 


Method 


TBLASTX : Soybean 






Start 


1459 






End 


1770 






GI 


none 






Score 


235 






Exons 


1459. .1770, 


1461 


. .1598 










Seq. No. 


5840 






Seq. ID 


OJ991103_07.0121. 


C12 




Gene No . 


12340 






Strand 


+ 






Start 


3028 






End 


3598 






Name 


. OJ991103 07 


.0121 


.C12.o2.tm 


Method 


TBLASTX: Maize 






Start 


1582 






End 


1839 




E 


GI 


none 






Score 


233 




en 


Exons 


1582. . 1839, 


1582 


. .1830 








ru 


Seq. No. 


5840 






Seq. ID 


OJ991103_07.0121. 


C12 


L .J 


Gene No . 


12340 






Strand 






LJ 


Start 


3028 






End 


3598 






Name 


OJ991103 07 


.0121 


.C12.o2.gs 


Method 


GENSCAN 




l ! ; E 


Start 


3028 






End 


3598 






GI 


none 






Score 


. 42 




.8 St 
i _E 

's cr 


Exons 


3028. .3225, 


3317 


. .3598 








V 1 


Seq. No. 


5841 






Seq. ID 


OJ991103_07.0121. 


C13 




Gene No . 


12341 






Strand 


+ 




S :3 


Start 


156 






End 


591 






Name 


OJ991103 07 


.0121 


.C13.ol.gs 


Method 


GENSCAN 




Usf 


Start 


156 






End 


591 




* **" 


GI 


none 






Score 


. 45 






Exons 


156. .591 














Seq. No. 


5841 






Seq. ID 


OJ991103_07.0121. 


C13 




Gene No . 


12342 






Strand 








Start 


1333 






End 


2115 






Name 


OJ991103 07 


.0121 


.C13.o2.gs 


Method 


GENSCAN 






Start 


1333 






End 


2115 






GI 


none 






Score 


.88 






Exons 


1333. .2115 














Seq. No. 


5842 






Seq. ID 


OJ991103_03.0125. 


CI - 




Gene No. 


12343 






Strand 








Start 


43 






End 


85 






Name 


OJ991103 03 


.0125 


.Cl.ol.gs 


Method 


GENSCAN 






Start 


43 






End 


85 





.6113 



GI 


none 


Score 


.87 




Exons 


43. .85 








Seq. No. 


5843 


Seq. ID 


OJ991103_03 


.0125. C2 






c+- -rand 

Oil CtilU. 






Start 


119 


End 


480 




Name 


OJ991103 03.0125.C2.ol.gs 


Method 


GENSCAN 




Start 


119 


End 


480 




GI 


none 


Score 


.58 




Exons 


119. .261, 384. .480 








Seq. No. 


5844 


Seq. ID 


OJ991103_03 


.0125. C3 


OCllc INO • 




OH allU 


-j. 




Start 


1756 


End 


1910 




Name 


OJ991103 03.0125.C3.ol.gs 


Method 


GENSCAN 




Start 


1756 


End 


1910 




GI 


none 


Score 


.83 




Exons 


1756. .1910 








Seq. No. - 


5845 


Seq. ID 


OJ991103JD3 


.0125. C4 


Gene No. 


12346 


Strand 


+ 




Start 


321 


End 


3985 




Name 


OJ991103 03.0125.C4 .ol.np 


Method 


AAT/NAP 




Start 


321 


End 


3690 




GI" 


404028 


Score 


961 




Exons 


321. .726, 1753. .1886, 1975.. 


2089, 2634 


. .2729, ■ 3033 


. .3120, 




3204. .3272, 3433. .3690 








GI Descrip. 


(M96569) oleoyl-acyl carrier 


protein thioesterase 


[Carthamus 



hi Seq. No. 
Py Gene No. 
„" Start 

Name 
! ss { Start 

I s - Exons 

hi 
£3 

jSS | Seq. No. 
is ~" Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



tinctorius] gi I 445624 | prf | 1 1909371A oleoyl acyl carrier protein 
thioesterase [Carthamus tinctorius] 



5845 

12346 

321 

OJ991103_03.0125.C4.ol.gs 

412 

none 



Seq. ID OJ991103_03.0125.C4 



Strand 
End 

Method 

End 

Score 



+ 

3985 
GENSCAN 
3687 
.61 



412. .726, 774. .858, 1975. .2089, 2634. .2729, 3033. .3120, 
3204. .3272, 3433. .3687 



5845 Seq. ID 

1234 6 Strand 

321 End 

OJ991103_03.0125.C4.ol.gp Method 

3433 End 

84014_1.R1084 Score 
3433. .3985 

'1930079 7.0e-19 (U92877) acyl-ACP thioesterase [Garcinia 
mangostana] ' 



OJ991103_03.0125.-C4 
+ 

3985 
AAT/GAP 
3985 
1028 



5845 Seq. ID 

12347 Strand 

18445 End 
OJ991103_03.0125.C4.o5.gs . Method 

18445 End 

none * Score 

18445. .21378 



OJ991103_03.0125.C4 
+ 

22098 
GENSCAN 
21378 
.4 



6114 






Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125.C4 




Gene No. 


12347 


Strand 


+ 




Start 


18445 


End 


22098 




Name 


OJ991103 03.0125.C4.o4.np 


Method 


AAT/NAP 




Start 


18544 


End 


22098 




GI 


2914695 


Score 


390 




Exons 


18544. .19599, 22074. .22098 








GI Descrip. 


(AC003974) putative ubiquitin 


carboxyl 


terminal hydrolase 






[Arabidopsis thaliana] 








Coo Mn 


5845 


Sea ID 


OJ991103 03 0125. C4 




Gene No. 


12347 


Strand 


+ _ 




Start 


18445 


End 


22098 




Name 


OJ991103 03.0125.C4.o2.gp 


Method 


AAT/GAP 




Start 


19610 


End 


19857 




GI 


none 


Score 


484 




Exons 


19610. .19857 








Seq. No. 


5845 


Seq. ID 


OJ991103_03 . 0125 . C4 






12348 


Strand 






Start 


5115 


End 


8675 




Name 


OJ991103 03.0125.C4.o2.np 


Method 


AAT/NAP 


.: =5. 


Start 


5101 


End 


8663 


=3. 


GI 


6642643 


Score 


4 62 




Exons 


5101. .5318, 6414. .6541, 7988. 


.8246, 8304.. 8663 


u\ 


GI Descrip. 


(AC012395) unknown protein [Arabidopsis thaliana] 


i =? 


Cf*rr Mo 
o tr n • IN KJ • 


5845 


Seq. ID 


OJ991103_03.0125.C4 




Gene No. 


12348 


Strand 






Start 


5115 


End 


8675 




Name 


OJ991103 03.0125.C4.o2.gs 


Method 


GEN SCAN 


fll 


Start 


5115 


End 


8675 




GI 


none 


Score 


.82 


e=l 


Exons 


5115.. 5318, 6414.. 6568, 7958. 


.8675 




''J 

i s 




5845 


Seq. ID 


OJ991103_03.0125.C4 




Gene No. 


12349 


Strand 






Start 


12562 


End 


13046 




Name 


OJ991103 03.0125.C4.o3.gs 


Method 


GENSCAN 


□ 


Start - 


12562 


End 


13046 




GI 


none 


Score 


.46 




Exons 


12562. .12597, 12981. .13046 








Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125.C4 




Gene No. 


12350 


Strand 






Start 


15510 


End 


17428 




Name 


OJ991103 03.0125.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


402 


End 


3819 




GI 


none 


Score 


69 




Exons 


402. .446, 403. .441, 577. .726, 


641. .670, 


654. .716, 1747. .1887, 



1752. .1883, 1975. .2088, 1994. .2116, 1995. .2087, 1997. .2089, 

2623. .2727, 2629. .2730, 2630. .2728, 2631.. 2738, 2996. .3109, 

3030. .3110, 3030. .3125, 3031. .3120, 3188. .3277, 3198. .3272, 

3205. ,3273, 3430.. 3606, 3433.. 3606, 3471..3620-, 3538.. 3687, 

3576.. 3686, 3590.. 3730, 3787.. 3819 



6115 



Seq. No. 5845 

Gene No. 12350 

Start 15510 

Name OJ991103_03 . 0125 . C4 . o2 . tc 

Start 592 

GI none 
Exons 



Seq. ID OJ991103_03.0125.C4 
Strand 

End 17428 

Method TBLASTX : Cress 

End 367 5 

Score 183 



592. .726, 660. .716, 1747. .1887, 1749. .1883, 1750. .1887, 
1994.. 2107, 1995.. 2087, 2623.. 2730, 2629.. 2730, 3030.. 3113, 
3031.. 3117, 3177.. 3263, 3198.. 3272, 3203.. 3277, 3430.. 3531, 
3432.. 3506, 3559.. 3675, 3561.. 3674 



Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125 


.C4 


Gene No. 


12350 


Strand 






Start 


15510 


End 


17428 




Name 


OJ991103 03.0125.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


5157 


End 


8532 




GI 


none 


Score 


63 




Exons 


5157.. 5246, 6409.. 6507, 6411 


..6542, 8295. .8519, 8304. .8504 




8308 8532 








Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125 


.C4 


Gene No. 


12350 


Strand 






Start 


15510 


End 


17428 




Name 


OJ991103 03.0125.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


8304 


End 


8663 




GI 


none 


Score 


176 




F.xon ^ 


8304 8537. 8305 8538. 8520 


..8663, 8521. .8643 




Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125 


.C4 


Gene No. 


12350 


Strand 






Start 


15510 


End 


17428 




Name 


OJ991103 03.0125.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8310 


End 


8666 




GI 


none 


Score 


123 




Exons 


8310.. 8519, 8310.. 8537, 8317 


..8538, 8520., 8666, 8521.. 8664 


Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125 


.C4 


Gene No. 


12350 


Strand 






Start 


15510 


End 


17428 




Name 


OJ991103 03.0125.C4.o4.gs 


Method 


GEN SCAN 




Start 


15510 


End 


17428 




GI 


none 


. Score 


.6 




Exons 


15510. .15686, 15712. .15882, 


16274. .16464, 17092.. 17428 




Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125 


.C4 


Gene No. 


12350 


Strand 






Start 


15510 


End 


17428 




Name 


OJ991103 03.0125.C4.o3.np 


Method 


AAT/NAP 




Start 


15589 


End 


17412 




GI 


6815052 


Score 


463 




Exons 


15589. .15691, 17076 .. 17166, 


17248.. 17412 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5845 


Seq. ID 


OJ991103_03.0125 


.C4 


Gene No. 


12351 


Strand 






Start 


19042 


End 


19428 




Name 


OJ991103 03.0125.C4.o3.tc 


Method 


TBLASTX: Cress 





6116 




Start 


19042 * 


End 


19428 






GI 


none 


Score 


136 






Exons 


19042. .19275, 19104 19193, 


19294. .19428, 19299 


. .19400 




Seq. No. 


5845 


Seq. ID 


OJ991103 


_03.0125 


-C4 


Gene No. 


12352 


Strand 








Start 


20512 


End 


20973 






Name 


n.TQQiin^ n^ m?s c& tm 


Method 


TBLASTX : 


Max ze 




Start 


20512 


End 


.20973 






GI 


none 


Score 


165 






Exons 


20512. .20781, 20512 .. 20646, 


20542. .20649, 20544 


. .20654, 






20545. .20679, 20582 20653, 


20624. .20791, 20843 


. .20917, 






20844. .20900, 20884 .. 20973, 


20885. .20956 






Seq. No. 


5846 


Seq. ID 


OJ991103 

V-/ KJ J _? -L J. \J *J 


_03.0125 


.C5 


n e» Mo 




Strand 


+ 






Start 


352 


End 


2161 






Name 


OJ991103 03.0125.C5.ol.gs 


Method 


GENSCAN 






Start 


352 


End 


2161 






GI 


none 


Score 


.61 






Exons 


352.. 580, 1388.. 1589, 2079.. 


2161 








Seq. No. 


5846 


Seq. ID 


OJ991103 

VX \J _/ _^ J_ A \J *J 


_03.0125 


.C5 


Gene No. 


12353 


Strand, 


+ 






Start 


352 


End 


2161 






Name 


OJ991103 03.0125.C5.ol.np 


Method 


AAT /NAP 






Start 


359 


End 


583 






GI 


2914695 


Score 


182 






Exons 


359. .583 










GI Descrip. 


(AC003974) putative ubiquitin carboxyl 


1~ & ttti i n a 1 


hydrolase 




[Arabidopsis thaliana] 










Seq. No. 


5846 


Seq. ID 


OJ991103 


_03.0125 


.C5 


OCllC V*\J • 


12354 


Strand 








Start 


2813 


End 


2980 






Name 


OJ991103 03.0125.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


349 


End 


575 






GI 


none 


Score 


319 






Exons 


349. .564, 350. .574, 351. .575 








Seq. No. 


5846 


Seq. ID 


OJ991103 


_03.0125 


-C5 


f!I o ti o Mo- 


12354 


Strand 








Start 


2813 


End 


2980 






Name 


OJ991103 03.0125.C5.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


350 


End 


588 






GI 


none 


Score 


103 






Exons 


350. .454, 350. .469, 461. .583 


, 493. .588 








Seq. No. 


5846 


Seq. ID 


OJ991103 


JD3.0125 


.C5 


otJIlt: IN (J. 


12354 


Strand 








Start 


2813 


End 


2980 






Name 


OJ991103 03.0125.C5.o2.gs 


Method 


GENSCAN 






Start 


2813 


End 


2980 






GI 


none 


Score 


.4 






Exons 


2813. .2854, 2924. .2980 










Seq. No. 


5847 


Seq. ID 


OJ991103 


_03.0125 


.C6 



6117 



Gene No. 12355 Strand + 

Start 1 End 561 

Name OJ991103_03 . 0125 .C6 . ol . np Method AAT/NAP 

Start 1 End 272 

GI 5123951 Score 186 

Exons 1..272 

GI Descrip. (AL079349) putative protein [Arabidopsis thaliana] 



Seq. No. 5847 Seq. ID 

Gene No. 12355 Strand 

Start 1 End 

Name OJ991103_03 . 0125 .C6 . ol . gs Method 

Start 153 End 

GI none Score 

Exons 153. . 561 



OJ991103_03.0125.C6 
+ 

561 

GENSCAN 

561 

.54 



: =1 
*SsF 



■i3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
< ^ Gene No . 
□ Start 
[J Name 
Start 
GI 

Exons 



5847 

12356 

1485 

OJ991103_03.0125.C6.o2.gs 

1485 

none 

1485. .1544, 1676. .1829, 3293. 
6862. .7349, 7477. .7552, 8242. 
9572. .10089 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991103_03.0125.C6 
+ 



10089 
GENSCAN 
10089 
.66 

3368, 3478.-3569, 4106. .4122, 
8355, 8489. .8578, 8743.-8929, 



5847 . 
12357 
12580 

OJ991103_03.0125.C6.o4.gs 
12580 
none 

12580. .12593, 12669 12829, 13690 
15887. .16023 



Seq. ID OJ991103_03.0125.C6 

Strand + 

End 16311 

Method GENSCAN 

End 16023 

Score .54 

13805, 14061. . 14130, 



Seq. No. 5847 

I.! Gene No. 12357 

r ^ Start 12580 

Name OJ991103_03 . 0125 .C6. o2 . gp 

U Start 12701 

i!3 GI none 

Exons 12701. 

15539. 



Seq. ID OJ991103_03.0125.C6 

Strand + 

End 16311 

Method AAT/GAP 

End 16311 

Score 2181 



,12829, 13545. .13805, 14061. 
15755, 15887.. 16311 



14130, 14328. .14401, 



Seq. No. 5847 Seq. ID 

Gene No. 12357 Strand 

Start 12580 End 

Name OJ991103_03 . 0125 .C6. o3 . np Method 

Start 14200 End 

GI 6642645 Score 

Exons 14200. .14221, 15523.. 15748 

GI Descrip. (AC012395) putative RING zinc finger protein [Arabidopsis 
thaliana] 



OJ991103_03.0125.C6 
+ 

16311 
AAT/NAP 
15748 
149 



Seq.- No. 
Gene No. 
Start 



5847 

12358 

11421 



Seq. ID 

Strand 

End 



OJ991103_03.0125.C6 
12460 



6118 



Name 

Start 

GI 

Exons 



OJ991103_03 . 0125 . C6 . o3 . gs Method GENSCAN 

11421 End 12460 

none - Score . 5 

11421. .11915, 12099. .12258, 12297.. 12460 



Seq. No. 


5847 


Seq. ID 


OJ991103_03.0125.C6 


Gene No. 


12358 


Strand 




Start 


11421 . 


End 


12460 


Name 


OJ991103 03.0125.C6.o2.np 


Method 


AAT/NAP 


Start 


11481 


End 


12178 


GI 


6957701 


Score 


268 


Exons 


11481. .11897, 12074. .12178 






GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 




OCI^ • xu 


h.TQQiirn 03 0195 rfi 


Gene No. 


1 93S8 


C+- r*a nH 

O LX Cll ILi 




Start 


114 91 




1 94 fifl 


Name 


D.TQQ1103 0? 0195 ffi nl rrn 


Mot" H r\r\ 


AAT /HAP 


Start 


11760 


End 


12451 


GI 


none 


Score 


920 


Exons 


11760 llftftQ 190QQ 194M 

XX / UW. .XXOO?; Xlu7 J . . XtT JX 






Seq. No. 


5847 




O.TQQ1103 03 0195 Pfi 


Gene No. 


1 93S9 

XL JJ7 


oux di 




Start 


1 68Q3 

XUO 7 J 


End 


1 Q5Q1 

X 7 J JX 


Name 


O.7QQ1103 03 01 9S Pfi n9 t-r 




X D XJ.M.O X /V • X C O O 


Start 


171 


End 


15745 


GI 


none 


Score . 


73 


Exons 


171 251 15S54 15745 15565 


15738 




Seq. No. 


584 7 

J O *i / 


• XU 


O.TQQ1 1 03 03 01 95 Pfi 


Gene No. 


1 93SQ 

Xt JJ? 


jlx aiiu. 




Start 


1 68 Q3 


FnH 


1 Q5Q1 

X JJ7X 


Name 


OTQQ1 1 03 03 019=; Pfi n3 hni ' 


L v Je CilOU 


TRT ZlQTY • Ma i to 
1 Diirto 1 A . Via. J_ Z tr 


Start 


171 _ 


End 


15916 


GI 


none 


Score 


65 


Exons 


171. .251, 15550. .15741, 15553 


. .15759, 


15554. .15760, 




15563." .15766, 15875.. 15916 






Seq. No. 


5847 


Seq. ID 


OJ991103_03.0125.C6 


Gene No. 


12359 


Strand 




Start 


16893' 


End 


19591 


Name 


OJ991103 03.0125.C6.o2.ts 


Method 


TBLASTX : Soybean 


Start 


171 


End 


15745 


GI 


none 


Score 


74 


Exons 


171.. 251, 15551. .15745, 15563 


. .15739 




Seq. No. 


5847 


Seq. ID 


OJ991103_03.0125.C6 


Gene No. 


12359 


Strand 




Start 


16893 


End 


19591 


Name 


OJ991103 03.0125.C6.o4rtm 


Method 


TBLASTX: Maize 


Start 


7126 


End 


8985 


GI 


none 


Score 


158 


Exons 


7126.. 7227, 7146.. 7349, 7291. 


.7356, 7474. .7548, 7475. .7558 



7478. .7555, 8263. .8316, 8265. .8327, 8314. .8358, 8485. .8577, 
8486. .8578, 8487. .8579, 8488. .8580, 8737. .8964, 8739. .8975, 
8740.. 8985, 8742.. 8969 



6119 



'J 



Seq. No. 


5847 




Seq. ID 


OJ991103_03.0125 


.C6 


Gene No. 


12359 




Strand 






Start 


16893 




End 


19591 




Name 


OJ991103_03.0125.C6. 


ol . tm 


Method 


TBLASTX: Maize 




o car t 






End 


12427 




GI 


none 




Score 


117 




Exons 


10682. .10774, 10685. 


.10771, 


1068 6. .10811, 10687. .10782, 






10687. .10821, 11475. 


.11642, 


11480. .11641, 114 81. .11642, 






11482. .11643, 11519. 


.11653, 


11645. .1189.0, 11646. .11918, 






11646. .11888, 12088. 


.12153, 


12088. .12162, 12089. .12202, 






12095. .12232, 12311. 


.12427 








oeq . WO . 


DOH t 




Seq. ID 


OJ991103_03.0125 




Gene No. 


12359 




Strand 






Start 


16893 




End 


19591 




Name 


OJ991103 03. 0125. C6. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


13542 




End 


14132 




GI 


none 




Score 


222 




Exons 


13542. .13805, 13583. 


.13804, 


14064. .14129, 14085. .14132 




Seq. No. 


5847 




Seq. ID 


OJ991103_03.0125 


.C6 


Gene No. 


12359 




Strand 






Start 


16893 




End 


19591 




Name * 


OJ991103 03. 0125. C6. 


o3.gp 


Method 


AAT/GAP 




Start 


16540 




End 


19591 




GI 


194 1.R1084 




Score 


1831 




Exons 


16540. .17012, 17117. 


.17264, 


17660. .17704, 17832. .1794 6, 






18039. .18160, 18873. 


.18917, 


19552. .19591 




GI Descrip. 


■ 3334144/sp | P93411 | CG1C_0RYSA 1. 0e-147 


Gl/S-SPECIFIC CYCLIN 



Seq. No. 
Gene No. 
Start 
i 7 Name 
?~ Start 
U ■ GI 
Lj Exons 

i!3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



C-TYPE >gi_1695698_dbj__BAA13181_ 
sativa] 1 



(D86925) C-type cyclin [Oryza 



5847 
12359 - 
16893 

OJ991103_03.0125.C6.o2.tm 

16886 

none 

16886. .17008, 16895 .. 17011, 
17114. .17263, 17118. .17264, 
17644. .17700, 1764 6 17699, 
17829. .17933, 17830 .. 17943, 
18027. .18158, 18037. .18159, 

5847 

12359 

16893 

OJ991103_03.0125.C6.o5.gs 

16893 

none 

16893. .17012, 17117. .17264, 
18039. .18210, 18360. .18383 

5847 

12359 

16893 



Seq. ID OJ991103_03.0125.C6 
Strand 

End 19591 

Method TBLASTX : Maize 

End 19589 

Score 134 
16896. .17012, 17112. .17264, 
17120. .17266, 17140. . 17271, 
17659. .17706, 17 660 .. 177 10, 
17831. .17944, 18016 .. 18162, 
18038. .18163, 19470. .19589 

Seq. ID OJ991103_03.0125.C6 
Strand 

End 19591 

Method GENSCAN 

End 18383 

Score .84 
17660. .17830, 17832. .17946, 



Seq. ID 

Strand 

End 



OJ991103 03. 0125. C6 



19591 



6120 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991103 03.0125.C6.o4.np 



Method AAT/NAP 



16896 
3334144 
16896. .17012, 
18039. .18160, 
Gl/S-SPECIFIC 



End 19591 
Score 887 
17117. .17264, 17660. .17704, 17832 
18873. .18917, 19552.. 19591 
CYCLIN C-TYPE gi | 1695698 | dbj | BAA1318 1 | 



17946, 

(D86925) 



C-type cyclin [Oryza sativa] 

5847 Seq. ID 

12359 Strand 

16893 End 

OJ991103_03 . 0125 . C6 . ol . tc Method 

16962 End 

none Score 
16962. .17012, 17114. .17263, 
17838. .17867, 17873 .. 17947 , 



OJ991103_03.0125.C6 
19591 

TBLASTX: Cress 
17962 
151 

17115. .17264, 17837. .17866, 
17873. .17962 



Seq. ID OJ991103_03.0125.C6 
Strand 

End 19591 * 

Method TBLASTX : Soybean 
End 18919 
Score 123 
17263, 17136. .17264, 17181 .. 17264 , 17674 .. 17703, 
17942, 17837. .17944; 1784 3 .. 17 94 1, 1784 8 .. 17 955 , ' 
18159, 18036. .18158, 1804 3 .. 18 162 , 18047 .. 18 163, 
18919 



5847 
12359 
16893 

OJ991103_03.0125.C6.ol.ts 
17135 
none 
17135. 
17829. 
18025. 
18872. 



Seq. No. 

Gene No. 
^ Start 
W Name 
i'U Start 

!! GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



•fce* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5848 Seq. ID 

12360 Strand 
52 End 
OJ991103_03 . 0125 . C7 . ol . gs Method 
52 End 
none Score 
52.. 522 

5848 Seq. ID 

12361 Strand 
11116 End 
OJ991103_03 . 0125 . C7 . o2 . np Method 
11116 End 
5281036 Score 
11116. .11302, 11665.. 12794 
(AL080318) nucleotide sugar 
thaliana] 

5848 Seq. ID 

12361 Strand 

11116 End 

OJ991103_03 . 0125 . C7 . o3 . gp Method 

11305 End 

none Score 
11305. .11676 



OJ991103_03.0125.C7 
+ 

522 

GENSCAN 

522 

.54 



OJ991103_03.0125.C7 
+ 

12794 
AAT/NAP 
12794 • 
1287 



epimerase-like protein [Arabidopsis 



OJ991103_03.0125.C7 
+ 

12794 
AAT/GAP 
11676 
697 



Seq. No. 
Gene No. 
Start 



5848 

12361 

11116 



Seq. ID OJ991103_03.0125.C7 
Strand + 
End 12794 



6121 





Name 


OJ991103 03.0125.C7.o4.gp 


Method 


AAT/GAP 






Start 


11854 


End 


12430 






GI 


41448 2.R1084 


Score 


923 






Exons 


11854. .12430 










GI Descrip. 


'3193316 3.0e-40 (AF069299) 


contains 


similarity to 


nucleotide 






sugar epimerases [Arabidopsis thaliana] 1 






Seq. No. 


5848 


Seq. ID 


OJ991103_03. 


0125. C7 




Gene No. 


12362 


Strand 


+ 






Start 


18909 


End 


20491 






Name 


OJ991103 -03.0125.C7.o3.np 


Method 


AAT/NAP 






Start 


18909 


End 


20491 






GI 


5803254 


Score 


724 






Exons 


18909. .19723, 19851 .. 20040, 


20163. .20491 






GI Descrip. 


(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 








AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 






predicted gene; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


5848 


Seq. ID 


OJ991103_03. 


0125. C7 






12363 


Strand 


+ 






Start 


22181 


End 


22646 






Name 


OJ991103 03.0125.C7.o7.gp 


Method 


AAT/GAP 






Start 


22181 


End 


22646 






GI 


none 


Score 


928 




=i 


Exons 


22181. .22646 . 








S? 

n 


Seq. No. 


5848 


Seq. ID 


OJ991103_03. 


0125. C7 


ii 


Gene No. 


12364 


Strand 








Start 


1 


End 


435 




=j 


Name 


OJ991103 03-0125. C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


312 






GI 


3334144 


Score 


190 




: a 


Exons 


1..150, 281. .312 










GI Descrip. 


Gl/S-SPECIFIC CYCLIN C-TYPE gi 1 1695698 | dbj | BAA1318 1 


I (D86925) 


a. 
J 




C-type cyclin [Oryza sativa] 









4 Seq. No. 
A Gene No. 
3 Start 
= Name 
Z Start 
J GI 
Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103 03. 0125. C7 



5848 
12364 
1 

OJ991103_03.0125.C7.ol.gp 
44 

194_1.R1084 
44. .150, 281. .435 

, 3334144/sp|P93411|CGlC_ORYSA 1 . Oe-147" Gl/S-SPECIFIC CYCLIN 
C-TYPE >gi_1695698_dbj_BAA13181_ (D86925) C-type cyclin [Oryza 
sativa] ' 



435 

AAT/GAP 

435 

422 



Seq. No. 5848 Seq. ID OJ991103_03 . 0125 . C7 

Gene No. 12365 Strand 

Start 2679 End 2775 

Name OJ991103_03 . 0125 . C7 . o2 . gp Method AAT/GAP 

Start 2679 End 2775 

GI LIB3477-003-P1-K1-E9 Score 136 

Exons 2679.. 2775 

GI Descrip. 1 24 98586/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



6122 



Seq. No. 5848 Seq. ID OJ991103_03 . 0125 . C7 

Gene No. 12366 Strand 

Start 12161 End 13188 

Name OJ991103_03 . 0125 .C7 .o5 .gp Method AAT/GAP 

Start 12161 End 12674 

GI 41448_1.R1084 Score 836 

Exons 12161. .12674 

GI Descrip. ' 5281036/emb | CAB45972 . 1 | 1.0e-39 (AL080318) nucleotide sugar 
epimerase-like protein [Arabidopsis thaliana] ' 



Seq. No. 5848 Seq. ID 

Gene No. 12366 Strand 

Start 12161 End 

Name OJ991103_03 . 0125 . C7 . 06 . gp Method 

Start 12548 End 

GI none Score 

Exons 12548. .13188 



OJ991103_03.0125.C7 

13188 
AAT/GAP 
13188 
1200 



Seq. No. 


5848 




Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12367 




Strand 






Start 


13479 




End 


16472 




Name 


OJ991103 03. 0125. C7 


.o4 .gs 


Method 


GENSCAN 




Start 


13479 




End 


16472 




'GI 


none 




Score 


.58 




Exons 


13479. .13762, 15997 


. .16157, 


16462. .16472 




Seq. No. 


5848 




Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12368 




'Strand 






Start 


21879 




End 


25201 




Name 


OJ991103 03. 0125. C7 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


11483 




End 


11902 




GI 


none 




Score 


88 




Exons 


11483. .11578, 11704 


. .11832, 


11717. .11902 




Seq. No. 


5848 * 




Seq. ID . 


OJ991103_03.0125 


.C7 


Gene No. 


12368 




Strand 






Start 


21879 




End 


25201 




Name 


OJ991103 03. 0125. C7 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11717 




End 


12769 




GI 


none 




Score 


466 




Exons 


.11717. .12097, 11758 


. .11832, 


11887. .12096, 12106. .12474, 






12107. .12475, 12523 


. .12747, 


12524. .12769 




Seq. No. 


5848 




Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12368 




Strand 






Start 


21879 




End 


25201 




Name 


OJ991103 03. 0125. C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11777 




End 


11983 




GI 


none 




Score 


287 




Exons 


11777. .11983, 11779 


. .11832 








Seq. No. 


5848 




Seq. ID 


OJ991103_03.0125 


-C7 


Gene No. 


12368 




Strand 






Start 


21879 




End 


25201 




Name 


OJ991103 03. 0125. C7 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11906 




End 


12793 





6123 



GI 

Exons 



none 

11906. .12100, 11983. .12099, 

12311. .12451, 12427. .12474, 

12565. .12747, 12566.. 12793 



Seq. No. 5848 

Gene No. 12368 

Start 21879 

Name OJ991 103_03 . 0125 . C7 . o2 . tm 

Start . 12047 

GI none 

Exons 12047. .12097, 12106 .. 12474 , 
12523. .12747, 12524. .12769 



Score 225 
12091. .12375, 12104. .12475, 
12527. .12565, 12532 12564 , 



Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

Method TBLASTX : Mai ze 

End 12769 

Score 63 
12107. .12475, 12508. .12606, 



Seq. No. 5848 

Gene No. 12368 

Start 21879 

Name OJ991 103_03 . 0 125 . C7 . o5 . tm 

Start 19149 

GI none 

Exons 19149. .19190, 19152 19229, 



Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

Method TBLASTX : Maize 

End 19472 

. Score 44 

19214. .19468, 19230. .19472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5848 

12368 

21879 

OJ991103_03.0125.C7.o6.gs 

21879 

none 

21879. .21883, 2254 1 22866, 

5848 

12368 

21879 

OJ991103_03.0125.C7.ol.tw 

22485 

none 

22485. .22850, 224 97 .. 22847 , 

5848 

12368 

21879 

/OJ991103_03 . 0125 . C7 . ol . 'tm 
22512 
none 

22512. .22967, 22513 .. 22974 , 
22985. .24352 



Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

. Method GEN SCAN 

End 25125 

Score . 8 
22982. .25125 

Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

Method TBLASTX: Wheat 

End 22851 

Score 336 
22498. .22851 

Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

Method TBLASTX: Maize 

End 24354 

Score 513 
22982. .23476, 22984 .. 24354, 



Seq. No. 5848 

Gene No. 12368 

Start 21879 

Name OJ991103_03 . 0125 . C7 . o3 . ts 

Start 22512 

GI none 

Exons 22512. .22943, 22521 22940, 
22991. .23143, 23023.... 23157 ' 



Seq. No. 



5848 



Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

Method TBLASTX : Soybean 

End 23166 

Score 187 
22522. .22977, 22987 . .23166, 



Seq. ID OJ991103_03.0125.C7 



6124 



Gene No. 12368 Strand 

Start 21879 End 25201 

Name OJ991103_03. 0125.C7 .o4 .np Method AAT/NAP 

Start 22512 End 25201 

GI 2160156 Score 3448 

Exons 22512. .25201 

GI Descrip. (AC000132) Strong similarity to S. pombe leucyl-tRNA synthetase 

(gb|Z73100). [Arabidopsis thaliana] 



beq. no. 


5848 






Seq. ID 


OJ991103_03.0125 




Gene No. 


12368 






Strand 






Start 


21879 






End 


25201 




Name 


OJ991103 03. 0125. CI. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


22513 






End 


22883 




GI 


none 






Score 


214 




Exons 


22513. 


.22878, 22515. 


.22883 








Seq. No. 


5848 






Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12368 






Strand 






Start 


21879 






End 


25201 




Name 


OJ991103 03. 0125. CI. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start ■ 


23248 






End 


23589 




GI 


none 






Score 


228 




Exons 


23248. 


.23589, . 23249. 


.23587, 


23251.. 23589 




Seq. No. 


5848 






Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12368 






Strand 






Start 


'21879 






End 


25201 




Name 


OJ991103 03. 0125. C7. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


23590 






End 


24352 




GI 


none 






Score 


255 




Exons 


23590. 


.23823, 23591. 


.23821, 


23818. .24351, 23822.. 24352 





Seq. No. 5848 

Gene No. 12368 

Start 21879 

Name OJ991103_03 . 0125 . C7 . 08 . gp 

Start 23890 

GI LIB3475-007-P1-K1-D9 

Exons 23890.. 24425 

GI Descrip. '2160156 2.0e-81 (AC000132) Strong similarity to S. pombe 

leucyl-tRNA synthetase (gb_Z73100) ; [Arabidopsis thaliana] 1 



Seq. ID OJ991103_03.0125.C7 
Strand 

End 25201 

Method AAT/GAP 

End 24425 

Score 1060 



Seq. No. 


5848 






Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12368 






Strand 






Start 


21879 






End 


25201 




Name 


OJ991103 03. 


0125. CI, 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


24352 






End 


24688 




GI 


none 






Score 


280 




Exons 


24352. .24687 


, 24419, 


. .24688 








Seq. No. 


5848 






Seq. ID 


OJ991103_03.0125 


.C7 


Gene No. 


12368 






Strand 






Start 


21879 






End 


25201 




Name 


OJ991103 03. 


0125. C7. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start ' 


24390 






End 


24702 




GI 


none 






Score 


266 





6125 



ru 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24390. .24698, 24391 .. 24702, 24419.. 24700 

OJ991103 03. 0125. C7 



Q Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5848 
12368 
21879 

OJ991103_03.0125.C7.o2.tc 

24916 

none 

24916. .25200, 24926.. 25201 

5849 

12369 

1293 

OJ991103_03.0125.C8.ol.gs 

1293 

none 

1293. .1502 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25201 

TBLASTX: Cress 

25201 

272 



OJ991103_03.0125.C8 
+ 

1502 
GENSCAN 
1502 
.93 



OJ991103 03. 0125. C8 



5849 Seq. ID _ 

12370 Strand 
1 End 306 

OJ991103_03 . 0125 . C8 . ol . np Method AAT/NAP 

1 End 306 

2160156 Score 369 

1..306 

(AC000132) Strong similarity to S. pombe leucyl-tRNA synthetase 
(gb|Z73100). [Arabidopsis thaliana] 



5849 Seq. ID 

12371 Strand 

2455 End 

OJ991103_03.0125.C8.ol.tc Method 

20 End 

none Score 

20. .241, 22. .282, 22. .153, 208. .291 

5849 Seq. ID 

12371 Strand 

2455 End 

OJ991103_03.0125.C8.o3.ts Method 

34 End 

none " Score 

34. .153, 38. .172, 208. .297, 209. .298 



5849 

12371 

2455 

OJ991103_03.0125.C8.o2.gs 

2455 

none 

2455. .3180, 3478. .3591 

5849 

12371 

2455 

OJ991103_03.0125.C8.ol.tm 
2465 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ991103_03.0125.C8 
3591 

TBLASTX: Cress 

291 

132 



OJ991103_03.0125.C8 
3591 

TBLASTX : Soybean 

298 

120 



OJ991103_03.0125.C8 

3591 
GENSCAN 
3591 
.97 



OJ991103_03.0125.C8 
3591 

TBLASTX: Maize 
3180 



6126 



GI r5 ^ - "none Score 173 

Exons 2465.. 2671, 2467.. 2718, 2467.. 2730, 2468.. 2746, 2716.. 2868, 

2720.. 2842, 2875.. 2991, 2879.. 2941, 2953.. 2994, 3052.. 3180, 
3056. .3175 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5849 Seq. ID 

12371 Strand 

2455 End 

OJ991103_03 . 0125 . C8 . o2 . np Method 

2470 End 

5123942 Score 

2470.. 3180, 3475.. 3566 



OJ991103_03.0125.C8 

3591 
AAT/NAP 
3566 
649 



GI Descrip. (AL07934 9) putative protein [Arabidopsis thaliana] 



Seq. No. 


5849 






Seq. ID 


OJ991103_03.0125 


.C8 


Gene No. 


12371 






Strand 






Start 


2455 






End 


3591 




Name 


OJ991103 03 


.0125.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2473 






End 


2653 




GI 


none 






Score 


136 




Exons 


2473. .2640, 


2474. .2653 










Seq. No. 


5849 






Seq. ID 


OJ991103_03.0125 


.C8 


Gene No. 


12371 






Strand 






Start 


2455 






End 


3591 




Name 


OJ991103 03 


. 0125.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2473 






End 


2689 




GI 


none 






Score 


129 




Exons 


2473. .2673, 


2474 . .2584, 


2609. 


.2689 







Seq. No. 5849 

Gene No. 12371 

Start 2455 

Name OJ991103_03 . 0125 . C8 . ol . ts 

Start 2689 

GI none 

Exons 2689.. 2721, 2714.. 2842, 2716. 
3112.. 3174 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2871, 



OJ991103 03. 0125. C8 



3591 

TBLASTX : Soybean 
3174 
85 

2875. .2994, 2879. .2941, 



Seq. No. 5850 Seq. ID OJ991103_03 . 0125 . C9 

Gene No. 12372 Strand + 

Start 1 End 2843 

Name OJ991103_03 . 0125 . C9 . o2 . np Method AAT/NAP 

Start 1 " End 2843 

GI 6069646 Score 472 

Exons 1..28, 1853.. 2843 

GI Descrip. (AP000616) similar to putative reverse 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse transcriptase 

[Oryza sativa] 



transcriptase 
1| (AP001129) 
F9013 genomic 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 5850 Seq. ID 

Gene No. 12373 Strand 

Start 6921 End 

Name OJ991103_03 . 0125 . C9 . ol . gp . -Method 

Start 6760 End 



OJ991103_03.0125.C9 
+ 

9914 

AAT/GAP 

7201 



6127 



GI 

Exons.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 
Jl Start 
'[J GI 
^ Exons 

'!f Seq. No. 
^ Gene No. 
: LJ Start 
5 Name 
Start 

Exons 
rs= GI Descrip. 

. ™i 

;J Seq. No. 
^ Gene No. 
^ Start ' ' 

Name 

Start 

GI 

Exons 



701961 

6760.. 7005, 7167.. 7201 

5850 

12373 

6921 

OJ991103_03.0125.C9.o3.gs 

6921 

none 



Score 



394 



Seq. ID OJ991103_03.0125.C9 

Strand + 

End 9914 

Method GENSCAN 

End 9895 

Score . 48 . 



6921.. 7005, 7912.. 8018, 8626.. 9444, 9790.. 9895 



Seq. ID OJ991103_03.0125.C9 

Strand + 

End 9914 

Method AAT/NAP 

End 9914 

Score 773 



5850 
12373 
6921. 

OJ991103_03.0125.C9.o4.np 
8659 
5803254 

8659.. 9444, 9545.. 9697, 9790.. 9914 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031(E31854),D15683(C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



5850 

12374 

173 

OJ991103_03.0125.C9.ol.gs 
173 
. none 



Seq. ID OJ991103_03.0125.C9 
Strand 

End 2864 

Method GENSCAN 

End 2864 

Score .89 



173. .314, 431. .649, 1929. .2054, 2354. .2437, 2478. .2864 



5850 
12374 
173 

OJ991103_03.0125.C9.ol.np 
173 

5123942 
173. .314, 431. .496 

(AL079349) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991103_03.0125.C9 
Strand 

End 2864 

Method AAT/NAP 

End 4 96 

Store 188 



5850 

12375 

3269 

OJ991103_03.0125.C9.ol.tc 

171 

none 



Seq. ID OJ991103_03.0125.C9 
Strand 

End 5068 

Method TBLASTX: Cress 

End 4 657 

Score 72 

171. .245, 174. .335, 175. .336, 431. .487, 4390. .4542, 4391. .4537, 
4616. .4657 



Seq. No. 5850 

Gene No. 12375 

Start 3269 

Name OJ991103_03 . 0125 .C9. o2 . ts 

Start 171 

GI none 

Exons 171. .335, 172. .348, 431. .487, 4390 .. 4542 4391 .. 4537, 
-4405. .4539, 4616. .4657 



Seq. ID OJ991103_03.0125.C9 
Strand 

End 5068 

Method TBLASTX : Soybean 

End 4 657 

Score 125 



6128 






Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125 


.C9 




Gene No. 


12375 








Strand 








Start 


3269 








End 


5068 






Name 


OJ991103 03 


.0125 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 








174 








End 


4657 






GI 


none 








Score 


112 






Exons 


174. .320, 174. .335, 175 


. .336, 


431. .490, 


432. .491, 3264. 


. 33: 






3305. .3502, 


3306 


. .3503, 


3518. 


.3652, 3605.. 3661, 3662.. 3775, 






3687. .3779, 


3848 


. .3955, 


3849. 


.3944, 4390. .4542, 4391. .4537, 






4420. .4548, 


4616 


. .4657 












Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125 


C9 






12375 








Strand 








Start 










End 


5068 






Name 


OJ991103 03 


.0125 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


1834 








End 


2181 






GI 


none 








Score 


219 






Exons 


1834. .2091, 


1848 


. .2078, 


1873. 


.2082, 2098.. 2181 






Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125 






CZ o n o Mo 


12375 








Strand 








Start 










End 


5068 






Name 


OJ991103 03 


.0125 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Q 


Start 


2283^ 








, End 


2741 






GI 


none 








Score 


62 




rz 

Ui 


Exons 


2283. .2360, 


2372 


. .2605, 


2373. 


.2603, 2628. .2741 




'•i i i 

\U 


Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125 


.C9 


1= » 


CZ a t"> o Mo 


12375 








Strand 








Start 


3269 








End 


5068 






Name 


OJ991103 03 


.0125 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2372 








End 


2564 






GI 


none 








Score 


204 




■5 


Exons 


2372. .2530, 


2376 


. .2564 










''J 


Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125 


.C9 


L Ji. 


Gene No. 


12375 








Strand 






: ==5 


Start 


3269 








End 


5068 






Name 


OJ991103 03 


.0125 


.C9.o3. 


np 


Method 


AAT/NAP 




Q 


Start 


3248 








End 


4681 




i S5 t 


GI 


5123942 








Score 


783 






Exons 


3248. .3955, 


4 045 


.'.4124, 


4395. 


.4536, 4616..4681 






GI Descrip. 


(AL079349) putative protein [Arabidopsis thaliana] 






Seq. No. 


5850 








Seq. ID 


OJ991103J33.0125 


.C9 






12375 








Strand 








Start 


3269 








End 


5068 






Name 


OJ991103 03 


.0125 


.C9.o2. 


gs 


Method 


GENSCAN 






Start 


3269 








End 


5068 






GI 


none 








Score 


.72 






Exons 


3269.-3979, 


4036 


. .4124, 


4395. 


.4536, 4616. .4837, 5054. .5068 




Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125 


.C9 




Gene No. 


12375 








Strand 








Start 


. 3269 








End 


5068 






Name 


OJ991103 03 


.0125 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


3515 








End 


3955 





6129 



GI 


none 








Score 


49 


Exons 


3515. .3652, 


3561 


. .3599, 


3656. 


.3778, 3687.. 3779, 3848.. 3955, 




3849. .3941 












Seq. No. 


5850 








Seq. ID 


OJ991103_03.0125.C9 


Gene No. 


12376 








Strand 




Start 


9062 








End 


9702 


Name 








LIU 


Method 


TBLASTX: Maize 


Start 


9062 








End 


9702 


GI 


none 








Score 


75 . 


Exons 


9062. .9274, 


9066 


. .9281, 


9066. 


.9287, 9067.. 9285, 9172.. 9294, 




9260. .9382, 


9330 


. .9359, 


9366. 


.9431, 9367.. 9429, 9378.. 9446, 




9379.-9435, 


9521 


. .9607, 


9524. 


.9607, 9610.. 9702, 9611.. 9700 


Seq. No. 


5851 








Seq. ID 


OJ991103_03. 0125. C10 


bene no . 


1 9 111 








Strand 


+ 


Start 


1754 








End 


4378 


Name 


OJ991103 03 


.0125 


.ClO.ol 


.gs 


Method 


GEN SCAN 


Start 


1754 








End 


4378 


GI 


none 








Score 


.72 


Exons 


1754. .1829, 


2023 


. .2132, 


2833. 


.3651, 3753.. 3905, 4001.. 4378 


Seq. No. 


5851 








Seq. ID 


OJ991103_03. 0125. C10 


Gene No. 


12377 








Strand 


+ 


Start 


1754 








End 


4378 


Name 


OJ991103 03 


.0125 


.ClO.ol 


.np 


Method 


AAT/NAP 




2866 








End 


4369 


GI 


5803254 








Score 


897 


Exons 


2866. .3651, 


3753 


. .3905, 


4001. 


.4369 




GI Descrip. 


(AP000399) : 


ESTs 


C97429(C60159) ,D22427 (C11106) , 




AU07803KE31854) 


, D15683 (C1084) correspond to a region of the 




predicted gene; 


hypothetical protein 


[Oryza sativa] 


Seq. No. 


5851 








Seq. ID 


OJ991103_03. 0125. C10 


Gene No. 


12378 








Strand 






4840 








End 


9511 


Name 


OJ991103 03 


.0125 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1062 








End 


5460 


GI 


none 








Score 


60 


Exons 


1062. .1163, 


1076 


. .1156, 


4948. 


.5064, 5065.. 5298, 5066.. 5254, 




5311. .5460 












Seq. No. 


5851 








Seq. ID 


OJ991103_03. 0125. C10 


bene ino . 


12378 








Strand 




Start 


4840 








End 


9511 


Name 


OJ991103 03 


.0125 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1088 








End 


5256 


GI 


none 








Score 


122 


Exons 


1088. .1204, 


4867 


. .5067, 


5143. 


.5256 




Seq. No. 


5851 








Seq. ID 


OJ991103JD3. 0125. C10 


Gene No. 


12378 








Strand 




Start 


4840 








End 


9511 


Name 


OJ991103 03 


.0125 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3269 








End 


4105 


GI' 


none 








Score 


166 


Exons 


3269. .3439, 


3271 


. .3480, 


3273. 


.3494, 3274.. 3492, 3563.. 3643, 



6130 



3575. .3652, 3585. .3653, 3732. .3815, 3744. .3827, 3752. .3826, 
3816.. 3935, 3842.. 3910, 4055.. 4105 



Seq. No. 5851 

Gene No. 12378 

Start 4840 

Name OJ991103_03 . 0125 . CIO . o2 . np 

Start 4840 

GI 6069646 

Exons 4840.. 5453, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7101, 9309.. 9511 



OJ991103JD3. 0125. C10 

9511 
AAT/NAP 
9511 
440 



6257.. 6599, 6882 
(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 5851 

Gene No. 12378 

Start 4840 

Name OJ991103_03 .0125 .C10 . o2 . tm 

Start 6671 

GI none 

Exons 6671.. 6871, 6671.. 6880, 6672. 
6895. .7059 



OJ991103_03. 0125. C10 
9511 

TBLASTX : Maize 

7059 

62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6881, 6873. .7058, 6894. .6920, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852 

12379 

2526 

OJ991103_02.0126.Cl.o2.gs 

2526 

none 

2526. .2720, 3124. .3291, 3385. 



Seq. ID OJ991103_02.0126.C1 

Strand + 

End 9295 

Method GENSCAN 

End 908 6 

Score . 95 



.3474, 3855.. 3991, 4070. 



4301. .4383, 4465. .4571, 5363. .5515, 6902. .6980, 7072. 
7368. .7454, 8368. .8427, 8772. .8890, 8993. .9086 



.4160, 
.7180, 



5852 
12379 
2526 

OJ991103_02.0126.Cl.o2.np 
2535 
6598445 

2535. .2744, 3124. 
4466. .4571, . 5363. 
8993. .9295 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3291, 3855.. 3991, 
5543, 7069. .7180, 



OJ991103_02.0126.C1 
+ 

9295-- • 
■AAT/NAP 
9295 
1044 

4070. .4177, ■ 4252. .4420, 
8368.-8427, 8772. .8890, 



GI Descrip. (AC005168) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852 
12380 

1 ' 

OJ991103_02 . 0126 . CI . ol . np 



3850583 
1..180, 657 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_02.0126.C1 

2113 
AAT/NAP 
2113 
166 



.778, 



1933. .2113 

(AC005278) Contains similarity to transcription initiation 
factor HE, alpha subunit gb 1X634 68 from Homo sapiens. 
[Arabidopsis thaliana] 



6131 





Seq. No. 


5853 




Seq. ID 


OJ991103_02.0126 


.C2 




ucuc NO . 


12381 






l 






Start 


574 




End 


2323 






Name 


OJ991103 02.0126.C2.ol.ts 




Method 


TBLASTX : Soybean 






Start 


571 




End 


744 






GI 


none 




Score 


214 






Exons 


571. .738, 572. .739, 573. .743, 


574. .744 








Seq. No. 


coco 

JOJJ 




Seq. ID 


OJ991103_02.0126 


.C2 




ijene jno . 






Strand 


x 






Start 


574 




End 


2323 






Name 


OJ991103 02.0126.C2.ol.gs 




Method 


GEN SCAN 






Start 


z<l A 
Z> 1 H 




End 


2118 






GI 


none 




Score 


.99 






Exons 


c."7/l "7/11 pen 1 1 yi o i c^o 


1718, 1855. 


.2118 






Seq. No. 


COCO 
JOJJ 




Seq. ID 


OJ991103_02.0126 


.C2 




Gene No. 


±Z Jo ± 




Strand 


+ 






Cf art 


574 




End 


2323 






Name 


- OJ991103 02.0126.C2.ol.np - 




Method 


AAT/NAP 






Start 


574 




End 


2323 






GI 


6598445 




Score 


1104 • 






Exons 


574. .741, 850. .1143, 1542.. 


1718, 1855. 


.2144, 2302. .2323 






GI Descrip. 


(AC005168) unknown protein 


[Arabidopsis thaliana] 




fin 


Seq. No. 


5853 




Seq. ID 


OJ991103 02.0126 


.C2 




Liene wo . 


12381 




Strand 


+ 




l u 

\ sa s 


Start 


574 




End 


2323 






Name 


OJ991103 02.0126.C2.o2.ts 




Method 


TBLASTX : Soybean 




Ly 


Start 


1584 




End 


2010 






GI 


none 




Score 


35 






Exons 


1584. .1640, 1677. .1721, 1846. 


.2010, 1853. .1984, 1854. .2009 




Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126 


.C3 


u 


Gene No. 


12382 




Strand 


+ 




'•>. 1 


Start 


1 




End 


4585 




; . 

!- ~ 




OJ991103 02.0126.C3.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


3193 






GI 


6598445 




Score 


492 




: 

: c 


Exons 


1..189, 537.. 725, 1400. .1526, 


1815. .1957, 2072. .2191, 




t 

: st 




2292.. 2351, 3005.. 3193 












GI Descrip. 


(AC005168) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126 


.C3 




Gene No. 


12382 




Strand 


+ 








1 




End 


4585 






Name 


OJ991103 02.0126.C3.ol.gs 




Method 


GENSCAN 






Start 


51 




End 


3217 






GI 


none 




Score 


.88 






Exons 


51. .204, 294. .404, 558. .725 




1400. .1526, 1815. .1973, 2308. 






3005. .3217 












Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126 


.C3 




Gene No. 


12382 




Strand 


+ 






Start 


1 




End 


4585 






Name 


OJ991103 02.0126.C3.ol.gp 




Method 


AAT/GAP 






Start 


2134 




End 


4585 





6132 



GI 3859_1.R1084 Score 2012 

Exons 2134.. 2191, 2292.. 2351, 3005.. 3504, 4039.. 4585 

GI Descrip. '3426048 6.0e-26 (AC005168) putative hydroxymethylglutaryl-CoA 
lyase precursor [Arabidopsis thaliana] ' 



Seq. No. 5854 
Gene No. 12383 
Start 10393 

Name OJ991103_02 . 0126 . C3 . o3 . gs 

Start 10393 
GI none 
Exons 10393. 

12900. 

14598. 

17974. 



,11103, 11405. 

13037, 13202. 

,14739, 15093. 

,19100, 19486. 

20674. .20809, 20847. 



,11460, 
,13270, 
,15169, 
,19735, 
,20932 



Seq. ID OJ991103_02.0126.C3 

Strand + 

End 20932 

Method . GEN SCAN 

End 20932 

Score .84 
12458. .12581, 12666 .. 12776, 
13516. .13584, 14 4 66. .14519, 
15209. .15323, 1594 3. .16087, 
19847. .19932, 20027 .. 20184 , 



Seq. No. 5854 
Gene No. 12383 
Start , 10393 

Name OJ991 103_02 . 0 126 . C3 . o4 . np 

Start 10421 
GI 2230873 

Exons 10421. .11208, 12440 12776, 

13368. .13429, 13717 13777 , 
14598. .14745 

GI Descrip. (X98494) M phase phosphoprotein 10 [Homo sapiens] 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12900. 

14329. 



13037, 
14380, 



OJ991103^ 
+ 

20932 
AAT/NAP 
14745 
272 

13202 
14466 



02. 0126. C3 



,13276, 
,14519, 



U 

ru 



Seq. No. 5854 

Gene No. 12383 

Start 10393 

Name OJ991103_02 . 012 6 . C3 . 06 . np 

Start 18062 

GI 3377509 

Exons 18062. .19204, 194 61 .. 19735, 
20275. .20351, 20674.. 20737 



Seq. ID OJ991103_02.0126.C3 

Strand + 

End 20932 

Method AAT/NAP 

End 20737 

Score 1545 
19847. .19932, 20027 .. 20184 , 



: is l GI Descrip. (AF056027) auxin transport protein REH1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5854 Seq. ID 

12384 Strand 

23262 End 

OJ991103_02.0126.C3.o4 .gs Method 

23262 End 

none Score 



OJ991103_02.0126.C3 
+ 

27853 . 
GEN SCAN 
27853 
.88 



23262. .23396, 23898 .. 24 628 , 25006 .. 25058 , 25183 .. 25247 , 
25327. .25405, 25823 .. 26122 , 26956 .. 27122 , 27169 .. 27360, 
27788. .27853 



02. 0126. C3 



Seq. No. 5854 Seq. ID OJ991103_ 

Gene No. 12384 Strand + 

Start 23262 End 27853 

Name OJ991103_02 . 0126 . C3 . o4 . gp Method AAT/GAP 

Start 24135 End 25415 

GI 4714793 Score 1251 

Exons 24135. .24628, 25006 .. 25058 , 25183 .. 25247 , 25327.. 25415 

GI Descrip. 6005956/ref | NP_009171 . 1 | pYVHl | 2.0e-15 S. cerevisiae YVH1 
protein-tyrosine phosphatase ortholog 



6133 



:=5 



>gi_5764099_gb_AAD51134.1_AF119226_l (AF119226) dual-specificity 
tyrosine phosphatase YVH1 [Homo sapiens] 



Seq. No. 


5854 




Seq. ID 


OJ991103_ 


02.0126 


.C3 


Gene No. 


12384 




Strand 


+ 






Start 


23262 




End 


27853 






Name 


OJ991103 02. 0126. C3 


. 06 . gp 


Method 


AAT/GAP 






Start 


27058 




End 


27316 






GI 


2275895 




Score 


427 






Exons 


<£ / UDo . . ^ / jlu 












Seq. No. 


5854 




Seq. ID 


OJ991103_ 


02.0126 


.C3 


Gene No. 


12385 




Strand 


+ 






Start 


33419 




End 


34443 






Name 


OJ991103 02. 0126. C3 


.06. gs 


Method 


GENSCAN 






Start 


33419 




End 


34443 






GI 


none 




Score 


.82 






Exons 


33419. .33572, 34241 


. .34443 










Seq. No. 


5854 




Seq. ID 


OJ991103_ 


02.0126 


.C3 


Gene No. 


12386 




Strand 


+ 






Start 


38892 




End 


40163 






Name 


OJ991103 02. 0126. C3 


. olO.np 


Method 


AAT/NAP 






Start 


38892 




End 


40163 






GI 


6630695 




Score 


399 






Exons 


38892. .38983, 39088 


. .39190, 


39279.-39332, 39412. 


.39474, 






39565. .39614, 39694 


. .39769, 


39960. .40163 







y GI Descrip. 



(AP000969) ESTs C97915 (C0113) , C26087 (C11614 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5854 
12387 
1 

OJ991103_02. 0126.C3.o2.np 
1 

4539658 

1..31, 3502.. 3660, 5430. .5454 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ991103_02.0126.C3 
Strand 

10007 
AAT/NAP 
5454 
51 



End 

Method 

End 

Score 



5854 

12387 

1 

OJ991103_02.0126.C3.o2.gs 

4336 

none 



Seq. ID OJ991103_02.0126.C3 
Strand 

End 10007 

Method GENSCAN 

End 10007 

Score .87 



4336. .4569, 4687. .4802, 5049. .5185, 5281. .5444, 6104. .6283, 
6549. .6681, 6945. .7064, 7536. .7588, 7648. .7818, 9056. .9212, 
9259.. 9323, 9864.. 10007 



5854 Seq. ID 

12387 Strand 

1 End 

OJ991103_02.0126.C3.o3.np Method 

4 34 5 End 

547653 Score 



OJ991103_02.0126.C3 

10007 
AAT/NAP ' 
6274 
851 



6134 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4345.. 4569, 4687.. 4802, 5049.. 5185, 5281.. 5444, 5582.. 5662, 
6104.. 6274 

HYDROXYMETHYLGLUTARYL-COA LYASE (HMG-COA LYASE) (HL) 

( 3-HYDROXY-3-METHYLGLUTARATE-COA LYASE) gi | 482999 I pir | | B45470 

hydroxymethylglutaryl-CoA lyase (EC 4.1.3.4) - chicken 



5854 

12387 

1 

OJ991103_02 . 012 6 . C3 . o2 . gp 
5266 

uC-osflM202047h01bl 



OJ991103 02. 0126. C3 



Seq. ID _ 
■ Strand 
End 10007 
Method AAT/GAP 
End 6604 
Score 856 
5266.. 5444, 5582.. 5662, 6104.. 6283, 6549.. 6604 

'3426048 2.0e-43 (AC005168) putative hydroxymethylglutaryl-CoA 
lyase precursor [Arabidopsis thaliana] 1 





Seq. No. 


5854 




Seq. ID 


OJ991103_02 


.0126 


.C3 




Gene No. 


12387 




Strand 












i 
i 






i nnn7 

1UUU / 








Name 


OJ991103 02. 0126. C3 


. o3 . gp 


Method 


AAT/GAP 








Start 


7168 




End 


7633 








GI 


4879942 




Score 


932 








Exons 


7168. .7633 












□ 

i. 1 


Seq. No. 


5854 




Seq. ID 


OJ991103_02 


.0126 


-C3 


is? 


Gene No. 


12388 




Strand 








rfi 


Start 


17362 




End 


18787 








Name 


OJ991103 02. 0126. C3 


. oS.np 


Method 


AAT/NAP 








Start 


17362 




. End 


18787 






i ! f 


GI 


5852084 




Score 


88 








Exons 


17362. .17445, 18740 


. .18787 










\ u 

t: 


GI Descrip. 


(AL117264) zwh0007. 


1 [Oryza 


sativa] 








Seq. No. 


5854 




Seq. ID 


OJ991103_02 


.0126 


.C3 




Gene No. 


12389 




Strand 








i 

' ~L.Z 


Start 


26527 




End 


26716 






[.£ 


Name 


OJ991103 02. 0126. C3 


. o5 . gp 


Method 


AAT/GAP 








Start 


26527 




End 


26716 






hJ 


GI 


4714794 




Score 


278 






■: =r 


Exons 


26527. .26716 












□ 


Seq. No. 


5854 




Seq. ID 


OJ991103_02 


.0126 


.C3 




Gene No. 


12390 




Strand 










Start 


28620 




End 


32847 








Name 


OJ991103 02. 0126. C3 


.o7.gp 


Method 


AAT/GAP 








Start 


28620 




End 


29631 








GI 


31161 1.R1084 




Score 


1362 








Exons 


28620. .28965, 29074 


. .29173, 


29256. .29383, 29477.. 29631 






GI Descrip. 


•639722 8.0e-68 (L27484) calcium-dependent protein 


kinase [Zea 






mays] 1 














Seq. No. 


5854 




Seq. ID 


OJ991103JD2 


.0126 


.C3 




Gene No. 


12390 




Strand 










Start 


28620 




End 


32847 








Name 


OJ991103 02/0126. C3 


. o7 . np 


Method 


AAT/NAP 








Start 


28864 




End 


30750 








GI 


639722 




Score 


1983 







6135 



Exons 28864. .28965, 29074 . . 29173, 29256 29383, 29477 .. 29644 , 

29717. .29832, 29967.. 30750 
GI Descrip. (L27484) calcium-dependent protein kinase [Zea mays] 





Seq. No. 


5854 


Seq. ID 


OJ991103_02.0126.C3 




Gene No. 


12390 


Strand 






Start 


28620" 


End 


32847 




Name 


OJ991103 02.0126.C3.o8.np 


Method 


AAT/NAP 




Start 


30570 


End 


32847 




GI 


4929629 


Score 


237 




Exons 


30570. .30643, 31790 .. 31983, 


32090. .32328, 32454 .. 32560, 






32670. .32847 








GI Descrip. 


(AF151838) CGI-80 protein [Homo sapiens] 




Seq. No. 


R Q d A 


Seq. ID 


OJ991103_02.0126.C3 




Gene No. 


izoy i 


Strand 






Start 


o /oio 


End 


40162 




Name 


OJ991103 02.0126.C3.o4.tc 


Method 


TBLASTX: Cress 




Start 


39 


End 


422 






none 


Score 


160 




Exons 


39. .203, 43. .204, 291. .422, 


293. .403 






Seq. No. 


5854 


Seq. ID 


OJ991103_02.0126.C3 




Gene No. 


12391 


Strand 




■s 


Start 


37518 


End 


40162 


"1 

CT 


Name 


OJ991103 02.0126.C3.o8.ts 


Method 


TBLASTX : Soybean 


'ft 

! a 


Start 


60 


End 


662 


y 


GI 


none 


Score 


145 


3 


Exons 


60. .203, 61. .204, 291. .404, 


293. .415, 555.-662 




Seq. No. 


5854 


Seq. ID 


OJ991103_02.0126.C3 


i =? 


Gene No. 


12391 


Strand 




; : : 

y 


Start 


37518 


End 


40162 




Name 


OJ991103 02.0126.C3.ol3.tm 


Method 


TBLASTX: Maize 


1 


Start 


306 


End 


1906 




GI 


none 


Score 


136 


'"4 


Exons 


306. .404, 307. .438, 308. .418, 544. .732, 


548.-733, 548. .733 






555. .758, 1397. .1492, 1399.. 


1506, 1401. 


.1526, 1807. .1905, 


■J 
: s. 




1808.. 1906, 1820.. 1906 






.J 

;3 


Seq. No. 


5854 


Seq. .ID 


OJ991103_02.0126.C3 




Gene No. 


12391 


. Strand 






Start 


37518 


End 


40162 




Name 


OJ991103 02.0126.C3.ol6.tm 


Method 


TBLASTX: Maize 




Start 


1955 


End 


3181 




GI 


none 


Score 


37 




Exons 


1955.. 1972, 2085.. 2195, 2086 


..2163, 2087. .2206, 2087. .2191, 



2130. .2198, 2277. .2351, 2280. .2369, 2985. .3176, 2999. .3175, 
3002. .3181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5854 

12391 

37518 

OJ991103 

4337 

none 



02.0126.C3.o9.tm 



Seq. ID OJ991103_02.0126.C3 



Strand 
End 

Method 

End 

Score 



40162 

TBLASTX: Maize 

4537 

243 



4337. .4528, 4347. .4529, 4372.-4536, 4373. .4537 



6136 





Seq. No. 


5854 








Seq. ID 


OJ991103 


_02.0126.C3 




Gene No. 


1^ jy± 








Strand 








Start 


37518 








End 


40162 






Name 


OJ991103 02. 


0126 


.C3.o3. 


tc 


Method 


TBLASTX : 


Cress 




Start 


4372 








End 


5161 






GI 


none 








Score 


212 






Exons 


4372. .4590, 


4373 


. .4573, 


4512 


..4580, 4652. .4786, 


4681. .4803, 






4684. .4803, 


4688 


. .4804, 


4976 


..5161, 5047. .5160 






Seq. No. 


5854 








Seq. ID 


OJ991103 


_02.0126.C3 




Gene No. 


12391 








' Strand 








Start 


37518 








End 


40162 






Name 


uj y y± iuo y z . 


m 0 & 


p-J -.-3 


zs 


Method 


TBLASTX : 


ooyoean 




Start 


4378 








End 


6289 






GI 


none 








Score 


221 






Exons 


4378. .4590, 


4379 


. .4567, 


4390 


..4572, 4684. .4803, 


4691. .4804, 






4976. .5185, 


5023 


. .5187, 


5043 


..5198, 5047. .5184, 


5067. .5186, 






5271. .5366, 


5275 


. .5457, 


5320 


..5451, 5582. .5659, 


6101. .6289, 






6108. .6269 
















Seq. No. 


5854 








Seq. ID 


OJ991103 


_02.0126.C3 




Gene No. 


12391 








Strand 






r sr. 


Start 


37518 








End 


40162 




.J 


Name 


r\ tqqi 1 m no 


m 0 c 


. Lj .Of,* 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


4684 








End 


6260 




. i t 


GI 


none 








Score 


119 




■■11 


Exons 


4684. .4803, 


4684 


. .4803, 


4691 


..4804, 4694. .4804, 


4976. .5185, 






4984. .5187, 


5047 


. .5184, 


5067 


..5186, 5271. .5366, 


5275. .5445, 






5278. .5436, 


5582 


. .5668, 


5582 


..5659, 5583. .5684, 


6101. .6259, 


■M 

! iS 




6102. .6260 














Seq. No. 


5854 








Seq. ID 


OJ991103 


_02.0126.C3 


\ 


Gene No . 


1 O *3Q1 








Strand 








Start 


37518 








End 


40162 




: rf 

. i 


Name 


OJ991103 02. 


0126 


,C3.o3. 


tw 


Method 


TBLASTX: 


Wheat 


"-4 


Start 


5582 








End 


6286 




■~ 


GI 


none 








Score 


59 




: s? 


Exons 


5582. .5659, 


5583 


. .5684, 


6099 


..6269, 6100. .6267, 


6101. .6286, 


: 




6102. .6272 














:= | 


beq. no. 


JOD4 * 








Seq. ID 


OJ991103 


no ni no 




Gene No. 


12391 








Strand 








Start 


37518 








End 


40162 






Name 


OJ991103 02. 


0126 


.C3.ol2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


10525 








End 


10716 






GI 


none 








Score 


247 






Exons 


10525. .10716 


, 10545. .10631, 


10612. .10665 






Seq. No. 


5854 








Seq. ID 


OJ991103 


_02.0126.C3 




Gene No. 


12391 








Strand 








Start 


37518 








End 


40162 






Name 


OJ991103 02. 


0126 


.C3.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


12456 








End 


12956 






GI 


none 








Score 


65 






Exons 


12456. .12521, 12457 .. 12513, 


12630. .12776, 12646 


. .12777, 






12653. .12778 


, 12653. .12778, 


12654. .12779, 12898 


. .12954, 



6137 




12898. .12954, 12899 .. 12955, 12900.. 12956 



Seq. No. 


5854 






Seq. ID 


OJ991103_02.0126. 


C J 


Gene No. 


12391 






Strand 






Start 


37518 






End 


40162 




Name 


OJ991103 02. 0126. C3. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


12680 






End 


12989 




GI 


none 






Score 


146 




Exons 


12680. 


.12781, 12681. 


.12779, 


12898. .12975, 12898 .. 12963, 






12899. 


.12988, 12900. 


.12989 








Seq. No. 


5854 






Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 






Strand 






Start 


37518 






End 


40162 




Name 


OJ991103 02. 0126. C3. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


12731 






End 


13037 




GI 


none 






Score 


67 




Exons 


12731. 


.12781, 12732. 


.12779, 


12899. .13036, 12900. .13037 




Seq. No. 


- 5854 






Seq. ID 


OJ991103_02.0126. 


Co 


Gene No. 


12391 






Strand 






Start 


37518 






End 


40162 




Name 


OJ991103 02. 0126. C3. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


14327 






End 


14739 




GI 


none 






Score 


104 




Exons 


14327. 


.14383, 14329. 


.14382, 


14465. .14518, 14466. .14522, 






14595. 


.14672, 14595. 


.14639, 


14689. .14739 




Seq. No. 


5854 






Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 






Strand 






Start 


37518 






End 


40162 




Name 


OJ991103 02. 0126. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


18061 






End 


20770 




GI 


none 






Score 


344 




Exons 


18061. 


.18435, 18062. 


.18289, 


18347. .18436, 18466 .. 18588, 






18467. 


.18631, 18512. 


.18631, 


18752. .18898, 18775 .. 18867 , 






18961. 


.19023, 18965. 


.19024, 


19500. .19565, 19605 .. 19736, 






19607. 


.19738, 19607. 


.19750, 


19842. .19949, 19844. .19939, 






20025. 


.20177, 20026. 


.20190, 


20272. .20352, 20274 20351, 






20657. 


.20770, 20674. 


.20745 








Seq. No. 


. 5854 






Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 






Strand 






Start 


37518 






End 


40162 




Name 


OJ991103 02. 0126. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18061 






End 


18400 




GI 


none 






Score 


425 




Exons 


18061. 


.18399, 18062. 


.18400 








Seq. No. 


5854 






Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 






Strand 






Start 


37518 






End 


40162 




Name 


OJ991103 02. 0126. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18065 






End 


18436 




GI 


none 






Score 


363 




Exons 


18065. 


.18436, 180.88. 


.18435 









6138 



I u 



Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 




Strand 






Start 


3 /51o 




End 


40162 




Name 


OJ991103 02. 0126. C3. 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


18401 




End 


18634 




GI 


none 




Score 


55 




Exons 


18401. .18436, 18402. 


.18434, 


18403. .18435, 184 66 .. 18588 , . 






18467. .18631, 18512. 


.18634 








Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


i i n n i 

12391 




Strand 






Start 


37518 




End 


40162 




Name 


OJ991103 02. 0126. C3. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


18466 




End 


18631 




GI 


none 




Score 


245 




Exons 


18466. .18591, 18467. 


.18631, 


18512. .18625 




Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 




Strand 






Start 


37518 




End 


40162 




Name 


OJ991103_02.0126.C3. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


1 o o o n 




End 


20740 




GI 


none 




Score 


75 




Exons 


18980. .19024, 19500. 


.19523, 


19575. .19736, 19592 .. 19729, 






19598. .19738, 19812. 


.19949, 


19841. .19948, 1994 1 20183, 






20026. .20190, 20187. 


.20327, 


20271. .20348, 20272 20349, 






20657. .20740 










Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 




Strand 






Start 


3 /bio 




End 


40162 




Name 


OJ991103 02. 0126. C3. 


06. tm 


Method 


TBLASTX: Maize 




Start 


19613 




End 


20103 




GI 


none 




Score 


206 




Exons 


19613. .19735, 19614. 


.19736, 


19616. .19738, 19812 .. 1994 9, 






19844. .19939, 20025. 


.20102, 


20026. .20103 




Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 




Strand 






Start 


37518 




End 


40162 




Name 


OJ991103 02. 0126. C3. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


19637 




End 


20328 




GI 


none 




Score 


87 




Exons 


19637. .19723, 19647. 


.19736, 


19650. .19727, 20023 .. 20190, 






20025. .20180, 20272. 


.20328 








Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 




Strand 






Start 


37518 




End 


40162 




Name 


OJ991103 02. 0126. C3. 


ol7 . tm 


Method 


TBLASTX: Maize' 




Start 


'20104 




End 


20737 




GI 


none 




Score 


106 




Exons 


20104. .20190, 20109. 


.20180, 


20272. .20349, 20274 .. 20348 , 






20660. .20737 










Seq. No. 


5854 




Seq. ID 


OJ991103_02.0126. 


C3 


Gene No. 


12391 




Strand 







6139 



Start 
Name 
Start 
GI 

Exons 



37518 End 

OJ991103_02 . 0126 . C3 . o2 . tra Method 

24191 End 

none Score 



40162 

TBLASTX: Maize 

25078 

81 



24191. .24244, 24192 24257 , 24299. . 24 628, 24306 24 626, 
24533.-24628, 24544 .. 24633, 25004 25078, 25007.. 25057 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5854 
12391 
37518 
OJ991103 
24210 
none 
24210 
24489 
25320 
26065 



02.0126.C3.o6.ts 



24257, 
24623, 
25403, 
26115, 



24302. 
24494. 
25324. 
26266. 



.24376, 
.24628, 
.25398, 
.26421, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24306. .24377, 
25004. .25078, 
25933. .26052, 
26306. .26473, 



OJ991103 02. 0126. C3 



40162 

TBLASTX: Soybean 
26473 
46 

24429. .24626, 
25176. .25256, 
25938. .26090, 
26306. .26461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5854 Seq. ID 

12391 Strand 

37518 End 
OJ991103_02 . 012 6 . C3 . olO . tm Method 

25863 End 

none Score 

25863. .25886, 25864 25902, 25897 

25945. .26037, 25947 26120, 26066 



OJ991103 02. 0126. C3 



40162 

TBLASTX: Maize 
26395 
37 

26121, 25940. .26035, 

26122, 26304. .26393, 



26304. .26393, 26305 .. 26394 , 26306.. 26395 



5854 

12391 

37518 

OJ991103_02.0126.C3.ol.tc 

28915 

none 

28915. .28965, 29077. 
29477. .29629, 29592. 
29965. .30771, 29969. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_02.0126.C3 
40162 

TBLASTX: Cress 

30772 

75 



29172, 29255. .29383, 29261 .. 29383, 
29651, 29714. .29833, 29720 ., 29833, 
30772 



Q Seq. No. 5854 

ri Gene No. 12391 

Start 37518 
Usl Name " OJ991103_02 . 0126 . C3 . o4 . tw 

Start 28915 

GI none 

Exons 



Seq. ID OJ991103_02.0126.C3 



Strand 
End 

Method 

End 

Score 



40162 

TBLASTX: Wheat 

29566 

42 



28915. .28965, 29111 .. 29173, 29230 .. 29355, 29238 29369, 
29245. .29400, 29255 .. 29383, 29453.. 29566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5854 
12391 
37518 
OJ991103 
28918 
none 
28918 
29255 



02.0126.C3.o5.tm 



.28968, 
.29383, 



28918, 
29258, 



.28965, 
.29380 



Seq. ID 

Strand. 

End 

Method 

End 

Score 



OJ991103_02.0126.C3 
40162 

TBLASTX: Maize 

29383 

53 



29072. .29173, 29074 .. 29172 , 



Seq. No. 



5854 



Seq. ID OJ991103_02.0126.C3 



6140 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12391 
37518 

OJ991 103_02 . 012 6 . C3 . ol . ts 

29255 

none 

29255. .29383, 29477 29629, 
29968. .30765, 29999 .. 30577 , 

5854 

12391 

37518 

OJ991103_02.0126.C3.ol.tm 

29472 

none 

29472. .29642, 29474 29638 , 
29717. .29833, 29959 .. 304 59, 



Seq. No. 5854 

Gene No. 12391 

Start 37518 

Name OJ991103_02 . 012 6 . C3 . ol . tw 

Start 29968 

GI none 

Exons 29968. .30318, 29981.. 30292 



Strand 

End 40162 

Method TBLASTX : Soybean 

End 307 65 

Score 394 
29714. .29815, 29813 .. 29833, 
30641. .30748 

Seq. ID OJ991103_02.0126.C3 
Strand 

End 40162 

Method TBLASTX : Mai ze 

End 30793 

Score 106 
29714. .29854, 29715 29828, 
29965. .30771, 29996.. 30793 

Seq. ID OJ991103_02.0126.C3 
Strand 

End 40162 

Method TBLASTX : Wheat 

End 30318 

Score 225 



ru 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5854 
12391 
37518 ' 

OJ991103_02.0126.C3.o2.tw 

30322 

none 

30322. .30600, 30323.. 30577 



5854 

12391 

37518 

OJ991103_02.0126.C3, 

31791 

none 

31791. .31991, 31810, 



Seq. ID OJ991103_02.0126.C3 
Strand 

End 40162 

Method TBLASTX : Wheat 

End 30600 

Score 265 



Seq. ID OJ991103_02.0126.C3 
Strand 

40162 

TBLASTX: Soybean 
32109 
118 



End 

Method 
End 
Score 



olO.ts 

.31986, 31815. .31991, 32086. .32109 



5854 

12391 

37518 

OJ991103_02 . 0126 . C3 . oil . tm 

32117 

none 

32117. .32302, 32125 .. 32307 , 



Seq. No. 5854 

Gene No. 12391 

Start 37518 

Name OJ991103__02 . 0126 . C3 . o5 . ts 

Start 33420 

GI none 

Exons 33420. .33464, 334 64 33523, 
38702. .38764, 38877 .. 38981, 



Seq. ID OJ991103_02.0126.C3 
Strand 

End 40162 

. Method TBLASTX: Maize 

End 32329 

Score 210 
32126. .32329, 32136.. 32327 

Seq. ID OJ991103_02.0126.C3 
Strand 

End 40162 

Method TBLASTX : Soybean 

End 40162 

Score 4 5 
33521. .33565, 38234 .. 38281, 
38879. .38974, 39092 .. 39190, 



6141 



39097. .39183, 39273 .. 39323, 39278.-39334, 394 12 . . 39474 , 
39412. .39474, 39692 39769, 40070.. 40162 



Seq. No. 


5854 




Seq. ID 


OJ991103 


_02.0126 


-C3 


Gene No. 


12391 




Strand 


- 






Start 


37518 




End 


40162 






Name 


OJ991103 02. 0126. C3. 


o7 .gs 


Method 


GEN SCAN 






Start 


37518 




End 


37687 






GI 


none 




Score 


.54 






Exons 


37518. .37551, 37677. 


.37687 










Seq. No. 


5854 




Seq. ID 


OJ991103 


_02.0126 


.C3 


Gene No. 


12391 




Strand 








Start 


37518 




End 


40162 






Name 


OJ991103 02. 0126. C3. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


38744 




End 


40159 






GI 


none 




Score 


36 






Exons 


38744.-38779, 38877. 


.38981, 


38879.-38962, 39085 


. .39189, 






39092. .39190, 39273. 


.39320, 


39412. .39474, 39433 


. .39474, 






39553. .39618, 39561. 


.39614, 


39686. .39820, 39691 


• .39807, 






39936. .39980, 40082. 


.40159 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



5855 Seq. ID OJ991103_02 . 0126 . C5 

12392 Strand + 

1295 End 6912 

OJ991103_02.0126.C5.o2.np Method AAT/NAP 

1295 End 6912 

6063554 Score 167 

1295.. 1338, 5179.. 5420, 6075.. 6106, 6743.. 6912 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



OJ991103_02.0126.C5 
+ 

6912 
AAT/GAP 
1384 
107 



5855 Seq. ID 

12392 Strand 
1295 End 
OJ991103 J)2 . 0126 . C5 . ol . gp Method 
1304 End 
5867_1.R1084 Score 
1304. .1384 

*464986/sp|P35132 |UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



5855 Seq. ID 

12392 Strand 

1295 End 

OJ991103_02 . 0126 . C5 . o2 . gs Method 

2692 End 

none Score 



OJ991103_02.0126.C5 
+ 

6912 
GENSCAN 
3316 
. 97 



2692. .2781, 3089.. 3168, 3238.. 3316 

5855 Seq. ID OJ991103_02 . 0126 . C5 



6142 



in 



Gene No . 




Strand 


+ 




Start 


13963 


End 


15579 




Name 


OJ991103 02.0126.C5.o5.gs 


Method 


GENSCAN 




Start 


13963 


End 


15579 




GI 


none 


Score 


.8 




Exons 


13963. .14074, 14333 .. 14550, 


15466. .15579 




Seq. No. 


5855 


beq. iu 


r\ TQQ1 no 


0126. C5 


Gene No. 


l^o94 


otrana 


+ 




Start 


17691 


Lna 


1 *7 Q Q Q 

i / o y y 




Name 


OJ991103 02.0126.C5.o3.gp 


Method 


AAT/GAP 




Start 


17691 


End 


17899 




GI 


426546 


Score 


341 




Exons 


17691.. 17899 








Seq. No~. 


5855 


Seq. ID 


OJ991103_02. 


0126. C5 


Gene No. 


12395 


Strand 


+ 




.Start 


23608 


End 


23747 




Name 


OJ991103 02.0126.C5.o4.np 


Method 


AAT/NAP 




Start 


23608 


End 


23747 




GI 


6630695 


Score 


104 




Exons 


23608. .23747 








GI Descrip. 


(AP000969) ESTs 097915(00113), C26087 i 


(C11614) correspond to 




region of the predicted gene 


. ; hypothetical protein 


: [Oryza 




sativa] 








Seq. No. 


5855 


Seq. ID 


OJ991103_02. 


0126. C5 


Gene No. 


12396 


Strand 






Start 


1 


End 


12662 




Name 


OJ991103 02.0126.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


8206 




GI 


3649772 


Score 


73 




Exons 


1..42, 865. .1069, 1313. .1384 


, 8166. .8206 




GI Descrip. 


(Z98547) predicted using hexExon; MAL3P3.18 (PFC0425w) , 




Hypothetical protein, len: 4551 aa [Plasmodium falciparum] 


Seq. No. 


5855 


Seq. ID 


1 OJ991103_02. 


0126. C5 


Gene No . 


12396 


Strand 






Start 


1 


End 


12662 




Name 


OJ991103 02.0126.C5.ol.gs 


Method 


GENSCAN • 




Start 


302 


End 


1016 




GI 


none 


Score 


.96 




Exons 


302. .566, 865. .1016 








Seq. No. 


5855 


Seq. ID 


OJ991103_02. 


0126. C5 


Gene No. 


12396 


Strand 






Start 


1 


End 


12662 




Name 


OJ991103 02.0126.C5.o3.gs 


Method 


GENSCAN 




Start 


5161 


End 


6729 




GI 


none 


Score 


.65 




Exons 


5161.. 5227, 5232.. 5327, 5347 


..5703, 6611. .6729 




Seq. No. 


5855 


Seq. ID 


OJ991103_02. 


0126. C5 


Gene No. 


12396 


Strand 






Start 


1 


End 


12662 




Name 


OJ991103 02.0126.C5.o3.np 


Method 


AAT/NAP 




Start 


5270 


End 


12318 





6143 



GI 6552743 Score 369 

Exons 5270.. 5363, 8186.. 8318, 8481.. 8632, 8744.. 8907, 9019.. 9282, 

9529.. 9651, 9787.. 9852, 12134.. 12318 

GI Descrip. (AC013482) T26F17.11 [Arabidopsis thaliana] 

Seq. No. 5855 Seq. ID OJ991103_02 . 0126 .C5 

Gene No. 12396 Strand 

Start 1 End 12662 

Name OJ991103_02 . 0126.C5 . o2 . gp Method AAT/GAP 

Start 7304 End 7576 

GI 61605_1.R1084 Score 442 

Exons 7304.. 7576 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5855 

12396 

1 

OJ991103_02.0126.C5.o4 .gs 

8111 

none 



Seq. ID OJ991103_02.0126.C5 



Strand 
End 

Method 

End 

Score 



12662 
GENSCAN 
12662 
.75 



8111. .8318, 8624. .8700, 8744. .8902, 9624. .9651, 12134 .. 12387 , 
12591. .12662 



5855 

12397 

16787 

OJ991103_02.0126.C5.o6.gs 

16787 

none 



Seq. ID OJ991103_02.0126.C5 



Strand 
End 

Method 

End 

Score 



18139 
GENSCAN 
18139 
.83 



16787. .17110, 17747. .17991, 18040. .18139 



5855 Seq. ID 

12398 Strand 

18951 End 

OJ991103_02.0126.C5.ol.tm Method 

8481 End 

none Score 



OJ991103_02.0126.C5 
23694 

TBLASTX: Maize 

8902 

180 



8481. .8633, 8481. .8633, 8483. .8659, 8483. .8641, 8751. .8831, 
8752. .8808, 8753. .8824, 8755. .8832, 8801. .8830, 8832. .8900, 
8835. .8894, 8840. .8902 



Seq. No. 5855 
Gene No. 12398 
Start 18951 

Name OJ991103_02 . 0126 .C5 .ol . tc 

Start 14448 
GI none 
Exons 14448, 

23250. 

23593. 



.14549, 17899. 
.23321, 23439. 
.23694 



,17997, 
,23513, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17900 

23450 



OJ991103 02.0126. C5 



23694 

TBLASTX: Cress 
23694 
80 

18016, 21110. .21247, 
23524, 23589. .23690, 



Seq. No. 5855 Seq. ID 

Gene No. 12398 Strand 

Start 18951 End - 

Name OJ991103_02 . 0126 .C5 . o7 . gs Method 

Start . 18951 End 



OJ991103_02.0126.C5 

23694 

GENSCAN 

23690 



6144 





GI 


none 


Score 


.88 




Exons 


18951. .19041, 20811. .21080, 


23590. .23690 




Seq. No. 


5856 


Seq. ID 


OJ991103_02.0126.C6 




Gene No. 


12399 


Strand 


+ 




Start 


1 


End 


876 




Name 


OJ991103 02.0126.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


876 




GI 


6630695 


Score 


201 




Exons 


1..90, 176. .251, 656. .876 








GI Descrip. 


(AP000969) ESTs C97915 (C0113) , C26087 (C11614 ) correspond to a 






region of the predicted gene 


. ; hypothetical protein [Oryza 






sativa] 








Seq. No. 


5856 


Seq. ID 


OJ991103 02. 0126. C6 




Gene No. 


12399 


Strand 


+ 




Start 


1 


End 


876 




Name 


OJ991103 02.0126.C6.ol.gp 


Method 


AAT/GAP 




Start 


660 


End 


876 




GI 


426600 


Score 


373 




Exons 


660. .876 






r e 


Seq. No. 


5856 


Seq. ID 


OJ991103_02.0126.C6 


•'scf 
ex 


Gene No. 


12399 - 


Strand 


+ 


i. j 


Start 


1 


End 


876 


: s rt 
: s i b 


Name 


OJ991103 02.0126.C6.ol.tm 


Method 


TBLASTX: Maize 


j'ij 


Start 


662 


End 


862 




GI 


none 


Score 


264 




Exons 


662. .862, 666. .857 






:: : c 


Seq. No. 


5857 


Seq. ID 


OJ991103 02. 0126. C8 


1 y 


Gene No. 


12400 


Strand 


+ 




Start 


1 


End 


153 


uJ 


Name 


OJ991103 02-0126. C8.ol.gp 


Method 


AAT/GAP 


Start 


1 " 


End 


153 




GI 


3763837 


Score 


273 




Exons 


1. .153 






■J 


GI Descrip. 


730580/sp|P41095|RLA0 ORYSA 1.0e-13 60S ACIDIC RIBOSOMAL PROTEIN 


C3 




P0 >gi_455401_dbj_BAA04 668_ 


(D21130) acidic ribosomal protein P0 


:* ™ 




[Oryza sativa] 








Seq. No. 


5858 


Seq. ID 


OJ991103_02.0126.C9 




Gene No. 


12401 


Strand 


+ 




Start 


1 


End 


926 




Name 


OJ991103 02.0126.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


845 




GI 


6498423 


Score 


151 




Exons 


1..174, 577. .662, 746. .845 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


5858 


Seq. ID 


OJ991103_02.0126.C9 




Gene No. 


12401 


Strand 


+ 




Start 


1 


End 


926 




Name 


OJ991103 02.0126.C9.ol.gs 


Method 


GENSCAN 




Start 


577 


End 


926 




GI 


none 


Score 


.46 




Exons 


577. .662, 746. .926 







6145 



cn 
ru 
a 



'isf 



>i3 



Seq. No. 


5858 


Seq. ID 


OJ991103_02.0126.C9 


Gene No. 


12402 


Strand 




otart 


1333 


End 


1430 


Name 


OJ991103 02.0126.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


131 


End 


1430 


GI 


none 


Score 


73 


Exons 


131. .181, 132. .194, 573. .716, 


575. .661, 576. .662, 745. .861, 




746. .862, 1205. .1261, .1206. .1250, 1297. .1422, 1320. .1430, 




1333.. 1422 






Seq. No. 


5858 


Seq. ID 


OJ991103 02. 0126. C9 


Gene No. 


12402 


Strand 


- 


Start 


1333 


End 


1430 


Name 


OJ991103 02.0126.C9.ol.gp 


Method 


AAT/GAP 


Start 


1333 


End 




GI 


LIB3433-057-P1-K1-F3 


Score 


131 


Exons 


1333. .1423 






GI Descrip. 


'730580/spl P41095|RLA0 ORYSA 


l.Oe-13 


60S ACIDIC RIBOSOMAL 




PROTEIN P0 >gi 455401 dbj BAA04668 ( 


D21130) acidic ribosomal 




protein P0 [Oryza sativa] 1 






Seq. No. 


5859 


Seq. ID 


OJ991103_02 .0126. C10 


Gene No . 


12403 " ? ■ 


Strand 


+ 


Start 


215 


End. 


5017 


Name 


OJ991103 02.0126.C10.ol.gs 


Method 


GENSCAN 


Start 


215 


End 


4934 


GI 


none 


Score 


.66 


Exons 


215. .264, 500. .528, 2505. .2992, 3075. 


.3143, 3823.. 3921, 




4001. .4393, 4791. .4934 






Seq. No. 


5859 


Seq. ID 


OJ991103_02 .0126. C10 


Gene No. 


12403 


Strand 


+ 


Start 


215 


End 


5017 


Mamo 
LMdiut; 


OJ991103 02.0126.C10.ol.gp 


Method 


AAT/GAP 


Start 


221 


End 


751 


GI 


LIB3433-057-P1-K1-F3 


Score 


701 


Exons 


221. .264, 416. .751 






GI Descrip. 


, 730580/sp|P41095|RLA0 ORYSA 


l.Oe-13 


60S ACIDIC RIBOSOMAL 




PROTEIN P0 >gi 455401 dbj BAA04668 (D21130) acidic ribosomal 




protein P0 [Oryza sativa] ' 






oeq. no. 


5859 


Seq. ID 


OJ991103_02. 0126. C10 


Gene No. 


12403 


Strand 


+ 


Start 


215 


End 


5017 


Name 


OJ991103 02.0126.C10.o2.gp 


Method 


AAT/GAP 


Start 


691 


End 


926 


GI 


3760950 


Score 


290 


Exons 


691. .926 






Seq. No. 


5859 


Seq. ID 


OJ991103_02. 0126. C10 


Gene No. 


12403 


Strand 


+ 


Start 


215 


End 


5017 


Name 


OJ991103 02.0126.C10.o3.gp 


Method 


AAT/GAP 


Start 


2688 


End 


3878 


GI 


738 4.R1084 


Score 


789 


Exons 


2688. .2992, 3075. .3143, 3823. 


.3878 





6146 




GI Descrip. 1 730580/sp | P4 1095 | RLA0_ORYSA 1.0e-13 60S ACIDIC RIBOSOMAL 

PROTEIN P0 >gi_455401_dbj_BAA04668_ (D21130) acidic ribosomal 
protein P0 [Oryza sativa] 1 



Seq. No. 


5859 








Seq. ID 


OJ991103_02. 0126. CIO 


Gene No. 


12403 








Strand 


+ 


Start 


215 








End 


5017 


Name 


OJ991103 02 


.0126. 


,C10.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2699 








End 


2997 


GI 


none 








Score 


389 


Exons 


2699..2974, 


2743, 


. .2997 








Seq. No. 


5859 








Seq. ID 


OJ991103_02. 0126. CIO 


Gene No. 


12403 








Strand 


+ 


Start 


215 








End 


5017 


Name 


OJ991103 02 


.0126. 


.ClO.ol 


-tc 


Method 


TBLASTX: Cress 


Start 


2708 








End 


4398 


GI 


none 








Score 


300 


Exons 


2708. .2971, 


2749. 


. .2988, 


3074. 


.3145, 3075.. 3146, 3820.. 3927, 




3862. .3924, 


3991. 


. .4395, 


3998. 


.4393, 4000.. 4398 



Seq. -No. 5859 

Gene No. 12403 

Start 215 

Name OJ991103J32 . 0126. ClO.ol .tm 

Start 2729 

GI none 

Exons 2729.-2968, 2743.-2997, 3065. 

3862..3924, 3991.. 4395, 3998. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3145, 3075 
.4393, 4000 



OJ991103_02. 0126. C10 
+ 

5017 

TBLASTX: Maize 
4395 
351 

3146, 3820.. 3927, 
4395 



Seq. No. 5859 
Gene No. 12403 
Start 215 

Name OJ991103_02. 0126. C10. ol.ts 

Start 2732 
GI none 

Exons 2732..2779, 2749.-2784, 2783. 

3075.. 3146, 3820.. 3927, 3862. 
4000. .4395 



Seq. ID OJ991103_02. 0126. C10 

Strand + 

End 5017 

Method TBLASTX : Soybean 

End 4395 

Score 62 

.2971, 2785. .2997, 3065. .3145, 
.3927, 3991... 4395, 3998.. 4393, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5859 

12403 

215 

OJ991103_02. 0126. C10. ol.np 

2735 

730580 



Seq. ID OJ991103_02.0126.C10 



Strand 
End 

Method 

End 

Score 



+ 

5017 
AAT/NAP 
4931 
1433 



2735.-2992, 3075.. 3143, 3823.. 3921, 4001.. 4393, 4791.. 4931 

60S ACIDIC RIBOSOMAL PROTEIN P0 gi | 455401 1 dbj | BAA04668 | (D21130) 

acidic ribosomal protein P0 [Oryza sativa] 



5859 

12403 

215 

OJ991103_02. 0126. C10. ol.tw 

3820 

none 



Seq. ID OJ991103_02. 0126. C10 



Strand 
End 

Method 

End 

Score 



+ 

5017 

TBLASTX: Wheat 

4288 

97 



3820. .3927, 3862. .3924, 3884. .3928, 3990. .4277, 3991. .4284, 



6147 



3991.. 4287, 3998.. 4288 



•is* 

m 

m 

□ 

i * 
i J £ 



Seq. No. 


5859 


Seq. ID 


OJ991103_02. 0126. C10 


Gene No. 


12403 


Strand 


+ 


o Lai u 


215 


End 


5017 


Name 


OJ991103 02.0126.C10.o4.gp 


Method 


AAT/GAP 


Start 


4126 


End 


5017 


GI 


3763837 


Score 


850 


Exons 


4126.. 4393, 4791.. 5017 






GI Descrip. 


730580/sp|P41O95|RLA0 ORYSA 1 


. Oe-13 60S ACIDIC RIBOSOMAL PROTEIN 




P0 >gi 455401 dbj BAA04668 (D21130) acidic ribosomal protein P0 




[Oryza sativa] 






Seq. No. 


5860 


Seq. ID 


OJ991103_02.0126.C11 


Gene No. 


12404 


Strand 


+ 


Start 


133 


End 


1161 


Name 


OJ991103 02.0126-Cll.ol.gs 


Method 


GENSCAN 


Start 


133 


End 


1001 


GI 


none 


Score 


.68 


Exons 


133. .388, 489. .658, 850. .1001 






OcLJ. IN (J • 


5860 


Seq. ID 


OJ991103_02.0126.C11 


Gene No. 


12404 


Strand 


+ 


Start 


- 133 


End 


1161 


Name 


OJ991103 02.0126.Cll.ol.np 


Method 


AAT/NAP 


Start 


238 


End 


1161 


GI 


6598445 


Score 


479 


Exons 


238. .391, 489. .658, 742. .1161 






GI Descrip. 


(AC005168) unknown protein [Arabidopsis thaliana] 


Seq. No. 


5860 


Seq. ID 


OJ991103_02.0126.C11 


Gene No. 


12404 


Strand 


+ 


Start 


133 


End 


1161 


Name 


OJ991103 02.0126.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


928 


End 


1088 


GI 


none 


Score 


206 


Exons 


928. .1086, 1002.. 1088 






Seq. No. 


5861 


Seq. ID- 


OJ991103_02.0126.C12 


Gene No. 


12405 


Strand 




Q+- a vh 


1 


End 


153 


Name 


OJ991103 02.0126.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


153 


GI 


6630695 


Score 


64 


Exons 


1. .153 






GI Descrip. 


(AP000969) ESTs C97915 (C0113) 


, C26087( 


;C11614) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


5862 


Seq. ID 


OJ991013_01.0126.C2 


Gene No. 


12406 


Strand 




Start 


1708 


End 


4016 


Name 


OJ991013 01.0126.C2.ol.gs 


Method 


GENSCAN 


Start 


1708 


End 


4016 


GI 


none 


Score 


.63 


Exons 


1708.. 1804, 2516.. 2599, 2940. 


.3227, 3377. .3444, 3467. .3584, 



3904. .4016 



6148 



:3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



LJ Seq. No. 

: =3 Gene No . 

»t g Start 

! y Name 

B Start 

□ GI 

Exons 



Seq. No. 
Gene No. 
•J Start 
!3 Name 
Start 
GI 

Exons 



5863 

12407 

1 

OJ991013_01.0126.C3.ol.np 
1 

6735365 



Seq. ID OJ991013J)1.0126.C3 

Strand + 

End 2186 

Method AAT/NAP 

End 2132 

Score 1060 



1..203, 318. .383, 483. .571, 664. .754, 853. .999, 1099. .1191, 
1317.. 1484, 1576.. 2132 

(AL137082) putative protein [Arabidopsis thaliana] 



5863 
12407 
1 

OJ991013_01.0126..C3.ol.gs 
54 

none 



Seq. ID OJ991013_01.0126.C3 
Strand + 

2186 
GEN SCAN 
2186 
.98 



End 

Method 
End 
Score 

54. .203, 318. .383, 483. .571, 664. .754, 853. .999, 1099. .1191, 
1317.. 1418, 1563.. 2186 



Seq. ID OJ991013_01.0126.C3 
Strand + 

7289 
AAT/NAP 
7289 
43 



5863 
12408 
5831 

OJ991013_01.0126.C3.o3.np 
5831 
6815562 
5831.. 5854, 7221.. 7289 

(AF184380) gag protein [Human immunodeficiency virus type 1] 



End 

Method 

End 

Score 



5863 

12409 

3678 

OJ991013_01.0126.C3.ol.tc 
2 

none 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method TBLASTX : Cress 

End 700 

Score 212 



2. .205, 3. .206, 315. .386, 317. .382, 484. .573, 486. .572, 665. .700 



5863 

12409 

3678 

OJ991013_01.0126.C3.ol.ts 
2 

none 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method TBLASTX: Soybean ■ 

End 2027 

Score 260 



2. .205, 3. .206, 315. .386, 317. .382, 484. .573, 486. .572, 
665. .700, 704. .754, 706. .753, 841. .930, 942. .992, 949. .999, 
954. .995, 1083. .1172, 1096. .1209, 1104. .1181, 1307. .1414, 
1307. .1417, 1314. .1418, 1923. .2027 



Seq. No. 5863 

Gene No. 12409 

Start 3678 

Name OJ991013_01 . 0126 . C3 . o3 . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 8465 

Method TBLASTX : Mai ze 

End 775 

Score 178 



2. .205, 3. .206, 86. .217, 315. .386, 317. .382, 482. .577, 486. .572, 
704. .775 



6149 



Seq. No. 5863 

Gene No. 12409 

Start 3678 

Name OJ991013_01 .0126.C3.ol .tw 

Start 338 

GI none 
Exons 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method TBLASTX : Wheat 

End 888 

Score 51 



338. .379, 339. .386, 482. .610, 486. .572, 664. .753, 665. .754, 
841. .888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5863 

12409 

3678 

OJ991013_01.0126.C3.o4 .tm 

846 

none 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method TBLASTX : Mai ze 

End 1418 

Score 67 



846. .911, 850. .933, 913. .999, 945. .995, 1095. .1187, 1096. .1209, 
1307. .1417, 1314. .1418 



Seq. No. 
Gene No. 
Start 
Name 
Start 

"f Exons 



5863 

12409 

3678 

OJ991013_01.0126.C3.o2.tc 

952 

none 



Seq. ID OJ991013_01.0126.C3 
Strand 

End ' 84 65 

Method TBLASTX : Cress 

End 1424 

Score 66 \ 



952. .999, 1096. .1209, 1098. .1190, 1307. .1417, 1314. .1424 



Ms Seq. No. 5863 

I'Lj Gene No. 12409 

n Start 3678 

i"l Name OJ991013_01 . 0126 .C3 . o5 . tm 

l ;% Start 1853 

'"•^ GI none 

Til Exons 1853.. 2032, 1854.. 2027 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method TBLASTX: Maize 

End 2032 

Score 276 



Seq.. No. 5863 

Gene No. 12409 

Start 3678 

Name OJ991013_01 . 0126 . C3 . o3 . tw 

Start 1856 

GI none 

Exons 1856.. 1975, 1857.. 2015 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method TBLASTX : Wheat 

End 2015 

Score 177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5863 

12409 

3678 

OJ991013_01.0126.C3.o2.np 

3678 

4586105 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 84 65 

Method AAT/NAP 

End 6422 

Score 447 



3678. .3858, 4314. .4531, 4647. .4883, 5292. .5396, 6365.-6422 
(AL049638) putative protein [Arabidopsis thaliana] 



Seq. No. 5863 

Gene No. 12409 

Start 3678 

Name OJ991013_01 . 0126 . C3 . ol . tm 

Start 4316 

GI none 



Seq. ID OJ991013_01.0126.C3 
Strand 

End 8465 

Method TBLASTX : Mai ze 

End 4883 

Score 144 



6150 




Exons- 4316. .4546, 4335. .4538, 4633. .4695, 4647. .4883, 4692. .4799 



Seq. No. 


5863 




Seq. ID 


OJ991013JD1.0126 


Gene No. 


12409 




Strand 




Start 


3678 




End 


8465 


Name 


OJ991013 01, 


,0126.C3.o3.tc 


Method 


TBLASTX: Cress 


Start 


4316 




End 


4537 


GI 


none 




Score 


82 


Exons 


4316. .4537, 


4335. .4529 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5863 

12409 

3678 

OJ991013_01.0126.C3.o2.ts 

4388 

none 



Seq. ID OJ991013_01. 012.6. C3 
Strand 
End 

Method 
End 
Score 



8465 

TBLASTX : Soybean 

4757 

142 



4388. .4528, 4389.-4529, 4416. .4538, 4647. .4754, 4647. .4757 





Seq. No. 


5863 








Seq. ID 


OJ991013_01.0126.C3 




Gene no. 


iz4 uy 








Strand 






Start 


3678 








End 


8465 




Name 


OJ991013 01. 


0126 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4848 








End 


8465 






none 








Score 


241 


> i 
'= =? 


Exons 


4848. .4949, 


8142 


. .8465, 


8294. 


.8464, 8361.. 8465 




Seq. No. 


5863 








Seq. ID 


OJ991013_01.0126.C3 


I'll 

: cr 


Gene No . 


1^4 uy 








Strand 




.: k 
'•zz: 


Start 


3678 








End 


8465 


w 


Name 


OJ991013 01. 


0126 


,C3.o6. 


tm 


Method 


TBLASTX: Maize 


i. 1 


Start 


6397 








End 


6713 




GI 


none 








Score 


49 




Exons 


6397. .6465, 


6408 


. .6479, 


6419. 


.6484, 6493. .6705, 6504. .6713, 


i: 

r -3 




6522. .6713 












'h . 1 


Seq. No. 


5863 








Seq. ID 


OJ991013_01.0126.C3 




Gene No. 


12409 








Strand 




a. 
: E 


Start 


3678 








End 


8465 


"he? 


Name 


OJ991013 01. 


0126 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7781 








End 


8234 




GI 


none 








Score 


93 




Exons 


7781. .7840, 


7782 


.17853, 


' 7874. 


.8113, 7884. .8117, 7918. .8118, 






7929. .8132, 


8145 


. .8234, 


8154. 


.8234 






Seq. No. 


5863 








Seq. ID 


OJ991013_01.0126.C3 




Gene No. 


12409 








Strand 






Start 


3678 








End 


8465 




Name 


OJ991013 01. 


0126 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8121 








End 


8465 




GI 


none 








Score 


46 




Exons 


8121. .8171, 


8175 


. .8465, 


8184. 


.8435, 8333.. 8464 




Seq. No. 


5864 








Seq. ID 


OJ991013_01.0126.C5 




Gene No. 


12410 








Strand 


+ 




Start 


373 








End 


518 




Name 


OJ991013 01. 


0126 


.CS.ol. 


gs 


Method 


GEN SCAN 




Start 


373 








End 


518 



6151 



GI none Score . 74 

Exons 373.. 518 



Seq. No. 5865 Seq. ID OJ991013_01 . 0126 . C6 

Gene No. 12411 Strand + 

Start 1 End 3453 

Name OJ991013_01 .0126.C6.ol.np Method AAT/NAP 

Start 1 End 409 

GI 4335768 Score 227 

Exons 1. .46, 107.. 183, 268.. 409 

GI Descrip. (AC006284) putative Golgi-associated membrane trafficking 
protein [Arabidopsis thaliana] 



Seq. No. 


5865 




Seq. ID 


OJ991013_01.0126 


.C6 


Gene No. 


12411 




Strand 


+ 




Start 


1 




End 


3453 




Name 


OJ991013 01. 0126. C6 


.ol.gs 


Method 


GENSCAN 




Of a yf- 






End 






GI 


none 




Score 


.42 




Exons 


110. .183, 686. .704, 


3403. .3453 






Seq. No. 


5865 




q prT t n 


OJ991013_01.0126 


.C6 


Gene No. 


12412 




of ranH 
OLI dllu 


+ 




Start 


5525 




FnH 


7974 




Name 


OJ991013_01.0126.C6 


• . to 


Mo f" Vi /""'i 


TBLASTX: Cress 




O Lax. L 


i fid 

J. U *i 




End 


a n r 




GI 


none 




Score 


92 




Exons 


104. .184, 154. .183, 


259. .405, 


266. .376 






Seq. No. 


5865 




Seq. ID 


OJ991013_01.0126 


.C6 


Gene No. 


12412 




Strand 


+ 




Start 


5525 




End 


7974 




Name 


OJ991013 01. 0126. C6 


. o2.tm 


Method 


TBLASTX: Maize 




O L. ai L 


107 




End 


405 




GI 


none 




Score 


109 




Exons 


107. .184, 259. .405, 


266. .376 








Seq. No. 


5865 




Seq. ID 


OJ991013_01.0126 


.C6 


Gene No. 


12412 




Strand 


+ 




Start 


5525 




End 


7974 




Name 


OJ991013 01.0126.C6 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


107 




End . 


435 




GI 


none 




Score 


109 




Exons 


107. .184, 259. .435, 


266. .376, 


270. .410 






Seq. No. 


5865 




Seq. ID 


OJ991013_01.0126 


.C6 


Gene No. 


12412 




Strand 


+ 




Start 


5525 




End 


7974 




Name 


OJ991013 01. 0126. C6 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


5456 




End 


6214 




GI 


none 




Score 


185 




Exons 


5456. .5605, 5470. .5991, 5489.. 


5968, 5989.. 6213, 5990.. 6214 


Seq. No. 


5865 




Seq. ID 


OJ991013_01.0126 


.C6 


Gene No. 


12412 




Strand 


+ 




Start 


5525 




End 


7974 




Name 


OJ991013* 01. 0126. C6 


.ol.ts 


Method 


TBLASTX : Soybean 





6152 




Start 


5456 






End 


7660 




GI 


none 






Score 


483 




Exons 


5456. .5977, 


5470. 


.5976, 5983. 


.6219, 5984.. 6214, 7501.. 7647 




7508. .7660 












Seq. No. 


5865 






Seq. ID 


OJ991013_01.0126 


.C6 


uCHC Vi\J • 


12412 






Strand 


+ 




Start 


5525 






End 


7974 




Name 


OJ991013 01. 


0126. 


C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5456 






End 


5929 




GI 


none 






Score 


429 




Exons 


5456. .5929, 


5461. 


.5928 








Seq. No. 


5865 






Seq. ID 


OJ991013_01.0126 


.C6 


Gene No. 


12412 






Strand 


+ 




Start 


5525 






End 


7974 




Name 


OJ991013 01. 


0126. 


C6.o2.np 


Method 


AAT/NAP 




Start 


5525 






End 


7820 




GI 


5420387 






Score 


227 




Exons 


5525. .6093, 


7591. 


.7820 








GI Descrip. 


(AJ243459) proteophosphoglycan [Leishmania major] 




Seq. No. 


JOUJ 






Seq. ID 


OJ991013_01.0126 


-C6 


OC11C LvKJ » 








Strand 


+ 




Start 


^9^ 






End 


7974 . 




Name 


OJ991013 01. 


0126. 


C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


5894 






End 


6145 




GI 


none 






Score 


69 




Exons 




5990. 


.6145, 6004. 


.6141 






Seq. No. 


5865 






Seq. ID 


OJ991013_01.0126 


.C6 




12412 






Strand 


+ 




Start 


5525 






End 


7974 




Name 


OJ991013 01. 


0126. 


C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


7666 






End 


7974 




GI 


none 






Score 


167 




Exons 


7666. .7854, 


7667. 


.7858, 7862. 


.7972, 7864. .7974 




Seq. No. 


5866 






Seq. ID 


OJ991013_01.0126 


.C7 


\j cue iiw • 


12413 






Strand 






Start 


11 






End 


639 




Name 


OJ991013 01. 


0126. 


C7.ol.gs 


Method 


GENS.CAN ' 




Start 


11 






End 


639 




GI 


none 






Score 


.52 




Exons 


11. .223, 474 


. .639 








Seq. No. 


5867 






Seq. ID 


OJ991013_01.0126 


.C8 


UC11C IN l^J . 


12414 






Strand 






Start 


202 






End 


4 92 




Name 


OJ991013 01. 


0126. 


C8.ol.gs 


Method 


GENSCAN 




Start 


202 






End 


4 92 




GI 


none 






Score 


.42 




Exons 


202.. 492 












Seq. No. 


5868 






Seq. ID 


OJ991013_01.0126 


.C9 


Gene No. 


12415 * 






Strand 






Start 


61 






End 


2227 





6153 




Name 


-OJ991013 01.0126.C9.ol.gs Method 


GENSCAN 




Start 


61 End 


2227 




GI 


none Score 


.54 




Exons 


61.. 218, 826. .1042, 2222.. 2227 






Seq. No. 


5869 Seq. ID 


OJ991013_01 


.0126:C10 


V3CI1C INU . 




+ 




Start 


64 4 End 


2872 




Name 


OJ991013 01.0126.C10.ol.gs Method 


GENSCAN 




Start 


64 4 End 


2589 




GI 


none Score 


.75 




Exons 


644. .789, 1322. .1417, 2248. .2382, 2464. 


.2589 




Seq. No. 


5869 Seq. ID 


OJ991013_01 


.0126. C10 


Gene No. 


12416 Strand 


+ 




Start 


644 End 


2872 




Name 


OJ991013 01.0126.C10.ol.np Method 


AAT/NAP 




Start 


647 End 


2872 




GI 


6572475 Score 


495 




Exons 


647. .789, 1340. .1417, 1981. .2144, 2254. 


.2407, 2464 


. .2623, 




2848. .2872 






GI Descrip. 


(AF099940) Serine/arginine-rich protein [Arabidopsis thaliana] 


Seq. No. 




OJ991013_01 


.0126. C10 




iZfiiD ourana 


+ 




Start 


of± ft Hjna 


2872 




Name 


OJ991013 01.0126.C10.o2.gp Method 


AAT/GAP 




Start 


1584 End 


1985 




GI 


none Score 


747 




Exons 


1584. .1985 






Seq. No. 


5869 Seq. ID 


OJ991013_01 


.0126. C10 




12416 Strand 


+ 




Start 


64 4 End 


2872 




Name 


OJ991013 01.0126.C10.o3.gp Method 


AAT/GAP 




Start 


2105 End 


2706 




GI 


4879390 Score 


716 




Exons 


2105. .2144, 2248. .2382, 2464. .2706 






Seq. No. 


5869 Seq. ID 


OJ991013_01 


.0126. C10 


Cono Mo 


12417 Strand 






Start 


635 End 


1588 




Name 


' OJ991013 01.0126.C10.ol.gp Method 


AAT/GAP 




Start 


635 End 


1588 




GI 


2311461 Score 


403 




Exons 


635. .787, 1338. .1431, 1512. .1588 






Seq. No. 


5869 Seq. ID 


OJ991013_01 


.0126. C10 


Gene No. 


12417 Strand 






O LcHT U 


635 End 


1588 




Name 


OJ991013 01.0126.C10.o2.tm Method 


TBLASTX: Maize 


Start 


636 End 


1547 




GI 


none Score 


105 




Exons 


636. .737, 637. .738, 644. .745, 734. .790, 


742. .777> ' 


746. .790, 




1331... 1492, 1338. .1547, 1338. .1517 






Seq. No. 


5869 Seq. ID 


OJ991013_01 


.0126. C10 



6154 




Gene No. 


12418 








Strand 






O +- -s — A. 

btart 


lb Jo 








End 


2270 




Name 


OJ991013 01 


.0126 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1638 








End 


2270 




GI 


none 








Score 


546 




Exons 


1638. .2003, 


1638 


. .2003, 


1640. 


.2005, 1640. .2008, 2003.. 2143, 




2004. .2144, 


2004 


. .2144, 


2005. 


.2145, 2247. .2270 




Seq. No. 


5869 








Seq. ID 


OJ991013_01.0126 


.C10 


Gene No. 


1 O A 1 Q 








Strand 






Start 


1638 








End 


2270 




Name 


OJ991013 01 


.0126 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1978 








End 


2145 




GI 


none 








Score 


51 




Exons 


1978. .2001, 


1979 


. .2014, 


1990. 


.2139, 2005.. 2145, 2046.. 2144 


Seq. No. 


5869 








Seq. ID 


OJ991013_01.0126 


. L*1U 


Gene No . 


1 O A 1 Q 
lz 4 ± O 








Strand 






Start 


1638 








End 


2270 




Name 


OJ991013 01 


.0126 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1979 








End 


2136 




GI 


none 








Score 


49 




Exons 


1979. .2Q05, 


1979 


. .2125, 


2005. 


.2136, 2007.. 2135 




Seq. No. 


5869 








beq. ID 


ojyyiuio ui.uizb 


. LIU 


Gene No . 


1 O A 1 Q 








Strand 






Start 


1638 








End 


2270 




Name 


OJ991013 01 


.0126 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1996 








End 


2139 




GI 


none 








Score 


185 




Exons 


1996. .2139, 


2005 


. .2136 










Seq. No. 


5870 








Seq. ID 


OJ991013_01.0126 


. LI ft 


Gene No . 


iz h i y 








Strand 


+ 




Start 


519 








End 


2457 




Name 


OJ991013 01 


.0126 


.C14.ol 


.gp 


Method 


AAT/GAP 




Start* . 


519 








End 


795 




GI 


none 








Score 


499 




Exons 


519. .795 














Seq. No. 


5870 








Seq. ID 


OJ991013_01.0126 


.C14 


Gene No . . 


1 O A 1 Q 








Strand 


+ 




Start 


519 








End 


2457 




Name 


OJ991013 01 


.0126 


.C14 .ol 


. gs 


Method 


GENSCAN 




Start 


555 








End 


932 




GI 


none 








Score 


.73 




Exons 


555. .932 














Seq. No. 


5870 








Seq. ID 


OJ991013_01.0126 


.C14 


Gene No. 


12419 








Strand 


+ 




Start 


519 








End 


2457 




Name 


OJ991013 01 


.0126 


.C14 .ol 


.np 


Method 


AAT/NAP 




Start 


555 








End 


2278 




GI 


4056477 








Score 


578 




Exons 


555. .902, 1395.. 


1495, 1830.. 2111, 2216 


. .2278 





GI Descrip. (AC005896) putative ■ RNA-binding protein [Arabidopsis thaliana] 



6155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5870 Seq. ID 

12419 Strand 

519 End 

OJ991013_01 . 0126 . C14 . ol . tc Method 

809 End 

none Score 



OJ991013_01.0126.C14 
+ 

2457 

TBLASTX: Cress 

2281 

121 

1438, 1437. .1514, 



809.. 907, 810.. 905, 1386.. 1436, 1394 
1438. .1497, 1832. .1891, 1836. .1892, 1907. .2113, 1908. .2111, 
1919.. 2089, 1920.. 2108, 1932.. 2108, 2170.. 2268, 2216.. 2281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5870 Seq. ID 

12419 Strand 

519 End 

OJ991013_01.0126.C14 .ol.ts Method 

809 End 

none Score 



OJ991013_01.0126.C14 
+ 

2457 

TBLASTX : Soybean 

2269 

124 



809.. 907, 810.. 905, 1386.. 1436, 1389.. 1496, 1392.. 1436, 
1394. .1438, 1406. .1495, 1438. .1497, 1832. .1873, 1833. .1997, 
1902. .1994, 1917. .1994, 1919. .2089, 1920. .2108, 1992.. 2108, 
1992.. 2093, 2216.. 2269 



La 



,0126.C14.ol.tm 



Seq. No. 5870 
Gene No. 12419 
Start 519 
Name OJ991013_01 
Start 1392 
GI none 

Exons 1392.. 1436, 1818.. 1907, 1832 

1902.. 2111, 2026.. 2115, 2034 
2216.. 2299, 2221.. 2289 



Seq. ID OJ991013_01.0126.C14 

Strand + 

End 2457 

Method TBLASTX: Maize 

End 2299 

Score 59 

.1891, 1866. .2111, 1885. .1974, 
.2090, 2203. .2286, 2216. .2287, 



V! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5870 

12419 

519 

OJ991013_01.0126.C14.ol.tw 

1392 

none 



Seq. ID OJ991013_01.0126.C14 
Strand 
End 

Method 
End 
Score 



+ 

2457 

TBLASTX: Wheat 

2260 

54 



1392. .1436, 1920. .2108, 1928. .2107, 2213. .2260 



5870 Seq. ID 

12419 Strand 

519 End 
OJ991013_01.0i26;'C14.o2.gs * Method 

1445 End 

none Score 

1445. .1495, 1830. .2111, 2216. .2281 



OJ991013_01.0126.C14 
+ 

2457 
GENSCAN 
2281 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991013_01.0126.C14 



5870 
12419 
519 

OJ991013_01.0126.C14.o2.gp 
2018 

43801_1.R1084 
2018. .2111, 2216. .2457 

'4056477 1.0e-16 (AC005896) putative RNA binding protein 
[Arabidopsis thaliaha] 1 



Strand 
End 

Method 

End 

Score 



+ 

2457 
AAT/GAP 
2457 
597 



6156 



Seq. No. 5871 

Gene No. 12420 

Start 148 

Name OJ991013_01 . 0126 . CIS . ol . gp 

Start 148 

GI 48882_1.R1084 

Exons 148.. 621 

GI Descrip. 1 5091597/gb I AC007858 . 1 | 10A19I 7.0e-31 Oryza sativa chromosome 1 
BAC 10A19I, complete sequence' 



Seq. ID OJ991013_01. 0126. CIS 

Strand + 

End 621 

Method AAT/GAP 

End 621 

Score 903 



ry 



Seq. No. 


5871 






Seq. ID 


OJ991013 


01. 


0126 


.C15 


Gene No. 


12421 






Strand 


- 








Start 


103 






End 


611 








Name 


OJ991013 01. 


0126.C15.ol. 


gs 


Method 


GEN SCAN 








Start 


103 






End 


611 








GI 


none 






Score 


. 65 








Exons 


103. .420, 525. .611 














Seq. No. 


5872 






Seq. ID 


OJ991013_ 


01. 


0126 


.C18 


Gene No. 








Strand 


+ 








Start 








End 


2719 








Name 


uj yy iuio ui . 


0126.C18.ol. 


gs 


Method 


GENSCAN 








Start 


14 jy 






End 


2719 










none ■ 






Score 


.61 








Exons 


i4jy . . z i iy 
















Seq. No. 


5872 






Seq. ID 


OJ991013_ 


01. 


0126 


.C18 


Gene No. 


1Z4ZO 






Strand 


+ 








Start 


o / y / 






End 


10498 








Name 


ujyyiuio ui. 


0126.C18.o4. 


gs 


Method 


GENSCAN 








Start 


o /y / 






End 


10498 








GI 


none 






Score 


.51 








Exons 


o /y / . .OOOO/ 


9831. .9970, 


10027 


. .10259, 


10286. .10498 






Seq. No. 


5872 






Seq. ID 


OJ991013 


01. 


0126 


.C18 


Gene No. 


12424 






Strand 


+ 








Start 


14396 






End 


16546 








Name 


OJ991013 01. 


0126.C18.o6. 


gs 


Method 


GENSCAN 








Start 


14396 




End 


16546 








GI 


none 






Score 


.77 








Exons 


14396. .14551 


, 14617. .15537, 16233 .. 16260, 16422. 


.16546 




Seq. No. 


5872 






Seq. ID 


OJ991013_ 


01. 


0126 


.C18 


Gene No. 


12425 






Strand 










Start 


' 3887 






End 


6475 








Name 


OJ991013 01. 


0126.C18.o2. 


gs 


Method 


GENSCAN 








Start 


3887 




End 


6475 








GI 


none 






Score 


.74 








Exons 


3887. .3987, 


6025. .6475 














Seq. No. 


5872 






Seq. ID 


OJ991013_ 


01. 


0126 


.C18 


Gene No. 


12426 






Strand 










Start 


6684 






End 


8154 








Name 


OJ991013 01. 


0126.C18.o3. 


gs 


Method 


GENSCAN 








Start 


6684 






End 


8154 








GI 


none 






Score 


.85 








Exons 


6684. .7122, 


7169. .7398, 


8062. , 


.8154 











6157 



Seq. No. 5872 Seq. ID 

Gene No. 12427 , Strand 

Start 10709 End 

Name OJ991013_01.0126.C18.o5.gs Method 

Start 10709 End 

GI none Score 

Exons 10709. .11498, 11507 . . 12108, 12301 

12788. .12893', 13585 .. 13734 , 13932 



12440, 
14021 



OJ991013_01.0126.C18 

14021 
GENSCAN 
14021 
.82 

12478. .12621, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5872 



Seq. ID OJ991013_01.0126.C18 



12428 Strand 
18365 End 18554 

OJ991013_01 . 0126 . C18 . ol . np Method AAT/NAP 
17039 End 18554 ^ " 

6069646 Score 173 

17039. .17264, 18533.. 18554 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



w 



1.4 



Seq. No. 5872 . . 

Gene No. 12428 

Start 18365 

Name OJ991013_01 . 0126 .C18 . o7 .gs 

Start 18365 

GI none 

Exons 18365.. 18508 

Seq. No. 5873 

Gene No. 12429 

Start . 12 

Name OJ991013_01 . 0126.C19.ol .gs 

Start 12 

GI none 

Exons 12.. 440 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_01.0126.C18 

18554 
GENSCAN 
18508 
.98 



OJ991013_01.0126.C19 
440 

GENSCAN 

440 

.65 



□ Seq. No. 5874 Seq. ID 

i;p Gene No. 12430 Strand 

Start 1 End 

Name OJ991013_01 . 0126 .C20 . ol .np Method 

Start 1 End 

GI 4680184 Score 

Exons 1..1013, 1141.. 1782 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ991013_01.0126.C20 

1782 
AAT/NAP 
1782 
305 



Seq. No. 5875 Seq. ID 

Gene No. 12431 Strand 

Start 1215 End 

Name OJ991013_01 . 0126. C21 . ol . np Method 

Start 1215 End 

GI 6907088 Score 

Exons 1215.. 1456, 1632.. 1769 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ991013_01.0126.C21 

1769 
AAT/NAP 
1769 
295 



6158 





Seq. No. 


5876 




Seq. ID 


OJ991013_ 


01.0126 


.C22 




bene lnu • 


J. £ 4 JjC. 




OLianu 


T 








Start 


1761 




End 


3100 








Name 


OJ991013 01. 


0126.C22.o2.gs 


Method 


GENSCAN 








Start 


1761 




End 


3100 








GI 


none 




Score 


.63 








Exons 


1761. .1967, 


1972.. 2115, 2324 


. .3100 










Seq. No. 


5876 




Seq. ID 


OJ991013_ 


01.0126 


.C22 




Gene No. 


12433 




Strand 












1 




End 


Qfi7 








Name 


OJ991013 01. 


0126.C22.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


396 








GI 


4680186 




Score 


112 








Exons 


1..93, 234.. 


396 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


5876 




Seq. ID 


OJ991013_ 


01.0126 


.C22 






12433 




Strand 










Start 


1 




End 


967 








Name 


OJ991013 01. 


0126.C22.ol.gs 


Method 


GENSCAN 








Start 


207 




End 


967 








' GI 


none 




Score 


.71 






h z$ 


Exons 


207. .408, 789..967 










hi 


Seq. No. 


5877 




Seq. ID 


OJ991013_ 


01.0126 


.C23 


:. ! • 


Gene No. 


12434 




Strand 


+ 






fy 


Cf ar f 
O Ldi l_ 


1618 




End 


4855 






□ 


Name 


OJ991013 01. 


0126.C23.ol.gs 


Method 


GENSCAN 






! J 


Start 


1618 


End 


4855 






. 1 


GI 


none 




Score 


.86 






'==? 
J- £ S 


Exons 


1618. .2289, 


2370.. 2535, 3640 


..3736, 3874. .4011, 


4089. .4185, 


i y 




4242. .4301, 


4592. .4855 










!? 

! s =r 


Seq. No. 


5877 




Seq. ID 


OJ991013_ 


01.0126 


.C23 


' ^£ 


C Ann V)n 


12435 




Strand 


+ 








Start 


7219 




End 


9238 






& 


Name 


OJ991013 01. 


0126.C23.o2.gs 


Method 


GENSCAN 






's » 


Start 


7219 




End 


9238 






Q 


GI 


none 




Score 


.48 








Exons 


7219. .7665, 


7692..8444, 8554 


..8576, 8921.. 9062, 


9179. .9238 




Seq. No. 


5877 




Seq. ID 


OJ991013_ 


01.0126 


.C23 




Gene No. 


12436 




Strand 










Start 


11536 




End 


21540 










OJ991013 01. 


0126.C23.o3.gs 


Method 


GENSCAN 








Start 


11536 




End 


21363 








GI 


none 




Score 


.48 








Exons 


11536. .11633, 11869. .11919, 


13189. .13256, 14195. 


.14268, 








14371. .14485 


, 14509. .14835, 


14938. .15291, 16782. 


.16889, 








18613. .18773 


, 20700. .20770, 


21143. .21363 








Seq. No. 


5877 




Seq. ID 


OJ991013_ 


01.0126 


.C23 




Gene No. 


12436 




Strand 










Start 


11536 




End 


21540 








Name 


OJ991013 01. 


0126.C23.ol.gp 


Method 


AAT/GAP 








Start 


14777 




End 


15131 







6159 



ru 



I Li 



□ 



GI 


572445 




• Score 


4 65 




Exons 


14777. .14835, 14938.. 


15131 








Seq. No. 


5877 




-Seq. ID 


OJ991013_01.0126. 


C23 


Gene No. 


1^4 Jo 




Strand 






Start 


11536 




End 


21540 




Name 


OJ991013 01.0126.C23. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


20370 




End 


' 21044 




GI 


none 




Score 


41 




Exons 


20370. .20411, 20370.. 


20630, 


20533. .21042, 20697.. 21044 . 




Seq. No. 


5877 




Seq. ID 


OJ991013_01.0126. 


C23 


Gene No. 


12436 




Strand 






Start 


11536 




End 


21540 




Name 


OJ991013 01.0126.C23. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


20400 




End 


21062 




GI 


none 




Score 


65 




Exons 


20400. .20624, 20551.. 


20625, 


20656. .20964, 20706.. 21062 




Seq. No. 


5877 




Seq. ID 


OJ991013JU.0126. 


C23 


Gene No. 


12436 




Strand 






Start 


11536 




End 


21540 




Name 


OJ991013 01.0126.C23. 


ol.np 


Method 


AAT/NAP 




Start 


20420 




End • 


21540 




GI 


421955 




Score 


1039 




Exons 


20420. .21540 










GI Descrip. 


hypothetical protein 


4 - potato transposon Tstl 






gi| 21434 | emb | CAA36616 | (X52387) ORF4 


[Solanum tuberosum] 




Seq. No. 


5877 




Seq. ID 


OJ991013_01.0126-. 


C23 


Gene No. 


12436 




Strand 






Start 


11536 




End 


21540 




Name 


OJ991013 01.0126.C23. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20808 




End 


21236 




GI 


none 




Score 


35 




Exons 


20808. .21053, 20819.. 


20860, 


20959. .21054, 21075 .. 21236, 






21076. .21228 










Seq. No. 


5877 




Seq. ID 


OJ991013_01.0126. 


C23 


Gene No. 


12436 




Strand 






Start 


11536 




End 


21540 




Name 


OJ991013 01.0126.C23. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


21066 




End 


21386 




GI 


none 




Score 


207 




Exons 


21066. .21386 










Seq. No. 


5877 




Seq. ID 


OJ991013_01.0126. 


C23 


Gene No . 


12436 




Strand 






Start 


11536 




End 


21540 




Name 


OJ991013 01.0126.C23. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


21075 




End 


21251 




GI 


none 




Score 


117 




Exons 


21075. .21251, 21106. . 


21249 








Seq. No. 


5877 




Seq. ID 


OJ991013_01.0126. 


C23 


Gene No. 


12436 




Strand 






Start 


11536 




End 


21540 





6160 




Name 


OJ991013 01.0126.C23.o2.tm 


Method 


TBLASTX: Maize 




Start 


21081 


End 


21345 






GI 


none 


Score 


91 






Exons 


21081. .21344, 21082.. 21345 










Seq. No. 


5878 


Seq. ID 


n tqqi ni ^ m 


m of, 

U ± c. D 


.C26 


bene no. 




o Tirana 


+ ~~ 






Start 


461 


End 


642 






Name 


OJ991013 01.0126.C26.ol.gs 


Method 


GENSCAN 






Start 


461 


End 


642 . 






GI 


none 


Score 


.57 






Exons 


461. .642 










Seq. No. 


5878 


Seq. ID 


OJ991013_01. 


0126 


.C26 


Gene No. 


12438 


Strand 








OtalL 


767 


End 


2356 






Name 


OJ991013 01.0126.C26.ol.np 


Method 


AAT/NAP 






Start 


767 


End 


2356 






GI 


6907088 


Score 


196 - 






Exons 


767. .908, 1136. .1380, 2018. .2356 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


5878 


Seq. ID 






.C26 


Gene No . 


12439 


Strand 








Start 


1262 


End 


2204 






Name 


OJ991013 01.0126.C26.o2.gs 


Method 


GENSCAN 






Start 


1262 


End 


2204 






GI 


none 


Score 


. 67 






Exons 


1262. .1386, 1707. .1814, 2189. 


.2204 








Seq. No. 


5879 


Seq. ID 


c\ tq Qi m "3 m 




.C27 


bene no . 


12440 


Strand 


+ ~ 






Start 


939 


End 


1755 






Name 


OJ991013 01.0126.C27.ol.gs 


Method 


GENSCAN 






Start 


939 


End 


1755 






GI 


none 


Score 


.56 






Exons 


939.. 1011, 1583.. 1755 










Seq. No. 


5879 


Seq. ID 


OJ991013_01. 


0126 


-C27 


Gene No. 


12441 


Strand 










4110 


End 


4641 






Name 


OJ991013 01.0126. C27.o2.np 


Method 


AAT/NAP 






Start. % 


4110 


End 


4641 






GI 


4680186 


Score 


185 






Exons 


4110. .4272, 4579. .4641 










GI Descrip.. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


5879 


Seq. ID 


OJ991013_01. 


0126 


.C27 


Gene No. 


12442 


Strand 








otail. 


1 


End 


3361 






Name 


OJ991013 01.0126.C27.ol.np 


Method 


AAT/NAP" 






Start 


1 


End 


3361 






GI 


4680179 


Score 


444 






Exons 


1. .40, 2244. .3361 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


5879 


Seq. ID 


OJ991013_01. 


0126 


.C27 



6161 



Gene No. 12442 Strand 

Start 1 End 

Name OJ991013_01 . 0126 . C27 . ol . tm Method 

Start 2576 End 

GI none Score 

Exons 2576.. 2872, 2697.. 2843 



3361 

TBLASTX: Maize 

2872 

64 



Seq. No. 5879 

Gene No. 12442 

Start 1 

Name OJ991013_01 . 0126 . C27 . ol . tw 

Start 2756 

GI none 

Exons 2756.. 3130 



Seq. ID OJ991013_01.0126.C27 
Strand 

End 3361 

Method TBLASTX : Wheat 

End 3130 

Score 230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



No. 



Q Seq. « w 

!.3 Gene No. 

?r% Start 

!!!! Name 

! .b s Start 

p GI 

f-J Exons 

i-j § Seq. No. 

Gene No. 

! !L Start 

U Name 

H Start 

| s & GI 

'. =i Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5880 
12443 
4728 

OJ991013_01.0126.C28.o2.gs 
4728 
none 

4728. .4866, 5439. .5560 

5881 
12444 
384 

OJ991013_01.0126.C29.ol.gs 
384 
none 

384. .477, 636. .816, 865.-943 

5881 
12445 
1247 

OJ991013_01.0126.C29.o2.gs 
-1247 
none 

1247. .3052, 3308. .3683, 3806. .3917, 4501. .4521, 4719. .4857 



Seq. ID OJ991013_01.0126.C28 
Strand 

End 5560 

Method GENSCAN 

End 5560 

Score .41 



Seq. ID OJ991013_01.0126.C29 

Strand + 

End 94 3 

Method GENSCAN 

End 943 

Score . 63 



Seq. ID OJ991013_01.0126.C29 
Strand 

End 5199 

Method GENSCAN 

End 4 857 

Score .45 



5881 

12445 ... • 

1247 

OJ991013_01.0126.C29.ol.np 
1250 

4234852 ■ 



Seq. ID OJ991013_01.0126.C29 
Strand 

End 5199 

Method AAT/NAP 

End 5199 

Score 3602 



1250. .3169, 3264. .4733, 4776. .5199 
(AF082133) gag-pol polyprotein- [Zea mays] 



5881 

12445 

1247 

OJ991013_01.0126.C29.o5.tm 

1289 , 

none 

1289. .1486, 1523. .1753, 1533. 



Seq. ID OJ991013_01.0126.C29 
Strand 

End 5199 

Method TBLASTX : Mai ze 

End 1753 

Score 65 
.1697 



Seq. No. 



5881 



Seq. ID OJ991013_01.0126.C29 



6162 



i 1 



bene no . 


1 O A A 

±ZQ 4D 








btrana 




Start 


1247 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1301 








End 


1768 


GI 


none 








Score 


45 


Exons 


1301. .1768, 


1302. 


.1415, 


1485. 


.1673 




Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126.C29 


Gene no. 


1 O A A C 








Strand 




Start 


1247 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1304 








End 


1877 


GI 


none 








Score 


56 


Exons 


1304. .1480, 


1496. 


.1876, 


1533. 


.1700, 1794.. 1877 


Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126.C29 


Gene No . 


1 o a A c: 








Strand 




Start 


1247 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1766 








End 


2197 


GI 


none 








Score 


133 


Exons 


1766. .2062, 


1767. 


.1922, 


2036. 


.2197 




Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126.C29 


Gene No. 


12445 








Strand 




Start 


IZ4 i 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1862 








End 


2642 


GI 


none 








Score 


88 


Exons 


1862. .2311, 


2025. 


.2156, 


2093. 


.2311, 2288.. 2602, 2297.. 2641, 




2547. .2642 












Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126.C29 


Gene No. 


1 9 A A c: 
1^4 40 








Strand 




Start 


1247 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2249 








End 


2642 


GI 


none 








Score 


107 


Exons 


2249. .2641, 


2334. 


.2486, 


2538. 


.2642 




Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126.C29 


Gene No. 


12445 








Strand 




o tart 


T 94*7 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2312 








End 


2770 


GI 


5509260 








Score 


188 


Exons 


2312. .2770, 


2334. 


.2723 








GI Descrip. 


- 












Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126.C29 


Gene No. 


12445 








Strand 




Start 


1247 








End 


5199 


Name 


OJ991013 01 


.0126. 


C29.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2423 








End 


2683 


GI 


none 








Score 


102 


Exons 


2423. .2683, 


2424. 


.2681 









6163 




Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


bene wo . 










Strand 






Start 


1247 








End 


5199 




Name 


OJ991013 01 


.0126.C29.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


3350 








End 


3748 




GI 


none 








Score 


38 




Exons 


3350. .3523, 


^A £9 


^^9 A 
. . jjZ ft , 


3527. 


.3676, 3527.. 3748 




Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


Gene No. 


12445 








Strand 








194 7 
XZfl / 








End 


5199 




Name 


OJ991013 01 


.0126 


.C29.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3353 








End 


3999 




GI 


none 








Score 


61 




Exons 


3353. .3451, 


3428 


. .3745, 


3432. 


.3578, 3624. .3671, 3776. .3847, 




3779. .3859, 


3850 


. .3999, 


3851. 


.3928 






Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


bene ino . 










Strand 






Start 


1247 








End 


5199 




Name 


OJ991013 01 


.0126.C29.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


3356 








End 


3736 




GI 


none 








Score 


99 




Exons 


3356-. .3523, 


3563 


. .3736 










Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


bene ino. 


1 0 A A R 
1 ^ft ft D 








Strand 






Start 


1247 








End 


5199 




Name 


OJ991013 01 


.0126 


.C29.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3359 








End 


3748 




GI 


none 








Score 


114 




Exons 


3359. .3421, 


3452 


. .3520, 


3527. 


.3748, 3534. .3737 




Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


bene lno . 


1 OA A R 

J.Z 4 fi O 








Strand 






Start . 


1247 








End 


5199 




Name 


OJ991013 01 


.0126 


.C29.o4 


. ts 


Method 


TBLASTX: Soybean 




Start 


3829 








End 


4185 




GI 


none 








Score 


68 




Exons 


3829. .3999, 


3892 


. .4185, 


4036. 


.4185 






Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


bene jno . 


1^:41 fl 0 








Strand 






Start 


1247 








End 


5199 




Name 


OJ991013 01 


.0126 


.C29.04 


.tw 


Method 


TBLASTX: Wheat 




Start 


4036 








End 


4458 




GI 


none 








Score 


56 




Exons 


4036. .4218, 


4142 


. .4237, 


4204. 


.4458 






Seq. No. 


5881 








Seq. ID 


OJ991013_01.0126 


.C29 


Gene No. 


12445 








Strand 






Start 


1247 








End 


5199 




Name 


OJ991013 01 


.0126 


.C29.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


4288 








End 


4522 




GI . 


none 








Score 


81 




Exons 


4288. .4521, 


4346 


. .4522 











6164 




Seq. No. 


5881 


Seq. ID 


OJ991013_01.0126 


.C29 


Gene No . 


1 O A A ^ 
L£. H ft D 


ourana 






Start 


1247 


End 


5199 




Name 


OJ991013 01.0126.C29.o4.tm 


Method 


TBLASTX: Maize 




Start 


4636 


End 


5121 




GI 


none 


Score 


108 




Exons 


4636. .4707, 4900. .5121, 4942 


. .5121 






Seq. No. 


5882 


Seq. ID 


OJ991013_01.0126 


.C30 


Gene No . 


T O A A C 
1 ^ ft ft D 


bLiana 






Start 


580 


End 


2039 




Name 


OJ991013 01.0126.C30.ol.gs 


Method 


GENSCAN 




Start 


580 


End 


2039 




GI 


none 


Score 


.74 




Exons 


580. .797, 1076. .1119, 1218.. 


1260, 1937 


. .2039 




Seq. No. 


5882 


Seq. ID 


OJ991013_01.0126 


.C30 


Gene No . 


1 O A A 1 


o irana 






Start 


1 


End 


64 




Name 


OJ991013 01.0126.C30.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


64 




GI 


2428590 


Score 


112 




Exons 


1. . 64 








Seq. No.. 


5883 


Seq. ID 


OJ991013_01.0126 


.C31 


Gene No . 


12448 


Strand 


_i_ 

T 




Start 


103 


End 


1190 




Name 


OJ991013 01.0126.C31.ol.gs 


Method 


GENSCAN 




Start 


103 


End 


1190 




GI 


none 


Score 


.87 




Exons 


103. .285, 334. .408, 1175. .1190 






Seq. No. 


5883 


Seq. ID 


OJ991013JH.0126 


.C31 


Gene No . 


12449 


Strand 


x 
~r 




Start 


3612 


End 


5395 




Name 


OJ991013 01.0126.C31.o2.gs 


" Method 


GENSCAN 




Start 


3612 


End 


5395 




GI 


none 


Score 


.93 




Exons 


3612. .4575, 5289. .5395 








Seq. No. 


- 5883 


Seq. ID 


OJ991013_01.0126 


.C31 


Gene No. 


12450 


Strand 






C4- -a y 4- 

oUail 


3448 


End 


7252 




Name 


OJ991013 01.0126.C31.ol.np 


Method 


AAT/NAP 




Start 


3448 


End 


7252 




GI 


6721547 


Score 


86 




Exons 


3448. .3470, 7153. .7252 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


5883 


Seq. ID 


OJ991013_01.0126 


.C31 


Gene No. 


12450 


Strand 






Start 


3448 


End 


7252 




Name 


OJ991013 01.0126.C31.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3789 


End 


4574 




GI 


none 


Score 


102 





Exons 3789. .3878, 3842. .4093, 3933. .4136, 4137. .4277, 4350. .4574, 

4352. .4450 

6165 




Corf VT/->. 

oeq . no . 










oeq. ±U 




Gene No. 


12450 








Strand 




Start 


3448 








End 


7252 


Name 


OJ991013 01 


.0126. 


C31.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3789 








End 


4136 


GI 


none 








Score 


231 


Exons 


3789. .4136, 


3842. 


.4093 








Seq. No. 


5883 








Seq. ID 


OJ991013_01.0126.C31 


bene no . 










Strand 




Start 


3448 








End 


7252 


Name 


OJ991013 01 


.0126. 


C31.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4080 








End 


4415 


GI 


none 








Score 


65 


Exons 


4080. .4130, 


4146. 


.4277, 


4146. 


.4241, 4160. .4330, 4340. .4414, 




4341. .4415 












oeq . wo . 


Do O 4 








Seq. ID 


OJ991013_01.0126.C32 


Gene No. 


12451 








Strand 


+ 


Start 


3761 








End 


5440 


Name 


OJ991013 01 


.0126. 


C32.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2673 








End 


3164 


GI 


none 








Score 


183 


Exons 


2673. .2831, 


2677. 


.2832, 


2851. 


.2955, 3012.. 3164, 3013.. 3111 


Seq. No. 


5884 








Seq. ID 


OJ991013_01.0126.C32 


Can a M/-\ 










Strand 


+ 


Start 


3761 








End 


5440 


Name 


OJ991013 01 


.0126. 


C32.ol 


.np 


Method 


AAT/NAP 


Start 


3761 








End 


5440 


GI 


4115357 








Score 


706 


Exons 


3761. .5161, 


5210. 


. 5440 








GI Descrip. 


(AC005957) ! 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


5884 








Seq. ID 


OJ991013_01.0126.C32 


ucllc 1NO . 


1 OA S 1 








Strand 


+ 


Start 


3761 








End 


5440 


Name 


OJ991013 01 


.0126. 


C32.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4197 








End 


5428 


GI 


none 








Score 


55 


Exons 


4197. .4241, 


4199. 


.4270, 


4307. 


.4405, 4475. .4537, 4601. .4672, 




'4817. .4948, 


4825. 


.4944, 


5192. 


.5428, 5218.. 5424 


oeq. no. 


JOOO 








Seq. ID 


OJ991013_01.0126.C33 


Gene No. 


12452 








Strand 


+ 


Start 


70 








End 


212 


Name 


OJ991013 01 


.0126. 


C33.ol 


.gs 


Method 


GEN SCAN 


Start 


70 








End 


212 


GI 


none 








Score 


.93 


Exons 


70. .212 












Seq. No. 


5886 








Seq. ID 


OJ991013_01.0126.C37 


Gene No. 


12453 








Strand 


+ 


Start 


1 








End 


5197 


Name 


OJ991013 01 


.0126. 


C37.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


3087 



6166 



GI 3157949 Score 220 

Exons 1..99, 2792.. 3087 

GI Descrip. (AC002131) Similar to glucan endo-1/ 3-beta-D-glucosidase 

precursor gb|Z28697 from Nicotiana tabacum. ESTs gb|Z18185 and 
gb|AA605362 come from this gene. [Arabidopsis thaliana] 

Seq. No. 5886 Seq. ID OJ991013_01 . 0126 . C37 

Gene No. 12453 Strand + 

Start 1 End 5197 

Name OJ991013_01 . 0126 . C37 . ol . gp Method AAT/GAP 

Start 2047 End 2405 

GI uOosrocyp014f 09bl Score 670 

Exons 2047.. 2405 

GI Descrip. '3157949 6.0e-12 (AC002131) Similar to glucan 

endo-1, 3-beta-D-glucosidase precursor gb_Z28697 from Nicotiana 
tabacum. ESTs gb_Z18185 and gb_AA605362 come from this gene. 
[Arabidopsis thaliana] 1 

Seq. No. , .5886 Seq. ID OJ991013_01 . 0126. C37 

Gene No. 12453 . Strand + 

Start 1 End 5197 

Name ' OJ991013_01 . 0126 .C37 . ol . gs Method GEN SCAN 

Start 2069 End 5197 

lj GI none' Score .82 

i3 Exons 2069.. 3031, 3134.. 3161, 3524.. 3870, 4958.. 5061, 5108.. 5197 



Seq. No. 
! = 2 Gene No. 
J- Start 

. Name 
! fe 3 Start 

ry GI 

Exons 

GI Descrip. 



" x 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5886 Seq. ID OJ991013_01 . 0126 . C37 

12454 Strand 

3667 End 4093 

OJ991013_01 . 0126 . C37 . o2 . gp Method AAT/GAP 

3667 End 4093 

uC-osrocyp014c04al Score 847 

3667.. 4093 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



5886 

12455 

6317 

OJ991013_01.0126.C37.ol.tw 

2248 

none 



Seq. ID OJ991013_01.0126.C37 
Strand 

End 68 65 

Method TBLASTX : Wheat 

End ' 2414 

Score 187 



2248.-2388, 2250. .2399, 2251. .2295, 2313. .2414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5886 

12455 

6317 

OJ991013_01.0126.C37.ol.tm 

2856 

none 



Seq. ID OJ991013_01.0126.C37 
Strand 

End 68 65 

Method TBLASTX: Maize 

End 3649 

Score 301 



2856. .3032, 2857. .3033, 3546. .3608, 3547. .3618, 3622. .3642, 
3623.. 3649 



•Seq. No. 5886 Seq. ID OJ991013_01 . 0126 . C37 

Gene No. 12455 Strand 

Start . 6317 End 6865 

Name OJ991013_01 . 0126 . C37 . o2 .gs Method GENSCAN 



6167 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
fj Name 
Start 
GI 

Exons 



6317 End 6865 

none Score . 67 

6317.. 6415, 6674.. 6819, 6831.. 6865 



f.n 



C3 Seq. No. 
LjJ Gene No. 

Start 

Name 
1 tJ Start 

O Exons 



5887 

12456 

825 

OJ991013_01.0126.C38.ol.tm 

825 

none 

825. .1076, 973. .1077 

5888 

12457 

1492 

OJ991013_01.0126.C39.o2.gs 

1492 

none 

1492. .1791, 1825. .2061 

5888 

12458 

287 

OJ991013_01.0126.C39.ol.gs 

287 

none 

287. .492, 587. .970 

5888 

12459 

3610 

OJ991013_01.0126.C39.ol.ts 

1564 

none 



Seq. ID OJ991013_01.0126.C38 
Strand 

End 1077 

Method TBLASTX : Mai ze 

End 1077 

Score 60 



Seq. ID OJ991013_01.0126.C39 

Strand + 

End 2061 

Method GENS CAN 

End 2061 

Score .97 



Seq. ID OJ991013_01.0126.C39 

Strand 

End 970 

Method GENSCAN 

End 970 

Score . 62 



Seq. ID OJ991013_01.0126.C39 
Strand 

End 3805 

Method TBLASTX : Soybean 

End 2053 

Score 52 



1564. .1716, 1568. .1666, 1738. .1878, 1742. .1819, 1906. .2052, 
1907. .2053 



^ Seq. No. 

Gene No. 
i3 Start 
*3 Name 
. Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



5888 

12459 

3610 

OJ991013_01.0126.C39.o3.gs 

3610 

none 

3610.. 3722, 3778.. 3805 



Seq. ID OJ991013_01.0126.C39 
Strand 

End 3805 

Method GENSCAN 

End 3805 

Score .97 



5889 
12460 
1 

OJ991013_01.0126.C40.ol.gp 
1 

8022_1.R1084 
1. .151 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. ID OJ991013_01.0126.C40 

Strand + 

End 151 

Method AAT/GAP 

End 151 

Score 225 



5890 
12461 



Seq. ID OJ991013_01.0126.C41 
Strand 



6168 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



39 End 3171 

OJ991013_01 . 0126 .C41 .ol . gp Method AAT/GAP 
39 End 3125 

4562_1.R1084 Score 2638 

39. .388, 470. .588, 671. .766, 870. .977, 1239. .1325, 1400. .1603, 
1694. .1753, 2361. .2529, 2665. .2738, 2851. .2954, 3051. .3125 
•2198851 0.0e+00 (AF007785) cystathionine gamma -synthase [Zea 
mays] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
* y Name 
U Start 
Ly GI 
: ^ Exons 



5890 

12461 

39 

OJ991013_01 . 0126. C41 . ol . tm 

262 

none 

262. .393, 263. .403, 267. .389, 
653. .769, 657. .773, 668. .784, 
871. .984, 871. .981, 872. .985, 
1395. .1604, 1397. .1621, 1400. 
1-1581. .1755, 2358.. 2528, 2358. 
2665.. 2739, 2666.. 2749, 2667. 
2849.. 2950, 2850.. 2951, 2851. 
3049.. 3171, 3050.. 3169 

5890 

12461 

39 

OJ991013_01.0126.C41.ol.gs 

268 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 01.0126.C41 



3171 

TBLASTX :Maize 
3171 
144 

456. .542, 469. .612, 470. .589, 
670. .774, 843. .983, 858. .977, 
1239.. 1328, 1239.. 1325, 
.1606, 1667. .1759, 1668.. 1754, 
.2549, 2365.. 2550, 2665.-2739, 
.2765, 2667.. 2771, 2801.. 2932, 
.2952, 2851. .2955, 2989. .3159, 



Seq. ID OJ991013_01.0126.C41 
Strand 

End 3171 * 

Method GENSCAN 

End 3126 

Score .79 



268. .388, 470. .588, 671. .766, 870. .977, 1239. .1325, 1400. .1603, 
1694.. 1753, 2361.. 2566, 2955.. 3126 



Seq. No. 
Q Gene No. 

Start 
j.i. Name 

Start 

Exons 

n 



5890 

12461 

39 

OJ991013_01.0126.C41.ol.ts 

268 

none 



Seq. ID OJ991013_01.0126.C41 
Strand 

End 3171 

Method TBLASTX: Soybean 

End 2952 

Score 110 



268. .405, 465. .533, 469. .612, 470. .586, 655. .756, 657. .761, 
668. .784, 671. .769, 867. .977, 868. .978, 1239. .1325, 1285. .1326, 
1397. .1603, 1398. .1604, 1400. .1606, 1667. .1789, 1691. .1789, 
2356. .2547, 2361. .2552, 2667. .2771, 2849. .2932, 2851. .2952 



Seq. No. 5890 

Gene No. 12461 

Start 39 

Name OJ991013_01 . 0126 .C41 .ol . tc 

Start 268 

GI none. 
Exons 



Seq. ID OJ991013_01.0126.C41 
Strand 

End 3171 

Method TBLASTX : Cress 

End 2955 

Score 120 

,775, 



268. .405, 469. .612, 470. .586, 666. .758, 668. .790, 671, 
867. .977, 868. .978, 869. .982, 1239. .1325, 1392. .1559, 
1397. .1621, 1398. .1604, 1400. .1618, 1667. .1789, 2356. .2532, 
2358. .2531, 2665. .2775, 2667. .2771, 2849. .2929, 2851. .2955 



Seq. No. 
Gene No. 



5890 
12461 



Seq. ID 
Strand 



OJ991013 01.0126.C41 



6169 



Start 


39 




End 


3171 


Name 


OJ991013 01.0126.C41.ol. 


np 


Method 


AAT/NAP 


Start 


271 




End 


3171 


GI 


2198851 




Score 


1770 


Exons 


271. .388, 470. .588, 671. 


.766, 


870. . 977, 


1239. .1325, 1400.. 1603, 




1694.. 1753, 2361.. 2529, 


2665. . 


.2738, 2851.. 2954, 3051.. 3171 


GI Descrip. 


(AF007785) cystathionine gamma-synthase [Zea mays] 


Seq. No. 


5890 




Seq. ID 


OJ991013_01.0126.C41 


Gene No. 


124 61 




Strand 




Start 


39 




End 


3171 ' 


Name 


OJ991013 01.0126.C41.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1291 




End 


2738 


GI 


none 




Score 


56 


Exons 


1291. .1326, 1293. .1325, 


1 O ft c 

1395 . , 


,1604, 1397.. 1621, 1400.. 1606, 




1667. .1759, 1668. .1754, 


1 C ft o 

1693 . , 


,1755, 2352.. 2531, 2356.. 2550, 




ooco ociin o^^c OTO/^ 

2358. .2549, 2665. .2736, 


o c c c 

2665 . , 


,2736, 2667.. 2738 


Seq. No: 


£ O ft *1 

5891 




Seq. ID 


OJ991013_01.0126.C42 


Gene No . 


12462 




bcrana 




Start 


138 




hno 


a m 


Name 


OJ991013 01 . 0126 .C42 . ol . 


gs 


Method 




Start 


138 




tno 


a r\-7 
4 U / 


GI 


none 




Score 


. o 


Exons 


*i*3o ojio on/ vi a "7 

138. .242, 294. .407 








Seq. No. 


C O ft T 

5891 




Seq. ID 


OJ991013_01.0126.C42 


Gene No . 


12463 




otrana 




Start 


3211 




tina 




Name 


/"NTftATAlO AT r\1 >i o « o 

OJ991013 01 . 0126 .C42 . OZ . 


gs 


Metnoa 




Start 


3211 




T7 -J 

hna 




GI 


none 




Score 


. bo 


Exons 


3211.. 3317, 3461.. 3569 








Seq. No. 


C O ft o 

5892 




Seq. ID 


OJ991013_01.0126.C43 


Cjene no . 


12464 




Strand 


+ 


Start 


212 




End 


557 


Name 


OJ991013 01 . 0126 . C4 3 . ol . 


gs 


Method 


GEN SCAN 


Start 


212 




End 


557 


GI 


none 




Score 


.81 


Exons 


212 . . 273, 500 . . 557 








Seq. No. 


5893 




Seq. ID 


OJ991013_01.0126.C44 


Gene No . 


12465 




Strand 


+ 


Start 


622 




End 


736 


Name 


OJ991013 01.0126.C44.ol. 


gs 


Method 


GENSCAN 


Start 


622 




End 


736 


GI 


none 




Score 


.81 


Exons 


622. .736 








Seq. No. 


5894 




Seq. ID 


OJ991013_01.0126.C45 


Gene No. 


12466 




Strand 




Start 


233 




End 


368 


Name 


OJ991013 01.0126.C45.ol. 


gs 


Method 


GENSCAN 


Start 


.233 




End 


368 


GI 


none 




Score 


.64 


Exons 


233. .368 









6170 



Seq. No. 5895 

Gene No. 12467 

Start 463 

Name OJ991013_01 . 0126.C4 6.ol. 

Start 463 

GI none 

Exons 4 63.. 633 



gs 



Seq. ID OJ991013_01.0126.C46 

Strand + 

End 633 

Method GENSCAN 

End 633 

Score . 9 



Seq. No. 5896 Seq. ID 

Gene No. 124 68 Strand 

Start 7 69 End 

Name OJ991013_04 . 0131 . CI . ol . gs Method 

Start 7 69 End 

GI none Score 

Exons 769.. 906 



OJ991013_04.0131.C1 
+ 

906 

GENSCAN 

906 

.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

fj Exons 

5 

J;!! Seq. No. 

i * Gene No . 

□ Start 



i s !f 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5897 

12469 

6117 

OJ991013_04 .0131.C2.o2.gs 

6117 

none 

6117.. 6126, 6823.. 7324, 7429. 



Seq. ID OJ991013_04.0131.C2 

Strand + 

End -1254 9 

Method GENSCAN 

End 11546 

Score .53 

.7510, 8996. .9078, 9131. .9158, 



9659. .10345, 10543 .. 10801, 11423. .11546 



OJ991013_04.0131.C2 
+ 



5897 Seq. ID 

12469 Strand 
6117 End 12549 

OJ991013_04 .0131.C2.o2.np Method AAT/NAP 

6813 End 7749 

2500353 Score 1079 

6813. .7324, 7429. .7510, 7687. .7749 
60S RIBOSOMAL PROTEIN L10-3 (QM/R22) gi 11293784 
to human QM protein, a putative tumor supressor 
ubiquinol-cytochrome C reductase complex subunit VI requiring 
protein SC34 [Oryza sativa] 



(U55048) similar 
and to maize 



OJ991013_04.0131.C2 
+ 

12549 
AAT/GAP 
7941 
1156 



5897 Seq. ID 

124 69 Strand 
6117 End 
OJ991013_04 .0131.C2.o3.gp Method 
7043 End 
301_1.R1084 Score 
7043.. 7324, 7429. .7510, 7687. .7941 

f 2500353/sp|Q40649|R103_ORYSA 2.0e-42 60S RIBOSOMAL PROTEIN 
L10-3 (QM/R22) >gi_1293784 (U55048) similar to human QM protein, 
a putative tumor supressor, and to maize ubiquinol-cytochrome C 
reductase complex subunit VI requiring protein SC34 [Oryza 
sativa] 1 



Seq. No. 5897 Seq. ID 

Gene No. 124 69 Strand 

Start 6117 End 

Name OJ991013_04 . 0131 .C2 . o3 . np - Method 

Start 9698 End 

GI 2623295 Score 



OJ991013_04.0131.C2 
+ 

12549 
AAT/NAP 
12549 
993 



6171 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9698.. 10345, 10543 10801, 11423 1154 6, 12462.. 12549 
(AC002409) hypothetical protein [Arabidopsis thaliana] 



5897 
12470 
24 

OJ991013_04.0131.C2.ol.gp 
24 

20568_1.R1084 
24. .490, 614. .673 

'5732701/gb|AAD49231. 1 | AF159386_1 3.0e-18 (AF159386) 
thioredoxin-like protein [Secale cereale] 1 



Seq. ID OJ991013_04.0131.C2 
Strand 

End 4 4 97 

Method AAT/GAP 

End 673 

Score 84 8 



Seq. No. 5897 

Gene No. 12470 

Start 24 

Name OJ991013_04 . 0131 . C2 . ol . gs 

Start 353 

GI none 
Exons 



Seq. ID OJ991013_04.0131.C2 
Strand 

End 4 4 97 

Method GEN SCAN 

End ■ 4497 

Score .72 



353. .490, 1093. .1215, 2007. .2123, 3090. .3220, 4434. .4497 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5897 

12470 

24 

OJ991013_04.-013i.C2.ol.np 
356 

1085952 



Seq. ID OJ991013_04.0131.C2 
Strand 

End 4 4 97 

Method AAT/NAP 

End 2314 

Score 562 



356. .490, 1093. .1215, 2007. .2120, 2231. .2314 
hypothetical protein SI - Phalaris coerulescens 



5897 

12470 

24 

OJ991013_04 .0131.C2.o2.gp 
801 

54795 1.R1084 



Seq. ID OJ991013_04.0131.C2 
Strand 

End 4497 

Method AAT/GAP 

End 3166 

Score 982 



801. .860, 1077. .1215, 2006. .2123, 2231. .2299, 2930. .3166 
•1085952/pir | IS49352 3.0e-30 hypothetical protein SI - Phalaris 
coerulescens 1 



Seq. No. 5897 

Gene No. 12471 

Start 12495 

Name OJ991013_04 . 0131 . C2 . o3 . tm 

Start 343 

GI none 
Exons 



Seq. ID OJ991013_04 .0131.C2 
Strand 

End 12834 
Method TBLASTX : Mai ze 
End 2363 
Score 112 

343. .513, 345. .491, 356. .517, 357. .521, 1091. .1216, 1091. .1213, 
1093. .1215, - 1984. .2109, 2004. .2117, 2005. .2133, 2223. .2363, 
2228.. 2296, 2230.. 2307 



Seq. No. 5897 

Gene No. 12471 

Start 12495 

Name OJ991013_04 . 0131 . C2 . ol . tm 

Start 6814 

GI none 
Exons 



Seq. ID OJ991013_04.0131.C2 
Strand 

End 12834 

Method TBLASTX : Maize 

End 7745 

Score 135 



6814. .6978, 6821. .7213, 6824. .7324, 6825. .7325, 7027. .7326, 



6172 







7425. .7502, 


7427 


. .7510, 


7429. 


.7512, 7430.. 7513, 7686.. 7745 




Seq. No. 


5897 








Seq. ID 


OJ991013_04.0131.C2 




Gene No. 


12471 








Strand 






Start 










End 


12834 




Name 


OJ991013 04 


.0131 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6821 








End 


7510 




GI 


none 








Score 


326 




Exons 


6821. .7213, 


6824 


. .7324, 


6825. 


.7325, 7027.. 7326, 7429.. 7509, 






7430. .7510 














Seq. No. 


5897 








Seq. ID 


OJ991013_04 .0131.C2 




Gene No. 


12471 








Strand 






Start 


1 O A ft C 








End 


12834 




Name 


OJ991013 04 


.0131 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6821 








End 


7513 




GI 


none 








Score 


289 




Exons 


6821. .7213, 


6824 


. .7324, 


6825. 


.7325, 6940.. 7338, 7429.. 7512, 






7430. .7513 














Seq. No. 


5897 








Seq. ID 


OJ991013_04 .0131.C2 




Gene No. 


12471 








Strand 




C3 


Start 


1/4 yo 








End 


12834 


Name 


OJ991013 04 


.0131 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6927 








End 


7748 


|T1 


GI 


none 








Score 


672 




Exons 


6927. .7325, 


6929 


. .7324, 


7027. 


.7326, 7425. .7502, 7429. .7512, 


i y 
Q 




7430. .7513, 


7684 


. .7731, 


7686. 


.7748 




y 


Seq. No. 


5897 








Seq. ID 


OJ991013_04.0131.C2 




Gene No . 


1Z4 / I 








Strand 




i" ; s 


Start 


12495 








End 


12834 


i — 


Name 


OJ991013 04 


.0131 


. C2 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


9599 








End 


10111 


□ 


GI 


none 








Score 


36 -b; 




Exons 


9599.-9622, 


9686 


. .9841, 


9836. 


.10111, 


9856.. 10035, 10013.. 10087 


. =i 


Seq. No. 


5897 








Seq. ID 


OJ991013_04 .0131.C2 




Gene No . 


1 O A "7 1 








Strand 




Q 

,= — - . 


Start 


12495 








End 


12834 


: t 


Name 


OJ991013 04 


.0131 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9716 








End 


9947 




GI 


none 








Score 


129 




Exons 


9716. .9850, 


9737 


. .9850, 


9839. 


.9946, 9852.. 9947 




Seq. No. 


5897 








Seq. ID 


OJ991013_04.0131.C2 




Gene No. 


12471 








Strand 






Start 


12495 








End 


12834 




Name 


OJ991013 04 


.0131 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9719 








End 


12552 




GI 


none 








Score 


183 




Exons 


9719. .9904, 


9733 


. .9918, 


9893. 


.10351, 


10021. .10347, 10542. .10646, 



10542. .10655, 10543 .. 10656, 11416 .. 11532, 114 18 .. 11507 , 
12460.. 12552 



Seq. No. 
Gene No. 



5897 
12471 



Seq. ID OJ991013_04.0131.C2 
Strand 



6173 



Start 
Name 
Start 
GI 

Exons 



12495 

OJ991013_04 . 0131 . C2 . o2 . tm 
10028 
none 
10028. 
10547. 
12459, 



End 

Method 

End 

Score 



12834 

TBLASTX: Maize 

12555 

270 



.10351, 10144. .10350, 10542 1064 9, 10543 .. 10656, 
,10669, 11418. .11507, 11422 .. 11532, 11425 11526, 
.12533, 12460.. 12555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5897 Seq. ID OJ991013_04 . 0131 . C2 

12471 Strand 

12495 End 12834 

OJ991013_04 . 0131 . C2 . o4 . gp Method AAT/GAP 

12495 End 12834 

uC-osflcypll7e01al Score 672 

12495.. 12834 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 
Gene No. 
Start 
:g Name 
"=! Start 
GI 

Exons 

GI Descrip. 



ser 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5898 Seq. ID OJ991013_04 . 0131 . C3 

12472 Strand + 

3264 End 8027 

OJ991013_04 . 0131 . C3 . ol . np Method AAT/NAP 

3264 End - .8027 

6016874 Score 2132 

3264. .3342, 3426.-3563, 3628. .3860, 4251. .4410, 4804. .4983, 
5101.. 5440, 5918.. 6085, 6111.. 6174, 8010.. 8027 
(AP000570) ESTs C19143 (E10020) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



5898 Seq. ID 

12472 Strand 

3264 End. 

OJ991013_04 . 0131 . C3 . o2 . gs Method 

3264 End 

none Score 
3264.. 5444 



OJ991013_04.0131.C3 
+ 

8027 
GENSCAN 
5444 
.9 



5898 Seq. ID OJ991013_04 . 0131 . C3 

12472 Strand + 

3264 End ■ 8027 

OJ991013_04 . 0131 . C3 . ol . gp Method AAT/GAP 

3953 End 4461 

uC-osflcypll0c07bl Score 962 

3953. .4461 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



5898 

12473 

10336 

OJ991013_04 .0131.C3.o4 . gs 

10336 

none 



Seq. ID OJ991013_04.0131.C3 



Strand 
End 

Method 

End 

Score 



+ 

13454 
GENSCAN 
13454 
.72 



10336. .10399, 11284 11451 , 11800 .. 11967, 12054 12306, 



6174 



13355. .13454 





Seq. No. 


5898 








Seq. ID 


OJ991013_04.0131.C3 




Gene No. 


12474 








Strand 






Start 


5853 








End 


13359 




Name 


OJ991013 04 


.0131. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3612 








End 


4058 




GI 


none 








Score 


69 




Exons 


3612. .3698, 


3683. 


.3892, 


3684. 


.3932, 3969.. 4025, 4020.. 4058 




Seq. No. * 


5898 








Seq. ID 


OJ991013_04.0131.C3 




Gene No. 


12474 








Strand 






Start 


5853 








End 


13359 




Name 


OJ991013 .04 


.0131. 


C3.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4152 








End 


44 66 




GI 


none 








Score 


c el 
DO 




Exons 


4152. .4226, 


4239. 


.4466, 


4247. 


. 44 65 






Seq. No. 


. 5898 








Seq. ID 


OJ?91013_04 .0131.C3 




Gene No. 


12474 








Strand 






Start 


5853 








End 


13359 




Name 


OJ991013 04 


.0131. 


C3.o6. 


tm 


Method 


TBLASTX : Mai ze 




Start 


4671 








End 


c r\ *"> t> 

5023 




GI 


none 








Score 


24 0 


1 

.17. 


Exons 


4671. .4952, 


4682. 


.5023 








i y 


Seq. No. 


5898 








Seq. ID 


OJ991013_04.0131.C3 




Gene No. 


12474 








Strand 




j t e 


Start 


5853 








End 


13359 




Name 


OJ991013 04 


.0131. 


C3.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5135 








End 


5378 


I y 


GI 


none 








Score 


282 


J5 


Exons 


5135. .5293, 


5145. 


.5378 










Seq. No. 


5898 








Seq. ID 


OJ991013_04.0131.C3 


-•s 


Gene No. 


12474 








Strand 




i s& 


Start 


5853 








End 


13359 


;,3 


Name 


OJ991013 04 


.0131. 


C3.o3. 


gs 


Method 


GENSCAN 




Start 


5853 








End 


9950 


,= =• 


GI 


none 








Score 


.85 




•Exons 


5853. .6239, 


7747. 


.7875, 


8249. 


.8398, 8486. .8551, 8828. .8872, 






9726. .9806, 


9906. 


.9950 










Seq. No. 


5898 








Seq. ID 


OJ991013_04.0131.C3 




Gene No . 


12474 








Strand 






Start 


5853 








End 


13359 




Name 


OJ991013 04 


.0131. 


C3.o2. 


gp 


Method 


AAT/GAP 




Start 


7578 








End 


8876 




GI 


LIB3434-047 


-Pl-Kl 


-D9 




Score 


723 




Exons 


7578. .7610, 


7747. 


.7875, 


8249. 


.8398, 8486. .8551, 8828. .8876 




GI Descrip. 


'3157941 4. 


Oe-25 


(AC002131) Contains similarity to hypothetical 






protein gb_U95973 


from 


A. thaliana. [Arabidopsis thaliana] 1 




Seq. No. 


5898 








Seq. ID 


OJ991013_04.0131.C3 




Gene No. 


12474 








Strand 






Start 


5853 








End 


13359 




Name 


OJ991013 04 


.0131. 


C3.o2. 


np 


Method 


AAT/NAP 



6175 



Start 7714 End 13359 

GI * 3157941 Score 590 

Exons 7714. .7875,. 8249. .8398, 9684. .9806, 9906. .9987, 10275 1034 6, 

11177. .11277, 11394. .11510, 11633 11754, 13202. .13359 

GI Descrip. (AC002131) Contains similarity to hypothetical protein gb|U95973 
from A. thaliana. [Arabidopsis thaliana] 



'sdr 

cn 

ry 



i 1 1 



-J 



Seq. No. 


5898 




Seq. ID 


OJ991013_04.0131.C3 


Gene No. 


12474 




Strand 




Start 


5853 




End 


13359 


Name 


OJ991013 04. 


0131.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


7747 




End 


8866 


GI 


none 




Score 


114 


Exons 


7747. .7833, 


7748. .7876, 7750 


..7875, 7757.. 7882, 8247.. 8399, 




8247. .8393, 


8249. .8404, 8480 


..8551, 8480. .8551, 8481. .8552, 




8481. .8552, 


8828.. 8866, 8828 


. .8866 




Seq. No. 


5898 




Seq. ID 


OJ991013_04.0131.C3 


Gene No., 


124-74 




Strand 




Start 


.5853 




End 


13359 


Name 


OJ991013 04. 


0131.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8270 




End 


10361 


GI 


none 




Score 


105 


Exons 


8270. .8404, 


8271. .8393, 8486 


..8551, 8487.. 8552, 9726.. 9809, 




9727. .9807, 


9906.. 9992, 9910 


..9993, 10271. .10345, 10275.. 10361 


Seq. No. 


5898 




Seq. ID 


OJ991013_04.0131.C3 


Gene No. 


12474 




Strand 




Start 


5853 




End 


13359 


Name 


OJ991013 04. 


0131.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


9907 




End 


11701 


GI 


none 




Score 


95 


Exons 


9907. .9993, 


9909. .9992, 10274 .. 10345, 


10275. .10361, 




10279. .10362, 11177 .. 11278 , 


11179. .11283, 11391. .11504, 




11434. .11502 


, 11633. .11701, 


11636. .11695, 11637.. 11696 


Seq. No. 


5898 




Seq. ID 


OJ991013_04.0131.C3 


Gene No. 


12474 




Strand 




Start 


5853 




End 


13359 


Name 


OJ991013 04. 


0131.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


11179 




End 


11710 


GI 


none 




Score 


66 


Exons 


11179. .11283, 11391. .11495, 


11633. .11710, 11636. .11698 


Seq. No. 


5898 




Seq. ID 


OJ991013_04.0131.-C3 


Gene No. 


12474 




Strand 




Start 


5853 




End 


13359 


Name 


OJ991013 04. 


0131.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


11186 




End 


11722 


GI 


none 




Score 


109 


Exons 


11186. .11278 


, 11188. .11280, 


11188. .11283, 11235. .11288, 




11391. .11510 


, 11420. .11509, 


11425. .11553, 11465. .11515, 




11633. .11698 


, 11633. .11722, 


11634. .11708 


Seq. No. 


5898 




Seq. ID 


OJ991013_04.0131.C3 


Gene No. 


12474 




Strand 




Start 


5853 




End 


13359 



6176 



Name 


OJ991013 04 


.0131. 


C3.o3.gp 


Method 


AAT/GAP 


Start 


11776 






End 


12104 


GI 


none 






Score 


646 


Exons 


11776. .12104 








Seq. No. 


DO 3 3 






Seq. ID 


OJ991013_04.0131.C4 


Gene No. 


XZ fl / 0 






Strand 


+ 


OUai L 


X DO ft 






End 


4116 


Name 




.0131. 


C4. ol.np 


Method 


AAT/NAP 


Start 


X DO ft 






End 


3444 


GI 


6714413 






Score 


289 


Exons 


1654. .1831, 


2380. 


.2489, 2611. 


.2729, 3372.. 3444 


GI Descrip. 




unknown protein [Arabidopsis thaliana] 


Seq. No. 


JO -73 






Seq. ID 


OJ991013_04 .0131.C4 










Strand 


+ 


Start 








End 


4116 


Name 


n tqqi 0 1 *3 04 

Uu J3i.Ul J Ufi 


.0131. 


Lfi . 01 . gs 


Method 


GENSCAN 


Start 


1684 






End 


1941 


GI 


none 






Score 


.77 


Exons 


X DO fl . . lO Jlf 


1934. 


. X i?fi 1 






Seq. No. 








Seq. ID 


OJ991013_04.0131.C4 


belle INO . 


1 O47C 
X Z ft / 3 






Strand 


+ 


Start 


X DO ft 






End 


4116 


Name 


r» tqqi n 1 "5 n^i 


.0131. 


Ufi . 0/, . gs 


Method 


GENSCAN 


Start 


2382 






End 


4116 


GI 


none 






Score 


.46 


Exons 


2382. .2489, 


3372. 


. JJ^J, O ft OO . 


.3546, 3980.. 4116 


Seq. No. 


5900 






Seq. ID 


OJ991013_04.0131.C5 


Gene No. 


12476 






Strand 


+ 


O Lai l 


81 






End 


9130 


Name 


OJ991013 04 


.0131. 


C5 . ol . gs 


Method 


GENSCAN 


Start 


81 






End 


7368 


GI 


none 






Score 


.75 


Exons 


81. .101, 556. .701 


, 3209.. 3318 


, 3733.. 


3770, 4228.-4326, 




4354. .7368 










Seq. No. 


5900 






Seq. ID 


OJ991013_04.0131.C5 




12476 






Strand 


+ 


Start 


81 






End 


9130 


Name 


OJ991013 04 


.0131. 


C5 ,o2 . tm 


Method 


TBLASTX: Maize 


Start 


4395 






End 


4622 


GI 


none 






Score 


51 


Exons 


4395. .4451, 


4395. 


.4619, 4429. 


.4620, 4 


484. .4621, 4485. .4622 


Seq. No. 


5900 






Seq. ID 


OJ991013_04.0131.C5 


Gene No. 


12476 






Strand 


+ 


Start 


81 






End 


9130 


Name 


OJ991013 04 


.0131. 


C5. ol.np 


Method 


AAT/NAP 


Start 


4417 






End 


9130 


GI 


•2982431 






Score 


1896 


Exons 


4417. .7062, 


9100. 


.9130 






GI Descrip. 


(AL022224) 


leucine rich repeat-like protein [Arabidopsis 



thaliana] 



6177 



Seq. No. 5'900 
Gene No. 12476 
Start 81 

Name OJ991013_04 . 0131 .C5.ol.tw 

Start 4513 
GI none 
Exons 4513 

4699 

5167 

5665 

6229 



4572, 4560.. 4667, 4585 

5019, 4801.. 4917, 4807 

5319, 5197.. 5319, 5339 

5976, 5725.. 6048, 5761 

6498, 6598.. 6735, 6739 



Seq. ID OJ991013_04.0131.C5 

Strand + 

End 9130 

Method TBLASTX : Wheat 

End 6855 

Score 54 
.4629, 4636.. 4875, 4689. .4910, 
.5091, 4852.. 5106, 5167.. 5319, 
.5395, 5509.. 5688, 5569.. 5904, 
.6042, 5953.. 6186, 6148.. 6477, 
.6855, 6739.. 6855, 6745.. 6840 



r 5 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5900 

12476 

81 

OJ991013_04, 
4567 
none 
4567. 
4636. 
4731. 
5058. 
5167. 
5458. 
5506. 
5538. 
5653. 
6051. 
6154. 



0131.C5.ol.tc 



rLl 



.5106, 
,5106, 
.4829, 
.5318, 
.5319, 
.6132, 
.6204, 
.5741, 
.6150, 
.6422, 
.6492, 
6298. .6498, 
6559. .6762, 
6724. .6858, 
6745. .6936, 



4627. 
4636. 
4741. 
5082. 
5167. 
5467. 
5509. 
5547. 
5751. 
6133. 
6157. 
6559. 
6559. 
6739. 
6745. 



5106, 
5097, 
4947, 
5252, 
5268, 
5649, 
6009, 
5918, 
5909, 
6417, 
6498, 
6744, 
6735, 
6855, 
6855, 



4627. 
4636. 
4807. 
5139. 
5167. 
5473. 
5509. 
5584. 
5820. 
6139. 
6166. 
6559. 
6559. 
6742. 
6745. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.5031, 
.5106, 
.4983, 
.5318, 
.5319, 
.5775, 
.6276, 
.6492, 
.5930, 
.6498, 
.6498, 
.6735, 
.6744, 
.6858, 
.6855, 



OJ991013 
+ 

9130 

TBLASTX: 
6936 
268 
4636. .5106, 
4636. .4902, 
4944. .5105, 
5166. .5318, 
5167. .5331, 
5488. .5931, 
5512. .5868, 
5584. .6147, 
5956. .5997, 
6151. .6492, 
6166. .6492, 
6559. .6744, 
6589. .6744, 
6745. .6855, 
6745. .6855, 



04. 0131. C5 



Cress 



4636. 
4675. 
4944. 
5167. 
5212. 
5488. 
5518. 
5586. 
6037. 
6154. 
6238. 
6559. 
6598. 
6745. 
6748. 



.4866, 
.5319, 
.5312, 
.5319, 
.5328, 
.5916, 
. 6063, 
.5918, 
. 6114, 
.6492, 
.6498, 
.6735, 
.6738, 
.6858, 
.6855 - 



Q 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



5900 

12476 

81 

OJ991013_04, 

4 624 

none 

4624. .5037, 
4708. .5106, 
4813. .4938, 
5167. .5319, 
5167. .5319, 
5458. .5499, 
5509. .5778, 
5547. .5774, 
5650. .6066, 
5986. .6093, 
6157. .6492, 
6559. .6747, 
6559. .6720, 
6631. .6855, 
6745. .6855, 



0131.C5.ol.ts 



4627. 

4722.-. 

4885. 

5167. 

5167. 

5466. 

5512. 

5554. 

5674. 

6148. 

6181. 

6559. 

6559. 

6733. 

6745. 



5061, 
4829, 
5004, 
5397, 
5319, 
5780, 
5919, 
5673, 
6132, 
6498, 
6492, 
6726, 
6723, 
6927, 
6855 



4636. 
4723. 
4944. 
5167. 
5167. 
5506. 
5536. 
5584. 
5728. 
6151. 
6199. 
6559. 
6559. 
6739. 



Seq. ID OJ991013_04.0131.C5 

Strand + 

End 9130 

Method TBLASTX : Soybean 

End 6942 

Score 172 

.5106, 4657.. 5106, 4663.. 5106, 

.5106, 4734. .4835, 4807. .5178, 

.5033, 5022.. 5318, 5032.. 5178, 

.5319, 5167. .5319, 5167. .5310, 

.5319, 5167.. 5319, 5203.. 5319, 

.6126, 5506. .5997, 5509. .5847, 

.6126, 5536.. 5952, 5538.. 5702, 

.5994, 5608.. 6147, 5626.. 5745, 

.6132, 5746. .6153, 5764. .6114, 

.6492, 6157.. 6492, 6157.. 6492, 

.6330, 6253.. 6498, 6315.. 6422, 

.6744, 6559.-6744, 6559.. 6927, 

.6678, 6589. .6744, 6613. .6744, 

.6942, 6742.. 6855, 6742.. 6858, 



Seq. No. 



5900 



Seq. ID OJ991013 04. 0131. C5 



6178 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



12476 
81 

OJ991013_04, 
4636 
none 
4636. 
4897. 
5503. 
5584. 
5782. 
6196. 
6454. 



.4746, 
.5106, 
.5730, 
.5754, 
.6060, 
.6489, 
.6636, 



0131.C5.ol.tm 



4657.. 4902, 4681. 

5097. .5252, 5167. 

5513.. 5680, 5521. 

5623.-5946, 5638. 

5812.. 5970, 5842. 

6229.. 6402, 6283. 

6571.. 6738, 6748. 



Strand 
End 

Method 
End 
Score 

.4869, 4807 
.5319, 5167 



+ 

9130 

TBLASTX: Maize 
6858 
66 

4935, 4825.. 5097, 
5319, 5458.. 5682, 



,5703, 5547.. 5699, 5575.. 5877, 

,5946, 5710.. 5988, 5752.. 5898, 

,6117, 5854.. 6327, 5896.. 6045, 

,6492, 6310. .6474, 6313. .6474, 

,6858, 6751.. 6834, 6765.. 6839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991013_04 .0131.C6 
Strand 

End 3986 

Method AAT/NAP 

End 2379 

Score 115 



5901 
12477 
6 

OJ991013_04 . 0131 . C6 . o2 . np 
6 

6566263 
6.. 27, 2079.. 2379 

(AB008015) similar to xylan endohydrolase [Arabidopsis thaliana] 



5901 

12477 

6 

OJ991013_04 .0131.C6.61.gs 

368 

none 



Seq. ID OJ991013_04 .0131. C6 
Strand 

End 3986 

Method GEN SCAN 

End 3986 

Score . 66 



368. .415, 692. .887, 1083. .1197, 1608. .2016, 2183. .2321, 
2513.. 2659, 3944.. 3986 



Seq. ID OJ991013_04 .0131.C6 
Strand 

End 3986 

Method AAT/NAP 

End 2025 

Score 129 



5901 
12477 
6 

OJ991013_04.0131.C6.ol.np 
1664 
2370560 
1664.. 2025 

(Z98763) putative translational repressor [Schizosaccharomyces 
pombe] 



5901 

12477 

6 

OJ991013_04.0131.C6.ol.tm 

1866 

none 



Seq. ID OJ991013_04 .0131.C6 
Strand 

End 3986 

Method TBLASTX : Mai ze 

End 2019 

Score 115 



1866. .1934, 1867. .1932, 1930. .2019, 1943. .2017, 1948. .2019 



5902 

12478 

1443 

OJ991013_04.0131.C7.ol.gs 

14'4 3 

none 

1443. .1842 



Seq. ID OJ991013_04 .0131.C7 

Strand + 

End 1842 

Method GENSCAN 

End 1842 

Score' .74 



6179 



i;fi 



i 1 



Seq. No. 


5903 




Seq. ID 


OJ991013_04.0131.C9 


Gene No. 


124 13 




Strand 


+ 


Start 


530 




End 


1779 


Name 


OJ991013 04.0131.C9.ol.gs 




Method 


GENSCAN 


Start 


530 




End 


1779 


GI 


none 




Score 


.49 


Exons 


530. .590, 907. .1124, 1395.. 


1520, 1687. 


.1779 


Seq. No. 


5903 




Seq. ID 


OJ991013_04.0131.C9 


Gene No. 


12480 




Strand 


+ 


Start 


1687 




End 


5552 


Name 


OJ991013 04.0131.C9.ol.np 




Method 


AAT/NAP 


Start 


1687 




End 


5552 


GI 


6635236 




Score 


80 


Exons 


1687. .1758, 2997. .3222, 3634. 


.3696, 3789.. 3843, 5528.-5552 


GI Descrip. 


(AB029327 ) elicitor-inducible 


receptor 


-like protein EIR 




[Nicotiana tabacum] 








Seq. No. 


5903 




Seq. ID 


OJ991013_04.0131.C9 


Gene No. 


12481 




Strand 




Start 


3962 




End 


5287 


Name 


OJ991013 04.0131.C9.o2.gs 




Method 


GENSCAN 


Start 


3962 




End 


5287 


GI 


none 




Score 


.53 


Exons 


3962.. 4086, 5233.-5287 








Seq. No. 


5904 




Seq. ID 


OJ991013_04. 0131. C10 


Gene No. 


12482 




Strand 


+ 


Start 


233 




End 


1287 


Name 


OJ991013 04.0131. C10. ol.gs 




Method 


GENSCAN 


Start 


233 




End 


1285 


GI 


none 




Score 


.65 


Exons 


233.-283, 953. .1285 








Seq. No. 


5904 




Seq. ID 


OJ991013_04. 0131. C10 


Gene No. 


12482 




Strand 


+ 


Start 


233 




End 


1287 


Name 


OJ991013 04.0131.C10.ol.np 




Method 


AAT/NAP 


Start 


953 




End 


1285 


GI 


2462749 




Score 


318 


Exons 


953. .1285 








GI Descrip. 


(AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 




thai i ana] 








Seq. No. 


5904 




Seq. ID 


OJ991013_04. 0131. C10 


Gene No. 


12482 




Strand 


+ 


Start 


233 




End 


1287 


Name 


OJ991013 04.0131.C10.ol.tm 




Method 


TBLASTX: Maize 


Start 


955 




End 


1284 


GI 


none 




Score 


405 


Exons 


955. .1284, 955. .1275, 966.. 


1280 




Seq. No. 


5904 




Seq. ID 


OJ991013_04. 0131. C10 


Gene No. 


12482 




Strand 


+ 


Start 


233 




End 


1287 


Name 


OJ991013 04 .0131. C10. ol.ts 




Method 


TBLASTX : Soybean 


Start 


957 




End 


1287 



6180 



GI 

Exons 



none Score 
957.. 1103, 958.. 1287, 966.. 1286 



71 



Seq. No. 5904 Seq. ID 

Gene No. 12482 Strand 

Start 233 End 

Name OJ991013_04 . 0131 . CIO . ol . tc Method 

Start 958 End 

GI none Score 

Exons 958.. 1284, 969.. 1274 



OJ991013_04. 0131. CIO 
+ 

1287 

TBLASTX: Cress 

1284 

349 



Seq. No. 5905 Seq. ID 

Gene No. 12483 Strand 

Start 409 End 

Name OJ991013_04 . 0131 . C12 . ol . gs Method 

Start 409 End 

GI none Score 

Exons 409.. 604 



OJ991013_04 .0131.C12 
+ 

604 

GENSCAN 

604 

.53 



; i 

'S 57 



□ 

"•4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5906 
12484 
587 

OJ991013_04 . 0131 . C13 . ol . gs 
587 
none 

587.. 716, 1546.. 1563 

5907 
12485 
474 

OJ991013_04 .0131.C14.ol.gs 
474 
none 

474. .684, 904. .1328, 2340. .2618, 3229. 
4364. .4474, 4986. .5462, 5615. .5797, 6056. .6416 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_04 .0131.C13 
+ 

1563 
GENSCAN 
1563 
.5 



OJ991013_04.0131.C14 
+ 

6416 . 
GENSCAN 
6416 
.48 

.3346, 3749.. 4293, 



5907 

12485 

474 

OJ991013_04 .0131.C14.ol.np 
999 

6016715 



Seq. ID OJ991013_04.0131.C14 

Strand * + 

End 6416 

Method AAT/NAP 

End .4 341. 

Score "578 



999.. 1056, 1111.. 1306, 2342.. 2618, 3229.. 3500, 3567.. 3771, 
3811. .3949, 3983. .4341 

(AC009325) unknown protein [Arabidopsis thaliana] 



Seq. No. 5907 Seq. ID 

Gene No. 12485 Strand 

Start 474 End 

Name OJ991013_04 . 0131 . C14 . ol . tc Method 

Start 1206 End 

GI none Score 
Exons 



OJ991013_04 . 0131 .C14 
+ 

6416 

TBLASTX: Cress 

3312 

61 



1206. .1313, 2334. .2621, 2418. .2606, 2428. .2607, 3229;. 3282, 
3237.. 3281, 3282.. 3311, 3283.. 3312 



Seq. No. 
Gene No. 



5907 
12485 



Seq. ID OJ991013_04.0131.C14 
Strand + 



6181 




Start 


474 






End 


6416 


Name 


OJ991013_04 


.0131.C14.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2391 






End 


3318 


GI 


none 






Score 


263 


Exons 


2391. .2621, 


2424. .2621, 


3229. 


.3318, 3237.. 3317 


Seq. No. 


5907 






Seq. ID 


OJ991013_04.0131.C14 


Gene No. 


12485 






Strand 


+ 


Start 


474 






End 


6416 


Name 


OJ991013 04 


.0131.C14.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2431 






End 


34 62 


GI 


none 






Score 


92 


Exons 


2431. .2493, 


2432. .2509, 


2433. 


.2498, 2482. .2607, 2488. .2607, 




2493. .2621, 


2505. . 2618, 


3227. 


.3334, 3228.. 3359, 3229.. 3363, 




3416. .3454, 


3421. .3462 








Seq. No. 


5907 






Seq. ID 


OJ991013_04 .0131.C14 


Gene No. 


12485 






Strand 


+ 


Start 


474 






End 


6416 


Name 


OJ991013 04 


.0131.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3711 






End 


4248 


GI 


none 






Score 


43 


Exons 


3711. . 3743, 


3806. .3955, 


3821. 


.3886, 3885.. 3956, 3889.. 3948, 




3897. .3980, 


3898. .3981, 


3935. 


.4042, 3951. .4061, 3954. .4052, 




3955. .4083, 


3965. .4090, 


4063. 


.4122, 4082. .4246, 4137. .4247, 




4159. . 4248, 


4162. .4248 








Seq. No. 


5907 






Seq. ID 


OJ991013_04.0131.C14 


Gene No . 


12485 






Strand 


+ 


Start 


474 






End 


6416 


Name 


OJ991013_04 


.0131.C14.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3898 






End 


4307 


GI 


none 






Score 


49 


Exons 


3898. .3975, 


3937. .4014, 


4072. 


.4122, 4096.. 4305, 4155.. 4307 


Seq. No. 


5908 






Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


12486 






Strand 


+ 


Start 


2508 






End 


3099 


Name 


OJ991013_04 


.0131.C15.o3. 


gp 


Method 


AAT/GAP 


Start 


2508 






End 


3099 


GI 


2799106 






Score 


7,15 


Exons 


2508. .2579, 


2615. .3099 








GI Descrip. 


3402815/emb 


|AJ007829|CVE7829 


1.0e-20 Cloning Vector pGreen 


Seq. No. 


5908 






Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


12487 






Strand 




Start 


1324 






End 


1484 


Name 


OJ991013 04 


.0131.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


1324 






End 


1484 


GI 


286806 






Score 


253 


Exons 


1324. .1484 










GI Descrip. 


54 41872/dbj | AP000366 . 1 1 AP000366 2.0e-21 


. Oryza sativa genomii 




DNA, chromosome 2, clone 


:P0437H03 (contig a) 


Seq. No. 


5908 






Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


12488 






Strand 




Start 


2933 






End 


6701 



6182 




Name 


OJ991013_04 


.0131 


.C15.o2 


.gp 


Method 


AAT/GAP 


Start 


ZolU 








End 


3099 


GI 


2799106 








Score 


716 


Exons 


2610 . . 3099 












GI Descrip. 


3402815/emb 


IAJ007829ICVE7829 


1.0e-20 Cloning Vector pGreen 


Seq. No. 


C A a o 

5908 








Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


1 O A A A 

12488 








Strand 




Start 


2933 








End 


6701 


Name 


OJ991013_04 


.0131, 


.CIS.ol 


.np 


Method 


AAT/NAP 


Start 


A AO A 

2924 








End 


6701 


GI 


A A A A C A "5 

4220523 








Score 


850 


Exons 


2924 . . 3117 , 


3214, 


. .3530, 


3616. 


.3893, 4797.. 5107, 6660.. 6701 


GI Descrip. 


(AL035356) ] 


putative alliin lyase [Arabidopsis thaliana] 


Seq. No. 


5908 








Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


12488 








Strand 




Start 


2933 








End 


6701 


Name 


OJ991013 04 


^0131. 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start - 


2930 








End 


4988 


GI 


none 








Score 


106 


Exons 


A A O A A "1 1 C 

2930 . . 3115, 


2937 , 


. . 3116, 


3215. 


.3364, 3216.. 3362, 3413.. 3529, 




3426 . . 3530, 


3446, 


. .3538, 


3595. 


.3888, 3612. .3887, 4848. .4988, 




A C\ /" A A A a tr 

4864 . . 4 935 












Seq. No. 


5908 








Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


12488 








Strand 




Start 


2933 








End 


6701 


Name 


OJ991013_04 


.0131, 


.CIS.ol 


. gs 


Method 


GEN SCAN 


Start 


2933 








End 


5805 


GI 


none 








Score 


.43 


Exons 


2933. . 3117, 


3214 , 


. .3530, 


3616. 


.3849, 4116. .4197, 4959. .5149, 




5294 . . 5564, 


5667 , 


. .5805 








Seq. No. 


5908 








Seq. ID 


OJ991013_04.0131.C15 


Gene No. 


12488 








Strand 




Start 


2933 








End 


6701 


Name 


A TO A 1 rtl "} r\ A 

.OJ991013 04 


.0131. 


,C15.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2939 








End 


3509 


GI 


none 








Score 


67 


Exons 


/-i m a a a a a 

2939. . 3097,, 


3215. 


. .3364, 


3413. 


.3505, 3420.. 3509 


Seq. No. 


5908 








Seq. ID 


OJ991013_04 . 0131 . CIS 


Gene No. 


12488 








Strand 




Start 


2933 








End 


6701 


Name 


OJ991013_04 


.0131. 


.CIS.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


a ti f r 

3666 








End 


5102 


GI 


none 








Score 


111 


Exons 


3666. . 3812, 


3676, 


, .3807, 


3816. 


.3893, 3829. .3891, 4797. .5060, 




4807 . . 5061, 


5070, 


, .5102 








Seq. No. 


5908 








Seq. ID 


OJ991013_04. 0131. CIS 


Gene No. 


12488 








Strand 




Start 


2933 








End 


6701 


Name 


OJ991013 04 


.0131. 


CIS.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3672 








End 


3896 


GI 


none 








Score 


89 



6183 






Exons 


3672. .3812, 


3691. .3807, 3817. 


.3894, 3822.. 3896 






Seq. No. 


5909 




Seq. ID 


OJ991013_ 


_04.0131.C16 




Gene No. 


12489 




Strand 


+ 






Start 


2819 




End 


6356 






Name 


OJ991013_04 


.0131.C16.o2.gs 


Method 


GENSCAN 






Start 


2819 




End 


6320 






GI 


none 




Score 


.96 






Exons 


2819. .5678, 


5809. . 6320 










Seq. No. 


5909 




Seq. ID 


OJ991013_ 


_04 .0131.C16 




Gene No. 


12489 




Strand 


+ 






Start 


2819 




End 


6356 






Name 


OJ991013 04 


.0131.C16.ol.np 


Method 


AAT/NAP 






Start 


2831 - 




End 


6274 






GI 


2982452 




Score 


2237 






Exons 


2831. .4120, 


4346.. 5714, 5779. 


.6274 








GI Descrip. 


(AL022223) 


receptor protein Jcinase-like protein 


[Arabidopsi; 






thaliana] 












Seq. No. 


5909 




Seq. ID 


OJ991013_ 


04 . 0131. C16 




Gene No. 


12489 




Strand 


+ 






Start 


2819 




End 


6356 






Name 


OJ991013 04 


.0131.C16.ol.gp 


Method 


AAT/GAP 




; ^ 


Start 


5926 




End 


6356 




iifi 


GI 


LIB3433-035 


-P1-K1-A1 


Score 


769 




!*i I 


Exons 


5926. .6356 












GI Descrip. 


'3402815/emb|AJ007829|CVE7829 


1.0e-20 


Cloning Vector pGreen 


I. 1 * 


Seq. No. 


5909 




Seq. ID 


OJ991013 


_04.0131.C16 


! =3 


Gene No. 


12490 




Strand 


+ 




i y 


Start 


6373 




End 


6718 






Name 


OJ991013 04 


.0131.C16.o2.gp 


Method 


AAT/GAP 




.: =3. 


Start 


6373 


End 


6718 




•i 


GI 


3760479 




Score 


628 




"H 


Exons 


6373. .6718 










It Si 
t T 


Seq. No. 


5909 




Seq. ID 


OJ991013_ 


_04 .0131.C16 




Gene No. 


12491 




Strand 


+ 




u 


Start * ■* 


6690 




End 


7998 




□ 


Name 


OJ991013 04 


. 0131.C16.o2.np 


Method 


AAT/NAP 






Start 


6690 




End 


. 7998 






GI 


5777617 




Score 


69 






Exons 


6690. .6722, 


7894. .7998 










GI Descrip. 


(AJ245900) i 


CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


5909 




Seq. ID 


OJ991013_ 


_04.0131.C16 




Gene No. 


12492 




Strand 








Start 


7931 




End 


9160 






Name 


OJ991013 04 


. 0131.C16.o3.gs 


Method 


GENSCAN 






Start 


7931 




End 


9160 






GI 


none 




Score 


.59 






Exons 


7931. .8471, 


8702.. 8738, 8743. 


.9160 








Seq. No. 


5909 




Seq. ID 


OJ991013_ 


_04.0131.C16 




Gene No. 


12493 




Strand 








Start 


9466 




End 


15910 





6184 



Name 


OJ991013 04 


.0131. 


C16.o4 


. tw 


Method TBLASTX : 


Wheat 




Start 


2909 










End 


4648 






GI 


none 










Score 


90 








Exons 


2909. 


.3148, 


3113. 


. 3253, 


3119. 


.3262, 


3266. 


.3421, 


3431. 


.3682, 




3440. 


. 3661, 


3587 . 


. 3877, 


3659. 


.3949, 


3737. 


.4021, 


3782. 


.4093, 




3839. 


.4105, 


4166. 


.4405, 


4166. 


.4375, 


4286. 


.4405, 


4418. 


.4648, 




4433. 


.4642, 


4496. 


.4642 














Seq. No. 


5909 










Seq. 


ID OJ991013 


04.0131.C16 


Gene No. 


12493 










Strand 








Start 


9466 










End 


15910 






Name 


OJ991013 04 


.0131. 


C16.ol, 


,tc 


Method TBLASTX : 


Cress 




Start 


3002 










End 


6113 






GI 


none 










Score 


64 








Exons 


3002. 


.3085, 


3110. 


.3247, 


3113. 


.3238, 


3119. 


.3271, 


3119. 


.3247, 




3146. 


.3262, 


3146. 


.3253, 


3257. 


.3436, 


3257. 


.3421, 


3260. 


.3421, 




3263. 


.4105, 


3266. 


.3385, 


3433. 


.3603, 


3440. 


.3676, 


3440. 


.3973, 




3443. 


.4036, 


3454 . 


. 3621, 


3485. 


.3892, 


3719. 


.3928, 


3725. 


.4105, 




3788. 


.4180, 


3845. 


.4105, 


4166. 


.4396, 


4166. 


.4414, 


4166. 


.4324, 




4166. 


.4396, 


4166. 


.4396, 


4172 . 


.4408, 


4199. 


.4375, 


4240. 


.4332, 




4274. 


.4396, 


4364. 


.4405, 


4379. 


.4642, 


4397. 


.4543, 


4397. 


.4642, 




4424. 


.4615, 


4429. 


.4563, 


4433. 


.4636, 


4433. 


.4594, 


4433. 


.4615, 




4520. 


.4645, 


4592. 


.4666, 


4652. 


.4759, 


4660. 


.4716, 


5060. 


.5209, 




5255. 


.5380, 


5447. 


.5611, 


5450. 


.5566, 


5799. 


.5900, 


5807. 


.5899, 




5910. 


.5948, 


6027. 


.6113 















Seq. No. 
Gene No. 
U Start 
LJ Name 
Start 
GI 

Exons 



Q 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5909 

12493 

9466 

OJ991013_04, 

3110 

none 

3110. .3247, 
3146. .3250, 



Seq. iD 
Strand 



OJ991013 04.0131.C16 



0131.C16.o3.tm 



3275. 
3434. 
3491. 
3638. 
3749. 
3854. 
4001. 
4166. 
4169. 



.3385, 
.3676, 
.3763, 
.3892, 
.4036, 
.4105, 
.4168, 
,4408, 
,4396, 



4286. .4396, 
4424. .4636, 
4651. .4755, 



3113. 

3257. 

3301. 

3439. 

3494. 

3653. 

3781. 

3893. 

4013. 

4166. , 

4169. 

4384. 

4433. 

4652. . 



3238, 
3436, 
3465, 
3609, 
3964, 
4105, 
4041, 
4105, 
4168, 
4324, 
4405, 
4542, 
4615, 
4765, 





End 


15910 






tm 


Method TBLASTX: 


Maize 






End 


4837 








Score 


86 








3113. 


.3238, 


3119. 


.3247, 


3119. 


.3247, 


3257. 


.3421, 


3266. 


.3388, 


3272. 


.3424, 


3430. 


.3678, 


3431. 


.3676, 


3434. 


.3679, 


3440. 


.3904, 


3443. 


.3550, 


3448. 


.3534, 


3583. 


.3891, 


3587. 


.3838, 


3587. 


.3676, 


3664. 


.3894, 


3719. 


.4036, 


3727. 


.3831, 


3782. 


.4105, 


3808. 


.3972, 


3848. 


.4105, 


3952. 


.4107, 


4001. 


.4165, 


4001. 


.4324, 


4067. 


.4165, 


4165. 


.4323, 


4166. 


.4405, 


4168. 


.4404, 


4168. 


.4395, 


4168. 


.4404, 


4174. 


.4395, 


4229. 


.4405, 


4253. 


.4411, 


4397. 


.4627, 


4397. 


.4615, 


4421. 


.4624, 


4444 . 


.4626, 


4447. 


.4614, 


4615. 


.4707, 


4655. 


.4681, 


4766. 


.4837 







5909 

12493 

9466 

OJ991013_04 .0131.C16.ol.ts 

3113 

none 

3113.. 3247, 3146.. 3247, 3191. 
3301.. 3675, 3443.. 3556, 3512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991013 04.0131.C16 



15910 

TBLASTX : Soybean 
4759 
84 

3250, 3263. .3682, 3266. .3409, 
3763, 3587.. 3784, 3587.. 3844, 



3725.. 3874, 3730.. 3837, 3731.. 3982, 3803.:4048, 3875.. 4105, 
3926. .4105, 3938. .4105, 4019. .4276, 4166. .4633, 4166. .4348, 



6185 






4168. .4329, 


4424 


. .4759, 


4454. 


.4645, 4514. .4645 


Seq. No. 


5909 








Seq. ID 


OJ991013_04.0131.C16 


Gene No . 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


,0131 


.C16.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5252 








End 


5587 


GI 


none 








Score 


95 


Exons 


5252. .5380, 


5444 


. .5587, 


5446. 


.5535, 5486. .5566 


Seq. No. 


5909 








Seq. ID 


OJ991013_04.0131.C16 


Gene No. 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


0131 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5266 








End 


5908 


GI 


none 








Score 


134 


Exons 


5266. .5379, 


5267 


. .5380, 


5447. 


.5611, 5450. .5614, 5623. .5676, 




5650. .5679, 


5799 


. .5897, 


5807. 


.5908 




Seq. No. 


5909 








Seq. ID 


OJ991013_04.0131.C16 


Gene No . 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


0131 


,C16.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


5279 








End 


5611 


GI 


none 








Score 


155 


Exons 


5279. .5380, 


5287 


. .5337, 


5444. 


.5611, 5449.-5529 


Seq. No. 


5909 








Seq..,, ID 


OJ991013_04.0131.C16 


Gene No. 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


0131 


.C16.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


5799 








End 


6146 


GI 


none 








Score 


120 


Exons 


5799. .5891, 


5807 


. .5920, 


5807. 


.5887, 5886.-5933, 5921.. 6124, 




5922. . 6146 












Seq. No. 


5909 








Seq. ID 


OJ991013_04.0131.C16 


Gene No. 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


0131 


.C16.o5 


.ts 


Method 


TBLASTX: Soybean 


Start 


8417 








End 


9121 


GI 


none 








Score 


61 


Exons 


8417. .8443, 


8466 


. .8594, 


8488. 


.8589, 8702. .8857, 8887. .8946, 




8989. .9120, 


8990 


. .9121 








Seq. No. 


5909 








Seq. ID 


OJ991013_04.0131.C16 


Gene No . 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


0131 


.C16.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


8481 








End 


9105 


GI 


none 








Score 


97 


Exons 


8481 . . 8594, 


8702 


. . 8857 , 


8887 . 


.8946, 8989. .9105 


Seq. No. 


5909 








Seq. ID 


OJ991013_04.0131.C16 


Gene No. 


12493 








Strand 




Start 


9466 








End 


15910 


Name 


OJ991013 04. 


0131 


.C16.o4 


. gs 


Method 


GENSCAN 



6186 





Start 


9466 




End 


12302 








GI 


none 




Score 


.74 








Exons 


9466.. 9523, 10102 .. 10433, 11510 .. 11656, 


11768. . 


11821, 








11989 12048, 12153 


. 12302 












Seq. No. 


5909 




Seq. ID 


OJ991013 


_04.0131 


-C16 




\J ^ilC I 1 ! V-/ • 


12493 




Strand 










Start 


9466 




End 


15910 








Name 


OJ991013 04.0131.C16 


. ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


10048 




End 


10320 








GI 


none 




Score 


184 








Exons 


10048. .10320, 10068. 


.10319 












Seq. No. 


5909 




Seq. ID 


OJ991013 


_04 .0131 


.C16 




Gene No. 


12493 




Strand 










Start 


9466 




End 


15910 








Name 


OJ991013 04.0131.C16 


. ol . tm 


Method 


TBLASTX: 


^la i z e 






Start 


10048 




End 


15034 








GI 


none 




Score 


240 








Exons 


10048. .10434, - 10059. 


.10436, 


11508. .11690, 11510 


. .11656, 








11768. .11827, 12150. 


.12320, 


12151. .12318, 14580 


. . 14642, 








14957 15034 














Seq. No. 


5909 




Seq. ID 


OJ991013 


_04.0131 


.C16 




Gfanp No 


12493 




Strand 








rn 


Start 


9466 




End 


15910 








Name 


OJ991013 04.0131.C16 


.o2.tc 


Method 


TBLASTX: 


Cress 




. z 


Start 


10054 




End 


10428 








GI 


none 




Score 


224 






; . : 
: : s 


Exons 


10054. .10428, 10056. 


.10421 










; ^ 

ri i 


Seq. No. 


5909 




Seq. ID 


OJ991013 


_04 .0131 


.C16 




Gene No. 


12493 




Strand 








,J S3. 


Start 


9466 




End 


15910 








Name 


OJ991013 04.0131.C16 


.o2.ts 


Method 


TBLASTX: 


Soybean 




: '4 


Start 


10054 




End 


12320 




!== 


GI 


none 




Score 


237 








Exons 


10054. .10434, 10062. 


.10436, 


10326. .10436, 11508 


. .11690, 




Q 




11510. .11656, 11768. 


.11827, 


12150. .12320, 12151 


. .12318 




Seq. No. 


5909 




Seq. ID 


OJ991013 


_04.0131 


.C16 




Gene No. 


12493 




Strand 










Start 


94 66 




End • 


15910 








Name 


OJ991013 04.0131.C16 


. o3.np 


Method 


AAT/NAP 








Start 


10059 




End 


15304 








GI 


6175145 




Score 


1193 








Exons 


10059. .10433, 11510. 


.11656, 


11768. .11821, 12153 


. .12317, 








14466. .14528, 14561. 


.14678, 


14912. .15028, 15122 


. .15304 





GI Descrip. (AC010796) unknown protein [Arabidopsis thaliana] 

gil 6453902|gb|AAF09085.1|AC011663_21 (AC011663) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 5909 Seq. ID 

Gene No. 124 93 Strand 

Start 9466 End 

Name OJ991013_04 . 0131 . C16 . o3 . tw Method 

Start 11508 End 



OJ991013_04.0131.C16 
15910 

TBLASTX: Wheat 
12257 



6187 



3Sf 
=1 



ry 
-.3 



GI 


none 


Score 


94 


Exons 


11508. .11654, 11510. .11653, 


11768. .11833, 12150. .12188, 




12151. .12189, 12180. .12257 






Seq. No. 


5909 


Seq. ID 


OJ991013_04.0131.C16 


Gene No. 


12493 


Strand 




Start 


9466 


End 


15910 


Name 


OJ991013 04.0131.C16.o4.tc 


Method 


TBLASTX: Cress 


Start 


11508 


End 


12227 


GI 


none 


Score 


34 


Exons 


11508. .11534, 11513. .11656, 


11556. .11654, 11768. . 11827, 




11769. .11822, 12150. .12227 






Seq. No. 


5909 


Seq. ID 


OJ991013_04 .0131.C16 


Gene No. 


12493 - 


Strand 




Start 


9466 


End 


15910 


Name 


OJ991013 04.0131.C16.o5.gs 


Method 


GENSCAN 


Start 


14166 


End 


15910 


GI 


none 


Score 


.54 


Exons 


14166. .14777, 14 942. .15028, 


15152. .15365, 15788.. 15910 


Seq. No. 


5910 


Seq. ID 


OJ991013_04.0131.C18 


Gene No. 


12494 


Strand 


+ 


Start 


6230 


End 


8717 


Name 


OJ991013 04.0131.C18.o2.np 


Method 


AAT/NAP 


Start 


6230 


End 


8717 


GI 


6016714 


Score 


140 


Exons 


6230.. 6374, 6752.. 6927, 7042 


..7174, 8684.. 8717 


GI Descrip. 


(AC009325) putative phosphate/phosphoenolpyruvate translocator 




[Arabidopsis thaliana] 






Seq. No. 


5910 


Seq. ID 


OJ991013_04.0131.C18 


Gene No. 


12495 


Strand 




Start 


1 


End 


315 


Name 


OJ991013 04.0131.C18.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


315 


GI 


2115 1.R1084 


Score 


606 


Exons 


1. .315 






GI Descrip. 


, 4138581/emb|CAA67107| 1 . Oe- 


31 (X98474! 


\ mitochondrial energy 




transfer protein [Solanum tuberosum] ' 




Seq. No. 


5910 


Seq. ID 


OJ991013_04 .0131.C18 


Gene No. 


12496 


Strand 




Start 


221 


End 


2920 


Name 


OJ991013 04.0131.C18.ol.np 


Method 


AAT/NAP 


Start 


221 


End 


993 


GI 


114009 


Score 


14'9 


Exons 


221.. 319, 631.. 727, 808.. 993 






GI Descrip. 


APAG PROTEIN gi | 72927 | pir | | BVECAG apaG 


protein - Escherichia 



coli gi|40918|emb|CAA28418| (X04711) URF (apaG) (AA 1-375) 
[Escherichia coli] gi | 216475 I dbj | BAA01326 | (D10483) apaG protein 
[Escherichia coli] gi 1 1786235 (AE000115) orf, hypothetical 
protein [Escherichia coli] 



Seq. No. 
Gene No. 
Start 



5910 

12496 

221 



Seq. ID 

Strand 

End 



OJ991013 04.0131.C18 



2920 



6188 



Name 

Start 

GI 

Exons 



OJ991013_04 . 0131 . C18 . ol . tm Method TBLASTX : Maize 

644 End 2512 

none Score 145 

644. .727, 644. .712, 646. .726, 655. .765, 792. .980, 793. .951, 

800. .985, 802. .981, 807. .995, 1494.. 1577, 1496. .1582, 
1497... 1577, 2214. .2258, 2231. .2347, 2270. .2350, 2432. .2512, 
2447. .2494, 2449. .2511 



Seq. No. 5910 Seq. ID OJ991013_04 . 0131 .C18 

Gene No. 124 96 Strand 

Start 221 End 2920 

Name OJ991013_04 . 0131 .C18 . o2 . gp Method AAT/GAP 

Start 706 End 2920 

GI 8799_1.R1084 Score 1624 

Exons 706.. 727, 808.. 980, 1496.. 1576, 2231.. 2344, 2449.. 2920 

GI Descrip. 1 114009/sp | P05636 | APAG_ECOLI 5.0e-10 APAG PROTEIN 

>gi_72927_pir BVECAG apaG protein - Escherichia coli 

>gi_40918_emb_CAA28418_ (X04711) URF (apaG) (AA 1-375) 
[Escherichia coli] >gi_216475_dbj_BAA01326_ (D10483) apaG 
protein [Escherichia coli] >gi_1786235 (AE000115) orf, 
hypothetical protein [Escherichia coli] 1 



Seq. No. 5910 

Gene No. 124 96 

u f Start 221 

M Name OJ991013_04 . 0131 .C18 . ol . ts 

£H Start 810 

fjj GI none 

r=l Exons 810.. 971, 810.. 980, 814.. 981, 

! 8 " 2231.. 2347, 2449.. 2514 



Seq. ID OJ991013_04.0131.C18 
Strand 
End 

Method 
End 
Score 

814. .987, 1496. .1582; 1500. .1577, 



2920 

TBLASTX : Soybean 

2514 

98 

1496. .1582; 1500. 



U 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ991013_ 
+ 

2318 
AAT/NAP 
2078 
692 



04.0131.C19 



Seq. No. 5911 
rU Gene No. 124 97 

;E Start 594 

Name OJ991013_04 . 0131 . C19 . ol . np 

Start 594 
GI 1706110 

Exons 594.. 751, 858.. 943, 1086.. 1170, 

1789.. 1918, 2005. .2078 
GI Descrip. TRIOSE PHOSPHATE /PHOSPHATE TRANSLOCATOR, NON-GREEN PLASTID 
PRECURSOR (CTPT) gi 11143713 (U13632) non-green plastid 
phosphate/triose-phosphate translocator precursor [Brassica 
oleracea] 



1309. .1428, 1504. .1572, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5911 

12497 

594 

OJ991013_04.0131.C19.ol.gs 

635 

none 



Seq. ID OJ991013_04.0131.C19 

Strand + 

End 2318 

Method GENS CAN 

End 1944 

Score .64 



635. .751, 1309. .1428, 1789. .1944 



Seq. No. 5911 

Gene No. 12497 

Start _ 594 

Name - OJ991013J34 . 0131 .C19 . ol . gp 

Start 1112 



Seq. ID OJ991013_04.0131.C19 

Strand + 

End 2318 

Method AAT/GAP 

End 2318 



6189 



GI 11092_1.R1084 Score 1245 

Exons 1112.. 1170, 1309.. 1428, 1504.. 1572, 1789.. 1918, 2005.. 2318 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 5911 
Gene No. 12498 
Start 3427 

Name OJ991013_04 .0131 . C19 . o2 . tm 

Start 580 
GI none 

Exons -580. .753, 596. .772, 617. .781, 
1081.. 1170, 1089.. 1184, 1092. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_04.0131.C19 
6780 

TBLASTX: Maize 

2077 

183 



855. .947, 860. .943, 891. .944, 
1223, 1094.. 1186, 1306.. 1425, 



1329.. 1421, 1489.. 1575, 178.3.. 1920, 1785.. 1919, 1786.. 1920, 
2003.. 2077, 2004.. 2045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5911 

12498 

3427 

OJ991013_04.0131.C19.o4.ts 

595 

none 



Seq. ID OJ991013_04.0131.C19 
Strand 

End 6780 

Method TBLASTX: Soybean 

End 1184 

Score 174 



595. .762, 596. .772, 596. .781, 842. .943, 855. .974, 882. .944, 
1081. .1170, 1081. .1170, 1086. .1184 



5911 

12498 

3427 

OJ991013_04.0131.C19.o2.tc 

596 

none 



Seq. ID OJ991013_04.0131.C19 
Strand 

End 6780 

Method TBLASTX : Cress 

End 2077 

Score 172' 



596. .751, 601. .750, 608. .760, 855. .974, 860. .958, 1081. .1170, 
1089. .1172, 1252. .1425, 1308. .1415, 1504. .1575, 1783. .1920, 
1785.. 1919, 2000.. 2077, 2004.. 2045 



» =1 



Seq. No. 5911 
Gene No. 12498 
Start 3427 

Name ■ OJ991013_04 . 0131 . C19 . ol . ts 

Start 3415 
GI none 

Exons 3415. .3516," 3427. .3753, 3428. 

3754.. 3864, 3776.. 3865, 3945. 
4342. .4386, 4456. .4656 



Seq. ID OJ991013_04.0131.C19 
Strand 

End 6780 

Method TBLASTX : Soybean 

End 4661 

Score 57 

.3544, 3571.. 3705, 3608.. 3742, 
.4343, 3946.-4344, 4341. .4661, 



Seq. No. 5911 
Gene No. 124 98 

Start 3427 

Name , OJ991013_04 . 0131 . C19 . ol . tm 

Start 3424 
GI none 

Exons 3424.. 3705, 3427.. 3753, 3608. 

3945. .4343, 3946. .4344, 4347. 
4932.. 5549, 4933.. 5154, 5211. 
5668.. 5829, 5796.. 5876 



Seq. ID OJ991013_04.0131.C19 
Strand 

End 6780 

Method TBLASTX : Mai ze 

End 5882 

Score 134 

.3742, 3754. .3864, 3755. .3865, 
.4415, 4347. .4868, 4462. .4866, 
.5444, 5218. .5550, 5577. .5882, 



Seq. No. 



5911 



Seq. ID OJ991013_04.0131.C19 



6190 



.Gene No. 12498 
Start 3427 

Name OJ991013_04.0131.C19.ol.tc 
Start 3427 
GI none 

Exons 3427.. 3762, 3428.. 3544, 3608. 

3933.. 3995, 3943.. 3993, 3945. 
4353. .4841, 4462. .4842, 4843. 
5205.. 5444, 5218.. 5550, 5577. 



Strand 

End 6780 
Method TBLASTX : Cress 
End 5876 
Score 149 

.3742, 3754. .3864, 3764.-3865, 
.4343, 3946. .4344, 4344. .4400, 
.4866, 4932. .5549, 4933. .5151, 
.5876, 5668. .5820 



Seq. No. 5911 

Gene No. 12498 

Start 3427 

Name OJ991013_04 . 0131 . C19 . o2 . gs 

Start 3427 

GI none 

Exons 3427.. 3863, 3944.. 5873 

Seq. No. 5911 : „ . 

Gene No. 124 98 

Start 3427 

Name OJ991013_04 . 0131 . C19 . ol . tw 

Start 3430 

GI none 

Exons 3430.. 3864, 3431.. 3547, 3571. 
3946. .4029 



Seq. ID OJ991013_04.0131.C19 
Strand 

End 6780 

Method GENSCAN 

End 5873 

Score 1 



Seq. ID OJ991013_04.0131.C19 
Strand 

End 6780 
Method . TBLASTX: Wheat 
End 4029 
Score 95 

.3705, 3608. .3865, 3945. .4016, 



EST 



Seq. No. 5911 

Gene No. 12498 

Start 3427 

Name OJ991013_04 .0131 . C19 . o2 . np 

Start 3430 

GI 2499709 

Exons 3430.. 3863, 3944.. 5915, 6707. 
GI Descr.ip. 



OJ991013 04.0131.C19 



Seq. ID _ 
Strand 

End 6780 
Method AAT/NAP 
End 6780 
Score 3329 
.6780 

PHOSPHOLIPASE D 1 PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
gi|1020415|dbj |BAA11136| (D73411) phospholipase D [Oryza sativa] 
gi 1 1902903 |dbj |BAA19467| (AB001920) phospholipase D [Oryza 
sativa] 



i;3 Seq. No. 


5911 




Seq. ID 


OJ991013_04 .0131. 


C19 


Gene No. 


12498 




Strand 






Start 


3427 




End 


6780 




Name 


OJ991013 04.0131.C19.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4032 




End 


4206 




GI 


none 




Score 


164 




Exons 


4032. .4205, 4033. .4206 










Seq. No. 


5911 




Seq. ID 


OJ991013_04 .0131. 


C19 


Gene No. 


12498 




Strand 






Start 


3427 




End 


6780 




Name 


OJ991013 04.0131.C19.o2 


• gp 


Method 


AAT/GAP 




Start 


4090 




End 


4548 




GI 


43947 1.R1084 




Score 


879 




Exons 


4090. .4548 










GI Descrip. 


, 24 99709/sp|Q43007 | PLD1 


_ORYSA 


6. 0e-65 


PHOSPHOLIPASE D 1 





PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 



6191 




(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1)' 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] 1 



Seq. No. 


5911 








Seq. ID 


OJ991013_04 . 0131 .C19 


Gene No. 


12498 








Strand 




Start 


3427 








End 


6780 


Name 


OJ991013 04 


.0131. 


C19.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


4207 








End 


4442 . 


GI 


none 








Score 


167 


Exons 


4207. .4344, 


4209. 


.4343, 


4347. 


.4418, 4347. .4442 


Seq. No. 


5911 








Seq. ID 


OJ991013_04.0131.C19 


Gene No. 


12498 








Strand 




Start 


3427 








End 


6780 


Name 


OJ991013 04 


.0131. 


C19.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


4662 








End 


4868 


GI 


none 








Score 


202 


Exons 


4662. .4868, 


4663. 


.4866 








Seq. No. 


5911 








Seq. ID 


OJ991013_04.0131.C19 


Gene No. 


12498 








Strand 




Start 


3427 








End 


6780 


Name 


OJ991013 04 


.0131. 


C19.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4932 








End 


5879 


GI 


none 








Score 


236 


Exons 


4932. .5546, 


4933. 


.5154, 


5218. 


.5547, 5577.. 5879, 5668.. 5829 


Seq. No. 


5911 








Seq. ID 


OJ991013_04 . 0131 .C19 


Gene No. 


12498 








Strand 




Start 


3427 








End 


6780 


Name 


OJ991013 04 


.0131. 


C19.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5136 








End 


5505 


GI 


none 








Score 


142 . 


Exons 


5136. .5498, 


5211. 


.5444, 


5218. 


.5505 




Seq. No. 


5911 








Seq. ID 


OJ991013_04.0131.C19 


Gene No. 


12498 








Strand 




Start 


3427 








End 


6780 


Name 


OJ991013 04 


.0131. 


C19.o3 


.gp 


Method 


AAT/GAP 


Start 


5175 








' End 


5515 


GI 


3090597 " 








Score 


564 


Exons 


5175. .5515 












GI Descrip. 


2499709/sp|Q43007 | PLD1_0RYSA 


1.0e-30 PHOSPHOLIPASE D 1 PRECURSOR 



(PLD 1) (CHOLINE PHOSPHATASE 1) ( PHOSPHATIDYLCHOLINE-HYDROLYZING 
PHOSPHOLIPASE D 1) >gi_1020415_dbj_BAA11136_ (D73411) 
phospholipase D [Oryza sativa] >gi_1902903_dbj_BAA194 67_ 
(AB001920) phospholipase D [Oryza sativa] 



5911 Seq. ID OJ991013_04 . 0131 . C19 

12498 Strand 

3427 End 6780 

OJ991013_04. 0131.C19.o4.gp Method AAT/GAP 

5558 End 5878 

uC-osflM202062dl0bl Score 605 

5558. .5878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6192 



GI Descrip. 1 24 99709/sp IQ43007 | PLD1_0RYSA 1.0e-49 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] 1 



Seq. No. 5912 Seq. ID 

Gene No. 12499 Strand 

Start 2791 End 

Name OJ991013_04 . 0131 .C20 . o2 . gs Method 

Start 2791 End 

GI none Score 

Exons 2791.. 2886, 2980.. 3417 



OJ991013_04.0131.C20 
+ 

4997 
GENSCAN 
3417 
. 96 



Seq. No. 5912 Seq. ID 

Gene No. 12499 Strand 

Start 2791 End 

Name OJ991013_04 . 0131 . C20 . o4 . np Method 

Start 2851 End 

GI 3241945 Score 

Exons 2851.. 3414, 4950.. 4997 

GI Descrip. (AC004 625) unknown protein [Arabidopsis thaliana] 



OJ991013_04 .0131.C20 
+ 

4997 
AAT/NAP 
4997 
203 



! y 



Seq. No. 5912 Seq. ID 

Gene No. 12500 Strand 

Start 7091 End 

Name OJ991013_04 . 0131 . C20 . o5 .np Method 

Start 7091 End 

GI 4049342 Score 

Exons" 7091.. 7618 

GI Descrip. (AL034567) adenylate translocator (brittle-1 ) -like protein 
[Arabidopsis thaliana] 



OJ991013_04.0131.C20 
+ 

7618 
AAT/NAP 
7618 
328 



n Seq. No. 5912 Seq. ID OJ991013_04 . 0131 . C20 

!!* Gene No. 12501 Strand 

Start 1 End 230 

i'* Name OJ991013_04 . 0131 .C20 .ol.np Method AAT/NAP 

U Start 1 End 179 

□ GI 2499708 Score 103 

Exons 1..179 
t,:a GI Descrip. PHOSPHOLIPASE D PRECURSOR (PLD) (CHOLINE PHOSPHATASE) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D) 
gi|1020409|dbj |BAA11135| (D73410) phospholipase D [Zea mays] 



Seq. No. 5912 Seq. ID OJ991013_04 . 0131 . C20 

Gene No. 12501 Strand 

Start 1 End 230 

Name OJ991013_04 . 0131 . C20 .ol . gp Method AAT/GAP 

Start 72 End 230 

GI uC-osflM202062dl0bl Score 270 

Exons 72.. 230 

GI Descrip. ' 24 99709/sp | Q43007 | PLD1_0RYSA 1.0e-49 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 



6193 




[Oryza sativa] ' 



Seq. No. 


5912 








Seq. ID 


OJ991013 


04 .0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


.0131 


.C20.o2 


.np 


Method 


AAT/NAP 






Start 


1092 








End 


7742 






GI 


5852172 








Score 


55 






Exons 


1092. .1121, 


1324 


. . 1433, 


7558 


. .7742 








GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 








Seq. No. 


5912 








Seq. ID 


OJ991013 


04 .0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


. 0131 


.C20.o3 


.np 


Method 


AAT/NAP 






Start 


2420 








End 


3826 






GI 


6691203 








Score 


66 






Exons 


2420. .2500, 


3758 


. .3826 












GI Descrip. 


(AC007508) 


F1K23 


.7 [Arabidopsis thaliana] 






Seq. No. 


5912 








Seq. ID 


OJ991013 


_04 .0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


. 0131 


C20 o2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


2979 








End 


3282 






GI 


none 








Score 


157 






Exons 


2979. .3113, 


2980 


. .3114, 


3144 


..3203, 3148. .3231, 


3231. .3269, 




3235. .3282 
















Seq. No. 


5912 








Seq. ID 


OJ991013 


_04.0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


. 0131 


.C20.o2 


.tc 


Method 


TBLASTX: 


Cress 




Start 


3007 








End 


3264 






GI 


none 








Score 


115 






Exons 


3007. .3120, 


3133 


. .3264 












Seq. No. 


5912 








Seq. ID 


OJ991013 


_04.0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


• UUl 


.C20.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3007 








End 


3381 






GI 


none 








Score 


120 






Exons 


3007. .3135, 


3015 


. .3089, 


3135 


...3260, 3136.. 3264, 


3289. .3381 


Seq. No. 


5912 








Seq. ID 


OJ991013 


J34.0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


.0131 


.C20.o3 


,gs 


Method 


GENSCAN 






Start 


7112 








End 


7642 






GI 


none 








Score 


. 96 






Exons 


7112. .7327, 


7406 


. .7642 












Seq. No. 


5912 








Seq. ID 


OJ991013 


_04.0131 


.C20 


Gene No. 


12502 








Strand 








Start 


1092 








End 


7742 






Name 


OJ991013 04 


.0131 


.C20.ol, 


. tm 


Method 


TBLASTX :Maize 





'6194 



o 

m 

i y 

=-=f 



Start 


7240 






End 


7638 


GI 


none 






Score 


44 


Exons 


7240. .7284, 7262. 


.7318, 


7364. 


.7618, 7384.. 7638, 7391.. 7621 


Seq. No. 


5912 






Seq. ID 


OJ991013_04 .0131.C20 


Gene No . 


12502 






Strand 




Start 


1092 






End 


7742 


Name 


OJ991013 04.0131. 


C20.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7373 






End 


7557 


GI 


none 






Score 


227 


Exons 


7373.-7555, 7384. 


.7557, 


7391. 


.7555, 7462. .7557 


Seq. No. 


5912 






Seq. ID 


OJ991013_04.0131.C20 


Gene No . 


12502 






Strand 




Start 


1092 






End 


7742 


Name 


OJ991013 04.0131. 


C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7384 






End 


7635 


GI 


none 






Score 


309 


Exons 


7384. .7620, 7391. 


.7621, 


7462. 


.7635, 7500.. 7625 


Seq. No. 


5913 






Seq. ID 


OJ991013_04.0131.C21 


Gene No. 


12503 






Strand 


+ 


Start 


1 






End 


463 


Name 


OJ991013- 04.0131. 


C21.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


463 


GI 


3764119 






Score 


870 


Exons 


1. .463 










GI Descrip. 


4138581/emb|CAA67107 | 1 


.Oe-31 


(X98474) 


mitochondrial energy 




transfer protein 


[Solanum tuberosum] 




Seq. No. 


5913 






Seq. ID 


OJ991013_04.0131.C21 


Gene No . 


12503 






Strand 


+ 


Start 


1 






End 


463 


Name 


OJ991013 04.0131. 


C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


216 


GI 


none 






Score 


69 


Exons 


1..117, 2. .85, 2. 


.118, 


3. .128 


, 14. .130, 


169. .216 


Seq. No. 


5913 






Seq. ID 


OJ991013_04.0131.C21 


Gene No. 


12503 






Strand 


+ 


Start , 


• 1 






End 


463 


Name 


OJ991013 '04.0131. 


C21.ol 


. np 


Method 


AAT/NAP 


Start \ 


1 






End 


150 


GI 


231654 






Score 


118 


Exons 


1. .150 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



BRITTLE-1 PROTEIN PRECURSOR gi | 8267 6 | pir ! | JQ1459 Btl protein 
precursor - maize gi 1168426 (M79333) brittle-1 protein [Zea 
mays] 



5914 

12504 

908 

OJ991013_04.0131.C22.ol.gs 
908 

none - 
908. .1182 



Seq. ID OJ991013_04.0131.C22 
Strand 

End 1182 

Method GENSCAN 

End 1182 

Score .76 



6195 



1 



t EST 

ru 



Seq. No. 


5915 


Seq. ID 


OJ991013 


_04 .0131 


.C23 


Gene No. 


12505 


Strand 


+ 






Start 


1403 


End 


2174 






Name 


OJ991013 04.0131.C23.ol.np 


Method 


AAT/NAP 






Start 


1403 


End 


2174 






GI 


4680183 


Score 


179 






Exons 


1403. .1480, 2085. .2174 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


5916 


Seq. ID 


OJ991013_ 


_04 .0131 


.C24 


Gene No. 


12506 


Strand 








Start 


221 


End 


1256 






Name 


OJ991013 04.0131.C24.ol.gs 


Method 


GENSCAN 






Start 


221 


End 


1256 






GI 


none 


Score 


.5 






Exons 


221. .508, 604. .673, 717.. 808, 936.. 1256 






Seq. No. 


5917 


Seq. ID 


OJ991013_ 


_04 .0131 


.C26 


Gene No. 


12507 


Strand 


+ 






Start 


110 


End 


294 






Name 


OJ991013 04.0131.C26.ol.gs 


Method 


GENSCAN 






Start 


110 


End 


294 






GI 


none 


Score 


.48 






Exons 


110.. 294 










Seq. No. 


5918 


Seq. ID 


OJ991203_ 


_01.0128 


.CI 


Gene No. 


12508 


Strand 








Start 


570 


End 


1137 






Name 


OJ991203 01.0128.Cl.ol.np 


Method 


AAT/NAP 






Start 


570 


End 


1137 






GI 


5441880 


Score 


762 






Exons 


570. .720, 826. .1137 











GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



^ Seq. No. 5918 Seq. ID 

;-3 Gene No. 12508 . Strand 

;3 Start 570 End 

^ Name OJ991203JD1 . 0128 .CI . ol . gs Method 

Start - - 572 , End 

GI none Score 

Exons 572.. 720, 826.. 1072 



OJ991203_01.0128.C1 
+ 

1137 
GENSCAN 
1072 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



^Seq. No. 
Gene No . 



5919 Seq. ID 

12509 . Strand 

1 End 

OJ991203_01 . 0128 . C2 . o2 . np Method 

1 End 

5441880 Score 

1..28, 517. .815, 892. .1150, 1395. .1492, 



OJ991203_01.0128.C2 
+ 

2499 
AAT/NAP 
2220 
1622 

1739.. 1870, 1986.. 2220 



(AP000367) EST C28952 (C6294 5) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



5919 
12509 



Seq,. ID OJ991203_01.0128.C2 
Strand + 



6196 



4f 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Q ;gi 

i.i Exons 

m 

Seq. No. 
\Ji Gene No. 
|«3 Start 
Ly Name 
l3 Start 

: ^ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ991203_01.0128.C2.ol.gs 
99 

none 



End 

Method 

End 

Score 



2499 
GENSCAN 
2499 
.64 



99. .237, 310. .425, 517. .768, 944. .1150, 1243. .1363, 1395. .1492, 
1583.. 1638, 1739.. 1870, 1934.. 1981, 1986.. 2188, 2339.. 2499 



5919 * Seq. ID 

12509 Strand 
1 End 
OJ991203_01 . 0128 .C2 .ol .gp Method 
643 End 
LIB3475-007-P1-K1-G8 Score 
643. .815, 892. .1142 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ991203_01.0128.C2 
+ 

2499 
AAT/GAP 
1142 
798 



5920 Seq. ID 

12510 Strand 

458 End 

OJ991203_01.0128.C3.ol.gs Method 

4 58 End . 

none :y Score 
458. .598 



OJ991203_01.0128.C3 
+ 

598 

GENSCAN 

598 

.69 



5920 
12511 
134 

OJ991203_01.0128.C3.ol.gp 
134 

7406_1.R1084 
134. .536 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



Seq. ID OJ991203_01.0128.C3 

Strand - ■ 

End 536 

Method AAT/GAP 

End 536 

Score 64 9 



5920 

12512 

8107 

OJ991203_01.0128.C3.o3.gs 

8107 

none 

8107. .8528, 9107. .9196 



Seq. ID OJ991203_01.0128.C3 
Strand 

End 9196 

Method GENSCAN 

End - 9196 

Score .71 



5921 
12513 
143 

OJ991203_01.0128.C4.ol.gp 
143 

21839_1.R1084 
143. .172, 655..769, 1651. .1697 

M406759/gb|AAD20070| 9.0e-33 (AC006836) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991203_01.0128.C4 

Strand + 

End 1697 

Method AAT/GAP 

End 1697 

Score 319 



5921 

12513 

143 



Seq. ID OJ991203_01.0128.C4 
Strand + 
End 1697 



6197 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991203JU.0128.C4 .ol.gs 

655 

none 

655. .769, 1049. .1089 



Method GENSCAN 
End 1089 
Score . 92 



5922 

12514 

1 

OJ991203_01.0128.C5.ol.np 
1 

6503302 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..50, 578. .670, 1115. .1462, 1617. .1661, 1742. .1771, 2043. .2162, 
2250. .2333 

(AC011713) Is a member of PF| 01544 CorA-like Mg2+ transporter 
protein family. ESTs gb|Z48392 and gb|Z48391 come from this 
gene. [Arabidopsis thaliana] 



OJ991203_01.0128.C5 
+ 

2481 
AAT/NAP 
2333 
183 



5922 

12514 

1 

OJ991203_01. 0128. C5. ol.gs 

596 

none 

596. .670, 1115. .1204/ 1418. 
2043.. 2162, 2250.. 2336 

5922 

12514 

1 

OJ991203_01 . 0128 . C5 . o2 . gp 
1319 

53179 1.R1084 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1462, 1617, 



OJ991203_01.0128.C5 
+ 

2481 
GENSCAN 
2336 
.84 

.1661, 1742. .1771, 



Seq. ID OJ991203_01.0128.C5 

Strand + 

End 2481 

Method AAT/GAP 

End 2481 

Score 839 



1319. .1342, 1418. .1462, 1617. .1661, 1742. .1771, 2043. .2162, 
2250. .2481 

M406759/gb|AAD20070| 6.0e-24 (AC006836) hypothetical protein 
[Arabidopsis thaliana] ? 



5922 Seq. ID 

12515 ' Strand 

11075 End 

OJ991203_01.0128.C5.o3.gp Method 

11075 End 

4715309 Score 



OJ991203_01.0128.C5 
+ 

16608 
AAT/GAP 
13907 
910 



11075. .11389, 13334. .13433, 13834.. 13907 

1946361 4.0e-26 (U93215) C3HC4 zinc finger protein isolog 
[Arabidopsis thaliana] 



5922 

12515 

11075 

OJ991203_01.0128.C5.o3.np 

11284 

1946361 

11284. .11389, 13334. .13433, 
14480. .14748, 14837 14887 , 



Seq. ID OJ991203_01.0128.C5 

Strand + 

End 16608 

Method AAT/NAP 

End 15881 

Score 543 
13834. .14170, 14291. .14429, 
15260. .15332, 15708.. 15881 



(U93215) putative C3HC4 zinc finger protein [Arabidopsis 
thaliana] 



6198 



Seq. No. 5922 Seq. ID 

Gene No. 12515 Strand 

Start 11075 End 

Name OJ991203_01 . 0128 .C5 .o4 .gs Method 

Start 13351 End 

GI none Score 

Exons 13351. .13433, 13834 .. 14170, 14291 

15708. .15800, 15910. .16003, 16445 



14748, 
16608 



OJ991203_01.0128.C5 
+ 

16608 
GENSCAN 
16608 
.67 

15260. .15332, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
£3 Name 
^ Start 
f "R GI 



r 1 1 



Exons 



GI Descrip. 

" J 



i-3 Seq. No. 
ri= Gene No. 
! y Start 

Name 
£3 Start 
: '4 GI 

i„A Exons 

i 

. 

^ Seq. No. 

Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5922 

12515 

11075 

OJ991203_01.0128.C5.o4.gp 
14682 

uC-osflcypl29b04al 
14682. .14748, 14837 14887, 



Seq. ID OJ991203_01.0128.C5 

Strand + 

End 16608 

Method AAT/GAP 

End 16020 

Score 948 



15260. .15332, 15708.. 16020 
•1946361 7.0e-25 (U93215) C3HC4 zinc finger protein isolog 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991203 0T.0128.C5 



5922 
12516 
594 

OJ991203_01.0128.C5.ol.gp 
594 

21839_1.R1084 
594. .656 

'4406759/gb|AAD20070| 9.0e-33 (AC006836) hypothetical protein 
[Arabidopsis thaliana] * 



656 

AAT/GAP 

656 

102 



5922 Seq. ID 

12517 Strand 

3669 End 

OJ991203_01.0128.C5.o2.gs Method 

3669 End 

none Score 



OJ991203_01.0128.C5 

9374 
GENSCAN 
4762 
.94 



3669. .3722, 4203. .4322, 4464. .4619, 4709. .4762 



5922 Seq. ID 

12517 Strand 

3669 End 

OJ991203_01 . 0128 . C5 . o2 . np Method 

4009 End 

1184075 Score 



OJ991203_01.0128.C5 

9374 
AAT/NAP 
9374 
246 



4009. .4043, 6789.-7339, 9339. .9374 
(U42444) Cf-2.1 [Lycopersicon pimpinellif olium] 
gi 1 1587673 | pff | I2207203A Cf-2 gene [Lycopersicon esculentum] 



5922 Seq. ID 

12518 Strand 

17696 End 

OJ991203_01 . 0128 . C5 . ol . tm Method 

562 End 

none Score 



OJ991203_01.0128.C5 
19775 

TBLASTX: Maize 

2452 

122 



562. .696, 581. .673, 1107. .1343, 1107. .1343, 1114. .1350, 
1412. .1465, 1412. .1462, 1416 .. 14 66, .14 17 .. 14 67 , 1606. .1659, 
1608. .1664, 1736. .1774, 1741. .1773, 2037. .2165, 2039. .2176, 



6199 








2042. .2164, 


2249. 


.2347, 


2250. 


.2336, 2339. .2374, 


2399. .2452, 






2401.. 2451 
















Seq. No. 


5922 








Seq. ID 


OJ991203 


_01.Q128.C5 




Gene No. 


12518 








Strand 








Start 


17696 








End 


19775 






Name 


OJ991203 01 


.0128. 


C5.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1118 








End 


1774 






. GI 


none 








Score 


77 






Exons 


1118. .1195, 


1119. 


.1184, 


1189. 


.1293, 1205.. 1342, 


1206. . 1346, 






1226. .1315, 


1412. 


.1465, 


1423. 


.1464, 1608.. 1664, 


1736. . 1774 




Seq. No. 


5922 








Seq. ID 


OJ991203 


_01.0128.C5 




Gene No. 


12518 








Strand 








Start 


17696 








End 


19775 






Name 


OJ991203 01 


.0128. 


C5.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2004 








End 


2342 






GI 


none 








Score 


210 






Exons 


2004. .2165, 


2036. 


.2164, 


2250. 


.2342 








Seq. No. 


5922 








Seq. ID 


OJ991203 


__01 . 0128 .C5 




Gene No. 


12518 








Strand 








Start 


17696 








End 


19775 






Name 


OJ991203 01 


.0128. 


C5..o3. 


tm 


Method 


TBLASTX: 


Maize 


|. 3 


Start 


6262 








End 


6502 




; s p 


GI 


none 








Score 


81 






Exons 


6262. .6381, 


6274 . 


. 6351, 


6276. 


.6368, 6302.. 6382, 


6371. . 6502, 






6376. .6489, 


6381. 


. 6500 










Lil 


Seq. No. 


5922 








Seq. ID 


OJ991203 


__01 . 0128 .C5 




Gene No. 


12518 








Strand 








Start 


17696 








End 


19775 




{ y 


Name 


OJ991203 01 


.0128. 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6760 








End 


7276 






GI 


none 








Score 


65 






Exons 


6760. .7014, 


6796. 


.7098, 


6799. 


.7065, 6821.;7015, 


6871. .7071, 






6925. .7104, 


6925. 


.7038, 


7136. 


.7267, 7154. .7276, 


- 7154 . . 7273 


1.1 


Seq. No. 


5922 








Seq. ID 


OJ991203 


_01.0128.C5 


': ~ 


Gene No. 


12518 








Strand 








Start 


17696 








End 


19775 






Name 


OJ991203 01 


.0128. 


C5.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


6793 








End 


7327 






GI 


none 








Score 


42 






Exons 


6793. .6966, 


6793. 


.7062, 


6793. 


.6993, 6793.. 7104, 


6796. .7065, 






6799. .7098, 


6871. 


.7098, 


6874 . 


.7104, 7015. .7104, 


7130. .7273, 






7133. .7279, 


7133. 


.7273, 


7136. 


.7273, 7163.. 7270, 


7283. .7327 




Seq. No. 


5922 








Seq. ID 


OJ991203 


_01.0128.C5 




Gene No. 


12518 








Strand 








Start 


17696 








End 


19775 






Name 


OJ991203 01 


.0128. 


C5.o4 . 


tm 


Method 


TBLASTX: 


Maize 




Start ■ 


6793 








End 


7339 






GI 


none 








Score 


42 






Exons 


6793. .6966, 


6796. 


.7041, 


6829. 


.7098, 6829.. 7029, 


6979. .7098, 






6995. .7099, 


'7124. 


.7339, 


7124. 


.7273, 7143.. 7268, 


7163. .7249 



6200 





Seq. "No. 


5922 




Seq. ID 


OJ991203_01.0128 


.C5 




Gene No. 


12518 




Strand 








Start 


17696 . 




End 


19775 






Name 


OJ991203 01. 0128. C5. 


o5.np 


Method 


AAT/NAP 






Start 


17696 




End 


19775 






GI 


5430752 




Score 


143 






Exons 


17696. .17715, 18734. 


.18950, 


19375. .19775 






GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 






Seq. No. 


5922 




Seq. ID 


OJ991203_01.0128 


.C5 




Gene No . 


12518 




Strand 








Start 


17696 




End 


19775 






Name 


OJ991203 01 0128 C5 . 


o2 .tm 


Method 


TBLASTX: Maize 






Start 


18784 ~~ 




End 


19065 






GI 


none 




Score 


74 






Exons 


18784 18849. 18786. 


.18845, 


18843. .19064, 18844. .19065 






Seq. No. 


5922 




Seq. ID 


OJ991203_01.0128 


.C5 




Gene No. 


12518 




Strand 








Start 


17696 




End 


19775 






Name 


OJ991203 01 0128 C5 


o4 .np 


Method 


AAT/NAP 






Start 


18807 _ 




End 


19484 






GI 


3063466 
\j \j *j ^ \j \j 




Score 


. 326 






Exons 


18807. .19358, 19399. 


.19484 










GI Descrip. 


(AC003981) F22013.28 


~ [Arabidopsis thaliana] 




= i e 


Seq. No. 


5922 




Seq. ID 


OJ991203_01.0128 


.C5 






12518 




Strand 








Start 


17696 




End 


19775 




E 

i £ 
;W 


Name 


OJ991203 01. 0128. C5. 


o5 . gp 


Method 


AAT/GAP 




:3 


Start 


19022 




End 


19464 




GI 


none 




Score 


837 






Exons 


19022. .19464 










: =3, 


Seq. No. 


5923 




Seq. ID 


OJ991203_01.0128 


.C6 


' J 


Gene No. 


12519 




Strand 


+ 






Start 


567 




End 


1384 





. =? Name 
% Start 

■«el Exons 



OJ991203_01.0128.C6.ol.gs Method GENSCAN 

567 End 1384 

none Score .81 

567. .718, 830. .873, 1209. .1384 



Seq. No. 5923 - 

Gene No. 12520 
Start 6280 

Name OJ991203_01 . 0128 .C6.o2 .gp 

Start 6280 

GI LIB3477-003-P1-K1-E9 
Exons 6280.. 6357 

GI Descrip. ■ 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ991203_01.0128.C6 

Strand + 

End 6357 

Method AAT/GAP 

End 6357 

Score 112 



Seq. No. 5923 

Gene No. 12521 

Start 8 652 

Name OJ991203_01 . 0128 .C6.o2 .np 



Seq. ID OJ991203_01.0128 .C6 

Strand + 

End 11423 

Method AAT/NAP 



6201 



Start 


8652 


End 


11423 


GI 


226691 


Score 


131 


Exons 


8652.. 8939, 11380.. 11423 






GI Descrip. 


RNA polymerase beta 1 -2 [Oryza 


sativa] 




Seq. No. 


5923 


Seq. ID 


OJ991203_01.0128.C6 


Gene No. 


12522 


Strand 




Start 


43 - 


End 


484 


Name 


OJ991203 01.0128.C6.ol.gp 


Method 


AAT/GAP 


Start 


43 


End 


484 


GI 


LIB3432-059-P1-K1-D8 


Score 


667 


Exons 


43. .484 







GI Descrip. 1 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 5923 

Gene No. 12523 

Start 2905 

Name OJ991203_01 . 0128 . C6 . ol .np 

Start 2905 

GI 5915835 

Exons 2905.. 3519, 3615.. 4540 

GI Descrip. CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrome 
P450 [Solanum chacoense] 



Seq. ID OJ991203_01.0128.C6 
Strand 

End 4540 

Method AAT/NAP 

End 454 0 

Score 1005 



Seq. No. 
;:|! Gene No. 
i"J Start 
i J Name 
hi Start 

,;r E Exons 



5923 

12524 

7308 

OJ991203_01.0128.C6.ol.tc 

2918 

none 



Seq. ID OJ991203_01.0128.C6 
Strand 

End 16742 

Method TBLASTX: Cress 

End 4405 

Score 107 



2918.. 3127, 2926. .3180, 3193.. 3525, 3203.. 3505, 3968.. 4405, 
4089. .4370 



□ Seq. No. 5923 

Vj Gene No. 12524 

l_l Start 7308 

l \ Name OJ991203JU . 0128 .C6 . o3 . tw 

l Vi Start 2941 

GI none 

Q Exons 2941.. 3171, 2954.. 3130, 2998. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3135, 3009.. 3170 



OJ991203_01.0128.C6 
16742 

TBLASTX: Wheat 
3171 
133 



Seq. No. 5923 
Gene No. 12524 
Start 7308 

Name OJ991203_01 . 0128 .C6 . ol . ts 

Start 2950 
GI none 

Exons 2950.. 3186, 2951.. 3127, 3190. 

3380.. 3520, 3615.. 3653, 3686. 
4085. .4423 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991203 01-0128. C6 



16742 

TBLASTX: Soybean 
4454 
94 

3363, 3206.. 3352, 3379.. 3525, 
3757, 3875.. 4042, 4065.. 4454, 



Seq. No. 5923 

Gene No. 12524 

Start 7308 

Name OJ991203_01 . 0128 . C6 . o3 . tm 

Start 3044 



Seq. ID OJ991203_01.0128 .C6 
Strand 

End 16742 

Method TBLASTX : Mai ze 

End 3550 



6202 



GI none Score 87 

Exons 3044.. 3130, 3052.. 3171, 3196.. 3360, 3206.. 3382, 3370.. 3519, 

3371. .3550 



Seq. No. 


5923 








Seq. ID 


OJ991203_01.0128 


.C6 


Gene No. 


12524 








Strand 






Start 


7308 








End 


16742 




Name 


OJ991203 01 


.0128. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3205 








End 


3559 




GI 


none 








Score . 


131 




Exons 


3205. .3384, 


3206. 


.3349, 


3253. 


.3378, 33S9..3559, 3370.. 3519 


Seq. No. 


5923 








Seq. ID 


OJ991203_01.0128 


.C6 


Gene No. 


12524 








Strand 






Start 


7308 








End 


16742 




Name 


OJ991203 01 


.0128. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4097 








End 


4531 




GI 


none 








Score 


153 




Exons 


4097. .4228, 


4097. 


.4423, 


4107. 


.4457, 4475. .4531 




Seq. No. 


5923 








Seq. ID 


OJ991203_01.0128 


-C6 


Gene No. 


12524 








Strand 






Start 


7308 








End 


16742 




Name 


OJ991203 01 


.0128. 


C6.o3. 


gs 


Method 


GEN SCAN 




Start 


7308 








End 


16742 




GI 


none 








Score 


.67 




Exons 


7308. .7406, 


10057 


..10219, 10572.. 10628 


, 11263. .11388, 





11477. .12301, 12662. .12830, 13076 .. 13242, 13669 .. 13839, 
15820. .15921, 16361. .16438, 16654.. 16742 



Seq. No. 5923 Seq. ID 

Gene No. 12524 Strand 

Start 7308 End 

Name OJ991203_01 . 0 128 . C6 . o3 . gp Method 

Start 10031 End 

GI 5803472 Score 

Exons 10031.. 10410 



OJ991203_01.0128.C6 

16742 
AAT/GAP 
10410 
712 



Seq. No. 5923 Seq. ID 

Gene No. 12524 Strand 

Start 7308 End 16742 " 

Name OJ991203_01 . 0128 . C6.o3 . np Method AAT/NAP 

Start 10481 End 12372 

GI 1946360 Score 510 

Exons 10481. .10628, 11263 .. 11388 , 11477 .. 11982, 12013 

GI Descrip. (U93215) unknown protein [Arabidopsis thaliana] 



OJ991203 01. 0128. C6 



, 12372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5923 
12524 
7308 

OJ991203_01.0128.C6.ol.tm 
10484 



none 

10484. 

10505. 

11262. 

11471, 



,10525, 10502. .10630, 

,10630, 10513. .10632, 

11390, 11263 

,11695, 11475 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10503. .10595, 
11238. .11282, 
11334, 11263. .11391, 
11696, 11476.. 11697 



OJ991203 01. 0128. C6 



16742 

TBLASTX: Maize 
11697 
41 

10503. .10682, 
11258. .11341, 
11328. .11390, 



6203 



Seq. No. 5923 

Gene No. 12524 

Start 7308 

Name OJ991203_01 . 0128 . C6 . o2 . tc 

Start 10508 

GI none 

Exons 10508. .10642, 
11262. .11390, 



10517. .10660, 
11476. .11517 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991203_01.0128.C6 
16742 

TBLASTX: Cress 

11517 

91 



10533. .10682, 11239 .. 11334 , 



OJ991203 01. 0128. C6 



Seq. No. 5923 Seq. ID 

Gene No. 12524 Strand 

Start 7308 End 

Name OJ991203_01 . 0128 . C6 . o2 . tw Method 

Start 10508 End 

GI none Score 

Exons 10508. .10630, 10509 .. 10595, 11262 .. 11390, 11263 .. 11334 , 
11476. .11532 



16742 

TBLASTX: Wheat 

11532 

94 



Seq. No. 5923 

Gene No. 12524 

Start 7308 

Name OJ991203_01 . 0128 . C6 . o2 . ts 

Start 10523 

GI none 

Exons 10523. .10642, 10527 .. 10595, 
11476. .11574 



Seq. ID OJ991203_01.0128.C6 
Strand 

End 16742 

Method TBLASTX : Soybean 

End 11574 

Score 71 
11262. .11390, 11266. . 11334, 



is: : 

iy 



Seq. No. 5923 

Gene No. 12524 . 

Start 7308 

Name OJ991203_01 .0128 .C6.o4 .gp 

Start 11971 

GI 5803471 

Exons 11971. .12342 



Seq. ID OJ991203_01.0128.C6 
Strand 

End 16742 

Method AAT/GAP 

End 12342 

Score 684 



I s * 



Seq. No. 5924 

Gene No. 12525 

Start 8633 

Name OJ991203_01 . 0128 . C7 . ol . gp 

Start 8633 

GI none 

Exons 8633.. 9064 



Seq. ID OJ991203_01.0128.C7 
Strand 

End 9064 

Method AAT/GAP 

End 9064 

Score 787 



Seq. No. 


5925 


Seq. ID 


OJ991203_01.0128.C8 


Gene No. 


12526 


Strand 




Start 


193 


End 


336 


Name 


OJ991203 01.0128.C8.ol.gs 


Method 


GENSCAN 


Start 


193 


End 


336 


GI 


none 


Score 


. 61 


Exons 


193. .336 







Seq. No. 5926 Seq. ID 

Gene No. 12527 Strand 

Start 2722 End 

Name OJ991203_01 . 0128 . C10 . o2 . gp Method 

Start 2722 End 



OJ991203_01. 0128. C10 
+ 

2884 

AAT/GAP 

2884- 



6204 



GI - 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7406JL.R1084 Score 213 

2722.. 2884 

' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



5926 

12528 

3282 

OJ991203_01. 0128. CIO. o2.gs 

3282 

none 

3282.. 3388, 4164.. 4499, 4647. 



Seq. ID OJ991203_01. 0128. CIO 

Strand + 

End 7421 

Method GEN SCAN 

End 7421 

Score .84 
.4914, 5760.. 7421 



5926 Seq. ID 

12528 Strand 

3282 End' 

OJ991203_01 . 0128 .CIO .o3.np Method 

4285 End 

2244772 Score 
4285. .4997, 5814. .7418 

(Z97335) transport protein [Arabidopsis thaliana] 



OJ991203_01. 0128. C10 
+ 

7421 
AAT/NAP 
7418 
1514 



Seq. No. 5926 Seq. ID 

Gene No. 12528 Strand 

Start 3282 End 

Name OJ991203JU . 0128 . C10 . o3 . gp Method 

Start 4341 End 

GI 5003562 Score 

Exons 4341.. 4573 



OJ991203_01. 0128. C10 
+ 

7421' 
AAT/GAP 
4573 
450 



Seq. No. 


5926 


Seq. ID 


OJ991203_01. 


0128. C10 


Gene No. 


12528 


Strand 


+ 




Start 


3282 


End 


7421 




Name 


OJ991203 01.0128.C10.o4.gp 


Method 


AAT/GAP 




Start 


6007 


End 


6446 




GI 


LIB3433-008-Q6-K1-B8 


Score 


819 




Exons 


6007. .6446 








GI Descrip. 


'3935152 8.0e-27 (AC005106) 


T25N20.16 


[Arabidopsis 


thaliana] 


Seq. No. 


5926 


Seq. ID 


OJ991203_01. 


0128. C10 


Gene No. 


12529 


Strand 


+ 




Start 


12948 


End 


15969 




Name 


OJ991203 01.0128.C10.o5.np 


Method 


AAT/NAP 




Start 


12469 


End 


14317 




GI 


5852093 


Score 


76 




Exons 


12469. .12577, 14297.. 14317 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


5926 


Seq. ID 


OJ991203 01. 


0128. C10 


Gene No. 


12529 


Strand 


+ 




Start 


12948 


End 


15969 




Name 


OJ991203 01.0128.C10.o4.gs ■ 


Method 


GENSCAN 




Start 


12948 


End 


15969 




GI 


none 


Score 


.52 




Exons - 


12948. .13060, 154 94 .. 15610 , 


15813. .15969 




Seq. No. 


5926 


Seq. ID 


OJ991203_01. 


0128. C10 



6205 



Gene No. 12530 Strand + 

Start 28592 End 34273 

Name OJ991203_01 . 0128 .CIO. o7 .gs Method GENSCAN 

Start 28592 End 34273 

GI none Score .66 

Exons 28592. .28770, 30038 .. 30065, 30177 

33925. .34051, 34149.. 34273 



,32150, 33025. .33162, 



i s {i 



U 

ru 



Seq. No. 


5926 


Seq. ID 


OJ991203 01.0128 


.C10 


Gene No. 


12.530 


Strand 


+ 




Start 


28592 


End 


34273 




Name 


OJ991203 01. 0128. C10. 


,o6.np Method 


AAT/NAP 




Start 


29348 


End 


32202 




GI 


6175175 


Score 


1305 




Exons 


29348.-29393, 30397.. 


.32202 






GI Descrip. 


(AC011437) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


5926 


Seq. ID 


OJ991203 01.0128 


.C10 


Gene No. 


12530 


Strand 


+ 




Start 


28592 


End 


34273 




Name 


OJ991203 01. 0128. C10. 


, o8.gp Method 


AAT/GAP 




Start 


31184 


End 


31644 




GI 


uC-osrocyp011d08bl 


Score 


915 




Exons 


31184. .31644 








GI Descrip. 


, 4544450/gb|AAD22358. 


,1|AC006592_15 1.0e-22 (AC006592) . 






hypothetical protein 


[Arabidopsis thaliana] 1 




Seq. No. 


5926 


Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12531 


Strand 






Start 


1 


End 


2900 




Name 


OJ991203 01. 0128. C10. 


,ol.np Method 


- AAT/NAP 




Start 


1 


* End 


1830 




GI 


5441880 


Score 


1928 





Exons 1..93, 349.. 380, 825.. 1830 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 5926 Seq'. ID 

Q Gene No. 12531 Strand 

Start 1 End 

Name OJ991203_01 . 0128 . C10 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 2283 



OJ991203_01. 0128. C10 

2900 
GENSCAN 
2283 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5926 Seq. ID 

12531 Strand 
1 End 
OJ991203_01. 0128. C10. ol.gp Method 
7 95 End 
5701669 Score 
795. .1226 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991203_01. 0128. C10 

2900 
AAT/GAP 
1226 
845 



6206 



! B 1 

■asx 



□ 



Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12531 




Strand 






Start 


1 




End 


2900 




Name 


OJ991203 01. 0128. CIO. o2. 


np 


Method 


AAT/NAP 




Start 


1843 




End 


2900 




GI 


6721543 




Score 


173 




Exons 


1843.. 1959, 2772.. 2900 










GI Descrip. 


(AP001073) hypothetical 


protein. [Oryza 


sativa] 




Seq.. No. 


5926 




Seq. ID 


OJ991203_01.0128 


-C10 


Gene No. 


12532 




Strand 






Start 


8367 




End 


10970 




Name 


OJ991203 01. 0128. CIO. o5. 


gp 


Method 


AAT/GAP 




Start 


8367 




End 


9719 




GI 


21144 1.R1084 




Score 


1875 




Exons ' 


8367. .8749, 8834. .8895, 


9020 . . 


,9113, 9227. .9719 




GI Descrip. 


*4760545/dbj | BAA77333.il 


1 . Oe- 


-10 (AB019492) IDN4-GGTR14 


[Homo 




sapiens] 1 










Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No . 


12532 




Strand 






Start 


8367 




End 


10970 




Name 


OJ991203 01.0128;C10.o3. 


gs 


Method 


GENSCAN 




Start 


8695 




End 


10827 




GI 


none 




Score 


.84 




Exons 


8695. .8749, 9020. .9113, 


9227. . 


.9450, 10577. .10827 




Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12532 




Strand 






Start 


8367 




End 


10970 




Name 


OJ991203 01. 0128. C10. o4. 


np 


Method 


AAT/NAP 




Start 


8715 




End 


10818 




GI 


2618721 




Score 


459 




Exons 


8715. .8749, 8834. .8895, 


9020. . 


9160, 9225.. 9492, 10616.. 


10818 


GI Descrip. 


(U49072) IAA16 [Arabidopsis thaliana] 








gi|6175173|gb|AAF04899.1|AC011437 14 (AC011437) auxin-induced 




protein [Arabidopsis thaliana] 








Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No . 


12532 




Strand 






Start 


8367 




End 


10970 




Name 


OJ991203 01.0128. C10. 06. 


gp 


Method 


AAT/GAP 




Start 


10597 




End 


10970 




GI 


572142 




Score 


479 




Exons 


10597. .10970 










Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12533 




Strand 






Start 


17788 




End 


18725 




Name 


OJ991203 01. 0128. C10. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


595 




End 


975 




GI 


none 




Score 


80 




Exons 


595. .771, 656. .748, 769. 


.966, 


781. .975 






Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12533 




Strand 






Start 


17788 




End 


18725 





6207 




Name 


OJ991203 01 


.0128 


.C10.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


673 








End 


1269 


GI 


none 








Score 


154 


Exons 


673. .768, 808. .1107, 869. .1090, 1141.. 


1269, 1163.. 1261 


Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01 


. 0128 


C10 06 


. tm 


Method 


TBLASTX: Maize 


Start 


4258 ~ 








End 


4656 


GI 


none 








Score 


204 


Exons 


4258. .4302, 


4294 


. .4335, 


4297. 


.4416, 4326. .4424, 4507. .4635, 




4515 4583. 


4555 


. .4656 








Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Cpno Mo 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01 


. 0128 


.C10 . o7 


. tm 


Method 


TBLASTX: Maize 


Start 


4722 _ 








End 


4955 


GI 


none 








Score 


246 


Exons 


4722. .4955, 


4723 


. .4902 








Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01 


. 0128 


C10 o3 


. tc 


Method 


TBLASTX: Cress 


Start 


4789 ~~ 








End 


6530 


GI 


none 








Score 


84 


Exons 


4789. .4917/ 


5814 


. .5897, 


5954. 


.6319, 5955.. 6320, 6326.. 6472, 




6327. .6530 












Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01 


.0128 


.C10.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5789 ~~ 








End 


6088 


GI 


none 








Score 


211 


Exons 


5789. .5941, 


5791 


. .5925, 


5792. 


.5944, 5793..S945, 5924.. 6088, 




5925 6086, 


5986 


. . 6087 








Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No 


12533 








Strand 




Start 


■ 17788 








End 


18725 


Name 


OJ991203 01 


. 0128 


. C10 . o4 




Method 


TBLASTX: Soybean 


Start 


5829 _ 








End 


6200 


GI 


none 








Score 


89 


Exons 


5829. .5903, 


5829 


. .5888, 


5922. 


.5981, 5969.. 6199, 5982.. 6200 


Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


.0128 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6201 








End 


7421 


GI 


none 








Score 


91 


Exons 


6201. . 6320, 


6206 


. .6310, 


6326. 


.6514, 6327. .6566, 6576. .6653, 




6666. .7319, 


6687 


. .6833, 


6791. 


.6967, 6873.. 6998, 7013.. 7150, 




7020. .7307, 


7238 


. .7318, 


7329. 


.7421, 7337. .7411 



6208 




Seq. No. 


5926 








Seq. ID 


OJ991203_01.0128.C10 




12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


0128. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6342 








End 


7421 


GI 


none 








Score 


170 


Exons 


6342. .6566, 


6576. 


.6653, 


6672. 


.7319, 6771.. 7052, 6791.. 7156, 




7083. .7322, 


7332. 


.7421, 


7340. 


.7414 






»J ^ £. \J 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


0128. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6375 








End 


6701 




none 








Score 


526 


Exons 


6375. .6698, 


6375. 


.6623, 


6397. 


.6669, 6675.. 6701 




S9?fi 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


0128. 


C10.O4 


.tc 


Method 


TBLASTX : Cress 


Start 


6675 








End 


6965 


GI . 


none 








Score 


256 


Exons 


6675. .6965, 


6687. 


.6716, 


6744. 


.6965 














Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


0128. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6966 








End 


7421 


GI 


none 








Score 


366 


Exons 


6966. .7319, 


6966. 


.7295, 


7238. 


.7318, 7326. .7421, 7337. .7414 


Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


0128. 


C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


8363 








End 


10827 


GI 


. none 








Score 


65 * 


pynnq 


O JU J i • Q 4 J / , 


8364. 


.8441, 


8364. 


.8459, 8365. .8460, 8434. .8598, 




8464. .8589, 


8474 . 


.8599, 


8615. 


.8695, 8643.-8699, 8693. .8749, 




8694. .8750, 


8696. 


.8749, 


8701. 


.8754, 8820. .8894, 8834. .8893, 




8835. .8894, 


8836. 


.8895, 


9000. 


.9065, 9004.. 9078, 9019.. 9072, 




9073. .9117,, 


9207. 


.9347, 


9226. 


.9351, 9374. .9493, 9407.. 9481, 




9420. .9494, 


9424. 


.9495, 


10678 


. .10725, 


10679. .10717, 




10771. .10827 


, 10773.. 10820 






Seq. No. 


5926 








Seq. ID 


OJ991203_01. 0128. C10 


Gene No. 


12533 








Strand 




Start 


17788 








End 


18725 


Name 


OJ991203 01. 


0128. 


C10.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


8710 








End 


9494 


GI 


none 








Score 


58 


Exons 


8710. .8763, 


8714. 


.8764, 


8835. 


.8894, 8839.-8943, 9004. .9114, 




9022. . 9105, 


9234. 


.9347, 


9247". 


.9351, 9441. .9494, .9447. .9488 



6209 




Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gpnp No 


12533 




Strand 






Start 


17788 




End 


18725 




Name 


OJ991203 01. 0128. CIO 


.o5. tc 


Method 


TBLASTX: Cress 




Start 


8835 




End 


9335 




GI 


none 




Score 


54 




Exons 


8835.. 8894, 8836.. 8895, 9010.. 9072, 9010.. 9096, 9186.. 9335 


Seq. No. 


5926 




Seq. ID 


OJ991203 01.0128 


.C10 


fionf 1 No 


12533 




Strand 






Start 


17788 




End 


18725 




Name 


OJ991203 01. 0128. C10 


. o5 . gs 


Method 


GENSCAN 




Start 


17788 ~~ 




End 


18725 




GI 


none 




Score 


.69 




Exons 


17788. .18026, 18656. 


.18725 








Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12534 




Strand 






Start 


30828 




End 


32285 




Name 


OJ991203 01 0128 C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


30828 _ 




End 


32195 




GI 


none 




Score 


142 




Exons 


30828. .31172, 30845. 


.31105, 


30966. .31160, 31071 .. 31145, 






31176. .31322, 31176. 


.31313, 


31188. .31349, 31245 .. 3148 1 , 






31281. .31355, -31287. 


. 31571, 


31290. .31496, 31290 .. 31517 , 






31326 31754. 31350 


. 31493, 


31422. .32195, 31445 .. 31786, 






31461 31787. 31598 


31855, 


31781. .31846 




Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12534 




Strand 






Start 


30828 




End • 


32285 




Name 


OJ991203 01. 0128. C10 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


31185 




End 


31877 




GI 


none 




Score 


347 




Exons 


31185 31769. 31473 


. 31754, 


31577. .31771, 31638 31853, 






31641 31817. 31770 


. 31877 








Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12534 




Strand 






Start 


30828 




End 


32285 




Name 


OJ991203 01. 0128. C10 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


31185 




End 


32054 




GI 


none 




Score 


94 




Exons 


"31 1 ft S ?1 199 ^1 4^1 




31595. .31903, 31722 .. 318 68 , 






31905. .32054 










Seq. No. 


■ 5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Qpnp No 


12534 




Strand 






Start 


30828 




End 


32285 




Name 


OJ991203 01. 0128. C10 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


31344 




End 


31997 




GI 


none 




Score 


96 




Exons 


■ 31344. .31571, 31665. 


.31997, 


31668. .31997 




Seq. No. 


5926 




Seq. ID 


OJ991203_01.0128 


.C10 


Gene No. 


12534 




Strand 






Start 


30828 




End 


32285 





6210 



H 



Name 


OJ991203 01. 0128. CIO. 06. tc 


Method 


TBLASTX : Cres 


Start 


31878 


End 


32285 




GI 


none 


Score 


213 




Exons 


31878. .32195, 31892 .. 31996, 


32094. .32285 




Seq. No. 


5927 






m 


Gpnp Mo 


12535 








Start 


266 




74 4 




Name 


OJ991203 01.0128.Cll.ol.gs 


fit; Liiuu 


\D Ej In O V^rllN 




Start 


266 


End 


744 




GI 


none 


Score 


.95 




Exons 


266.-328, 418. .744 








Seq. No. 


5927 


Seq. ID 


OJ991203_ 


01. 


Gene No. 


12536 


Strand 


+ 




Start 


1581 


End 


10414 




Name 


OJ991203 01.0128.Cll.o2.gs 


Method 


GENSCAN 




Start 


1581 


End 


10414' 




GI 


none 


Score 


.51 




Exons 


1581.. 1889, 4623.. 4802, 4816 


..4959, 6059.. 6187, 


637 




6788.. 6968, 8053.. 8277, 9770 


..9947, 10261. .10414 




Seq. No. 


5927 


Seq. ID 


OJ991203_ 


01.' 


Gene No. 


12536 


Strand 


+ 




Start 


1581 


End 


10414 




Name 


OJ991203 01.0128.Cll.ol.np 


Method 


AAT/NAP 




Start 


4654 


End 


7012 




GI 


3056589 


Score 


391 




Exons 


4654.. 4830, 4909. .4959, 6059 


..6187, 6372. .6494, 


678 


GI Descrip. 


(AC004255) T1F9.10 [Arabidopsis thaliana] 




Seq. No. 


5927 


Seq. ID 


OJ991203_ 


m 1 

VJ J. • 




12537 


Strand 


+ 




Start 


14649 


End 


15215 




Name 


OJ991203 01.0128.Cll.o3.gp 


Method 


AAT/GAP 




Start 


14649 


End 


15215 




GI 


4715712 


Score 


1109 




Exons 


14649. .15215 








Seq. No. 


5927 


Seq. ID 


OJ991203_ 


01 1 


Gene No 


12538 


Strand 


+ 




Start 


15842 


End 


16813 




Name 


OJ991203 01.0128.Cll.o4.gs 


Method 


GENSCAN 




Start 


15842 


End 


16813 




GI 


none 


Score 


.46 




Exons 


15842. .16318, 16476. .16813 








Seq. No. 


5927 


Seq. ID 


OJ991203_ 


m 1 




12538 


Strand 


+ 




Start 


15842 


End 


16813 




Name 


OJ991203 01.0128.Cll.o4.gp 


Method 


AAT/GAP 




Start 


16144 


End 


16706 




GI 


2799896 


Score 


289 




Exons 


16144. .16318, 16686. .16706 








Seq. No. 


5927 


Seq. ID 


OJ991203_ 


01.1 


Gene No. 


12539 


Strand 







,6494, 



6211 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



534 



End 

Method 
End 
Score 



867 

AAT/GAP 
867 
599 



OJ991203_01. 0128. Cll. ol.gp 
534 

2798412 
534. .867 

4760545/dbj IBAA77333.il 1.0e-10 (AB019492) IDN4-GGTR14 [Homo 
sapiens] 



5927 
12540 
10904 

OJ991203_01.0128.Cll.ol.tm 
244 
none 

244. .354, 245. .328, 246. .329, 



402. .488, 416. .493, 475. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
247. .330, 
783, 484.. 756, 



OJ991203_01.0128.C11 
12623 

TBLASTX: Maize 

783 

140 

400. .486, 400. .492, 
495. .767 



Seq. No. 5927 

Gene No. 12540 

Start 10904 

Name OJ991203_01 . 0128 .Cll . o2 . ts 

Start 308 

GI none 

Exons 308.. 328, 400.. 477, 415.. 477., 
505. .690, 510. .641 



Seq. ID OJ991203_01. 0128. Cll 
Strand 
End 

Method 
End 
Score 

417. .485, 460. .627, 498. .620, 



12623 

TBLASTX: Soybean 

690 

36 

460. .627, 498.. 



Seq. No. 


5927 








Seq. ID 


OJ991203_01. 0128. Cll 


Gene No. 


12540 








Strand 




Start 


10904 








End 


12623 


Name 


OJ991203 01. 


0128 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4653 








End 


7018 


GI 


none 








Score 


84 


Exons 


4653. .4745,. 


4654 


. .4719, 


4698. 


.4961, 4738. .4962, 6058. .6189, 




6059. .6187, 


6365 


. .6541, 


6372. 


.6542, 6785. .6856, 6786. .6884, 




6787. .6834, 


6794 


. .6910, 


6854. 


.6973, 6932.. 7018 


Seq. No. 


5927 








Seq. ID 


OJ991203_01. 0128. Cll 


Gene No. 


12540 








Strand 




Start 


10904 








End 


12623 


Name 


OJ991203 01. 


0128 


.Cll.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4725 








End 


6166 


GI 


none 








Score 


249 


Exons 


4725. .4949, 


4738 


. .4962, 


6049. 


.6165, 6059. .6166 


Seq. No. 


5927 








Seq. ID 


OJ991203_01. 0128. Cll 


Gene No. 


12540 








Strand 




Start 


10904 








End 


12623 


Name 


OJ991203 01. 


0128 


.Cll.o3 


. gs 


Method 


GENSCAN 


Start 


10904 








End 


12623 


GI 


none 








Score 


.79 


Exons 


10904. .11744 


, 12604.. 12623 






Seq. No. 


5927 








Seq. ID 


OJ991203JD1. 0128. Cll 


Gene No. 


12540 








Strand 




Start 


10904 








End 


12623 


Name 


OJ991203 01. 


0128 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


10934 








End 


11749 



6212 



GI 

Exons 



none Score 66 

10934. .11005, 11057. .11098, 11103. . 11180, 11107 11181 , 

11192. .11512, 11193. .11510, 11615. .11749 



Seq. No. 5927 Seq. ID OJ991203_01 . 0128 . Cll 

Gene No. 12540 Strand 

Start 10904 End 12623 

Name OJ991203_01 . 0128 .Cll . o2 . np Method AAT/NAP 

Start 11053 End 11906 

GI 3915029 Score 473 

Exons 11053. . 11525, 11559.. 11906 

GI Descrip. ACYL- [ACYL-CARRIER PROTEIN] DESATURASE PRECURSOR (STEAROYL-ACP 
DESATURASE) gi | 976257 | dbj | BAA07 631 | (D38753) stearyl-ACP 
desaturase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
L:i Start 

Name 
C3 Start 
! S J GI 
, ^ Exons 

l * Seq. No. 

Gene No. 

Q Start 

h -J Name 

1. 1 Start 

I'! GI 

!f Exons 



5927 Seq. ID 

12540 Strand 

10904 End 
OJ991203J31. 0128. Cll. ol.tc Method 

11103 End 

none Score 

11103. .11180, 11107. .11181, 
11615. .11722 

5927 Seq. ID 

12540 Strand 

10904 End 
OJ991203_01. 0128. Cll. ol.ts Method 

11103 End 

none Score 



OJ991203_01. 0128. Cll 
12623 

TBLASTX: Cress 
11722 
50 

11192. .11512, 11193. .11510, 



OJ991203_01. 0128. Cll 
12623 

TBLASTX : Soybean 

11716 

157 



11103. .11180, 11192. .11512, 11208 .. 11513, 11615. .11716 



5927 Seq. ID 

12541 Strand 

16683 End 
OJ991203_01. 0128. Cll. o4 .tm Method 

16683 End 

none Score 

16683. .16850, 16685.. 16846 



OJ991203_01. 0128. Cll 
16850 

TBLASTX: Maize 

16850 

228 



Seq. No. 5928 Seq. ID 

Gene No. . 12542 Strand 

Start 313 End 

Name OJ990323_12 . 0103 . CI . ol . gs Method 

Start 313 End 

GI none Score 

Exons 313.. 537, 648.. 1040 



OJ990323_12.0103.C1 

1044 
GEN SCAN 
1040 
.99 



Seq. No. 5928 Seq. ID 

Gene No. 12542 Strand 

Start 313 End 

Name OJ990323_12 . 0103 . CI . ol . tm Method 

Start 343 End 

GI none Score 
Exons 



OJ990323_12.0103.C1 
1044 

TBLASTX: Maize 

930 

178 



343. .465, 343. .531, 633. .860, 646. .915, 862. .930, 864. .899, 
865.. 921 



6213 



Seq. No. 


5928 


Gene No. 


12542 


Start 


313 


Name 


OJ990323 12. 0103. CI. < 


Start 


499 


GI 


none 


Exons 


499.-537, 639.. 740, 


Seq. No. 


5928 


Gene No. 


12542 


Start 


313 


Name 


OJ990323 12. 0103. CI. < 


Start 


499 


GI 


none 


Exons 


499.-537, 639.. 800, 


Seq. No. 


5928 


Gene No. 


12542 


Start 


313 


Name 


OJ990323 12. 0103. CI. < 


Start 


740 


GI 


none 


Exons 


740. .1044 


Seq. No. 


5929 


Gene No. 


12543 


Start 


231 


Name 


OJ990323 12.0103.C4.. 


Start 


231 


GI 


2190016 


Exons 


231. .317, 1161. .1450 


GI Descrip. 


(AB004269) alliinase 


Seq. No. 


5929 


Gene No. 


12543 


Start 


231 


Name 


OJ990323 12.0103.C4-* 


Start 


988 


GI 


LIB3431-058-P1-K1-D2 


Exons 


988. . 1348 


GI Descrip. 


, 15961/emb|CAA78267 | 




[Allium cepa] ' 


Seq. No. 


5929 


Gene No m 


12543 


Start 


231 


Name 


OJ990323 12.0103.C4.I 


Start 


1005 


GI 


none 


Exons 


1005. .1348 


Seq. No. 


5929 


Gene No. 


12543 


Start 


231 


Name 


OJ990323 12.0103.C4.I 


Start 


1043 


GI 


none 



Seq." ID 

Strand 

End 

Method 

End 

Score 



OJ990323_12.0103.C1 
1044 

TBLASTX: Cress 

915 

46 



756.-899, 760. .915 



OJ990323_12.0103.C1 
1044 

TBLASTX : Soybean 
900 
96 



Seq. ID 
Strand 
End 

Method 
End 
Score 
804. .899, 808. .900 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_12.0103.C1 

1044 
AAT/GAP 
1044 
528 



Seq. ID 
Strand 
End 

Method 
End 
Score 

tuberosum] 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323_12.0103.C4 
+ 

1450 
AAT/NAP 
1450 
151 



OJ990323_12.0103.C4 
+ 

1450 
AAT/GAP 
1348 
643 



(Z12621) precursor alliinase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_12.0103.C4 
+ 

1450 
GENSCAN 
1348 
.78 



OJ990323_12.0103.C4 
+ 

1450 

TBLASTX: Maize 

1340 

60 



6214 



Exons 



1043. .1117, 1044. .1118, 1056. .1238, 1152. .1241, 1226. .1339, 
1242. .1340 





Seq. No. 


5930 


Seq. ID 


OJ990323_12.0103.C5 




Gene No. 


12544 


Strand 


+ 




Start 


1 


End 


1522 




Name 


OJ990323 12.0103.C5.ol.np 


Method 


AAT/NAP 




Start - 


1 


End 


1510 




GI 


6630685 


Score 


1567 




Exons 


1..1510 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF10571 






[Oryza sativa] 








Seq. No. 


5930 


Seq. ID 


OJ990323_12.0103.C5 




Gene No. 


12544 


Strand 


+ 




Start 


1 


End 


1522 




Name 


OJ990323 12.0103.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


24 


End 


484 




GI 


5509260 


Score 


563 




Exons 


24. .479, 56. .181,' 227. ..484 








GI Descrip. 










Seq. No. 


5930 


Seq. ID 


OJ990323_12.0103.C5 


£3 


Gene No. 


12544 


Strand 


+ 


!. 1 


Start 


1 


End 


1522 


: » 


Name 


OJ990323' 12.0103.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


36 


End 


476 


: : 

i y 


GI 


none 


Score 


57 


H 


Exons 


36. .89, 69. .470, 131. .181, 211. .249, 268. .471, 290. .460, 


I J 




297; .476 






; e? 


Seq. No. 


5930 


Seq. ID 


OJ990323_12.0103.C5 


: =? 


Gene No. 


12544 


Strand 


+ 




Start 


1 


End 


1522 


u 


Name 


OJ990323 12.0103.C5.ol.tc 


Method 


TBLASTX: Cress 


j 


Start 


105 


End 


365 




GI 


none 


Score 


232 




Exons 


105. .365 








Seq. No. 


5930 


Seq. ID 


OJ990323_12.0103.C5 


;3 


Gene No. 


12544 


Strand 


+ 




Start ■ 


1 . 


End 


152'2 




Name 


OJ990323 12.0103.C5.o2.tm 


Method 


TBLASTX: Maize ' 




Start 


146 


End 


585 




GI 


none 


Score 


490 






146. .520, 147. .584, 300. .524, 


532. .585 






Seq. No. 


5930 


Seq. ID 


OJ990323_12.0103.C5 




Gene No. 


12544 


Strand 


+ 




Start 


1 


End 


1522 




Name . 


OJ990323 12.0103.C5.ol.gs 


Method 


GENSCAN 




Start 


242 


End 


1399 




GI 


none 


Score 


.76 




Exons 


242. .446, 531. .654, 798. .1399 








Seq. No.' 


5930 


Seq. ID 


OJ990323_12.0103.C5 




Gene No. 


12544 


Strand 


+ 



6215 



Start 
Name 
Start 
GI 

Exons 



OJ990323_12.0103.C5.o2.tw 

660 

none 



End 

Method 

End 

Score 



1522 

TBLASTX: Wheat 

1090 

66 



660. .749, 755. .808, 833. .1090, 844. .972 



s3 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
U GI 
Exons 



: e 

i= jJ Seq. No. 

W Gene No. 

I s U Start 

is Name 

r 8 * Start 

::l gi 

Exons 



; ;3 Seq. No. 
i;3 Gene No. 

Start 
: " Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



5930 Seq. ID 

12544 Strand 

1 End 

OJ990323_12 . 0103 . C5 . ol . tm Method 

836 End 

none Score 
836. .1492, 844. .1461, 1277. .1477 

5930 Seq. ID 

12544 Strand 

1 End 

OJ990323_12 . 0103 . C5 . o2 . ts Method 

854 End 

none Score 
854. .1243, 958. .1200, 1262. 

5930 Seq. ID 

12544 Strand 

1 End 

OJ990323_12 . 0103 . C5 . o3 .-tw Method 

1139 End 

none Score 
1139. .1252, 1271. .1447, 1274. .1447 



OJ990323_12.0103.C5 
+ 

1522 

TBLASTX: Maize 

1492 

710 



OJ990323_12.0103.C5 
+ 

1522 

TBLASTX : Soybean 

1522 

288 



.1522, 1276. .1368, 1423. .1446 



OJ990323_12.0103.C5 
+ 

1522 

TBLASTX: Wheat 

1447 

7 9 



5931 

12545 

19 

OJ990323_12.0103.C6.ol.gs 
19 

none 

19. .54, 115. .255 



Seq. ID OJ990323_12.0103.C6 

Strand + 

End 255 

Method GENSCAN 

End 255 

Score . 9 



5932 Seq. ID 

12546 Strand 

1 End 

OJ990323_12.0103.C9.ol.np Method 

1 End 

4416302 Score 
1..911, 978. .1173 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ990323_12.0103.C9 
+ 

1173 
AAT/NAP 
1173 
693 



5932 Seq. ID 

12546 Strand 

1 End 

OJ990323JL2 . 0103 . C9 . ol . tw Method 

4 6 End 

none Score 



OJ990323_12.0103.C9 
+ 

1173 

TBLASTX: Wheat 

604 

115 



46. .258, 316. .357, 395. .604, 425. .595, 430. .603 



5932 
12546 



Seq. .ID OJ990323_12.0103.C9 
Strand + 



6216 





Start 


1 


End 


1173 




Name 


OJ990323 12.0103.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


271 


End 


907 




GI 


none 


Score 


87 




Exons 


271. .336, 276..338, 419. .760, 


424 . .759, 


755. .907 




Seq. No. 


5932 


Seq. ID 


OJ990323_12.0103.C9 




Gene No . 


12546 


Strand 


+ 




Start 


1 


End 


1173 




Name 


OJ990323 12.0103.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


446 


End 


907 




GI 


none 


Score 


254 




Exons 


446. .757, 463. .750, 779. .907 








Seq. No. 


5932 


Seq. ID 


OJ990323_12.0103.C9 




Gene No . 


12546 


Strand 


+ 




Start 


1 


End 


1173 




Name 


OJ990323 12.0103.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


463 


End 


901 




GI 


none 


Score 


180 




Exons 


463. .549, 464. .754, 464. .622, 


764 . .901 






Seq. No. 


5933 


Seq. ID 


OJ990323_12.0103.C12 




Gene No . 


12547 


Strand 




: : — 


Start 


151 


End 


319 




Name 


OJ990323 12.0103.C12.ol.gs 


Method 


GENSCAN 


r n 


Start 


151 


End 


319 


ru 


GI 


none 


Score 


.54 


Q 


Exons 


151. .319 








Seq. No. 


5934 


Seq. ID 


OJ990323_12.0103.C17 




Gene No . 


12548 


Strand 




ru 


Start 


211 


End 


329 




Name 


OJ990323 12.0103.C17.ol.gs 


Method 


GENSCAN 


u 


Start 


211 


End 


329 


J 


GI 


none 


Score 


.66 




Exons 


211. .329 






:■ ™ 


Seq. No. 


5935 


Seq. ID 


OJ990323_12.0103.C19 




Gene No. 


12549 


Strand 


+ 


5 


Start 


988 


End 


10053 




Name 


OJ990323 12,0103. C19.ol.np 


Method 


AAT/NAP 




Start 


988 


End 


9857 




GI 


6358810 


Score 


2146 




Exons 


988. .1160, 1406. .1514, 2853.. 


2972, 3325 


...3426, 3692. .4041, 






4866.. 5473, 6755.. 6944, 7432. 


.7538, 8269.. 8518, 8953. .9075, 



9435.. 9602, 9705.. 9857 
GI Descrip. (AC010675) putative alpha-amylase [Arabidopsis thaliana] 



Seq. No. 5935 Seq. ID 

Gene No. 12549 Strand 

Start 988 End 

Name OJ990323_12 . 0103 .C19 . ol . gs , Method 

Start 1263 End 

GI none Score 
Exons 



OJ990323_12 . 0103 . C19 
+ 

10053 
GENSCAN 
6598 
.83 



1263. .1514, 1604. .1737, 1963. .2059, 2853. .2991, 3026. .3105, 
3724. .4041, 4866. .5473, 6472. .6598 



6217 



Seq. No. 


5935 








Seq. ID 


OJ990323 12.0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


.0103. 


C19.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


3667 








End 


3987 


GI 


none 








Score 


54 


Exons 


3667 . . 3732, 


3793. 


.3987, 


3798. 


.3986 




Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


. 0103. 


C19.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3917 








End 


5003 


GI 


none 








Score 


216 


Exons 


3917. .4027, 


3918. 


.4040, 


3919. 


.4041, 4853.. 4999, 4861. .4992, 




4869. . 5003 












Seq. No. 


5935 








Seq. ID 


OJ990323_12 . 0103 v . C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


.0103. 


C19.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5178 








End 


5408 


GI 


none 








Score 


365 


Exons 


5178. .5408, 


5180. 


.5407 








Seq. No. 


5935 








Seq. ID 


OJ990323_12. 0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


. 0103. 


C19.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5382 








End 


7538 


GI 


none 








Score 


97 


Exons 


5382. .5441, 


5384 . 


.5440, 


5433. 


.5477, 5435.-5476, 6738.. 6950, 




6749. . 6949, 


6753. 


. 6956, 


7414. 


.7536, 7425. .7538, 7432. .7536 


Seq. No. 


5935 








Seq. ID 


OJ990323_12. 0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323_12 


.0103. 


C19.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5408 








End 


8442 


GI 


none 








Score 


129 


Exons 


5408. .5476, 


5409. 


. 5486, 


6736. 


.6945, 6738.. 6950, 6755.-6949, 




7425. .7517, 


7430. 


. 7528, 


7432. 


.7518, 7512. .7544, 7513. .7554, 




7516. . 7548, 


8266. 


. 8442, 


8267. 


.8440 




Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


Gene No . 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


. 0103. 


C19.o2 


-gs 


Method 


GENS CAN 


Start 


6765 








End 


10053 


GI 


none 








Score 


.95 


Exons 


6765. .6944, 


7432. 


.7538, 


8269. 


.8518, 8953.. 9075, 9435.. 9602, 




9705. .9842, 


9925. 


.10053 








Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 



6218 



u 



Name 


OJ990323 12 


.0103. 


C19.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7435 








End 


8520 


GI 


none 








Score 


146 


Exons 


7435. .7554, 


7437. 


.7604, 


8267. 


.8518, 8272.. 8517, 8285.. 8518, 




8287. .8520 












Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


(Zpnp NO 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


.0103. 


C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8270 








End 


8524 


GI 


none 








Score 


412 


Exons 


8270. .8518, 


8272. 


.8508, 


8273. 


.8524 




Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


.0103. 


C19. ol . 


tm 


Method 


TBLASTX: Maize 


Start 


8471 








End 


10036 


GI 


none 








Score 


72 


Exons 


8471. .8518, 


8909. 


.9082, 


8952. 


.9074, 8953.. 9093, 8956.. 9081, 




9427. .9603, 


9434. 


.9601, 


9435. 


.9611, 9702.. 9881, 9702.. 9851, 




9704. .9886, 


9968. 


.10036 








Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


.0103. 


C19.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8952 








End 


9794 


GI 


none 








Score 


109 


Exons 


8952. .9086, 


8952. 


.9071, 


8953. 


.9093, 8971.. 9081, 9425.-9592, 




9426. .9602, 


9434. 


.9607, 


9435. 


.9602, 9710.. 9793, 9717.. 9794 


Seq. No. 


5935 








Seq. ID 


OJ990323_12.0103.C19 


Gene No. 


12549 








Strand 


+ 


Start 


988 








End 


10053 


Name 


OJ990323 12 


. 0103. 


C19.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8961 








End 


9871 


GI 


none 








Score 


104 


Exons 


8961. .9086, 


8961. 


.9071, 


8962. 


.9096, 8962.. 9081, 9425.. 9535, 




9426. .9536, 


9431. 


.9604, 


9435. 


.9611, 9705.. 9794, 9707.. 9793, 




9791. .9871, 


9792^ 


-.9869 








Seq. No. 


5936 








Seq. ID 


OJ990323_12.0103.C20 


Gene No 


12550 








Strand 


+ 


Start 


400 








End 


680 


Name 


OJ990323 12 


.0103. 


C20.ol. 


gs 


Method 


GENSCAN 


Start 


400 








End 


680 


GI 


none 








Score 


. 93 


Exons 


400. .411, 543. .680 








Seq. No. 


5937 








Seq. ID 


OJ990323_12.0103.C26 


Gene No. 


12551 








Strand 


+ 


Start 


96 








End 


686 


Name 


OJ990323 12 


.0103. 


C26.ol. 


gs 


Method 


GENSCAN 


Start 


96 








End - 


686 


GI 


none 








Score 


.79 



6219 



Exons 



96. .160, 260. .311, 465. .686 



Seq. No. 5938 

Gene No. 12552 

Start 353 

Name OJ990323_12 . 0103 . C28 . ol . np 

Start 353 

GI 6721547 

Exons 353.. 525 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990323_12.0103.C28 

Strand + 

End 525 

Method AAT/NAP 

End 525 

Score 86 



Seq. No. 5939 

Gene No. 12553 

Start 407 

Name OJ990323_12 . 0103 .C29. ol .gs 

Start 407 

GI none 

Exons 407.. 580 



Seq. ID OJ990323_12.0103.C29 
Strand 

End 580 

Method GENSCAN 

End 580 

Score .97 



C3 



Hi 



la 

M 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5940 
12554 
1 

OJ990323_12.0103.C30.ol.np 
1 

6539269 
1..70, 407. .582 

(AC011765) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990323_12.0103.C30 

Strand + 

End 582 

Method AAT/NAP 

End 582 

Score 124 



5940 

12554 

1 

OJ990323_12.0103.C30.ol.tm 

403 

none 

403. .549, 406. .555, 407. .556 



Seq. ID OJ990323_12.0103.C30 

Strand + 

End 582 

Method TBLASTX : Mai ze 

End 556 

Score 148 



Seq. No. 5940 

Gene No. 12554 

Start 1 

Name OJ990323_12 . 0103 .C30 . ol . tc 

Start 404 

GI ■ - none 

Exons 404.. 580, 406.. 564 



Seq. ID OJ990323_12.0103.C30 

Strand + 

End 582 

Method TBLASTX : Cress 

End 580 

Score 181 



Seq. No. 5940 
Gene No. 12554 
Start 1 

Name OJ990323_12 .0103 . C30 . ol . gp 

Start 407 
GI 22827_1.R1084 
Exons 407.. 582 

GI Descrip. 1 5882749/gb | AAD55302 . 1 | AC008263_33 7.0e-27 (AC008263) Contains 2' 
PF_00612 IQ calmodulin-binding motif domains. [Arabidopsis 
thaliana] ' 



Seq. ID OJ990323_12.0103.C30 
Strand + 

582 

AAT/GAP 
582 
254 



End 

Method 
End- 
Score 



Seq. No. 
Gene No. 



5940 
12554 



Seq. ID OJ990323_12.0103.C30 
Strand + 



6220 



•»3 

ru 



'.3 



Start 


1 






End 


582 


Name 


OJ990323 


12.0103.C30.ol 


.gs 


Method 


GENSCAN 


Start 


407 






End 


557 


GI 


none 






Score 


.84 


Exons 


407. .557 










Seq. No. 


5941 






Seq. ID 


OJ990323 


Gene No. 


12555 






Strand 


+ 


Start 


320 






End 


729 


Name 


OJ990323 


12.0103.C32.ol 


.np 


Method 


AAT/NAP 


Start 


320 






End 


729 


GI 


6539588 






Score 


201 


Exons 


320. .624, 


700. .729 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


5941 






Seq. ID 


OJ990323 


Gene No . 


12SSS 
x£, j j j 






St rand 




Start 


320 






End 


729 


Name 


OJ990323 


12.0103.C32.ol 


. gs 


Method 


GENSCAN 


Start 


440 






End 


628 


GI 


LL\JL1KZ 






Score 


.74 


Exons 


T 4 V . ■ U O 










Seq. No. 


5942 

-J Zf *± 






Seq. ID 


OJ990323 


Gene No 


1 2SS6 
j. ^ «^ *j \j 






St" r^nH 




Start ' 


709 






End 


985 


Name 


OJ990323 


12.0103.C33.ol 


.gs 


Method 


GENSCAN 


Start 


709 






End 


985 


GI 


none 






Score 


.59 


Exons 


t \J ^ * * 70 J 










Seq. No. 


5943 






Seq. ID 


OJ990323 


Gene No . 


X ^> J J / 






Sr rand 


+ 


Start 


81 






End 


489 


Name 


OJ990323 


12.0103.C34.ol 


.gs 


Method 


GENSCAN 


Start 


fti 






FnH 


390 


GI 


none 






Score 


.99 


Exons 


81. .390 










Seq. No. 


5943 






Seq. ID 


OJ990323 


Gene No . 


12557 






Strand 


+ 


Start 


81 






End 


489 . 


Name 


OJ990323 


12.0103.C34.ol 


.tm 


Method 


TBLASTX: 


Start 


96 






End 


489 


GI 


none 






Score 


203 


Exons 


96. .254, 


131.. 223, 306. 


.362, 


427. .489 




Seq. No. 


5944 






Seq. ID 


OJ990323_ 


Gpnp No 


12558 






Strand 


+ 


Start 


82 






End 


722 


Name 


OJ990323 


12.0103.C38.ol 


.gs 


Method 


GENSCAN 


Start 


82 






End 


722 


GI 


none 






Score 


.67 


Exons 


82. .722 










Seq. No. 


5945 






Seq. ID 


OJ990323 


Gene No. 


12559 






Strand 


+ 



6221 



Start 


1397 










End 


"4511 




Name 


OJ990323 12 


.0103 


-C39- 


ol 


.gs 


Method 


GENSCAN 




Start 


1397 










End 


4511 




GI 


none 










Score 


.82 




Exons 


1397. .1539, 


1636 


. .3108, 


3186. 


.3283, 3386.. 3510, 


3649. .3723, 




4015. .4511 
















Seq. No. 


5945 










Seq. ID 


OJ990323 


_12.0103.C39 


Genp No 


12560 










Strand 


+ 




Start 


4801 










End 


4902 




Name 


OJ990323 12 


0103 


.C39. 


o2 


• gp 


Method 


AAT/GAP 




Start 


4801 










End 


4902 




GI 


none 










Score 


119 




Exons 


4801. .4902 
















Seq. No. 


5945 










Seq. ID 


OJ990323_ 


_12.0103.C39 


Gene No. 


12561 










Strand 


. — 




Start 


645 










End 


979 




Name 


OJ990323 12 


0103 


■ C39. 


ol 


.gp 


Method 


AAT/GAP 




Start 


645 










End 


979 




GI 


none 










Score 


638 




Exons 


645.-979 
















Seq. No. 


5945 










•Seq. ID 


OJ990323_ 


_12.0103.C39 


Gene No. 


12562. 










Strand 






Start 


5213 










End 


6370 




Name * 


OJ990323 12 


0103 


.C39. 


ol 


.np 


Method 


AAT/NAP 




Start 


5177 










End 


6370 




GI 


4544372 










Score 


527 





Exons 5177.. 6370 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



;E Seq. No. 
Gene No. 

si Start 
. Name 

I s = Start 

Q GI 

Exons 



5945 Seq. ID 

12562 Strand 

5213 End 
OJ990323_12.0103.C39.ol.ts Method 

5183 End 

none Score 

5183. .5404, 5183. .5416, 5283. .5414 



OJ990323_12.0103.C39 
6370 

TBLASTX: Soybean 

5416 

69 



Seq. No. 5945- Seq. ID 

Gene No. 12562 Strand 

Start 5213 End 

Name OJ990323_12.0103.C39.ol.tw Method 

Start 5192 End 

GI none Score 

Exons 5192.. 5599, 5226.-5369 



OJ990323_12.0103.C39 
6370 

TBLASTX: Wheat 

5599 

66 



Seq. No. 5945 Seq. ID 

Gene No. 12562 . Strand 

Start 5213 End 

Name OJ990323_12 . 0103 . C39 . o2 . gs Method 

Start 5213 End 

GI none Score 

Exons 5213.. 5974 



OJ990323_12.0103.C39 

6370 
GENSCAN 
5974 
.98 



6222 



Seq. No. 


-5945 


Seq. ID 


OJ990323_12.0103 


.C39 


Hon o Mn 


1 9S6? 








Start 


5213 


End 


6370 




Name 


OJ990323 12.0103.C39.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5885 


End 


6159 




GI 


none 


Score 


139 




Exons 


5885.. 5974, 5986.. 6159 








Seq. No. 


5945 


Seq. ID 


OJ990323JL2.0103 


.C39 


Hon o Mr* 


JVC 


91- ranH 






Start 


5213 


End 


6370 




Name 


OJ990323 12.0103.C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


5998 


End 


6303 




GI 


none 


Score 


203 




Exons 


5998. .6303 








Seq. No. 


5946 


Seq. ID 


OJ990323_12.0103 


.C40 


Gene No . 


12563 


Strand 


+ 




Start 


6305 


End 


9705 




Name 


OJ990323 12.0103.C40.o2.np 


Method 


AAT/NAP 




Start 


6305 


End 


9705 




GI 


6539263 


Score 


845 




Exons 


6305. .6330, 7497. .8037, 8245. .9210, 9622. .9705 




GI Descrip. 


(AC011765) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 




oeq . ± u 


nTQQn^9^ 19 m n ^ 


.C40 


f^pnp Mo 


it, JUJ 


uLI ell HJ. 


4* 




Start 


6305 


End 


9705 




Name 


OJ990323 12.0103.C40.o2.gs 


Method 


GENSCAN 




Start 


7426 


End 


9252 




GI 


none 


Score 


. 66 




Exons 


7426. .9252 








Seq. No. 


5946 


Seq. ID 


OJ990323_12.0103 


.C40 


Gene No. 


12564 


Strand 






Start 


1 


End 


6656 




Name 


OJ990323 12.0103.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3497 




GI 


4206306 


Score 


844 




Exons 


1..1743, 1859. .2408, 3474.. 


3497 






GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


5946 


Seq. ID 


OJ990323_12.0103 


.C40 




12564 


Strand 






Start 


1 


End 


6656 




Name 


OJ990323 12.0103.C40.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


391 




GI 


none 


Score 


' 38 




Exons 


2. .262, 15. .146, 186. .251, 


302: .391 






Seq. No. 


5946 


Seq. ID 


OJ990323JL2.0103 


.C40 


Gene No. 


12564 


Strand 






Start 


1 


End 


6656 




Name 


OJ990323 12.0103.C40.o2.ts 


Method 


TBLASTX : Soybean 




Start 


24 ; 


End 


436 




GI 




Score 


136 




Exons 


24. .278, 26. .277, 299. .436, 


303. .434 







6223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
,~ GI 

:: f Exons 

i ^ 

sf 

j'R Seq. No. 

ry Gene No. 

j=S Start 

H Name 

^ Start 

! :3 GI 

i : y Exons 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



5946 

12564 

1 

OJ990323_12.0103.C40.ol.gs 
50 

none 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 6656 

Method GENSCAN 

End 6656 

Score .52 



50. .1889, 2005. .3478, 3634. .4162, 4446.-4624, 4748.-4837, 
5113.. 5680, 5986.. 6182, 6542.. 6656 



5946 

12564 

1 

OJ990323_12.0103.C40.o3.ts 

587 

none 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 6656 

Method TBLASTX : Soybean 

End 1057 

Score 8 6 



587. .775, 600. .731, 776. .1057, 945. .1019 



5946 
12564 
1 

OJ990323_12.0103.C40.o4.tw 
674 
none 

674. .775, 737. .1072 

5946 
12564 
1 

OJ990323_12.0103.C40.ol.tm 
743 
none 

743. .1204, 744. .863, 809. .1204 

5946 
12564 
1 

OJ990323_12.0103.C40.ol.tw 
1073 
none 



Seq. ID OJ990323_12.0103.C40 

Strand^ - 

End 6656 

Method TBLASTX : Wheat 

End 1072 

Score 194 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 6656 

Method TBLASTX : Mai ze 

End 1204 

Score 7 6 



Seq. ID OJ990323_12.0103.C40 
Strand 

6656 

TBLASTX: Wheat 
1477 
183 



End 

Method 
End 
Score 

1073. .1351, 1080. .1187, 1094. .1426, 1116. .1418, 1333. .1419, 
1421. .1477, 1431. .1472 



5946 

12564 

1 

OJ990323_12 .0103 . C40 . o3 . tm 

1205 

none 

1205.. 1423, 1206.. 1418 

5946 

12564 

1 

OJ990323_12.0103.C40.o6.ts 

1274 

none 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 6656 

Method TBLASTX: Maize 

End 1423 

Score 181 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 6656 

Method' TBLASTX : Soybean 

End 1639 

Score 75 



6224 



Exons 



1274.. 1408, 1415. .1639, 1416.. 1628 



Seq. No. 5946 

Gene No. 12564 

Start 1 

Name OJ990323_12 . 0103 .C40.o5. ts 

Start 1989 

GI none 

Exbns 1989.. 2387 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 6656 

Method TBLASTX : Soybean 

End 2387 

Score 204 



Seq. No. 5946 
Gene No. 12565 
Start 7534 

Name OJ990323_12 . 0103.C40 .o2 . tm 

Start 7534 
GI none 

Exons 7534.. 7674, 7680.. 7760, 7690. 

7741.. 7812, 7767.. 7919, 7788. 
7888.. 8094, 7888.. 8136, 7920. 
8179.. 8418, 8182.. 8349, 8190. 
8368.. 8688, 8494.. 8601, 8644. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7947, 7708 
.7925, 7789 
.8093, 8065 
.8381, 8272 
.8811 



OJ990323 12.0103.C40 



9240 

TBLASTX: Maize 
9240 
35 

7959, 7734.. 7946, 
7959, 7885.. 8052, 
8163, 8173.. 8382, 
8442, 8365.. 9240, 



Seq. No. 
Gene No. 
Start 
U~i Name 
rij Start 

£3 GI 
; : Exons 



5946 
12565 
7534 
OJ99032 
7690 
none 
7690. .8 
8068. .8 
8227. .8 
8484. .8 



OJ990323 12.0103.C40 



3 12.0103.C40.ol.tc 



-Seq. ID 
Strand 
End 

_ Method 

End 
Score 

139, 7693. .7842, 7735. .7971, 7893. .8057, 7894. .8064, 
133, 8140.. 8271, 8170.. 8661, 8173.. 8349, 8187.. 8348, 
652, 8334. .8432, 8341. .8421, 8437. .8643, 8482. .8667, 
663, 8536.. 8736, 8656.. 8775, 8671.. 8775 



9240 

TBLASTX: Cress 

8775 

252 



-J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5946 Seq. ID 

12565 Strand 

7534 End 

OJ990323_12.0103.C40.o2.tw Method 

7696 End 

none Score 



OJ990323_12.0103.C40 
9240 

TBLASTX: Wheat 

8793 

151 



7696. .7956, 7784. .7855, 7794. .7955, 7894. .8136, 8020. .8184, 
8067.. 8147, 817.6. .8409, 8326.. 87-93, 8346.. 8735, 8643.-8738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5946 

12565 

7534 

OJ990323_12.0103.C40.o4.ts 

7818 

none 



Seq. ID OJ990323_12.0103.C40 
Strand 

End 9240 

Method TBLASTX : Soybean 

End 8673 

Score 97 



7818. .7961, 7819. .7962, 7870. .7992, 7912. .8136, 7917. .8132, 
8182. .8292, 8212. .8595, 8514. .8672, 8515. .8673 



Seq. No. 5946 Seq. ID 

Gene No. 12565 Strand 

Start 7534 End 

Name OJ990323_12 . 0103 . C40 . ol . ts Method 

Start - 8674 End 

GI none Score 



OJ990323_12.0103.C40 
9240 

TBLASTX : Soybean 

9171 

367 



6225 




Exons 


8674. .9171, 9006 


. .9170 




Seq. No. 


5946 


Seq. ID 


OJ990323_12.0103.C40 


Gene No . 


12565 


Strand 




Start 


7534 


End 


9240 


Name 


OJ990323 12.0103 


.C40.o2.tc Method 


TBLASTX: Cress 


Start 


8779 


End 


9099 


GI 


none 


Score 


213 ... 


Exons 


8779.. 9099, 8790 


. .8897 




Seq. No. 


5947 


Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12566 


Strand 


+ 


Start 


1297 


End 


1595 


Name 


OJ990323 12.0103 


.C41.ol.gp Method 


AAT/GAP 


Start 


1297 


End 


1595 


GI 


uC-osf lcypl4 lhllbl Score 


574 


Exons 


1297. .1595 






GI Descrip. 


•4151319 1.0e-34 


(AF089084) putative auxin efflux carrier 




protein; AtPINl 


[Arabidopsis thaliana] ' 




Seq. No. 


5947 


Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12567 


Strand 


+ 


Start 


6769 


End 


9323 


Name 


OJ990323 12.0103 


.C41.o3.np Method 


AAT/NAP 


Start 


6769 


End 


9232 


GI 


3377509 


Score 


670 


Exons 


6769.. 7276, 7544 


..8441, 8535. .8620, 8738. .8895, 8991. .9067, 




9169. .9232 






GI Descrip. 


(AF056027) auxin 


transport protein REH1 [Oryza sativa] 


Seq. No. 


5947 


Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12567 


Strand 


+ 


Start 


6769 


End 


9323 


Name 


OJ990323 12 0103 


.C41.o2.gp Method 


AAT/GAP 


Start 


8549 


End 


9323 


GI 


2311558 


Score 


841 


Exons 


8549. .8620, 8738 


..8895, 8991. .9067, 9169. .9323 


GI Descrip. 


4151319 1.0e-34 


(AF089084) putative auxin efflux carrier 




protein; AtPINl 


[Arabidopsis thaliana] 




Seq. No. 


5947 


Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12568 


Strand 




Start 


2097 


End 


5237 


Name 


OJ990323 12.0103 


.C41.o4.ts Method 


TBLASTX: Soybean 


Start 


2054 


End 


2315 


GI 


none 


Score 


81 


Exons 


2054.. 2185, 2090 


..2170, 2094. .2234, 2094. .2315 


Seq. No. 


5947 


Seq. ID 


OJ990323_12.0103.C41 


Gene No . 


12568 


Strand 




Start 


2097 


End 


5237 


Name 


OJ990323 12.0103 


.C41.o3.tm Method 


TBLASTX: Maize 


Start 


2085 


End 


2384 


GI 


none 


Score 


339 


Exons 


2085. .2384 






Seq. No. 


5947 


Seq. ID 


OJ990323_12.0103.C41 



6226 




Gene No . 


12568 








Strand 




Start 


2097 








End 


5237 


Name 


OJ990323 12 


.0103. 


C41.pl 


. tc 


Method 


TBLASTX: Cress 


Start 


2091 








End 


2628 


GI 


none 








Score 


125 


Exons 


2091. .2627, 


2094 . 


.2384, 


2443. 


.2628 




Seq. No. 


5947 








Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12568 








Strand 




Start 


. 2097 








End 


5237 


Name 


OJ990323 12 


.0103. 


C41.ol 


.np 


Method 


AAT/NAP 


Start 


2097 








End 


5237 


GI 


2244839 








Score 


1102 


Exons 


2097. .3546, 


5156. 


.5237 








GI Descrip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


5947 








Seq. ID 


OJ990323__12.0103.C41 


Gene No . 


12568 








Strand 




Start 


2097 








End 


5237 


Name 


OJ990323 12 


.0103. 


C41.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2319 








End 


2855 


GI 


none 








Score 


147 


Exons 


2319 2855 


2479 . 


. 2820 








Seq. No. 


5947 








Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12568 








Strand 




Start 


2097 








End 


5237 


Name 


OJ990323 12 


. 0103 . 


C41 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2385 








End 


3548 


GI 


none 








Score 


89 


Exons 


2385 3212. 


2434 . 


.2634, 


2713. , 


.3090, 2883. .3194, 3006. .3194, 




3016 3195 


31 3S 


3329 


3153 . 


.3398, 3207.. 3398, 3240.. 3404, 




3276 3392 


3342 


341 6 


3474 . 


.3548, 3475. .3546 


Seq. No. 


5947 
j j i / 








Seq. ID 


OJ990323_12.0103.C41 


Gene No. 










Strand 




Start 


2097 








End 


5237 


Name 


OJ990323 12 


.0103. 


C41.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2788 








End 


3414 


GI 


none 








Score 


237 


Exons 


2788. .3216, 


2790. 


.3269, 


3153. . 


.3413, 3157. .3414 


Seq. No. 


5947 








Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12568 








Strand 




Start 


2097 








End 


5237 


Name 


OJ990323 12 


.0103. 


C41.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


2814 








End 


3416 


GI 


none 








Score 


64 


Exons 


2814. .2936, 


2815. 


.2925, 


2823. . 


.3044, 2922. .3209, 2934. .3413, 




2935. .3336, 


3240. 


.3371, 


3249. . 


.3416 




Seq. No. 


5947 








Seq. ID 


OJ990323_12.0103.C41 


Gene No. 


12568 








Strand 




Start 


2097 








End 


5237 


Name 


OJ990323 12 


.0103. 


C41.o5 


. ts 


Method 


TBLASTX: Soybean 


Start 


2868 








End 


3401 


GI 


none 








Score 


81 



6227 



Exons 



2868.. 3023, 2955.. 3104, 2962.. 3108, 3114.. 3326, 3165.. 3323, 
3258. .3401 



Seq. No. 5947 Seq. ID 

Gene No. 12569 Strand 

Start 6738 End 

Name OJ990323_12 .0103 . C41 . o4 . tm Method 

Start 6738 End 

GI none Score 

Exons 6738.. 7109, 6739.. 7107 



OJ990323_12.0103.C41 
9226 

TBLASTX: Maize 

7109 

328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5947 Seq. ID 

12569 Strand 

6738 End 

OJ990323_12 . 0103 . C4 1 . o2 . tc Method 

6765 End 

none Score 



OJ990323_12.0103.C41 
9226 

TBLASTX: Cress 

9217 

272 



6765. .7241, 6769. .7017, 7063. .7239, 8356. .8445, 8364. .8444, 
8532. .8621, 8533. .8622, 8736. .8891, 8737. .8895, 8985. .9068, 
8987. .9067, 9146. .9217 



Seq. No. 
Gene No. 
Start 
"'Z Name 
l \i Start 



ill 



GI 

Exons 



5947 
12569 
6738 

OJ990323_12.0103.C41.ol.ts 
6772 
none 

6772.. 7212, 6772.. 7011, 6774.. 7208 



Seq. ID OJ990323_12.0103.C41 



Strand 
End 

Method 
End 
Score 



9226 

TBLASTX : Soybean 

7212 

493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5947 

12569 

6738 

OJ990323_12.0103.C41.o3.ts 

8293 

none 

8293.. 8445, 8364.. 8453, 8532. 
8737. .8895, 8766.-8897, 8980. 
8987.. 9064, 9146.. 9226 

5947 
12569 
6738 

OJ990323_12.0103.C41.o2.tm 
8356 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 12.0103.C41 



9226 

TBLASTX : Soybean 
9226 
98 

8621, 8533.. 8622, 8736.. 8891, 
9057, 8985.. 9065, 8986.. 9057, 



Seq. ID OJ990323_12.0103.C41 
Strand 
End 

Method 
End 
Score 

8356. .8445, 8533. .8622, 8535. .8621, 8736. .8894, 8737. .8895, 
8985. .9065, 8990. .9064, 9170. .9226 



9226 

TBLASTX: Maize 

9226 

94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5948 Seq. ID 

12570 Strand 

1093. End 

OJ990323JL2 . 0103 . C42 . ol . np Method 

1093 End 

5929932 Score 



OJ990323_12.0103.C42 
+ 

2477 
AAT/NAP 
2477 
115 



1093. .1144, 1292. .1363, 2390. .2477 

(AF178952) voltage-dependent anion channel protein 2 [Zea mays] 



6228 



Seq. No. 


5949 


Seq. ID 


OJ990323J.2.0103 


.C43 


Gene No. 


12571 


Strand 


+ 






i 

- -L 


End 


747 




Name 


OJ990323 12.0103.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


747 




GI 


5929932 


Score 


72 




Exons 


1..99, 485. .617, 679. .747 








GI Descrip. 


(AF178952) volt age -dependent 


anion channel protein 2 [Zea mays] 


Seq. No. 


5950 


Seq. ID 


OJ990323_12.0103 


.C44 


Gene No . 


1 OCTO 
1ZD 1 £. 


Strand 






Start 


446 




1 ^ A 
/ Oh 




Name 


OJ990323 12.0103.C44.ol.gp 


viQ unoa 


1 / bnr 




Start 


446 


bna 


/ D 4 




GI • 


none 


Score 


JOl 




Exons 


446. .754 








Seq. No. 


5951 


oeq. id 


ujyyu j<i j lz . U1U j 


.^4 J 


Gene No. 


1 O^T^ 
1^ 0 / 5 


Strand 


+ 




Start 


82 


End 


185 




Name 


OJ990323 12.0103.C45.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


185 




GI 


none 


Score 


.69 




Exons 


82. .185 








Seq. No. 


5952 


Seq. ID 


OJ990323_12.0103 


CA1 
• / 


Gene No. 


12574 


Strand 






Start 


1 


End 


741 




Name 


OJ990323 12.0103.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


741 




GI 


6682606 


Score 


220 




Exons 


1..32, 130. .322, 630. .741 








GI Descrip. 


(AC016163) putative inositol 


polyphosphate phosphatase, 


O 




partial [Arabidopsis thaliana] 






Seq. No. 


5952 


Seq. ID 


OJ990323JL2.0103 


.C47 


Gene No . 


12574 


Strand 






Start 


1 


End 


741 




Name 


OJ990323 12.0103.C47.ol.tm 


Method 


TBLASTX: Maize 




Start 


107 


End 


671 




GI. 


none 


Score 


194 




Exons 


107.. 325, 138..323> 140.. 325, 


624. .671 






Seq. No. 


5952 


Seq. ID 


OJ990323_12.0103 


.C47 


Gene No . 


12574 


Strand 






Start 


1 


End 


741 




Name 


OJ990323 12.0103.C47.ol.ts 


Method 


TBLASTX : Soybean 




Start 


152 


End 


671 




GI 


none 


Score 


63 




Exons 


152.. 325, 186.. 323, 624.. 671 








Seq. No. 


5952 


Seq. ID 


OJ990323_12.0103 


.C47 


Gene No. 


12574 


Strand 






Start 


1 


End 


741 




Name 


OJ990323 12.0103.C47.ol.tc 


Method 


TBLASTX: Cress 




Start 


193 


End 


671 




GI 


none 


. Score 


89 





6229 



Exons 



173. .325, 179. .316, 196. .324, 624. .671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5953 
12575 
1 

OJ990323_12.0103.C50.ol.np 
1 

6006359 
1..37, 656. .753 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990323_ 
Strand 

End 827 

Method AAT/NAP 

End 7 53 

Score 67 



12.0103.C50 



5953 

12575 

1 

OJ990323_12.0103.C50.ol.gs 

597 

none 

597.. 827 



Seq. ID OJ990323_ 
Strand 



12.0103.C50 



End 

Method 

End 

Score 



827 

GENSCAN 

827 

.61 



Seq. No. 5954 

Gene No. 12576 

Start 353 

Name OJ990323_12 . 0103 . C51 . ol . gs 

Start 353 

GI none 

Exons 353.. 404, 615.. 664 

Seq. No. 5955 

Gene No. 12577 

Start 558 

Name OJ990323_12 . 0103 .C52 . ol . gs 

Start 558 

GI none 

Exons 558.. 1241 



Seq. ID OJ990323_ 
Strand + 



12.0103.C51 



End 

Method 

End 

Score 



664 

GENSCAN 

664 

.4 



Seq. ID OJ990323_ 
Strand + 



12.0103.C52 



End 

Method 

End 

Score 



1241 
GENSCAN 
1241 
.84 



Seq. ID OJ990323_ 
Strand 



Seq. No. 5955 

Gene No. 12578 

Start 1852 

Name OJ990323_12.0103.C52.o2.gs 

Start 1852 

GI none 

Exons 1852.. 2000, 2314. .2462, 2611.. 2645, 2757. .2860, 
3193. .3310, 3817. .4012, 4094. .4215, 5414. .5581, 



12.0103.C52 



End 

Method 

End 

Score 



6075 
GENSCAN 
5835 
.78 • 



Seq. ID OJ990323_ 
Strand 



Seq. No. 5955 

Gene No. 12578 

Start 1852 

Name OJ990323_12 . 0103 . C52 . ol . gp 

Start 2106 . 

GI 10475_1.R1084 

Exons 2106.. 2645, 2757.. 2860, 3039.. 3086, 3193.. 3310, 

4094. .42i5, 5414. .5473 

GI Descrip. '1438883 9.0e-93 (U43840) GmCK3p [Glycine max] ' 



3039. .3086, 
5608. .5835 

12.0103.C52 



End 

Method 

End 

Score 



6075 
AAT/GAP 
5473 
2132 



Seq. No. 
Gene No. 
Start 



5955 

12578 

1852 



Seq. ID OJ990323_ 
Strand 

End 6075 



3817. .4012, 



12.0103.C52 



6230 



Name 

Start 

GI 

Exons 



OJ990323_12 . 0103 . C52 . o3 . tm 

2458 

none 

2458.-2499, 2510. .2551, 2540. 
2755.. 2850, 2756.-2857, 2757. 



Seq. No. 5955 
Gene No. 12578 
Start 1852 

Name OJ990323_12 . 0103 . C52 . ol . tw 

Start 2472 
GI none 

Exons 2472.. 2513, 2474.. 2515, 2508. 

2545.. 2610, 2548.. 2655, 2549. 
2757.. 2855, 3040.. 3087, 3041. 



Method TBLASTX : Maize 
End 2857 
Score 91 

.2647, 2562. .2654, 2755. .2829, 
.2855 

Seq. ID OJ990323_12.0103.C52 
Strand 

End 607 5 

Method TBLASTX : Wheat 
End 324 9 

Score 4 9 

.2528, 2509. .2535, 2544. .2654, 
.2647, 2751. .2852, 2755. .2850, 
.3088, 3169.. 3249, 3194. .3244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5955 
12578 
1852 . 

OJ990323_12.0103.C52.ol.ts 

2517 

none 



Seq. ID OJ990323_12.0103.C52 
Strand 

End 6075- 

Method TBLASTX : Soybean 

End 5824 

Score 69 



2517. .2654, 2757. .2855, 2758. .2814, 3034. .3087, 3190. .3306, 
3194. .3322, 3195. .3311, 3815. .4012, 3817. .4014, 4093. .4218, 
4103. .4216, 5414. .5572,- 5418. .5504, 5644. .5823, 5654. .5824 



£H Seq. No. 

Gene No. 

!== Start 

M Name 

W Start 

; =3 GI 

fy Exons 



5955 

12578 

1852 

OJ990323jL2.0103.C52.ol.np 

2541 

6939222 

2541.. 2645, 2757.. 2856, 3038. 
4094.. 4215, 5414.. 5575, 5622. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3086, 3193 
.5814 



OJ990323 12.0103.C52 



6075 
AAT/NAP 
5814 
981 

3310, 3817. 



,4012, 



GI Descrip. (AC020579) putative choline kinase [Arabidopsis thaliana] 

OJ990323 12.0103.C52 



Seq. No. 5955 Seq. ID 

M Gene No. 12578 Strand 

a Start 1852 End 

H Name OJ990323_12 . 0103 . C52 .o2 . tc Method 

}Z t Start 2553 End 

:sc? GI none Score 

Exons 2553.. 2654, 2582.. 2647, 2754.. 2828, 2755.. 2829, 2757.. 2849, 

3182.. 3322, 3192.. 3311 



6075 

TBLASTX: Cress 

3322 

79 



Seq. No. 5955 
Gene No. 12578 
Start 1852 

Name OJ990323_12 . 0103 . C52 . ol . tm 

Start 3062 
GI none 

Exons 3062.. 3088, 3064.. 3087, 3204, 

3815. .4015, 3817. .4017, 3817, 
4093. .4218, 5414. .5515 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3311, 3204. 
.4014, 3819, 



OJ990323_12.0103.C52 
6075 

TBLASTX: Maize 
5515 
42 



.3302, 3206. 
.4016, 4091. 



3325, 
4216, 



Seq. No. 
Gene No. 



5955 
12578 



Seq. ID 
Strand 



OJ990323 12.0103.C52 



6231 




m 



Start 


1852 








End 


6075 








Name 


ujyyuo^o iz 


. U1U j 


. GO^ . Ol 


. tc 


Metnoa 


TDT Zi CTY • 


Cress 




Start 


C A 1 A 

04 14 








hna 


0 / lo 








GI 


none 








Score 


Q"7 

y / 








Exons 


0414. . OOJD, 


ODD I 




0o4 4 


. . o / lo 










Seq. No. 


CQCC 

oyoo 








Seq. ID 


uj y yu oZo 


_12 


.0103 




Gene No. 


1^0 / O 








Strand 










Start " 


1852 








End 


6075 








Name 


OJ990323_12 


.0103 


.C52.o2 


.tm 


Method 


TBLASTX: 


Maize 




btart 


001 D 








End 


5844 








GI 


none 








Score 


95 








Exons 


ooib . . ooyj, 


oo 1 b 


. .DO /o, 


0DZO 


..5796, 5627.. 5800, 


5779. .5844, 




J / Oj. . JO 4 Z 


















Seq. No. 


5955 








Seq. ID 


OJ990323 


_12 


.0103 


.C52 


Gene No . 


12578 








Strand 










Start 


1852 








End 


6075 








Name 


OJ990323 12 


.0103 


.C52.o2 


.gp 


Method 


AAT/GAP 








Start 


5592 








End 


6075 








GI 


14600 1.R1084 






Score 


888 








Exons 


5592 6075 


















GI Descrip. 


'1438883 6. 


Oe-11 


(U43840) GmCK3p [Glycine max] ■ 








Seq. No. 


5956 












_12 


.0103 


.C53 


Gene No. 


12579 








OCX ailLl 










Start 


6704 








End 


8015 








Name 


OJ990323 12 


.0103 


.C53.o2 


.gs 


Method 


GENS CAN 








btart 


6704 








End 


8015 








GI 


none 








Score 


.46 








Exons 


6704. .6940, 


7438 


. .7659, 


7935 


. .8015 










Seq. No. 


5957 








Seq. ID 


OJ990323 


_12 


.0103 


.C54 


Gene No . 


12580 








Strand 










Start 


1 








End 


1075 








Name 


OJ990323 12 


.0103 


.C54.ol 


.np 


Method 


AAT/NAP 








otart 


1 








End 


1075 








GI 


5852175 








Score 


72 








Exons 


1..92, 619. 


.754, 


1045. . 


1075 












Gi uescrip. 


(AL117265) 


zhbOOOS.l [Oryza 


sativa] 










beq. No. 


5958 








Seq. ID 


OJ990323 


_12 


.0103 


.C55 


Gene No. 


12581 








Strand 


+ 








Start 


1099 








End 


1884 








Name 


OJ990323 12 


.0103 


.C55.ol 


.gs 


Method 


GENSCAN 








Start 


1099 








End 


1884 








GI 


none 








Score 


.93 








Exons 


1099. .1294, 


1330 


. .1406, 


1429 


. .1884 










Seq. No. 


5958 








Seq. ID 


OJ990323 


_12, 


.0103 


.C55 


bene EMO . 


12582 








Strand 


+ 








Start 


2939 








. End 


4329 








Name 


OJ990323 12 


.0103, 


.C55.o2 


.gs 


Method 


GENSCAN 








Start 


2939 








End 


4051 








GI 


. none 








Score 


.83 








Exons 


2939. .2944, 


3234. 


. .3344, 


3367 


. .3484, 3627. .4051 - 









6232 



Seq. No. 


5958 




Seq. ID 


OJ990323_12. 


0103. 


C55 


Gene No. 


12582 




Strand 


+ 






Start 


2939 




End 


4329 






Name 


OJ990323 12.0103.C55.ol 


. np 


Method 


AAT/NAP 






Start 


3207 




End 


4329 






GI 


6539588 




Score 


210 






Exons 


3207.. 3513, 4191.. 4329 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


5959 




Seq. ID 


OJ990323JL2. 


0103. 


C57 




12583 




Strand 


+ 






Start 


432 




End 


599 






Name 


OJ990323 12.0103.C57.ol 


■ cjs 




GENSCAN 






Start 


432 




End 


599 






GI 


none 




Score 


.81 






Exons 


432. .599 












Seq. No. 


5960 




Seq. ID 


OJ9?0323_12. 


0103. 


C62 


Cpnp Mo 

vj cue i 1 ) \y • 


12584 




Strand. 








Start 


13 




End 


550 






Name 


OJ990323 12.0103.C62.ol 


,gs 


Method 


GENSCAN 






Start 


13 




End 


550 






GI 


none 




Score 


.9 






Exons 


13.. 550 












Seq. No. 


, 5961 




Seq. ID 


OJ990323_12. 


0103. 


C63 


Gene No. 


12585 




Strand 








Start 


1 




End 


668 






Name 


OJ990323 12.0103.C63.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


650 






GI 


6358810 




Score 


128 






Exons 


1..69, 544. .650 












GI Descrip. 


(AC010675) putative alpha-amylase [Arabidopsis thaliana] 




Seq. No. 


5961 




Seq. ID* 


OJ990323_12. 


0103. 


C63 


Gene No 


12585 




Strand 








Start 


■1 




End 


668 






Name 


OJ990323 12.0103.C63.ol 


.gs 


Method 


GENSCAN 






Start 


544 




End 


650 






GI 


none 




Score 


.64 






Exons 


544. .650 












Seq. No. 


5961 




Seq. ID 


OJ990323_12. 


0103. 


C63 


Gene No 


12585 




Strand 








Start 


1 




End 


668 






Name 


OJ990323 12.0103.C63.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


544 




End 


668 






GI 


none 




Score 


163 






Exons 


544. .657, 546. .668, 546 


. .650 










Seq. No. 


5962 




Seq. ID 


OJ990323_12. 


0103. 


C64 


Gene No. 


12586 




Strand 








Start 


1 




End 


460 






Name 


.OJ990323 12.0103.C64.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


448 






GI 


6598588 




Score 


209 






Exons 


1. .448 













6233 



GI Descrip. 



(AC006228) F5J5.14 [Arabidopsis thaliana] 



Seq. No. 


5962 






Seq. ID 


OJ990323 


Gene No. 


12586 






Strand 


— 


Start 


1 






End 


460 


Name 


OJ990323 12.0103.C64 


.ol 


.gs 


Method 


GEN SCAN 


Start 


166 






End 


460 


GI 


none 






Score 


.95 


Exons 


166. .241, 258. .460 










Seq. No. 


5963 






Seq. ID 


OJ990323 


Gene No. 


12587 






Strand 


— 


Start 


432 






End 


589 


Name 


OJ990323 12.0103.C65 


.ol 


. gs 


Method 


GENSCAN 


Start 


432 






End 


589 


GI 


none 






Score 


.42 


Exons 


432. .589 










Seq. No. 


5964 






Seq. ID 


OJ990323 


Gene No. 


* 12588 






Strand 




Start 


1 






End 


463 


Name 


OJ990323 12.0103.C67 


.01 


. np 


Method 


AAT/NAP 


Start 


1 






End 


463 - 


GI 


4633652 






Score 


188 


Exons 


1. .463 










GI Descrip. 


(AF124405) alliinase 


precursor [Allium 


cepa] 


Seq. No. 


5964 






Seq. ID 


OJ990323 


Gene No. 


12588 






Strand 


— 


Start 


1 






End 


463 


Name 


OJ990323 12.0103.C67 


.ol 


. gs 


Method 


GENSCAN 


Start 


76 






End 


450 


GI 


none 






Score 


.42 


Exons 


76. .450 










Seq. No. 


5964 






Seq. ID 


OJ990323 


Gene No. 


12588 






Strand 




Start 


1 






End 


463 


Name 


OJ990323 12.0103.C67 


.ol 


.gp 


Method. 


AAT/GAP 


Start 


136 






End 


331 


GI 


97415 1.R1084 






Score 


369 


Exons 


136.. 331 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■166341 8.0e-37 (M98267) alliinase [Allium cepa] >gi_1044969 
(L48614) allinase [Allium cepa] 1 



5964 

12588 

1 

OJ990323_12.0103.C67.ol.tc 

139 

none 

139. .438, 140. .436 



Seq. ID OJ990323_12.0103.C67 

Strand 

End 4 63 

Method TBLASTX : Cress 

End 438 

Score 170 



Seq. No. 5964 

Gene No. 12588 

Start-' 1 

Name OJ990323 12 . 0103 . C67 . ol . ts 



Seq. ID OJ990323_12.0103.C67 
Strand 

End 4 63 

Method TBLASTX : Soybean 



6234 



hi 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



241 
none 

241. .435, 242. .436 



End 
Score 



436 
103 



5965 
12589 
1 

OJ990323_12.0103.C68.ol.np 
1 

5777617 . 
1. .214 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990323_12.0103.C68 

Strand + 

End 214 

Method AAT/NAP 

End 214 

Score 98 



5966 
12590 
1 

OJ990323_12.0103.C69.ol.np 
1 

2190016 
1. .214, 630. .703 

(AB004269) alliinase [Allium tuberosum] 



Seq. ID OJ990323_12.0103.C69 
Strand 

End 703 

Method AAT/NAP 

End 703 

Score 157 



5966 

12590 

1 

OJ990323_12.0103.C69.ol.gs 
27 

none 
27. .370 

5966 

12590 

1 

OJ990323_12.0103.C69.ol.tm 
27 

none 



Seq. ID OJ990323_12.0103.C69 
Strand 

.End 703 

Method GENSCAN 

End 370 

Score .99 



Seq. ID OJ990323_12.0103.C69 

Strand 

End 703 

Method TBLASTX : Mai ze 

End 362 

Score 163 



27. .149, 27. .131, 29. .148, 134. .268, 188. .217, 248. .361, 
258.. 362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5967 
12591 - 
1 

OJ990323_12.0103.C70.ol.np 
1 

4416302 
1. .587 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ990323_12.0103.C70 

Strand + 

End 587 

Method AAT/NAP 

End 587 

Score 607 



5967 

12591 

1 

OJ990323_12.0103.C70.ol.tm- 
1 

none 

1..555, 2. .577, 371. .571 



Seq. ID OJ990323_12.0103.C70 

Strand + 

End 587 

Method TBLASTX: Maize 

End 577 

Score 619 



Seq. No. 



5967 



Seq. ID OJ990323_12.0103.C70 



6235 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



12591 Strand 

1 End 
OJ990323_12 . 0103 . C70 . ol . ts Method 

2 End 
none Score 



+ 

587 

TBLASTX : Soybean 

580 

226 



2. .337, 52. .294, 356. .580, 370. .462, 517. .540 



Seq. No. 


5967 




Seq. ID 


OJ990323_12 . 0103 .C70 


Gene No. 


12591 




Strand 


+ 


Start 


1 




End 


587 


Name 


OJ990323_ 


_12.0103.C70.ol.tw 


Method 


TBLASTX: Wheat 


Start 


86 




End 


541 


GI 


none 




Score 


111 


Exons 


86. .346, 


365. .541, 368. .541 






Seq. No. 


5968 




Seq. ID 


OJ990323_12.0103.C71 


Gene No. 


12592 




Strand 


+ 


Start 


80 




End 


528 


Name 


OJ990323 


_12.0103.C71.ol.gs 


Method 


GEN SCAN 


Start 


80 




End 


528 


GI 


none 




Score 


.72 


Exons 


80. . 153, 


307.. 528 






Seq. No. 


5969 . 




■ Seq. ID 


- 

OJ990323_12. 0103.C73 


Gene No. 


12593 




Strand 


'+ 


Start 


1 




End 


552 


Name 


OJ990323 


_12.0103.C73.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


552 


GI 


81286 




Score 


164 


Exons 


1. .552 








GI Descrip. 


extensin 


- Volvox carteri ( 


fragment) < 


ji | 21992 | emb | CAA46283 | 




(X65165) 


extensin [Volvox carteri] 




Seq. No. 


5969 




Seq. ID 


OJ990323_12.0103.C73 


Gene No. 


12593 




Strand 


+ 


Start 


1 




End 


552 


Name 


OJ990323 


_12.0103.C73.ol.gs 


Method 


GEN SCAN 


Start 


265 




End 


399 


GI 


none 




Score 


.42 


Exons 


265. .399 









Seq. No. 5970 Seq. ID 

Gene No. 12594 Strand 

Start 283 End 

Name OJ990323_12 . 0103.C74 .ol .gs Method 

Start 283 End 

GI none Score 

Exons 283.. 704 



OJ990323_12.0103.C74 
+ 

704 

GENSCAN 

704 

.55 



Seq. No. 5971 Seq. ID 

Gene No. 12595 Strand 

Start 85 End 

Name OJ990323_12 . 0103 . C78 . ol . gs Method 

Start 85 ~ End 

GI none ' Score 

Exons 85.. 352 



OJ990323_12.0103.C78 
352 

GENSCAN 

352 

.82 



6236 



Seq. No. 5972 Seq. ID 

Gene No. 12596 Strand 

Start 181 End 

Name OJ990323_12 . 0103 . C7 9 . ol . gs Method 

Start 181 End 

GI none Score 

Exons 181.. 409 



• 



OJ990323_12.0103.C79 
+ 

635 

GENSCAN 

409 

.94 



Seq. No. 5972 Seq. ID OJ990323_12 . 0103 . C79 

Gene No. 12596 Strand + 

Start 181 End 635 

Name OJ990323_12 . 0103 . C79 . ol . np Method AAT/NAP 

Start 181 End 635 

GI 1705678 Score 312 

Exons 181.. 409, 603.. 635 

GI Descrip. CELL DIVISION CYCLE PROTEIN 48 HOMOLOG (VALOSIN CONTAINING 

PROTEIN HOMOLOG) (VCP) gi 1862480 (U20213) valosin-containing 
protein [Glycine max] 



Seq. No. 5972 

Gene No. 12597 

Start 179 

Name OJ990323_12 . 0103 . C79 . ol . 

Start 178 

GI none 

Exons 178.. 408, 180.. 407, 234, 



Seq. ID 

Strand 

End 

tc Method 
End 
Score 

.410, 293. .409 



OJ990323_12.0103.C79 
423 

TBLASTX: Cress 

410 

380 



ni Seq. No. 5972 

I-? Gene No. - 12597 

H Start 179^ 

W Name OJ990323_12.0103.C79.ol, 

Q Start 178 

r Li GI none 

Exons 178.. 369, 178.. 423 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_12.0103.C79 
423 

TBLASTX: Wheat 

423 

271 



,0 



Seq. No. 5972 Seq. ID 

Gene No. 12597 Strand 

Start 179 End 

Name OJ990323_12 . 0103 . C79 . ol . tm Method 

Start 178 End 

GI none Score 

Exons 178. .408, 180. .407, 234. .410 



OJ990323_12.0103.C79 
423 

TBLASTX: Maize 

410 

382 



Seq. No. 


5972 




Seq. ID 


OJ990323_12.0103 


.C79 


Gene No. 


12597 




Strand 






Start 


179 




End 


423 




Name 


OJ990323 12.0103.C79.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


178 




End 


410 




GI 


none 




Score 


381 




Exons 


178. .408, 180. .407, 231. 


.410, 


287. .409 






Seq. No. 


5972 




Seq. ID 


OJ990323_12.0103 


.C79 


Gene No. 


12597 




Strand 






Start 


179 




End 


423 




Name 


OJ990323 12.0103.C79.ol. 


gp 


Method 


AAT/GAP 




Start 


179 - 




End 


383 




GI 


24991 1.R1084 




Score 


390 





6237 



Exons 179.. 383 

GI Descrip. ' 1705678/sp | P54774 | CC48_SOYBN 7.0e-61 CELL DIVISION CYCLE 

PROTEIN 48 HOMOLOG (VALOSIN CONTAINING PROTEIN HOMOLOG) (VCP) 
>gi_862480 (U20213) valosin-containing protein [Glycine max] 1 



Seq. No. 


5973 




Seq. ID 


OJ990323_12.0103.C80 


Gene No. 


12598 




Strand 




Start 


3 




End 


145 


Name 


OJ990323 12.0103.C80.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3 




End 


145 


GI 


none 




Score 


109 


Exons 


3. .80, 3. .95, 65.. 145, 74. .142, 75. .143, 76. .144 


Seq. No. 


5974 




Seq. ID 


OJ990323 12.0103.C82 


Gene No. 


12599 




Strand 


+ 


Start 


222 




End 


544 


Name 


OJ990323 12.0103.C82.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


193 




End 


490 


GI 


none 




Score 


151 


Exons 


193.. 312, 200.. 316, 209. 


.316, 


226. .318 


, 396. .488, 398. .487, 




400. .489, 431. .490 








Seq. No. 


5974 




Seq. ID 


OJ990323 12.0103.C82 


Gene No. 


12599 




Strand 


+ 


Start 


222 




End 


544 


Name 


OJ990323 12.0103.C82.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


221 




End 


490 


GI 


none 




Score 


127 


Exons 


221.. 316, 224.. 322, 225. 


.323, 


398. .487 


, 400. .489, 431. .490 


Seq. No. 


5974 




Seq. ID 


OJ990323_12.0103.C82 


Gene No. 


12599 




Strand 


+ 


Start 


222 




End 


544 


Name 


OJ990323 12.0103.C82.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


221 




End 


496 


GI 


none 




Score 


118 


Exons 


221. .316, 225.-326, 226. 


.306, 


395. .487 


, 397. .489, 431. .496 


Seq. No. 


5974 




Seq. ID 


OJ990323_12.0103.C82 


Gene No. 


12599 




Strand 


+ 


Start 


222 




End 


544 


Name 


OJ990323 12.0103.C82.ol. 


gp - 


Method 


AAT/GAP 


Start ■ 


222 




End 


487 


Gi 


148 1.R1084 




Score 


291 


Exons 


222. .316, 401. .487 








GI Descrip. 


'5931625/dbj | BAA84717.il 


l.Oe 


-106 (AB032761) rabSB [Oryza 




sativa] 1 








Seq. No. 


5974 




Seq. ID 


OJ990323_12.0103.C82 


Gene No. 


12599 




Strand 


+ 


Start 


222 




End 


544 


Name 


OJ990323 12.0103.C82.ol. 


np 


Method - 


AAT/NAP 


Start 


222 




End 


523 


GI 


5931625 




Score 


220 


Exons 


222. .316, 401. .523 








GI Descrip. 


(AB032761) rabSB [Oryza 


sativa] 








6238 








Seq. No. 


5974 


Seq. ID 


OJ990323_12.0103.C82 


ijene wo . 




o cranct 


X 


Start 


222 


End 


544 


Name 


OJ990323 12.0103.C82.ol.gs 


Method 


GEN SCAN 


Start 


227 


End 


544 


GI 


none 


Score 


.57 


Exons 


227. .316, 401. .544 






Seq. No. 


5975 


Seq. ID 


OJ990323_12 . 0103 .C83 


Gene No. 


12600 


Strand 




Start 


1 


End 


614 


Name 


OJ990323 12.0103.C83.ol.np 


Method 


AAT/NAP 


oiar u 


1 


End 


614 


GI 


6815062 


Score 


203 


Exons 


1..123, 238. .614 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence;mudrA like protein (AC004 561) [Oryza 




sativa] 






Seq. No. 


5975 


Seq. ID 


OJ990323_12.0103.C83 


bene ino . 


12600 


Strand 




Start 


1 


End 


614 


Name 


OJ990323 12.0103.C83.ol.tw 


Method 


TBLASTX: Wheat 


Start 


238 


End 


612 


GI 


none 


Score 


66 


Exons 


238. .435, 315. .398, 334. .423, 


380. .427, 


448. .612, 476. .601 


Seq. No. 


5976 


Seq. ID 


OJ990323_12.0103.C84 


Gene No. 


12601 


Strand 




OLdl L 


1 


End 


c o o 

683 


Name 


OJ990323 12.0103.C84.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


672 


GI 


5931625 


Score 


330 


Exons 


1..80, 176. .275, 394. .477, 574. .672 




GI Descrip. 


(AB032761) rab5B [Oryza sativa] 




Seq. No. 


5976 


Seq. ID 


OJ990323_12.0103.C84 


bene ino . 


12601 


Strand 




Start 


1 


End 


683 


Name 


OJ990323 12.0103.C84.ol.tc 


Method 


TBLASTX: Cress 


Start 


174 


End 


529 


GI . - 


none 


Score 


138 


Exons 


174. .278, 178. .276, 370. .465, 


373. .465, 


389. .529 


Seq. No. 


5976 


Seq. ID 


OJ990323_12.0103.C84 


Gene No. 


12601 


Strand 






1 


End 


683 


Name 


OJ990323 12.0103.C84.ol.tm 


Method 


TBLASTX: Maize 


Start 


177 


End 


652 


GI 


none 


Score 


154 


Exons 


177. .278, 178. .276, 369. .479, 


370. .465, 


371. .529, 384. .479, 




575. .595, 604. .651, 605. .652 






Seq. No. 


5976 


Seq. ID 


OJ990323_12.0103.C84 


Gene No. 


12601 


Strand 




Start 


1 ' 


End 


683 


Name 


OJ990323 12.0103.C84.ol.ts 


Method 


TBLASTX : Soybean 



6239 





Start 


177 




End 


497 








GI 


none 




Score 


126 








Exons 


177.. 278, 178.. 276, 370 


. .465, 


371. .490 


, 405.. 497 








Seq. No. 


5976 




Seq. ID 


OJ990323_12. 


0103. 


C84 




Gene No. 


12601 




Strand 










Start 


1 




End 


683 








Name 


OJ990323 12 0103 C84 ol 




Method 


AAT/GAP 








Start 


178 




End 


683 








GI 


148 1.R1084 




Score 


437 








Exons 


178.. 275, 394.. 477, 574 


. .683 












GI Descrip. 


1 5931625/dbj | BAA84717 . 1 


I l.Oe 


-106 (AB032761) rab5B 


[Oryza 






sativa] 1 














Seq. No. 


5976 




Seq. ID 


OJ990323_12. 


0103. 


C84 




Gene No . 


12601 




Strand 


- 








Start 


1 




End 


683 








Name 


OJ990323 12.0103.C84.ol 


.gs 


Method 


GENSCAN 








Start 


181 




End 


477 








GI 


none 




Score 


Q7 








Exons 


181. .275, 394. .477 














Seq. No. 


5977 




Seq. ID 


OJ990323_12. 


0103. 


C85 




Gene No 


12602 




Strand 


- 






Q 


Start 


550 




End 


705 








Name 


OJ990323 12.0103.C85.ol 


. gs 


Method 


GENSCAN 






en 


Start 


550 




End 


705 






ry 


GI 


none 




Score 


.98 






□ 


Exons 


550. .705 














Seq. No. 


5978 




Seq. ID 


OJ990323_12. 


0103. 


C86 


. =t 


Gene No 


12603 




Strand 


- 






ry 


. Start 


447 




End 


635 








Name 


OJ990323 12.0103.C86.ol 


• gp 


Method 


AAT/GAP 








Start 


447 




End 


635 








GI 


5004678 




Score 


311 








Exons 


447. .635 












}'' ~ 


Seq. No. 


5979 




Seq. ID 


OJ990323_12. 


0103. 


C88 


£3 


Gene No. 


12604 




Strand 










Start . 


555 




End 


718 








Name 


OJ990323 12.0103.C88.ol 


. np 


Method 


AAT/NAP 








Start 


555 




End 


718 








GI 


6815099 




Score 


103 








Exons 


555. .718 














GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


5980 




Seq. ID 


OJ990323_12. 


0103. 


C89 




Gpnp No 


12605 




Strand 










Start 


64 




End 


244 








Name 


OJ990323 12.0103.C89.ol 


.gs 


Method 


GENSCAN 








Start 


64 




End 


244 








GI 


none 




Score 


.96 








Exons 


64. .244 














Seq. No. 


5981 




Seq. ID 


OJ990323_12. 


0103. 


C91 




Gene No. 


12606 




Strand 


+ 







6240 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



967 

AAT/NAP 
967 
68 



OJ990323_12.0103.C91.ol.np 
1 

3426064 
1..23, 145. .322, 936. .967 

(AJ007588) monooxygenase [Arabidopsis thaliana] 
gi|4467141|emb|CAB37510| (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



i y 

Q 
LlJ 

r\i 





SQft 1 

J JOX 






Seq. ID 


OJ990323 12 0103 


.C91 


Gene No. 


12606 






Strand 


+ ~~ 




Start 


1 






End 


967 




Name 


OJ990323 


12.0103.C91 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


142 






End 


280 




GI 


none 






„ Score 


177 




Exons 


142. .264, 


143. .280 










Can Mpt 








Seq. ID 


OJ990323 12 0103 


.C91 


Gene No. 


12606 






Strand 


.+ _ 




Start . 


1 






End 


967 




Name 


OJ990323 


12.0103.C91 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


142 






End 


280 




GI 


none 






Score 


172 




Exons 


142. .267, 


143. .280 










Seq. No. 


5982 






Seq. ID 


OJ990323JL2.0103 


.C97 




12607 






Strand 






Start 


181 






End 


429 




Name 


OJ990323 


12.0103.C97 


.ol.gs 


Method 


GENSCAN 




Start 


181 






End 


429 




GI 


none 






Score 


.55 




Exons 


181. .429 












Seq. No. 


5983 






Seq. ID 


OJ990323_12.0103 


.C99 




12608 






Strand 






Start 


1 






End 


226 




Name 


OJ990323 


12.0103.C99 


. ol.np 


Method 


AAT/NAP 




Start 


1 






End 


226 




GI 


3426062 






Score 


98 




Exons 


1. .226 












GI Descrip. 


(AJ007587 ) monooxygenase [Arabidopsis 


thaliana] 




Seq. No. 


5983 






Seq. ID 


OJ990323_12.0103 


.C99 


Gene No. 


12608 






Strand 






Start 


1 






End 


226 




Name 


OJ990323 


12.0103.C99 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


58 






End 


225 




GI 


none 






Score 


92 




Exons 


58. .225, 


59.. 163, 67 


. .174 








Seq. No. 


5983 






Seq. ID 


OJ990323_12.0103 


.C99 


Gene No. 


12608 






Strand 






Start 


1 






End 


226 




Name 


OJ990323 


12.0103.C99 


. ol . gs 


Method 


GENSCAN 




Start 


61 






End 


179 




GI • 


none 






Score 


.52 




Exons 


61. .179 













6241 



3- 



□ 

G 



Seq. No. 


5984 c 


Seq. ID 


OJ990323_12. 


,0103. 


C101 


Gene No. 


12609 


Strand 


+ 






Start 


107 


End 


267 






Name 


OJ990323 12.0103.C101.ol.gp 


Method 


AAT/GAP 






Start 


107 


End 


267 






GI 


2311558 


Score 


273 






Exons 


107. .267 










GI Descrip. 


4151319 1.0e-34 (AF089084) putative auxin efflux carrier 




protein; AtPINl [Arabidopsis 


thaliana] 








Seq. No. 


5984 


Seq. ID 


OJ990323_12. 


,0103. 


C101 


Gene No. 


12610 


Strand 








Start 


102 


End 


378 






Name 


OJ990323 12.0103.C101.ol.np 


Method 


AAT/NAP 






Start 


102 


End 


378 






GI 


2829903 


Score 


129 






Exons 


102. .378 










GI Descrip. 


(AC002311) unknown protein [Arabidopsis thaliana] 






O C K£ • 1. 1 W • 


5984 


Seq. ID 


OJ990323 12. 


.0103. 


C101 


Gene No. 


12610 


Strand 








Start 


102 


End 


378 






Name 


OJ990323 12.0103.C101.ol.gs 


Method 


GENSCAN 






Start 


108 


End 


170 






GI 


none 


Score 


. 62 






Exons 


108. .170 










Seq. No. 


5985 


Seq. ID 


OJ990323_12. 


.0103. 


C104 


Gene No . 


12611 


Strand 


+ 






Start 


1 


End 


538 






Name 


OJ990323 12.0103.C104.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


538 






GI 


6539588 


Score 


160 






Exons 


1..302, 483. .538 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Sea No 


5985 


Seq. ID 


OJ990323_12, 


.0103. 


C104 


Gene No. 


12611 


Strand 


+ 






Start 


1 


End 


538 






Name 


OJ990323 12.0103.C104.ol.gs 


Method 


GENSCAN 






Start 


110 


End ■ 


298 






GI 


none 


Score 


.73 






Exons 


110. .298 










Seq. No. 


5986 


Seq. ID 


OJ990323JL2. 


.0103. 


C106 


Gene No - 


12612 


Strand 


+ 






Start 


1 


End 


699 






Name 


OJ990323 12.0103.C106.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


699 






GI 


6598588 


Score 


320 






Exons 


1..470, 522. .699 










GI Descrip. 


(AC006228) F5J5.14 [Arabidopsis thaliana] 






Seq. No. 


5986 


Seq. ID 


OJ990323_12. 


.0103. 


C106 


Gene No. 


12612 


Strand 


+- 






Start 


1 


End 


699 







6242 




Name OJ990323_12 . 0103 . C106 . ol 

Start 20 

GI none 

Exons 20.. 376, 38.. 433 

Seq. No. 5986 

Gene No. 12612 

Start 1 

Name OJ990323_12 . 0103 . C106 . ol 

Start 29 

GI none 

Exons 29.. 319, 91.. 243 

Seq. No. 5986 

Gene No. 12612 

Start 1 

Name OJ990323_12 . 0103 . C106 . ol 

Start 158 

GI none 

Exons 158.. 361, 163.. 357, 373. 

Seq. No. 5987 

Gene No. 12613 

Start 226 

Name OJ990323JL2 . 0103 . C109 . ol 

Start 226 

GI none 

Exons 226.. 305 

Seq. No. 5988 

Gene No. 12614 

Start 40 

Name OJ990323_12 . 0103 . Clll . ol 

Start 40 

GI none 

Exons 40.. 220 

Seq. No. 5989 

Gene No. 12615 

Start 1 

Name OJ990323_12 . 0103 . C112 . ol 

Start 1 

GI 148_1.R1084 

Exons 1..23, 687.. 811 
GI Descrip. 1 5931625/dbj | BAA84717 . 1 | 
sativa] ' 

Seq. No. 5990 

Gene. No. 12616 

Start 332 

Name OJ990323_12 . 0103 . C113 . ol 

Start 332 

GI none 

Exons 332.. 364, 369.. 461 

Seq. No. 5991' ..... 

Gene No. 12617 




.tw 


Method 


TBLASTX: Wheat 






End 


433 






Score 


235 






Seq. ID 


OJ990323_12.0103 


.C106 




Strand 


+ 






End 


699 




-tc 


Method 


TBLASTX: Cress 






End 


319 






Score 


183 






Seq. ID 


OJ990323JL2.0103 


.C106 




btrana 


. + 






End 


699 




.tm 


Method 


TBLASTX: Maize 






End 


549 






Score 


200 




.432, 


374. .484 


, 464. .547, 481.. 


549 




Seq. ID 


OJ990323_12.0103 


.C109 




Strand 


+ 






End 


305 




.gs 


Method 


GENSCAN 






End 


305 






Score 


.8 






Seq. ID 


OJ990323_12.0103 


.cm 




Strand 








End 


220 




-gs 


Method 


GENSCAN 






End 


220 






Score 


.58 






beq. lu 








Strand 








End 


811 




.gp 


Method 


AAT/GAP 






End 


811 






Score 


232 




l.Oe- 


-106 (AB032761) rab5B [Oryza 




Seq. ID 


OJ990323_12.0103 


.C113 




Strand 


+ 






End 


461 




.gs 


Method 


GENSCAN 






End 


461 






Score 


.87 






Seq. ID 


OJ990323JL2-.0103 


.C114 




Strand 







6243 



•>3 

ry 



'J 

.: si 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 



# 



39 End 

OJ990323_12.0103.C114.ol.gs Me t hod 

39 End 

none Score 
39. .592 



641 

GENSCAN 

592 

.96 



5991 
12617 
39 

OJ990323_12.0103.C114.ol.np 
54 

3426064 
54. .641 

(AJ007588) monooxygenase [Arabidopsis thaliana] 
gi|4467141|emb|CAB37510| (AL035540) monooxygenase 2 (M02) 
[Arabidopsis thaliana] 



Seq. ID OJ990323_12.0103.C114 
Strand 

641 

AAT/NAP 
641 
362 



End 

Method 

End 

Score 



5991 

12617 

39 

OJ990323_12 . 0103 . C114 . ol . ts 
57 

none 

57. .170, 264. .497, 316. .498 

5991 

12617 

39 

OJ990323_12.0103.C114.ol.tc 
60 

none 



Seq. ID OJ990323_12.0103.C114 
Strand 

End 641 

Method TBLASTX : Soybean 

End 4 98 

Score 117 



•Seq. ID OJ990323_12.0103.C114 
Strand 

End 641 

Method TBLASTX : Cress 

End 621 

Score 109 



60. .269, 261. .527, 319. .453, 547. .621 



5991 

12617 

39 

OJ990323JL2 . 0103 .C114 . ol . tm 
60 

none 



Seq. ID OJ990323_12.0103.C114 
Strand 

End 641 

Method TBLASTX : Mai ze 

End 4 62 

Score 72 



60. .257, 61. .198, 63. .257, 291. .380, 303. .329, 333.-458, 
334. .462 



5991 
12617 
39 

OJ990323_12.0103.C114.ol.gp 
131 

71705_1.R1084 
131. .487 

, 3426064/emb|CAA07575.1| 1.0e-18 (AJ007588) monooxygenase 
[Arabidopsis thaliana] >gi_44 67141_emb_CAB37510_ (AL035540) 
monooxygenase - 2 (M02) [Arabidopsis thaliana] 1 



Seq. ID OJ990323_12.0103.C114 
Strand 

End .641 
Method AAT/GAP 
End 487 
Score 673 



5992 

12618 

1 

OJ990323_12.0103.C116.ol.np 



Seq. ID OJ990323_12.0103.C116 

Strand + 

End "7 58 

Method AAT/NAP 



6244 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



End 
Score 



758 
102 



4678345 
1..15, 203.. 356, 719.. 758 

(AL049659) putative zinc finger protein [Arabidopsis thaliana] 



5993 Seq. ID 

12619 Strand 

575 End 
OJ990323_12 . 0103 . C117 . ol . gs Method 

575 End 

none Score 
575. .642 



OJ990323_12.0103.C117 
+ 

642 

GEN SCAN 

642 

.79 



Seq. No. 5993 Seq. ID OJ990323_12 . 0103 . C117 

Gene No. 12620 Strand 

Start 574 End 644 

Name OJ990323_12 . 0103 .C117 . ol . gp Method AAT/GAP 

Start 574 End 644 

GI 2769JL.R1084 Score 97 

Exons 574.. 644 

GI Descrip. '1663724 3.0e-26 (U50846) 4-coumarate : coenzyme A ligase 
[Nicotiana tabacum] 1 



l==i Seq. No. 
Gene No. 
Start 
Name 



'irf 

in 



ry Start 



ry 

u 



GI 

Exons 

GI Descrip. 



5994 . Seq. ID OJ990323_12 . 0103 . C118 

12621 Strand 

1 End 542 

OJ990323_12 . 0103 . C118 . ol . np Method AAT/NAP 

1. End 542 

6358810 Score 7 '8 

1..40, 409. .542 

(AC010675) putative alpha-amylase [Arabidopsis thaliana] 



Seq. No. 


5995 








Seq. ID 


OJ990323 


Gene No*. 


12622 








Strand 




Start 


41 








End 


623 


Name 


OJ990323 


12.0103.C121 


.ol 


. gs 


Method 


GENSCAN 


Start 


41 








* End 


623 


GI 


none 








Score 


.97 


Exons 


41. .332, 


379. .623 










Seq. No. 


5996 








Seq. ID 


OJ990323 


Gene No. 


12623 








Strand 




Start 


374 








End 


724 


Name 


OJ990323 


12.0103.C123 


.ol 


. gs 


Method 


GENSCAN 


Start 


374 








End 


724 


GI 


none 








Score 


.42 


Exons 


374. .501, 


606. .724 










Seq. No. 


5997 








Seq. ID 


OJ990323 


Gene No. 


12624 








Strand 


+ 


Start 


193 








,End 


388 


Name 


OJ990323 


12.0103.C124 


.ol 


. gs 


Method 


GENSCAN 


Start 


193 








End 


388 


GI 


none 








Score 


.49 


Exons 


193. .388 












Seq. No. 


5997 








Seq. ID 


OJ990323 : 



6245 



Gene No. 


12625 


Strand 


+ 


Start 


804 


End 


987 


Name 


OJ990323 12.0103.C124.ol.gp 


Method 


AAT/GAP 


Start 


804 


End 


987 


GI 


none 


Score 


276 


Exons 


804. .987 






Seq. No. 


5998 


Seq. ID 


OJ990323_12.0103.C12 


Gene No. 


12626 


Strand 


- 


Start 


58 


End 


7058 


Name 


OJ990323 12.0103.C125.ol.gp 


Method 


AAT/GAP 


Start 


58 


End 


1329 


GI 


72477 1.R1084 


Score 


1126 


Exons 


58. .435, 983. .1125, 1216. .1329 




GI Descrip. 


'4204695 2.0e-38 (AF117062) 


putative 


inositol polyphosphate 




5-phosphatase At5Pl [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



rU Seq. No. 
Q Gene No. 
! j Start 
'~ t Name 

Start 

GI 

Exons 
! tj GI Descrip. 



Q 



Seq. No. 
Q Gene No. 
Start 
Name 
Start 
GI 

Exons 



5998 

12626 

58 

OJ990323_12.0103.C125.ol.gs 

213 

none 



Seq. ID OJ990323_12.0103.C125 
Strand 

End 7058 

Method GENSCAN 

End 7058 

Score .49 



213.. 435, 983.. 1125, 1216.. 1324, 1852.. '2036, 2380.. 3148, 
3257. .3361, 3914. .4148, 5024. .5369, 5696. .5842, 6071. .6245, 
6272.. 6397, 7021^. .7058 



5998 

12626 

58 

OJ990323_12.0103.C125.ol.np 
237 

6682606 



Seq. ID OJ990323_12.0103.C125 
Strand 

End 7058 

Method AAT/NAP 

End 3638 

Score 1237 



237. .435, 983. .1125, 1216. .1324, 1852. .2036, 2344. .3148, 
3257.. 3361, 3592.. 3638 

(AC016163) putative inositol polyphosphate phosphatase, 5' 
partial [Arabidopsis thaliana] 



5998 

12626 

58 

OJ990323_12.0103.C125.o2.ts 

258 

none 

258. .434, 271. .447, 280. .435 



Seq. ID OJ990323_12.0103.C125 
Strand 

End 7058 

Method TBLASTX : Soybean 

End 447 

Score 165 



Seq. No. 5998 

Gene No. 12626 

Start 58 

Name OJ990323_12 . 0103 . C125 . ol . tc 

Start 264 

GI none 

Exons 264. .434, 280. .435, 311. .445, 
1213. .1323, 1214. .1324, 1887. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 12.0103.C125 



7058 

TBLASTX: Cress 
5366 
124 

501. .614, 967. .1119, 977. .1144, 
.2039, 1893.. 2030, 1910.. 2038, 



2338. .2517, 2344. .2484, 2605. .2697, 2983. .3144, 2984. .3142, 
2987. .3145, 3256. .3363, 3258. .3359, 3259. .3360, 3591. .3647, 
5310. .5366 



6246 



. =1 



Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No. 


12626 






Strand 




Start 


58 






End 


7058 


Name 


OJ990323 12 


.0103 


.C125.ol. tm 


Method 


TBLASTX: Maize 


Start 


363 






End 


1312 


GI 


none 






Score 


76 


Exons 


363. .434, 364. .435, 977. .1162 


, 978. .1109, 982. .1122, 1210. .1311, 




1211. .1312 










Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No. 


12626 






Strand 




Start 


c o 
DO 






End 


7058 


Name 


OJ990323 12 


.0103 


.C125.o4.ts 


Method 


TBLASTX: Soybean 


Start 


994 






End 


1323 


GI 


none 






Score 


127 


Exons 


994. .1119, 


1001. 


.1126, 1213.. 


1323 




Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No. 


12626 






Strand 




Start 


DO 






End 


7058 


Name 


OJ990323 12 


.0103.C125.o2.tm 


Method 


TBLASTX: Maize 


Start 


1821 






End 


2542 


GI 


none 






Score 


227 


Exons 


1821. .2039, 


1854 


..2039, 2338. 


.2541, 2340. .2534, 2344. .2538, 




2381. .2542 










Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No. 


1 1 c o c 






Strand 




Start 


58 






End 


7058 


Name 


OJ990323 12 


.0103 


.C125.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1965 






End 


2607 


GI 


none 






Score 


64 


Exons 


1965. .2039, 


1966 


..2037, 2338. 


.2607, 2344. .2475, 2381. .2497 


Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No. 


12626 






Strand 




Start 


58 






End 


7058 


Name 


OJ990323 12 


.0103 


.C125.o2.gp 


Method 


AAT/GAP 


Start 


2602 




End 


2942 


GI 


none 






Score 


652 


Exons 


2602. .2942 










Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No . 


12626 






Strand 




Start 


58 






End 


7058 


Name 


OJ990323 12 


.0103 


.C125.o3.tm 


Method 


TBLASTX: Maize 


Start 


2980 






End 


3668 


GI 


none 






Score 


121 


Exons 


2980. .3147, 


'2981 


..3142, 3256. 


.3282, 3292. .3363, 3591. .3647, 




3642. .3668 










Seq. No. 


5998 






Seq. ID 


OJ990323_12.0103.C125 


Gene No. 


12626 






Strand 




Start 


58 






End 


7058 


Name 


OJ990323 12 


.0103 


.C125.ol. ts 


Method 


TBLASTX : Soybean 


Start 


2990 






End 


3363 



6247 






GI 


none 


Score 


62 






Exons 


2990.. 3121, 2991.. 3110, 2992 


..3117, 2992. .3129, 2993. .3121, 






3124.. 3144, 3256.. 3363, 3258 


..3350, 3259.. 3351 






Seq. No. 


5999 


Sea ID 


OJ990323 12 


.0103. C126 




UCUC nU t 


12627 


Strand 








Start 


1637 


End 


2576 






Name 


OJ990323 12.0103.C126.ol.gs 


Method 


GENSCAN 






Start 


1637 


End 


2576 






GI 


none 


Score 


.51 






Exons 


1637.. 2016, 2423.. 2576 










Seq. No. 


6000 ■ 


Seq. ID 


OJ990323 12 


.0103. C127 




UCHC L\ \J . 


12628 


Strand 








Start 


203 


End 


1012 






Name 


OJ990323 12.0103.C127.ol.gs 


11^ 1VU 


GENSCAN 






Start 


203 


End 


1012 






GI 


none 


Score 


. 82 






Exons 


203. .288, 326. .1012 










Seq. No. 


6000 


Seq. ID 


OJ990323_12 


. 0103. C127 




Gene No. 


12628 


Strand 


+ 






Start 


203 


End 


1012 ' 






Name 


OJ990323 12.0103.C127.ol.np 


Method 


AAT/NAP 






Start 


217 


End 


824 






GI 


5262765 


Score 


223 




: : p 


Exons 


217. .824 








t:: 5 

I y 


GI Descrip. 


(AL080283) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6000 


Seq. ID 


OJ990323_12 


.0103. C127 


Ly 


Gene No. 


12629 


Strand 


+ 






Start 


1828 


End 


2084 




ill 


Name 


OJ990323 12.0103.C127.ol.gp 


Method 


AAT/GAP 






Start 


1828 


End 


2084 






GI 


LIB3431-010-P1-N1-F11 


Score 


490 




u 


Exons 


1828.. 2084 








?t - J 


GI Descrip. 


•287403/dbj ID10838 IRICSBE1 1 


.0e-lll Rice gene for 


starch 






branching enzyme 1 








;.l 


Seq. No. 


6000 


Seq. ID 


OJ990323_12 


.0103. C127 


s? 




12630 


Strand 








Start 


2193 . 


End 


4747 






Name 


OJ990323 12.0103.Cl27.o2.gs 


* Method 


GENSCAN 






Start 


2193 


End 


4603 






GI 


none 


Score 


.61 






Exons 


2193.. 2834, 2957.. 3162, 4435 


. .4603 








Seq. No. 


6000 


Seq. ID 


OJ990323_12 


.0103.C127 




Gene No. 


12630 


Strand 








Start 


2193 


End 


4747 






Name 


OJ990323_12.0103.C127.o2.np 


Method 


AAT/NAP 






Start 


2205 


End 


3106 






GI 


3892708 


Score 


595 






Exons 


2205. .2834, 2957. .3106 










GI Descrip. 


(AL033545) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6000 


Seq. ID 


OJ990323_12 


.0103. C127 



6248 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12630 Strand 

2193 End 4747 

OJ990323_12 . 0103 . C127 . o2 . gp Method AAT/GAP 

2210 End 2655 

LIB3433-026-P1-K1-F6 Score 844 
2210. .2655 

, 3892708/emb|CAA22158.1| 2.0e-26 (AL033545) putative protein 
[Arabidopsis thaliana] ' 

6000 Seq. ID OJ990323_12 . 0103 . C127 

12630 Strand 

2193 End 4747 

OJ990323_12 . 0103 . C127 . ol . t s Method TBLASTX : Soybean 

2313 End 3106 

none - Score 103 

2313. .2510, 2571. .2834, 2584. .2814, 2948. .3106 



Seq. No. 6000 -Seq. ID OJ990323_12 . 0103 . C127 

Gene No. 12630 Strand 

Start 2193 End 4747 

Name OJ99032 3_12 . 0103 . C127 . ol . tm Method TBLASTX : Maize 

Start 2409 End 3128 

GI none Score 486 

Exons 2409.. 2831, 2409.. 2840, 2434.. 2835, 2951.. 3109, 2958.. 3113, 
3027. .3128 

Seq. No. 6000 Seq. ID OJ990323_12 . 0103 . C127 

Gene No. 12630 Strand 

Start 2193 End 4747 

Name OJ990323_12 . 0103 . C127 . ol . tc Method TBLASTX : Cress 

Start 2568 End 3050 

GI none * Score 66 

Exons 2568. .2750, 2568. .2834, 2575. .2832, 2951. .3049, 2955. .3050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



6000 Seq. ID OJ990323_12.0103.C127 

12630 Strand 

2193 End 4747 

0 J990323_12 . 0103 . C127 . o3 . gp Method AAT/GAP 

2673 End 3177 

LIB3431-010-P1-K1-F10 * Score 664 

2673..2834, 2957. .3177 

, 3892708/emb | CAA22158.il 6.0e-27 (AL033545) putative protein 
[Arabidopsis thaliana] 1 

6000 Seq. ID OJ990323JL2 . 0103 . C127 

12630 Strand 

2193 End 4747 

OJ990323_12. 0103 . C127 . o3 . np Method AAT/NAP 

4415 End 4747 

4417279 Score 278 
4415. .4747 

(AC007019) unknown protein [Afkbidopsis thaliana] 

6001 Seq. ID OJ990323_12 . 0103 . C128 

12631 Strand + 
7159 End 17432 
OJ990323 12.0103.C128.o2.gs Method GENSCAN 



6249 



Start 
GI 

Exons 



7159 End 17333 

none Score . 66 

7159.. 7618, 8195.. 8347, 8462.. 8589, 10440 .. 10594 , 11008 11282, 
11297. .11387, 11911. .12039, 12404 .. 12660, 13239 13279, 
13309. .13507, 13956. . 14143, 14511 .. 14714 , 16012 .. 16071, 
16244. .17333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6001 Seq. ID OJ990323_12 . 0103 . C128 

12631 Strand + 

7159 End 17432 

OJ990323_12 . 0103 . C128 . o3 . np Method AAT/NAP 

12348 End 17432 

5882749 Score 402 

12348. .12374, 14025. . 14143, 14511 .. 14724 , 16014 16071 , 

16244. .16883, 16995.. 17432 

(AC008263) Contains 2 PF 100612 IQ calmodulin-binding motif 
domains. [Arabidopsis thaliana] 



Seq. No. 6001 . . Seq. ID 

Gene No. 12631 Strand 

Start 7159 End 

Name OJ990323_12 . 0103 . C128 . ol . gp Method 

Start 13116 End 

GI 22827_1.R1084 Score 

Exons 13116. .13279, 13380 .. 13507 , 

16012. .16071, 16244.. 16341 
GI Descrip. ' 5882749/gb | AAD55302 . 1 | AC008263_33 7.0e-27 (AC008263) Contains 2 

PF_00612 IQ calmodulin-binding motif domains. [Arabidopsis 

thaliana] * 



OJ990323_12.0103.C128 
+ 

17432 
AAT/GAP 
16341 
1615 



138 98. .1414 3, 14511. .14714, 



Seq. No. 6001 Seq. ID 

Gene No. 12631 Strand 

Start 7159 End 

Name OJ990323_12 . 0103.C128 .o2 .gp Method 

Start 16601 End 

GI none Score 1 

Exons 16601. .17154 



OJ990323_12.0103.C128 
+ 

17432 
AAT/GAP 
17154 
1108 



Seq. No. 6001 Seq. ID 

Gene No. 12632 Strand 

Start 138 End' 

Name OJ990323_12 . 0103 . C128 . ol . gs Method 

Start 138 End 

GI none Score 

Exons 138. . 1436, 2483. .2785, 2818. .2853 



OJ990323_12.0103.C128 

2853 
GENSCAN 
2853 . 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



6001 Seq. ID 

12632 Strand 
138 End 
OJ990323_12.0103.C128.ol.np - Method 
138 End 
4417279 Score 

138. .1166, 1212. .1436, 2483. .2779 

(AC007019) unknown protein [Arabidopsis thaliana] 



OJ990323_12.0103.C128 

2853 
AAT/NAP 
2779 
1559 



6001 
12633 



Seq. ID OJ990323_12.0103.C128' 
Strand 



6250 






Start 


3385 


End 


3469 






Name 


OJ990323 12.0103.C128.o2.tm 


Method 


TBLASTX: Maize 






Start 


597 


End 


816 








none 


Score 


192 






Exons 


597. .788, 602. .787, 602. .790, 790. .816 








Seq. No. 


6001 


Seq. ID 


OJ990323_12.0103 


.C128 






12633 


Strand 








Start 


3385 


End 


3469 






Name 


OJ990323 12-0103. C128.ol.ts 


Method 


TBLASTX : Soybean 






Start 


921 


End 


1139 






GI 


none 


Score 


145 






Exons 


921.. 1127, 921.. 1139, 922.. 1137 








Seq. No. 


6001 


Seq. ID 


OJ990323_12.0103 


.C128 




Gpnp No 


12633 


Strand 








Start 


3385 


End 


3469 






Name 


OJ990323 12.0103.C128.o2.ts 


Method 


TBLASTX : Soybean 






Start 


1212 


End 


2710 






GI 


none 


Score 


37 






Exons 


1212. .1364, 1374. .1436, 2483 


. .2563, 2669. .2710 






Seq. No. 


6001 


Seq. ID 


OJ990323_12.0103 


.C128 


.3 =- 


Gene No. 


12633 


Strand 






: ""5 


Start 


3385 


End 


3469 




*; sr 
,s si 


Name 


OJ990323 12 . 0103 . C128 . o2 . nD 


Method 


AAT/NAP 




: I E 


Start 


3385 ~ 


End 


3469 




ru 


GI 


6721547 


Score 


79 . 




! S Si? 


Exons 


3385. .3469 








! *! | 


GI Descrip. 


(AP001073) Similar to Orvza 


sativa gene for Pib. (AB013448) 


! :3 
: r | i 


Seq. No. 


6001 


Seq. ID 


OJ990323_12.0103 


.C128 




Gene No 


12634 


Strand 








Start 


7325 


End 


7590 






Name ^ 


OJ990323 12 0103 C128 o3 tm 


Method 


TBLASTX: Maize 






Start 


7325 


End 


7590 






GI 


none 


Score 


194 




=3 
:. e 


Exons 


7325.. 7471, 7360.. 7470, 7534 


. .7590 








Seq. No. 


6001 


Seq. ID 


OJ990323_12.0103 


-C128 


M 


Gene No. 


12635 


Strand 






Start 


13337 


End 


17378 






Name 


OJ990323 12.0103.C128.ol-.tm 


Method 


TBLASTX: Maize 






Start 


13337 


End 


17337 






GI 


none 


Score 


80 






Exons 


13337. .13462, 13378 13500, 


13922. .13978, 14024. .1414 3, 








14043. .14144, 14044. .14145, 


14510. .14 698, 14511. .14711, 








16003. .16074, 16014. .16073, 


16232. .16489, 16236 .. 164 63, 








16237. .16527, 16243 .. 16473, 


16268. .16495, 16409 .. 16561, 








16504.^. 16734, 16505 .. 16648, 


16531. .16734, 16538 .. 16738, 








16539. .16745, 16539 .. 16739, 


16654. .16770, 16668 .. 16760, 








16673. .16762, 16674 .. 16757 , 


16747. .16818, 16760 .. 16816, 








16766. .16828, 16836 .. 16907, 


16845. .16952, 16893 .. 16937, 








16904. .17038, 16906 . .17037, 


17031. .17336, 17045. .17335, 








17052. .17336, 17053 17337 , 


17053. .17337 






Seq. No. 


6001 


Seq. ID 


OJ990323JL2.0103 


.C128 



6251 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



12635 Strand 

13337 End 

OJ990323_12.0103.C128.ol.tw Method 

16961 End 

none Score 



17378 

TBLASTX: Wheat 

17378 

78 



16961. .17110, 16961. .17050, 16969 17184 , 17045 17185, 

17070. .17186, 17072. .17227, 17199 17282, 17200 17283, 

17201. .17278, 17205. .17285, 17270 17377 , 17280 .. 17378 , 
17281. .17373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 
□ . Start . 
a GI 
ff\ Exons 

ft! . 

^ Seq. No. 

LJ Gene No. 

a Start 

I'U Name 
1 Start 

W Exons 

ill 

g*4. Seq. No. 
, "i Gene No . 
}Z Start . 

Name 
U start 
-GI 

Exons 



6002 
12636 
1 

OJ990323_12.0103.C129.ol.np 
1 

6539269 
1. .320 

(AC011765) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990323_12.0103.C129 

Strand + 

End 320 

Method AAT/NAP 

End 320 

Score 94 



6002 

12636 

1 

OJ990323_12.0103.C129.ol.tw 

2 ; 

none 



Seq. ID OJ990323_12.0103.C129 

Strand + 

End 320 

Method TBLASTX : Wheat 

End 266 

Score 4 9 



2.'. 115, 41. .73, 87. .170, 88. .171, 89. .166, 93. .173, 158. .265, 
168. .266, 169. .261 



6002 

12636 

1 

OJ990323_12.0103.C129.ol.tm 
5 

none 

5. .223, 41. .226, 49. .225 

6002 

12636 

1 

OJ990323_12.0103.C129.ol.gs 
98 

none 
98. .221 



Seq. ID OJ990323_12.0103.C129 

Strand + 

End 320 

Method TBLASTX : Mai ze 

End 226 

Score 229 



Seq. ID OJ990323_12.0103.C129 

Strand + 

End 320 

Method GENSCAN 

End 221 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



6003 
12637 
1 

OJ990323_12.0103.C131.ol.np 
1 

4582435 
1..701 

(AC007196) putative selenium-binding protein [Arabidopsis 
thaliana] 



Seq. ID OJ990323_12.0103.C131 
Strand + 

701 

AAT/NAP 
701 
515 



End 

Method 

End 

Score 



6003 

12637 

1 



Seq. ID OJ990323_12.0103.C131 
Strand + 
End 701 



6252 



Name 

Start 

GI 

Exons 



OJ990323_12 . 0103 . C131 . ol . tm Method 

2 End 

none Score 
2. .643, 5. .193, 7. .363 



Seq. No. 6003 Seq. ID 

Gene No. 12637 Strand 

Start 1 End 

Name OJ990323_12.0103.C131 .ol.tw Method 

Start 2 End 

GI none Score 

Exons 2.. 286, 4.. 288, 290.. 358 

Seq. No. 6003 Seq. ID 

Gene No. 12637 Strand 

Start 1 End 

Name OJ990323_12 . 0103 .C131 .ol . tc Method 

Start 22 End 

GI none Score 

Exons 22.. 381, 23.. 391 

Seq. No. 6003 Seq. ID 

Gene No. 12637 Strand 

r=s Start 1 . End 

Name OJ990323_12 . 0103 . C131 . ol . ts Method 

: \i Start 146 End 

GI none Score 

ry Exons 146.. 649, 166.. 585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6004 Seq. ID 

12638 Strand 
1 End 
OJ990323_12.0103.C133.ol.np Method 
1 End 
5852093 Score 
1. .55, .748. .938 

(AL117264) zwhl6.1 [Oryza sativa] 

6005 Seq. ID 

12639 Strand 
1 End 
OJ990323_12.0103.C134 .ol.np Method 
1 End 
5852093 Score 
1..98, 387.. 518 

(AL117264) zwhl6.1 [Oryza sativa] 

6005 Seq. ID 

12639 Strand 

1 End 

OJ990323_12.0103.C134.ol.gs Method 

374 End 

none Score 

374. .493, 716. .799, 854. .985, 1272. .1490 



TBLASTX: Maize 

643 

372 



OJ990323_12.0103.C131 
+ 

701 

TBLASTX: Wheat 

358 

254 



OJ990323_12.0103.C131 
+ 

701 

TBLASTX : Cress 

391 

288 



OJ990323_12.0103.C131 
+ 

701 

TBLASTX : Soybean 

649 

332 



OJ990323_12.0103.C133 
+ 

938 

AAT/NAP 
938 
53 



OJ990323_12.0103.C134 
+ 

1490 
AAT/NAP 
518 
48 



OJ990323_12.0103.C134 
+ 

1490 

GENS CAN - 
1490 
.54 



6006 
12640 



Seq. ID OJ990323_12.0103.C136 
Strand 



6253 



Start 
Name 
Start 
GI 

Exons 



684 End .774 

OJ990323_12 . 0103 . C136 . ol . gs Method GENSCAN 

684 End 774 

none Score .79 
684.-774 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6007 

12641 

270 

OJ990323_12.0103.C137.o2.np 
270 

1931639 



Seq. ID OJ990323_12.0103.C137 

Strand + 

End 3892 

Method AAT/NAP 

End 3238 

Score 155 



270. .345, 1563. .1958, 3218. .3238 

(U95973) lysophospholipase isolog [Arabidopsis thaliana] 



6007 

12641 

270 

OJ990323_12.0103.C137.ol.gs 

691 

none 



Seq. ID OJ990323_12.0103.C137 

Strand + 

End 3892 

Method GENSCAN 

End 3892 

Score .74 



691. .784, 1022. .1154, 1177. .1299, 1466. .1498, 1639. .1752, 
1770.. 1889, 2658.. 2802, 3635.-3892 



6007 
12641 
270 

OJ990323_12-0103.C137.ol.np 
995 

6539588 
995. .1312 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990323_12.0103.C137 

Strand + 

End 38 92 

Method AAT/NAP 

End 1312 

Score .214 



6008 
12642 
45 

OJ990323_12.0103.C138.ol.gp 
45 

LIB3431-058-P1-K1-D2 
45. .405, 1261.. 1390 

1 15961/emb | CAA78267 | 3.0e-22 (Z12621) precursor alliinase 
[Allium cepa] 1 



Seq. ID OJ990323_12.0103.C138 

Strand + 

End 3271 

Method AAT/GAP 

End 1390 

Score 8 98 



6008 

12642 

45 

OJ990323_12.0103.C138.ol.gs 
62 

none 



Seq. ID OJ990323_12.0103.C138 

Strand + 

End 3271 

Method GENSCAN 

End 2 688 

Score .92 



62. .405, 1261. .1561, 1658. .2345, 2459. .2688 



6008 

12642 

45 

OJ990323_12.0103.C138.ol.np 
223 

4633652 



Seq. ID OJ990323_12.0103.C138 

Strand + 

End 3271 

Method AAT/NAP 

End 3271 

Score 890 



6254 




Exons 223*. .398, 1254. .1561, 1658. .1953, 2059 2345, ' 2459 .. 2654, 

3217. .3271 

GI Descrip. (AF124405) alliinase precursor [Allium cepa] 





Seq. No. 


6008 


Seq. ID 


OJ990323_12.0103.C138 




Gene No. 


12642 


Strand 


+ 




Start 


45 


End 


3271 




Name 


OJ990323 12.0103.C138.o2.gp 


Method 


AAT/GAP 




Start 


1415 


End 


2082 




GI 


97415 1.R1084 


Score 


702 




Exons 


1415.. 1561, 1658.. 1953, 2059. 


.2082 






GI Descrip. 


'166341 8.0e-37 (M98267) alliinase [Allium cepa] >gi_1044969 






(L48614) allinase [Allium cepa] 1 






Seq. No. 


6008 


Seq. ID 


OJ990323_12.0103.C138 




Gene No. 


12642 


Strand 


+ 




Start 


45 


End 


3271 




Name 


OJ990323 12.0103.C138 .o3.gp 


Method 


AAT/GAP 




Start 


2273 


End 


2995 




GI 


4457 1.R1084 


Score 


1189 




Exons 


2273.. 2345, 2459.. 2995 








GI Descrip. 


, 4 633652/gb|AAD26853.1|AF1244 


05_1 5.0e- 


■23 (AF124405) alliina 






precursor [Allium cepa] 1 






I 


Seq. No. 


6008 


Seq. ID 


OJ990323_12.0103.C138 


ft 


Gene No. 


12643 


Strand 




• - 


Start 


3959 


End 


5804 




Name 


OJ990323 12.0103.C138.o3.tm 


Method 


TBLASTX: Maize 




Start 


100 


End 


397 


, 1 


GI 


none 


Score 


60 




Exons 


100. .174, 101. .175, 113. .295, 


209. .298, 


283. .396, 299. .397 


i : 


Seq. No. 


6008 


Seq. ID 


OJ990323_12.0103.C138 




Gene No. 


12643 


Strand 






Start 


3959 


End 


5804 


jj 


Name 


OJ990323 12.0103.C138.ol.tc 


Method 


TBLASTX: Cress 




Start 


221 


End 


1726 




GI 


none 


Score 


72 


3 


Exons 


221. .325, 323. .397, 1259. .1564, 1261. .1554, 1658. .1726 


J 


Seq. No. 


6008 


Seq. ID 


OJ990323_12.0103.C138 




Gene No. 


12643 


Strand 






Start 


3959 


End 


5804 




Name 


OJ990323 12.0103.C138.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1261 


End 


1456 




GI 


none 


Score 


200 




Exons 


1261. .1455, 1262. .1456 








Seq. No. 


6008 


Seq. ID 


OJ990323_12.0103.C138 




Gene No. 


12643 


Strand 






Start 


3959 


End 


5804 




Name 


OJ990323 12.0103.C138.ol.tm 


Method 


TBLASTX: Maize 




Start 


1430 


End 


2601 




GI 


none 


Score ■ 


77 




Exons 


1430. .1504, 1433. .1489, 1762. 


.1836, 1763. .1861, 1829. .1957,. 



1834. .1983, 2059. .2343, 2060. .2344, 2060. .2344, 2452. .2601, 
2458. .2601 



6255 



Seq. No. 6008 Seq. ID OJ990323_12 . 0103 .C138 

Gene No. 12643 Strand 

Start 3959 End 5804 

Name OJ990323_12.0103.C138.ol.tw Method TBLASTX: Wheat 

Start 2104 End 2631 

GI none Score 317 

Exons 2104.. 2343, 2105.. 2344, 2114.. 2350, 2452.. 2631, 2539.. 2628, 
2541. .2630 



Seq. No. 6008 Seq. ID OJ990323_12 . 0103 . C138 

Gene No. 12643 Strand 

Start 3959 End 5804 

Name OJ990323_12 . 0103 . C138 . o2 . tc Method TBLASTX : Cress 

Start 3956 End 4368 - . 

GI none Score 82 

Exons 3956. .4024, 4024. .4068, 4070. .4216, 4071. .4217, 4279. .4368, 
4280. .4360 

Seq. No. 6008 Seq. ID OJ990323_12 . 0103 . C138 

Gene No. 12643 Strand 

Start 3959 End 5804 

Name OJ990323_12 . 0103 . C138 . ol . ts Method TBLASTX : Soybean 

Start 3959 End 4359 

GI none Score- 36 

Exons 3959. .4021, 4029. .4070, 4030. .4068, 4070. .4150, 4077. .4145, 
4225. .4359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6008 
12643 
3959 

OJ990323 12.0103.C138.o2.gs Method GENSCAN 



Seq. ID- OJ990323_12.0103.C138 
Strand 

End 5804 



3959 
none 

3959. .4651, 5736. .5804 

6008 

12643 

3959 



End 
Score 



5804 
.71 



Seq. ID OJ990323_12.0103.C138 
Strand 

End 5804 



OJ990323_12 . 0103 . C138 . o2 . np Method AAT/NAP 
3962 End 4412 

5031281 Score 217 

3962. .4412 

(AF1394 99) unknown [Prunus armeniaca] 



6008 
12643 

3959 End 
OJ990323_12 . 0103 . C138 . o2 . tm Method TBLASTX : Maize 
3971 End 4360 

none * Score 36 

3971. .4024, 4008. .4049, 4024. .4068, 4070. .4147, 4071. .4148, 
4240. .4359, 4292. .4360 



Seq. ID OJ990323_12.0103.C138 
Strand . - 

5804 



Seq. No. 
Gene No. 
Start 



6009 

12644 

5602 



Seq. ID OJ990323_12.0103.C139 
Strand + 
End 11280 



6256 






Name 


OJ990323 12.0103.C139.o2.gs 


Method 


GENSCAN 






Start 


5602 


End 


11280 






GI 


none 


Score 


.55 






Exons 


5602.. 5763, 5958.. 6175, 8213 


..8618, 11266. .11280 






Seq. No. 


6009 - 


Seq. ID 


OJ990323_12.0103 


.C139 




Gene No. 


12645 


Strand 


+ 






Start 


11574 


End 


15403 






Name 


OJ990323 12.0103.C139.o2.np 


Method 


AAT/NAP 






Start 


11574 


End 


15403 






GI 


2190016 


Score 


243 






Exons 


11574. .11645, 12726. .-12928, 


15207. .15403 






GI Descrip. 


(AB004269) alliinase [Allium 


tuberosum] 








Seq. No. 


6009 


Seq. ID 


OJ990323_12.0103 


.C139 








Strand 


+ 






Start 


11574 


End 


15403 






Name 


OJ990323 12.0103.C139.o3.gs 


Method 


GENSCAN 






Start 


12585 


End" 


14573 






GI 


none 


Score 


.87 






Exons 


12585. .12928, 12958. .12995, 


13769. .13830, 14 4 66. .14573 






Seq. No. 


6009 


Seq. ID 


OJ990323_12.0103 


.C139 


.e 


Gene No. 


12646 


Strand 








Start 


292 


End 


4593 






Name 


OJ990323 12.0103.C139.ol.np 


Method 


AAT/NAP 






Start 


286 


End 


4554 




ry 


GI 


5734736 


Score 


2819 




n 


Exons 


286. .2022, 2176. .3577, 3641. 


.3935, 3978 


. .4554 




=3. 


GI Descrip. 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 




: ; 


Seq. No. 


6009 


Seq. ID 


OJ990323_12.0103 


.C139 


ry 


uCUC Vt\J • 


12646 


Strand 








Start 


292 


End 


4593 




u 


Name 


OJ990323 12.0103.C139.ol.gs 


Method 


GENSCAN 




"' , 4 


Start 


292 


End 


4593 




US; 


GI 


none 


Score 


.98 




K ™ 


Exons 


292. .4593 








•'s s? 


Seq. No. 


6009 


Seq. ID 


OJ990323_12.0103 


.C139 


i. -i 


Gene No. 


12647 


Strand 








Start 


5716 


End 


5883 






Name 


OJ990323 12.0103.C139.o2.gp 


Method 


AAT/GAP 






Start 


5716 


End 


5883 






GI 


53818 1.R1084 


Score 


218 






Exons 


5716. .5883 










GI Descrip. 


, 4587518/gb|AAD25749.1|AC007060 7 7 . Oe- 


■20 (AC007060) Strong 






similarity to F19I3.8 gi_3033381 putative 








UDP-galactose-4-epimerase from Arabidopsis thaliana BAC 








gb_AC004238 and is a member 


of PF 0137C 


the NAD dependent 






epimerase /dehydratase family 


. EST gb_AA59' 






Seq. No. 


6009 


Seq. ID 


OJ990323_12.0103 


.C139 




Gene No. 


12648 


Strand 








Start 


12190 


End 


12289 






Name 


OJ990323 12.0103.C139.o3.gp 


Method 


AAT/GAP 






Start 


12190 


End 


12289 





6257 




GI LIB3477-003-P1-K1-E9 Score 104 

Exons 12190. .12289 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 




Strand 


- 




Start 


15120 




End 


15318 




Name 


OJ990323 12 0103 C139 ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


310 




End 


960 




GI 


none 




Score 


76 




Exons 


310. .777, 371. .499, 794. 


.931, 


799. .960 






Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 




Strand 


- 




Start 


15120 




End 


15318 




Name 


OJ990323 12 0103 C139 ol 


. tc 


Mpthod 


TBLASTX - Cress 




Start 


319 




End 


982 




GI 


none 




Score 


82 




Exons 


319.. 570, 371.. 526, 376. 


.528, 


568. .684, 


688. .981, 713.. 


982 


Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


1264 9 




Strand 


- 




Start 


15120 




End 


15318 




Name 


OJ990323 12 0103 C139 o3 


. tw 


Method 


TBLASTX • Wheat 




Start 


349 




End 


792 




GI 


none 




Score 


78 




Exons 


349. .543, 350. .526, 565. 


.792 








Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 




Strand 


- 




Start 


15120 




End 


15318 




Name 


OJ990323 12.0103 C139 ol 


. tm 


Method 


TBLASTX * Maize 




Start 


568 




End 


1020 




GI 


none 




Score 


78 




Exons 


568. .1020, 589. .768, 635 


. .985 








Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 




Strand 


- 




Start 


15120 




End 


15318 




Name 


OJ990323 12 0103 C139 06 


. t m 


Method 


TBLASTX: Maize 




Start 


1024 




End 


1287 




GI 


none 




Score 


125 




Exons 


1024. .1287, 1025. .1285, 


1045. 


.1287 






Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 




Strand 






Start 


15120 




End 


15318 




Name 


OJ990323 12.0103.C139.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1114 




End 


1669 




GI 


none 




Score 


139 




Exons 


1114. .1338, 1321. .1668, : 


1324. 


.1668, 1583. .1669 




Seq. No. 


6009 




Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 




Strand 






Start 


15120 




End 


15318 





6258 




Name 


OJ990323 12 


.0103. 


C139.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1333 






End 


1821 




GI 


5509260 






Score 


83 




Exons 


1333. .1821, 


1361. 


.1498, 1583. 


.1756 






GI Descrip. 


— 












Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


.C139 




12649 






Strand 






Start 


15120 






End 


15318 




Name 


OJ990323 12 


.0103. 


C139.o3.tc 


Method 


TBLASTX: Cress 




Start 


1450 






End 


1714 




GI 


none 






Score 


89 




Exons 


1450. .1713, 


1583. 


.1714 








Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


-C139 


Gene No . 


12649 






Strand 






Start 


15120 






End 


15318 




Name 


OJ990323 12 


.0103. 


C139.o3.tm 


Method 


TBLASTX: Maize 




Start 


1489 






End 


1803 




GI 


none 






Score 


155 




Exons 


1489. .1803, 


1504. 


.1785 








Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


.C139 


Gene No . 


12649 






Strand 






Start 


15120 






End 


15318 




Name 


OJ990323 12 


.0103. 


C139.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2233 






End 


2709 




GI 


none 






Score 


* 177 




Exons 


2233. .2709, 


2408. 


.2701 








Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


.C139 


Gene No . 


12649 






Strand 






Start 


15120 






End 


15318 




Name 


OJ990323 12 


.0103. 


C139.o2. tc 


Method 


TBLASTX: Cress 




Start 


2245 






End 


2694 




GI ?^ 


none 






Score 


46 




Exons 


2245. .2694, 


2248. 


.2382, 2411. 


.2584, 2609.. 2692 




Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


.C139 


Gene No * 


12649 






Strand 






Start 


15120 






End 


15318 




Name 


OJ990323 12 


.0103. 


C139.o2. tm 


Method 


TBLASTX : Maize 




Start 


2311 






End 


2736 




GI 


none 






Score 


198 




Exons 


2311. .2382, 


2395. 


.2736, 2405. 


.2728 






Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


-C139 


Gpnp No 


12649 






Strand 






Start 


15120 






End 


15318 




Name 


OJ990323 12 


.0103. 


C139.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2383 






End 


2928 




GI 


none 






Score 


99 




Exons 


2383. .2478, 


2482. 


.2928, 2489. 


.2728 






Seq. No. 


6009 






Seq. ID 


OJ990323_12.0103 


-C139 


Gene No. 


12649 






Strand 






Start 


15120 






End 


15318 





6259 




Name 


OJ990323_12 


. 0103. 


C 1*3-9 .o4 


. ts 


' Method 


TBLASTX : Soybean 




Start 


2749 








End 


3078 




GI 


none 








Score 


209 




Exons 


2749 . . 3078 














Seq. No. 


6009 








Seq. ID 


OJ990323_12 .0103 


. C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 




Name 


OJ990323_12 


.0103. 


C139.o4 


. tw 


Method 


TBLASTX: Wheat" 




Start 


3016 








End 


3472 




GI 


none 








Score 


107 




Exons 


3016 . . 3102, 


3103. 


. 3210, 


3226. 


.3471, 3269.-3472 




Seq. No. 


6009 








Seq. ID 


OJ990323_12.0103 


. C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 




Name 


OJ990323 12 


. 0103 . 


C139 . o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3082 








End 


3493 




GI 


none 








Score 


107 




Exons 


3082 . . 3213, 


3274 . 


. 3492, 


3317 . 


.3493 






Seq. No. 


6009 








Seq. ID 


OJ990323_12.0103 


. C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 




Name 


OJ990323_12 


.0103. 


C139.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3908 








End 


4299 




GI 


none 








Score 


36 




Exons 


3908 . . 3976, 


3910. 


.3993, 


3973. 


.4083, 4025. .4084, 4096. .4299, 




4100. .4294 














Seq. No. 


6009 








Seq. ID 


OJ990323_12.0103 


-C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 




Name 


OJ990323_12 


. 0103. 


C139 .o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


4024 








End 


4437 




GI 


none 








Score 


108 




Exons 


4024 . .4419, 


4081. 


.4437 










Seq. No. 


6009 








Seq: ID 


OJ990323JL2.0103 


.C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 




Name 


OJ990323 12 


. 0103 . 


C139 .o4 


. tc 


Method 


TBLASTX: Cress 




Start 


4 138 








End 


4428 




GI 


none 








Score 


77 




Exons 


4138 . . 4428, 


4214 . 


. 4366 










Seq. No. 


6009 








Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 




Name 


OJ990323_12 


. 0103. 


C139.o8 


. tm 


Method 


TBLASTX: Maize 




Start 


4313 








End 


4602 




GI 


none 








Score 


86 




Exons 


4313. .4525, 


4315. 


.4545, 


4567. 


.4602, 






Seq. No. 


6009 








Seq. ID 


OJ990323_12.0103 


.C139 


Gene No. 


12649 








Strand 






Start 


15120 








End 


15318 





6260 



Name 

Start 

GI 

Exons 



OJ990323_12 . 0103 . C139 . o5 . tm Method TBLASTX : Maize 

12593 End 12928 

none Score 93 

12593. .12697, 12594 .. 12707 , 12687 .. 12821 , 12738 12767, 

12806. .12928, 12807 .. 12926, 12824 .. 12928 



Seq. No. 6009 Seq. ID 

Gene No. 12649 Strand 

Start 15120 End 

Name OJ990323_12 . 0103 . C139 . o4 . gs Method 

Start 15120 End 

GI none Score 

Exons 15120. .15233, 15235.. 15318 



OJ990323_12.0103.C139 

15318 
GEN SCAN 
15318 
.76 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6010 
12650 
1 

OJ990323_12.0103.C140.ol.np 
1 

166341 

1..247, 367..6S9, 765. .1051, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1153. . 1408 

(M98267) alliinase [Allium cepa] gi|1044969 (L48614) allinase 
[Allium cepa] 



OJ990323_12.0103.C140 
+ 

1652 
AAT/NAP 
1408 
691 



6010 . Seq. ID 

12650 Strand 

1 End 
OJ990323JL2 . 0103 .C140 . ol . tc Method 

1 End 

none Score 

1..243, 2. .244 



OJ990323_12 .0103.C140 
+ 

1652 

TBLASTX: Cress 

244 

209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6010 Seq. ID 

12650 Strand 
1 End 
OJ990323_12 . 0103 .C140 . ol . gp Method 
52 End 
97415_1.R1084 Score 
52. .247, 367. .659, 765. .844 

•166341 8.0e-37 (M98267) alliinase [Allium cepa] >gi_1044969 
(L48614) allinase [Allium cepa] 1 



OJ990323_12.0103.C140 
+ 

1652 
AAT/GAP 
844 
1044 



6010 

12650 

1 

OJ990323_12.0103.C140.ol.gs 
68 

none 



Seq. ID OJ990323_12.0103.C140 

Strand + 

End 1652 

Method GENSCAN 

End 14 7 6 

Score .81 



68. .247, 367. .659, 765. .1051, 1153. .1378, 1420. .1476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6010 

12650 

1 

OJ990323_12.0103.C140.ol.tm 

116 

none 



Seq. ID OJ990323_12.0103.C140 

Strand + 

End 1652 

Method TBLASTX : Mai ze 

End 1295 

Score 97 



116. .175, 120. .176, 457. .519, 462. .521, 468.-542, 469.-567, 



6261 



535. .663; 540.. 695, 761.. 1051, 763!. 1065, 766. .1065, 1152. .1295, 
1152. .1295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6010 



Seq. ID OJ990323_12.0103.C140 



12650 Strand 
1 End 
OJ990323_12.0103.C140.ol.tw ' Method 
811 End 
none Score 
811. .1065, 818. .895, 819. .1049, 944. .1060, 1150. .1239, 
1152.. 1325, 1155.. 1322, 1220.. 1324 



+ 

1652 

TBLASTX: Wheat 

1325 

340 



OJ990323_12.0103.C140 
+ 

1652 
AAT/GAP 
1652 
928 



Seq. No. 6010 Seq. ID 

Gene No. 12650 Strand 

Start 1 End 

Name OJ990323_12 . 0103 . C140 . o2 . gp Method 

Start 1149 End 

GI 22615JL.R1084 Score 

Exons 1149.. 1652 

GI Descrip. 1 399028 /sp I Q01594 | ALLN_ALLSA 3.0e-12 ALLIIN LYASE PRECURSOR 

(ALLIINASE) (CYSTEINE SULPHOXIDE LYASE) >gi_4 19808_pir S29302 

alliin lyase (EC 4.4.1.4) precursor - garlic 

>gi_16109_emb_CAA78268_ (Z12622) precursor alliinase [Allium 
sativum] 1 



fj Seq. No. 
is Gene No. 

Start 

Name 
J Start 

3 GI 

fg Exons 



6011 Seq. ID 

12651 Strand 

1214 End 
OJ990323_12.0103.C141.ol.gs Method 

1214 End 

none Score 

1214. .1344, 1433. .1518, 1674. .2401 



OJ990323_12.0103.C141 

2700 
GENSCAN 
2401 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



6011 Seq. ID OJ990323_12 . 0103 . C14 1 

12651 Strand 

1214 End 2700 

OJ990323_12 . 0103 . C141 . ol . np Method AAT/NAP 

1604 End 2700 

6907106 Score 392 

1604. .1775, 1840. .2060, 2090. .2383, 2530.. 2700 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



6011 

12651 

1214 

OJ990323_12.0103.C141.ol.tm 

1700 

none 

1700. .1759, 
1792. .1839, 



1701.. 1775, 1722. 
1804. .1839, 1828. 



OJ990323_12.0103.C141 
2700 

TBLASTX: Maize 
2028 
88 

.1863, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1790, 1723.. 1791, 1744, 
.2028, 1940.. 2020 



6012 

12652 

2279 

OJ990323_12.0103.C143.ol.gp 
2279 



Seq. ID OJ990323_12.0103.C143 

Strand + 

End 2905 

Method AAT/GAP 

End 2905 



6262 




GI * 48930_1.R1084 

Exons 2279.. 2905 

GI Descrip. ' 4586109/emb | CAB40945 . 1 1 
[Arabidopsis thaliana] 1 




.' Score 1093 
1.0e-25 (AL049638) putative protein 



Seq. No. 6012 Seq. ID 

Gene No. 12653 Strand 

Start 2497 End 

Name OJ990323_12 .0103 . C143 . ol . ts Method 

Start 2485 End 

GI none Score 
Exons 



OJ990323_12.0103.C143 
3050 

TBLASTX : Soybean 

2898 

124 



2485.. 2709, 2543.. 2671, 2836.. 2898 



Seq. No. , 6012 Seq. ID 

Gene No. 12653 Strand 

Start 2497 End 

Name OJ990323_12 . 0103 . C143 . ol . tc Method 

Start 2488 End 

GI none Score 

Exons 2488.. 2709, 2537.. 2689, 2833.. 2907 



OJ990323__12.0103.C143 
3050 

TBLASTX: Cress 

2907 

105 



Seq. No. 6012 Seq. ID 

Gene No. 12653 Strand 

Start 24 97 End 

Name OJ990323_12 . 0103 . C143 . ol . tw Method 

Start 2497 End 

GI none Score 

Exons 2497.. 2685, 2543. .2680 



OJ990323_12.0103.C143 
3050 

TBLASTX: Wheat 

2685 

116 



Seq. No. 6012 ■ Seq. ID 

Gene No. 12653 Strand 

Start 2497 End 

Name OJ990323_12 . 0103 .C143 . o2 . gs Method 

Start 2497 End 

GI none Score 

Exons 2497.. 3050 



OJ990323_12.0103.C143 

3050 
GENSCAN 
3050 
.72 



Seq. No. 6012 Seq. ID _ 

Gene No. 12653 Strand 

Start 2497 End 3050 

Name * OJ990323_12 . 0103 . C143 . o2 . np Method AAT/NAP 

Start 2500 End . 2934 

GI 3860274 Score 261 

Exons 2500.. 2934 

GI Descrip. (AC005824) unknown protein [Arabidopsis thaliana] 



OJ990323 12.0103.C143 



Seq. No. 


6012 






Seq. ID 


OJ990323_12.0103, 


.C143 


Gene No. 


12653 






Strand 






Start 


2497 






End 


3050 




Name 


OJ990323 12 


.0103 


.C143.ol.tm 


Method 


TBLASTX: Maize 




Start 


2506 






End 


2899 




GI 


none 






Score 


134 




Exons 


2506. .2724, 


2537 


..2683, 2833. 


.2898, 2834. .2899 




Seq. No. 


6013 






Seq. ID 


OJ990323_12.0103. 


.C144 


Gene No. 


12654 






Strand 


+ 




Start 


451 






End 


844 





6263 






Name 


OJ990323 12 .0103. C144 .ol.gs 


Method 


GENSCAN 








Start 


451 


End 


844 








GI 


none 


Score 


. 73 








Exons 


451. .595, 660. .844 












Seq. No. 


6014 


Seq. ID 


OJ990323_12. 


0103. 


C145 




Gene No. 


12655 


Strand 










Start 


1 


End 


7510 








Name 


OJ990323 12.0103.C145.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


7510 








GI 


1165322 


Score 


31 








Exons 


1..69, 705. .805, 7309. .7510 












GI Descrip. 


(U44838) extensin [Glycine max] 










Seq. No. 


6014 


Seq. ID 


OJ990323_12 . 


0103. 


C145 




Gene No . 


12655 


Strand 










Start 


1 


End 


7510 








Name 


OJ990323 12.0103.C145.o2.gs 


Method 


GENSCAN 








Start 


5450 


End 


7443 








GI 


none 


Score 


.48 








Exons 


5450.. 5586, 5889.. 6010, 6765 


..6825, 7298.-7443 








Seq. No. 


6015 


Seq. ID 


OJ990323_12. 


0103. 


C146 


r zi 


Gene No . 


12656 ■ 


Strand 


+ 








Start 


182 


End 


533 






fn 


Name 


OJ990323 12. 0103. C146. ol.gs 


Method 


GENSCAN 






ij . . 


Start 


182 


End 


533 






i \ 
i =? 


GI 


none 


Score 


.85 






Q 


Exons 


182. .394, 423. .533 












Seq. No. 


6016 


Seq. ID 


OJ990323_12. 


0103. 


C147 




Gene No . 


12657 


Strand 


+ 






ru 


Start 


278 


End 


432 






is 


Name 


OJ990323 12 0103 C147 ol.as 


Method 


GENSCAN 






=. 
! • 

•IS7 


Start 


278 


End 


432 






"4 


GI 


none 


Score 


.47 








Exons 


278 . . 432 










; I 


Seq. No. 


6017 


Seq. ID 


OJ990323_12. 


0103. 


C149 


isrf 


Gene No. 


12658 


Strand 


+ 






L ' 


Start 


1 


End 


385 








Name 


OJ990323 12.0103.C149.ol.np 


-Method 


AAT/NAP 








Start 


1 


End 


385 








GI 


5802555 


Score 


214 








Exons 


1..101, 214. .385 • 












GI Descrip. 


(AF173371) alliinase [Allium 


schoenoprasum] 








Seq. No. 


6017 


Seq. ID 


OJ990323_12. 


0103. 


C149 




Gene No . 


12658 


Strand 


+ 








Start 


1 


End 


385 








Name 


OJ990323 12.0103.C149.ol.tw . 


Method 


TBLASTX: Wheat 






Start 


1 


End 


385 








GI 


none 


Score 


139 








Exons 


1. .99, 2. .100, 5. .106, 207. . 


383, 281.. 


385, 294. .383 


296. .385 




Seq. No. 


6017 


Seq. ID 


OJ990323JL2. 


0103. 


C149 




Gene No. 


12658 


■Strand 









6264 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990323_12 . 0103 . C14 9 . ol . tm 

1 

none 



End 

Method 

End 

Score 



385 

TBLASTX: Maize 

356 

130 



1..99, 2. .100, 2. .100, 9. .101, 207. .356, 213. .356 



6017 Seq. ID OJ990323 

12658 Strand + 

1 End 385 

OJ990323_12 . 0103 . C14 9 . ol . gp Method .AAT/GAP 

29 End 385 

4457_1.R1084 Score 470 
29. .101, 214. .385 

'4633652/gb|AAD26853.1 |AF124405_1 5 
precursor [Allium cepa] ' 



12.0103.C149 



0e-23 (AF124405) alliinase 



6017 

12658 

1 

OJ990323_12.0103.C14 9.ol.gs 
50 

none 

50. .101, 214. .322 

6018 

12659 

100 

OJ990323_12.0103.C150.ol.gs 

100 

none 

100. .213 



Seq. ID OJ990323_12.0103.C149 

Strand + 

End 385 

Method GENSCAN 

End 322 

Score .88 



Seq. ID OJ990323_12.0103.C150 

Strand + 

End 213 

Method GENSCAN 

End 213 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



6018 

12660 

268 

OJ990323_12.0103.C150.ol.gp 
268 

uC-osflcypl41hllbl 
268. .566 

'4151319 1.0e-34 (AF089084) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323 
+ 

566 

AAT/GAP 

566 

570 



12.0103.C150 



putative auxin efflux carrier 



protein; AtPINl [Arabidopsis thaliana] 1 



6019 Seq. ID 

12661 Strand 
1730 End 
OJ990913_19 . 0103 . CI . ol . gp Method 
1730 End 
8022_1.R1084 Score 
1730. .1953 

•5091496/dbj IAB023482.2 IAB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990913_19.0103.C1 
+ 

1953 
AAT/GAP 
1953 
336 



6020 Seq. ID 

12662 Strand 

507 End 

OJ990913_19 . 0103 . C2 . ol . gs Method 

507 End 



OJ990913_19.0103.C2 
955 

GENSCAN 
955 



6265 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

507.. 573, 876.. 955 



Score 



.77 



6021 Seq. ID 

12663 Strand 

1 End 

OJ990913_19.0103.C3.ol.np Method 

1 End 

2982452 Score 
1..1058, 1454. .1943 

(AL022223) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



OJ990913_19.0103.C3 
+ 

10156 
AAT/NAP 
1943 
850 



6021 Seq. ID 

12663 Strand 

1 End 

OJ990913_19.0103.C3.ol.gs - Method 

82 End 

none Score 



OJ990913_19.0103.C3 
+ 

10156 
GENSCAN 
10156 
.54 



82. .1058, 1488. .1798, 2186. .2507, 2578.-2663, 2716. .2838, 
3034. .3081, 5727. .6206, 6911. .7686, 7973. .8062, 8288. .8536, 
-.8971. .9189, 9899.. 10156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI, 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



6021 Seq. ID 

12663 Strand 
1 End 
OJ990913_1 9 . 0103 . C3 . o2 . np Method 
5783 End 
3287682 Score 
5783.. 5914, 6038.. 6210, 6915.. 7686, 7792 
8327. .8544, 8976. .9189, 9899. .10111 

(AC003979) Strong similarity to gb|M97657 poly (A) -binding 
protein (PABP5) from A. thaliana. [Arabidopsis thaliana] 



OJ990913_19.0103.C3 
-h 

10156 
AAT/NAP 
10111 
1113 

7869, 7973.. 8098, 



6021 

12664 

10537 

OJ990913_19.0103.C3.o2.ts 

190 

none 

190. .291, 486.. 635, 486 



Seq. ID OJ990913_19.0103.C3 
Strand 
End 

Method 
End 
Score 

635, 487. .636, 669. . 788, ' 670 804, 



11905 

TBLASTX : Soybean 

11841 

72 

669. .788, 670. . 



670. .807, 805. .1077, 837. .986, 1014. .1052, 1486. .1698, 
1487. .1579, 1643. .1687, 1682. .1816, 11236 .. 11292 , 11668. 



11841 



6021 

12664 

10537 

OJ990913_19.0103.C3.o2.tm 

486 

none 



Seq. ID OJ990913__19.0103.C3 
Strand 

End 11905 

Method TBLASTX : Maize 

End 11841 

Score 65 



486. .611, 486. .635, 487. .636, 670. .804, 693. .785, 805. .1077, 
805. .1053, 1487. .1561, 11668. .11841 



6021 
12664 
10537 ' 

OJ990913 19.0103.C3.o2.tc 



Seq. ID OJ990913_19.0103.C3 
Strand 

End 11905 

Method TBLASTX: Cress 



6266 



Start 
GI 

Exons 



487 End 11826 

none Score 301 

487. .816, 492. .608, 670. .807, 820. .1077, 840. .986, 1014. .1052, 
I486.. 1578, 1487.. 1579, 1706.. 1792, 11236 .. 11292 , 11668.. 11826 



Seq. No. 6021 

Gene No. 12664 

Start 10537 

Name OJ990913_19 . 0103 . C3 . o2 . tw 

Start 676 

GI none 
Exons 



Seq. ID OJ990913_19.0103.C3 
Strand 

End 11905 

Method TBLASTX : Wheat 

End 11829 

Score 99 



676. .822, 806. .994, 820. .1053, 820. .984, 822. .1055, 840. .992, 
11668. .11829 



Seq. No. 6021 

Gene No. 12664 

Start 10537 

Name OJ990913_19 . 0103 . C3 . o3 . tc 

Start 1579 

GI none 
Exons 



Seq. ID OJ?90913_19.0103.C3 



Strand 
End 

Method 

End 

Score 



■11905 

TBLASTX: Cress 

1837 

153 



1579.. 1689, 1580.. 1705, 1795.. 1833, 1796.. 1837 



Seq. No. 6021 Seq. ID 

□ Gene No. 12664 Strand 

□ Start 10537 End 

m Name OJ990913_19.0103.C3.ol.tc Method 

I;]; Start 6044 End 

!.*f GI none Score 

M Exons 



OJ990913_19.0103.C3 
11905 

TBLASTX: Cress 

10060 

86 



6044.. 6160, 6158.. 6205, 6888.. 7529, 6910.. 7689, 7012.. 7257, 

7029. .7202, 7249.-7554, 7610. .7687, 7641. .7703, 7791. .7868, 

7791. .7871, 7792.-7872, 7792. .7872, 7792. .7872, 7973. .8047, 

7985.. 8059, 9898.. 10056, 9899.. 10060 



: = Seq. No. 6021 

□ Gene No. 12664 

Start 10537 

U Name OJ990913J.9 . 0103 .C3 .ol . tm 

! == Start 6044 

IZ GI none 

Exons 



Seq. ID OJ990913_19.0103.C3 
Strand 

End 11905 

Method TBLASTX : Maize 

End 10060 

Score 108 



6044. .6160, 6044. .6175, 6158. .6205, 6906. .7529, 6910. .7689, 

7015. .7260, 7029. .7274, 7249. .7554, 7293. .7535, 7466. .7636, 

7791.. 7859, 7792.. 7872, 7979.. 8047, 7985.. 8059, 9898.. 10056, 
9899. .10060 



Seq. No. 6021 

Gene No. 12664 

Start 10537 

Name OJ990913_19 . 0103 . C3 . ol . ts 

Start 6044 

GI none 

Exons 6044.. 6160, 6158.. 6205, 6856. 



OJ990913_19.0103.C3 
11905 

TBLASTX : Soybean 

10060 

102 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6933, 6888. .7526, 6910. .7689, 



7015. .7257, 7029. .7214, 7249. .7554, 7293.-7535, 7593. .7688, 
7791.. 7859, 7982.. 8053, 7985.. 8059, 9898.. 10059, 9899.. 10060 



. Seq. No. 
Gene No. 
Start 



6021 

12664 

10537 



Seq. ID 

Strand 

End 



OJ990913- 19.0103.C3 



11905 



6267 



Name 


OJ990913_19.0103.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7015 


End 


7872 


GI 


none 


Score 


138 


Exons 


7015.. 7260, 7015.. 7092, 7029 


..7232, 7258. .7365, 7278. .7529, 




7282.. 7674, 7284.. 7364, 7596 


..7667, 7792. .7872 


Seq. No. 


6021 


Seq. ID 


OJ990913_19.0103.C3 


Gene No. 


12664 


Strand 


_ 


Start 


10537 


End 


11905 


Name 


OJ990913_19 . 0103.C3.o3. tw 


Method 


TBLASTX: Wheat 


Start 


9881 


End 


10060 


GI 


none 


Score 


180 


Exons 


9881 .. 10060, 9897 . . 10043 






Seq. No. 


- 

6021 


Seq. ID 


OJ990913 19. 0103. C3 


Gene No. 


12664 


Strand 


- 


Start 


10537 


End 


11905 


Name 


OJ990913 19.0103.C3.ol.gp 


Method 


AAT/GAP 


Start 


10537 


End 


11020 


GI 


70383_1 .R1084 


Score 


929 


Exons 


10537 . . 11020 






GI Descrip. 


'2947063 .8. Oe-09 (AC002521) 


putative ! 


3er/Thr protein kinase 




[Arabidopsis thaliana] ' 






Seq. No. 


- 

6021 


Seq. ID- 


OJ990913_19.0103.C3 


Gene No. 


12664 


Strand 




Start 


10537 


End 


11905 


Name 


OJ990913_19.0103.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


10859 


End 


11667 


GI 


none 


Score 


237 


Exons 


10859. .11089, 10906. .11112, 


10907. .11107, 11183. .11302, 




11188. .11316, 11509. .11559, 


11629. .11667 * 


Seq. No. 


6021 


Seq. ID 


OJ990913_19.0103.C3 


Gene No. 


12664 


Strand 




Start 


10537 


End 


11905 


Name 


OJ990913 19.0103.C3.o3.np 


Method 


AAT/NAP 


Start 


10861 


End 


11905 


GI 


2947063 


Score 


392 


Exons 


10861. .11109, 11194 . .11291, 


11655. .11905 


GI Descrip. 


(AC002521) putative receptor 


-like protein kinase [Arabidops. 




thaliana] 






Seq. No. 


6021 


Seq. ID 


OJ990913_19.0103.C3 


Gene No. 


12664 


Strand 




Start 


10537 


End 


11905 


Name 


OJ990913_19 . 0103 ,C3 .o2 .gs 


Method 


GENSCAN 


Start 


10864 


End 


11846 


GI 


none 


Score 


.76 


Exons 


10864 .. 11109, 11194 . . 11314, 


11507. .11556, 11638. .1184 6 


Seq. No. 


6021 


Seq. ID 


OJ990913_19.0103.C3 


Gene No. 


12664 


. Strand 




Start 


10537 


End 


11905 


Name 


OJ990913 19.0103.C3.o3.ts 


Method 


TBLASTX : Soybean 


Start 


10909 


End 


11118 


GI 


none 


Score 


118 



6268 



Exons 



10909. .11118, 10910.. 11062 



Seq. No. 6021 

Gene No. 12664 

Start 10537 

Name OJ990913JL9 . 0103 . C3 . o2 . gp 

Start 11286 

GI 15891_1.R1084 

Exons 11286. .11314, 11507 .. 11556, 

GI Descrip. '2947063 1.0e-35 (AC002521) 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990913 19. 0103. C3 



11905 
AAT/GAP 
11846 
511 

11638. .11846 

putative Ser/Thr protein kinase 



Seq. No. 6022 
Gene No. ' 12665 

Start 6963 

Name OJ990913_19 . 0103 . C4 . o2 . gs 

Start 6963 

GI none 

Exons 6963.. 7081, 8319.. 8366, 8371. 



Seq. ID OJ990913_19.0103.C4 

Strand + 

End 9373 

Method GENSCAN 

End 9373 

Score .49 
.8474, 9243. .9373 



Seq. No. 6022 Seq. ID OJ990913_19 . 0103 . C4 

Gene No. 12666 Strand 

Start 1 End 2484 

Name OJ990913_19.0103.C4 .ol.np Method AAT/NAP 

Start 1 End 24 68 

GI 2947063 Score 472 

Exons 1..45, 539.-676, 1194.. 2468 

GI Descrip. (AC002521) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 6022 Seq. ID 

Gene No. 12666 Strand 

Start 1 End 

Name . OJ990913_19. 0103 .C4 .ol.gp Method 

Start 4 94 End 

GI none Score 

Exons 494.. 661, 1194.. 1551 



OJ990913_19.0103.C4 

2484 
AAT/GAP 
1551 
925 



Seq. No. 6022 Seq. ID 

Gene No. 12666 Strand 

Start 1 End 

Name OJ990913_19.01O3.C4 .ol.gs Method 

Start 528 ■ End 

GI none Score 

Exons 528.. 661, 1194.. 2484 



OJ990913_19.0103.C4 

2484 
GENSCAN 
2484 
.6 



Seq. No. 


6022 


Seq. ID 


OJ990913_19.0103 


.C4 


Gene No. 


12667 


Strand 






Start 


10536 


End 


15090 




Name 


OJ990913 19.0103.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


628 


End 


1692 




GI 


none 


Score 


61 




Exons 


628..68"4, 1306.. 1341, 1463. 


.1690, 1468, 


. .1692 




Seq. No. 


6022 


Seq. ID 


OJ990913_19.0103 


.C4 


Gene No. 


12667 


Strand 






Start 


10536 


End 


15090 " 





6269 




Name 


OJ990913 19 


.0103 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1538 








End 


2085 


GI 


none 








Score 


135 


Exons 


1538. .2056, 


1540 


. .2085 








Seq. No. 


6022 








Seq. ID 


OJ990913JL9.0103 


Gene No - 


12667 








Strand 




Start 


10536 








End 


15090 


Name 


OJ990913 19 


.0103 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1603 








End 


2070 


GI 


none 








Score 


175 


Exons 


1603. .1731, 


1669 


. .1803, 


1807. 


.2070 




Seq. No. 


6022 








Seq. ID 


OJ990913_19.0103 


Gene No. 


12667 








Strand 




Start 


10536 








End 


15090 


Name 


OJ990913 19 


.0103 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1696 








End 


2152 


GI 


none 








Score 


55 


Exons 


1696. .1797, 


1706 


. .1834, 


1717. 


.2070, 1946... 1990, 2081.. 2: 



I =1 



ru 



Seq. No. 6022 

Gene No. 12667 

Start 10536 

Name OJ990913_19. 0103.C4 .o3.gs 

Start 10536 

GI none 

Exons 10536. .10651, 12670 .. 12870, 
14611. .14736, 14854. .14956, 



Seq. ID 

Strand 

End 

Method 
End 
.Score 



OJ990913_19.0103.C4 

15090 
GENS CAN 
15090 
.56 



12907. .13111, 13192. .13549, 
15060. .15090 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6022 Seq. ID 

12667 Strand 

10536 End 

OJ990913_19 . 0103 . C4 . o2 . gp Method 

12282 End 

16675 1.R1084 Score 



OJ990913_19.0103.C4 

15090 
AAT/GAP 
13573 
1905 



12282. .12411, 12515. .12558, 12670 .. 13111, 13192.. 13573 
'4062935/dbj | AB0034 95 . 1 1 AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds' 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



6022 
12667 
10536 
OJ990913 
12699 
none 
12699. 
12790. 
12833. 



19.0103.C4.o3.tm 



12788, 12702. 
12843, 12829. 
13024 



,12767, 
,12966, 



Seq. ID OJ990913_19.0103.C4 
Strand 

End 15090 

Method TBLASTX : Maize 

End 13024 

Score 83 
1277 6. .1282 6, 12782. .12829, 
12830. .13024, 12832. .13023, 



Seq. No. 6022 

Gene No. 12667 

Start " 10536 

Name OJ990913_19 . 0103 . C4 . ol . tm 

Start 13025 

GI none 
Exons 



Seq. ID OJ990913_19.0103.C4 



Strand 
End 

Method 

End 

Score 



15090 

TBLASTX: Maize 

14958 

109 



13025. .13114, 13026. .13112, 13192 .. 134 97 , 13192 .. 134 97 , 



6270 



13513. .13563, 13513 .. 13557, 1484 4 14894 , 14877 14951, 
14880. .14936, 14881 14958, 14887.. 14958 



hi 

ru 



Seq. No. 


6023 




Seq. ID 


OJ990913 


_19.0103.C5 


Gene No. 


12668 




Strand 


+ 




Start 


232 




End 


642 




Name 


OJ990913 19. 


0103.C5.ol.gs 


Method 


GENSCAN 




Start 


232 




End 


642 




GI 


none 




Score 


.7 




Exons 


232. . 642 










Seq. No. 


6023 




Seq. ID 


OJ990913 


_19. 0103.C5 


Gene No. 


12669 




Strand 


+ 




Start 


2937 




End 


4202 




Name 


OJ990913 19. 


0103.C5.o3.gs 


Method 


GENSCAN 




Start 


2937 




End 


4202 




GI 


none 




Score 


.99 




Exons 


2937. .3000, 


3988. .4202 








Sea. No. 


6023 




Seq. ID 


OJ990913 


19. 0103. C5 


Gene No. 


12670 




Strand 


+ 




Start 


5760 




End 


13194 




Name 


OJ990913 19. 


0103.C5.o4 .gs 


Method 


GENSCAN 




Start 


5760 




End 


13194 . 




GI 


none 




Score 


.68 




Exons 


5760. .5846, 


6550.. 6853, 7103 


..7179, 7272. .7416, 


7678. .7800, 




7897. .8024, 


8635.. 8793, 9010 


..9172, 9476. .9559, 


9777. .10138, 




10547. .10747 


, 11068. .11177, 


11284. .11368, 12895 


. .13194 


Seq. No. 


6023 




Seq. ID 


OJ990913 


_19.0103.C5 


Gene No. 


12670 




Strand 


+ 




Start 


5760 




End 


13194 




Name 


OJ990913 19. 


0103.C5.ol.np 


Method 


AAT/NAP 




Start 


5775 




End 


13191 




GI 


4741192 




Score 


2024 




Exons 


5775. .5846, 


6475.. 6810, 7272 


..7416, 7681. .7800, 


7897. .8024, 




8635.-8793, 


9010.. 9172, 9255 


..9380, 9476. .9559, 


9777. .10138, 




10547. .10747 


, 11068. .11177, 


11284. .11368, 11865 


. .11993, 




12088. .12193 


\, i2318. .12406, 


12895. .13191 




GI Descrip. 


(AL049746) ABC transporter-like protein [Arabidopsis thaliana] 


Seq. No. 


6023 




Seq. ID 


OJ990913 


_19.0103.C5 


Gene No. 


12671 




Strand 






Start 


1109 




End 


2514 




Name 


OJ990913 19. 


0103.C5.o2.gs 


Method 


GENSCAN 




Start 


1109 




End 


2514 




GI 


none 




Score 


.68 




Exons 


1109. .1518, 


2005.. 2040, 2355 


. .2514 






Seq. No. 


6023 




Seq. ID 


OJ990913 


JL9.0103.C5 


Gene No. 


12672 




Strand 






Start 


9040 




End 


9573 




Name 


OJ990913 19. 


0103.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


9040 




End 


9373 




GI 


none 




Score 


166 




Exons 


9040. .9186, 


9045.. 9173, 9253 


..9372, 9254. .9373 





6271 




Seq. No. 


6023 




Seq. ID 


OJ990913__19 . 0103 


. C5 


Gene No. 


12672 




Strand 






Start 


9040 




End 


9573 




Name 


OJ990913 19. 0103. C5. 


ol.tc 


Method 


TBLASTX : Cress 




Start 


9251 




End 


9573 




GI 


none 




Score 


141 




Exons 


9251.. 9385, 9253.. 9390, 9481 


. . 9573 






Seq. No. 


6023 




Seq. ID 


OJ990913 19.0103 


. C5 


Gene No. 


12673 




Strand 






Start 


9478 




End 


10663 




Name 


OJ990913 19. 0103. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


9478 




End 


10663 




GI 


none 




Score 


78 




Exons 


9478.. 9558, 9781.. 10005, 9782. .10006, 


10535. .10654, 10535. 


Seq. No. 


6023 




Seq. ID 


OJ990913_19.0103 


.C5 


Gene No. 


12673 




Strand 






Start 


9478 




End 


10663 




Name 


OJ990913 19. 0103. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


9772 




End 


10003 




GI 


none 




Score 


106 




Exons 


9772.. 9954, 9773.. 10003, 9782.. 9925, ! 


9807. .9941 




Seq. No. 


6023 




Seq. ID 


OJ990913_19.0103 


.C5 


Gene No. 


12674 




Strand 






Start 


11146 




End 


12978 




Name 


OJ990913 19. 0103. C5 . 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


11146 




End 


12198 




GI 


none 




Score 


50 




Exons 


11146. .11178, 11148. 


.11183, 


11285. .11362, 11287. .11361, 






11861. .11995, 11862. 


.11996, 


12069. .12194, 12082.. 12198 




Seq. No. 


6023 




Seq. ID 


OJ990913_19.0103 


.C5 


Gene No. 


12674 




Strand 






Start 


11146 




End 


12978 




Name 


OJ990913 19. 0103. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11921 




End 


12978 




GI 


none 




Score 


113 




Exons 


11921. .11995, 11922. 


.11996, 


12083. .12187, 12085. .12198, 






12087. .12194, 12301. 


.12408, 


12320. .12409, 12879. .12977, 






12892. .12978,, 12894. 


.12977 








Seq. No. 


6023 




Seq. ID 


OJ990913_19.0103 


.C5 


Gene No. 


12675 




Strand 






Start 


. 12979 




End 


13199 




Name 


OJ990913 19. 0103. C5. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


12979 




End 


13194 




GI 


none 




Score 


243 




Exons 


12979. .13194, 12981. 


.13172 








Seq. No. 


6023 




Seq. ID 


OJ990913_19.0103 


.C5 


Gene No. 


12675 




Strand 






Start 


12979 




End 


13199 




Name 


OJ990913 19. 0103. C5. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


. 13012 




End - 


13199 




GI 


none 




Score 


197 





6272 



Exons 



13012. .13194, 13014.. 13199 



Seq. No. 6024 Seq. ID OJ990913_19 . 0103 . C6 

Gene No. 12676 Strand + 

Start 881 End 3657 

Name OJ990913_19.0103.C6.ol.gp Method AAT/GAP 

Start 881 End 3057 

GI 22987_1.R1084 Score 1545 

Exons 881.. 1065, 2445.. 3057 

GI Descrip. • 4490733/emb | CAB38936. 1 i 2.0e-38 (AL035709) putative protein 







[Arabidopsis thaliana] 1 








Seq. No. 


6024 


Seq. ID 


OJ990913 19. 0103. C6 




Gene No. 


12676 


Strand 


+ 




Start 


881 


End 


3657 




Name 


OJ990913 19.0103.C6.ol.np 


Method 


AAT/NAP 




Start 


2500 


End 


3657 




GI 


4490733 


Score 


1027 




Exons 


2500. .3657 








GI Descrip. 


(AL035709) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


6024 


Seq. ID 


OJ990913_19.0103.C6 




Gene No. 


12677 


Strand 


+ 


'-i 


Start 


8809 


End 


9115 




Name 


OJ990913 19.0103.C6.o2.gp 


Method 


AAT/GAP 


ilil 


Start 


8809 


End 


9115 


ru 


GI 


3761222 


Score 


542 




Exons 


8809. .9115 






w 


Seq. No. 


6024 


Seq. ID 


OJ990913_19.0103.C6 


"tJ 


Gene No. 


12678 


Strand 




ry 


Start 


4399 


End 


9164 


is 


Name 


OJ990913 19.0103.C6.o2.gs 


Method 


GEN SCAN 


□ 


Start 


4399 


End 


9164 




GI 


none 


Score 


.8 


La 
r-* 


Exons 


4399. .4527, 4652. .4804, 5403 


..5698, 5792.. 8783, 9096.. 9164 


hJ 


Seq. No. 


6024 


Seq. ID 


OJ990913_19.0103.C6 


i;3 


Gene No. 


12678 


Strand 






Start 


4399 


End 


9164 




Name 


OJ990913 19.0103.C6.o2.np 


Method 


AAT/NAP 




Start 


5340 


End 


8818 




GI 


6522541' 


Score 


1708 




Exons 


5340.. 5698, 5792.. 6305, 6336 


..7972, 8333.. 8818 




GI Descrip. 


(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 




Seq. No. 


6024 


Seq. ID 


OJ990913_19.0103.C6 




Gene No. 


12679 


Strand 






Start 


10478 


End 


11036 




Name 


OJ990913 19.0103.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2487 


End 


3159 




GI 


none 


Score 


51 




Exons 


2487. .2564, 2500. .2931, 2500 


..2925, 2604.. .2942, 2929.. 3096, 






2930.. 3121, 2937.. 3122, 2938 


..3123, 2939.. 3127, 3109.. 3159, 






3111. .3158 








Seq. No. 


6024 


Seq. ID 


OJ990913_19.0103.C6 



6273 



£3 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
fi Gene No. 
y Start 
Z Name 
i Start 

3 Exons 



Seq. No. 
t3 = Gene No. 

Start 
: ^ Name 
M Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



12679 
10478 

OJ990913JL9, 

2491 

none 

2491. .2646, 
2948. .3262 

6024 

12679 

10478 

OJ990913_19. 

3192 

none 

3192. .3665, 

6024 

12679 

10478 

OJ990913_19. 

3273 

none 

3273. .3668, 

6024 

12679 

10478 

OJ990913_19. 

3403 

none 

3403. .3678, 

6024 

12679 

10478 

OJ990913_19. 

5409 

none 

5409. .5513, 

6024 
12679 . 
10478 

OJ990913_19. 

5514 

none 

5514. .5699, 
5872. .6048, 

6024 

12679 

10478 

OJ990913_19. 

5602 

none 

5602. V'5700, 



0103.C6.ol.ts 



Strand 
End 

Method 

End 

Score 



11036 

TBLASTX : Soybean 

3262 

126 



2500. .2613, 2641. .3249, 2641. .3093, 2757. .3248, 



0103.C6.o2.tm 
3193. .3663 

0103.C6.o3. ts 
3274.. 3660, 3279. 

0103.C6.o2.tc 
3408. .3668 

0103.C6.o5.tm 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 

Method TBLASTX : Mai ze 

End 3665 

Score 764 



Seq. ID OJ990913_19.0103.C6 
Strand 

11036 

TBLASTX : Soybean 
3668 
526 



End 

Method 
End 
Score 
.3659 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 

Method TBLASTX : Cress 

End 3678 

Score 307 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 

Method TBLASTX : Mai ze 

End 5715 

Score 53 

5410. .5511, 5469. .5699, 5497. .5700, 5623. .5715 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 

Method TBLASTX : Soybean 

End 6416 

Score 88 

.5837, 5794.. 5823, 5832.. 6074, 
.6246, 6327.. 6416, 6328.. 6414 



0103.C6.o2.ts 



5524.. 5700, 5793. 
6081. .6278, 6091. 



0103.C6.o2.tw 



5610.. 5699, 5793. 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 

Method TBLASTX : Wheat 

End 6026 

Score 61 

.5822, 5871.. 6026, 5875.. 5958 



6274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6024 

12679 

10478 

OJ990913_19, 

5604 

none 

5604. .5699, 
6150. .6230, 
6681. .6818, 



0103.C6.ol.tc 



6687. 
6936. 
7023. 
7071. 
7563. 
7710. 
7773. 
8142. 



.7016, 
.7016, 
.7394, 
.7253, 
.7685, 
.8060, 
.8078, 
.8612, 



8205. .8624, 
8359. .8496, 
8643. .8687 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 
Method TBLASTX : Cress 
End 8687 
Score 93 

5863. .6021, 5877. .6044, 6078. .6146, 6079.. 6177, 
6669.. 7013, 6681.. 7178, 6681.. 6998, 6681.. 6962, 
6687. .7013, 6687. .7007, 6687. .7013, 6687.. 6734, 
6738.. 6998, 6813.. 7013, 6823.. 7029, 6903.. 6956, 
6978. .7139, 7014. .7388, 7020. .7394, 7020.. 7385, 
7023. .7259, 7041. .7484, 7041. .7385, 7050.. 7394, 
7113. .7361, 7176. .7391, 7506. .7691, 7560.. 7691, 
7563. .7682, 7626. .7793, 7698;. 8405, 7698.. 8195, 
7710. .7976, 7710. .7859, 7726. .7878, 7764.. 8561, 
7794. .7979, 7836. .8585, 7926. .8219, 8133.. 8612, 
8142. .8435, 8143. .8238, 8163. .8336, 8176. .8295, 
8205. .8507, 8215. .8541, 8286. .8567, 8346.. 8591, 
8361. .8471, 8415. .8627, 8418. .8621, 8496. .8633, 



Seq. No. 6024 

Gene No. 12679 

; =i Start 10478 

s t Name OJ990913_19 . 0103 .C6 . o3 . tm 

;;f Start 5799 

<n GI none 



Seq. ID OJ990913_19.0103.C6 
Strand 
End 

Method 
End 
Score 



11036 

TBLASTX: Maize 

6246 

102 



I s y 


Exons 


5799. 


.5840, 


5871 


. .6047, 


5887. 


.6018, 


6060. .6245, 


6061. 


.6246 


i. j 


Seq. No. 


6024 










Seq. 


ID OJ990913 


19. 0103. C6 


i ™ 


Gene No. 


12679 










Strand 








Start 


10478 










End 


11036 






»f e 

! U 


Name 


OJ990913 19. 


0103 


.C6.o4. 


ts 


Method TBLASTX: 


Soybean 




Start 


6627 










End 


8621 






: 5t =s 


GI 


none 










Score 


79 








Exons 


6627. 


.7016, 


6681 


. .7013, 


6681. 


.7013, 


6687. .7385, 


6687. 


.7013, 






6687. 


.7127, 


7014 


. .7292, 


7014. 


.7361, 


7023. .7361, 


7041. 


.7391, 






7041. 


.7385, 


7047 


. .7388, 


7074 . 


.7199, 


7123. .7350, 


7251. 


.7388, 






7290. 


.7385, 


7389 


. .7463, 


7421. 


.7468, 


7521. .7574, 


7563. 


.8081, 


'S 




7563. 


.7691, 


7563 


. .7688, 


7564 . 


.7962, 


7698. .7829, 


7698. 


.7877, 






7698. 


.7787, 


7698 


. .7805, 


7701. 


.7964, 


7704. .7871, 


7710. 


.8081, 






7710. 


.8081, 


7710 


. .8021, 


7926. 


.8525, 


8067. .8477, 


8133. 


.8585, 






8136. 


.8612, 


8139 


. .8615, 


,8139. 


.8549, 


8142. .8621, 


8142. 


.8429, 






8142. 


.8606, 


8143 


. .8319, 


8143. 


.8298, 


8187. .8585, 


8244 . 


.8363, 






8359. 


.8529, 


8431 


. .8589, 


8460. 


.8579 










Seq. No. 


6024 










Seq. 


ID OJ990913 


19. 0103. C6 




Gene No. 


12679 










Strand 








Start 


10478 










End 


11036 








Name 


OJ990913 19. 


0103 


.C6.ol. 


tw 


Method TBLASTX: 


Wheat 






Start 


6681 










'End 


8747 








GI 


none 










Score 


65 








Exons 


6681. 


.6869, 


6705 


. .7013, 


7014. 


.7313, 


7137. .7388, 


7281. 


.7391, 






7501. 


.7659, 


7563 


. .7691, 


7725. 


.8030, 


7927. .8019, 


8016. 


.8318, 






8157. 


.8468, 


8229 


. .8549, 


8301. 


.8624, 


8445. .8627, 


8643. 


.8747 




Seq. No.. 


6024 










Seq. 


ID OJ990913 


_19.0103.C6 



6275 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



12679 
10478 

OJ990913_19. 

6681 

none 

6681. .7013, 
7122. .7376, 
7698. .7877, 
7851. .7958, 
7995. .8081, 
8215. .8322, 
8431. .8607 



0103.C6.o4 .tm 



6913.. 6987, 7011. 

7176.. 7451, 7185. 

7701. .7877, 7701. 

7852.. 8016, 7926. 

8070.. 8324, 8142. 

8346. .8606, 8415. 



Strand 
End 

Method 
End 
Score 

.7304, 7014 
.7388, 7560 
.7964, 7705 
.8081, 7990 
.8540, 8143 
.8612, 8418 



11036 

TBLASTX: Maize 
8633 
83 

7244, 7041.. 7385, 

7685, 7698.. 7820, 

7866, 7710.. 7865, 

8109, 7992. .8474, 

8313, 8143.. 8394, 

8633, 8419.. 8586, 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 
Gene No. 

□ start 
Name 

Start 

GI 

Exons 

GI Descrip. 



'.si 

m 

! 3 !l 



j!,^ Seq. No. 

! ^ Gene No. 

« Start 

[3 Name 

\J Start 

U GI 
; ^ Exons 

:. z 
■ — 

\£ Seq. No. 
□ Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6024 

12679 

10478 

OJ990913_19.0103.C6.o3.gs 

10,478 

none 

10478/. 10551, 10865. .11036 



Seq. ID OJ990913_19.0103.C6 
Strand 

End 11036 

Method GENSCAN 

End 11036 

Score .54 



6025 
12680 
2421 

OJ990913_19.0103.C7.o3.np 
2421 
5918469 
2421. .2827, 4555. .4585 . 

(AL118514) DNA polymerase III subunit gamma [Streptomyces 
coelicolor A3 (2) ] 



Seq. ID OJ990913_19.0103.C7 
Strand + 
End ^ .4 585 
Method ' AAT/NAP . - 
End 4585 
Score 57 



6025 

12680 

2421 

OJ990913_19.0103.C7.o2.gs 

3438 

none 

3438. .3654, 4270. .4394 



Seq. ID OJ990913_19.0103.C7 

Strand + 

End 4585 

Method GENSCAN 

End 4394 

Score .83 



6025 
12681 
1 

OJ990913_19.0103.C7.ol.np 
1 

4680199 



Seq. ID OJ990913_19.0103.C7 
Strand 

3931 
AAT/NAP 
3638 
462 



End 

Method 
End 
Score 

1..38, 129. .813, 1227. .1766, 1893. .2191, 2379. .2540, 3308. .3510, 
3589. .3638 

(AF114171) hypothetical protein [Sorghum bicolor] 



6025 

12681 

1 

OJ990913_19.0103.C7 .o2.np 
1 

4680199 



Seq. ID OJ990913_19.0103.C7 
Strand 

End 3931 

Method AAT/NAP 

End 3931 

Score 470 



1..38, 129. .813, 1227. .1766, 1893. .2183, 3881. .3931 
(AF114171) hypothetical protein [Sorghum bicolor] 



6276 




Cfsrr Mo 


6025 










OJ990913 19 0103 


CI 


Gene No. 


12681 








Strand 






Start 


1 








End 


3931 




Name 


OJ990913 19. 


0103. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


126 








End 


495 




GI 


none 








Score 


94 




Exons 


126.. 392, 127.. 249, 127 


. .411, 


128. .388 


, 382. .495, 412.. 


483 




6025 










OJ990913 19 0103 


CI 


Gene No. 


12681 








Strand 






Start 


1 








End 


3931 




Name 


OJ990913 19. 


0103. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


127 








End 


390 




GI 


none 








Score 


187 




Exons 


127. .390 
















6025 








Qppj TP) 


OJ990913 19 0103 


CI 


Gene No. 


12681 








Strand 






Start 


1 








End 


3931 




Name 


OJ990913 19. 


0103. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


166 








End 


619 




GI 


none 








Score 


51 




Exons 


166. .429, 335. .430, 433 


i. .594, 


470. .577 


, 569.. 619 






6025 










OJ99091 3 19 0103 


ci 


Gene No. 


12681 








Strand 






Start 


1 








End 


3931 




Name 


OJ990913 19. 


0103. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


1214 








End 


2735 




GI 


none 








Score 


.56 




Exons 


1214. .1792, 


1878. 


.2183, 


2424. 


.2735 






Qprr Ma 


6025 








Seq. ID 


OJ990913_19.0103 


CI 


Gene No. 


12681 








Strand 






Start 


1 








End 


3931 




Name 


OJ990913 19. 


0103. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1622 








End 


1947 




GI 


none 








Score 


138 




Exons 


1622. .1792, 


1662. 


.1796, 


1876. 


.1947, 1878. .1946 






6025 








Seq. ID 


OJ990913_19.0103 


.C7 


Gene No. 


12681 








Strand 






Start 


1 








End 


3931 




Name 


OJ990913 19. 


0103. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1890 








End 


2175 




GI 


none 








Score 


40 




Exons 


1890. .2174, 


1893. 


.1937, 


1894. 


.1941, 1965. .2174, 1996. .2175 


Seq. No. 


6026 ' 








Seq. ID 


OJ990913_19.0103 


.C9 


Gene No. 


12682 








Strand 






Start 


241 








End 


280 




Name 


OJ990913 19. 


0103. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


241 








End 


280 




GI 


none 








Score ' 


.89 





Exons 241.. 280 
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Seq. No. 6027 

Gene No. 12683 

Start 412 

Name OJ990913_19. 0103. CIO. ol.gs 

Start 412 

GI none 
Exons 



Seq. ID OJ990913_19. 0103. CIO 
Strand 

End 3273 

Method GENSCAN 

End 2731 

Score . 66 



412. .801, 874. .972, 1484. .1657, 1743. .2380, 2547. .2599, 
2691. .2731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6027 

12683 

412 

OJ990913_19. 0103. C10. ol.np 
454 

6815062 



Seq. ID OJ990913_19. 0103. C10 
Strand 

End 3273 

Method AAT/NAP 

End 3273 

Score 1382 



454. .644, 751. .801, 874. .972, 1049. .1358, 1417. .1657, 
1743.. 2599, 2691. .2761, 2933.-3273 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 6027 

Gene No. 12683 

Start 412 

Name * OJ990913_19 . 0103 . C10 . o2 . tm 

Start 1052 

GI none 

Exons 1052.. 1234, 1274.. 1351, 144* 



Seq. ID OJ990913_19. 0103. C10 
Strand 

End 3273 

Method TBLASTX : Mai ze 

End 1657 

Score 101 
.1657, 1449. .1607 



Seq. No. 6027 

Gene No. 12683 

Start 412 

Name OJ990913_19 . 0103 . C10 . ol . tm 

Start 1896 

GI none 
Exons 



Seq. ID OJ990913_19. 0103. C10 
Strand 

End 3273 

Method TBLASTX : Mai ze 

End 2366 

Score 179 



1896. .2234, 1900. .2187, 1980. .2234, 2265. .2366, 2275. .2349 



i s ~ Seq. No. 
-3 Gene No. 
□ Start 
- ~ Name 
s " Start 
GI 

Exons 



6028 

12684 

26 

OJ990913_19. 0103. Cll. ol.gs 
26 

none 

26. .342, 353. .493, 669. .801 



Seq. ID OJ990913_19. 0103. Cll 
Strand 

End 801 

Method GENSCAN 

End 801 

Score . 64 



Seq. No. 6029 

Gene No. 12685 

Start 1 

Name OJ990913_19. 0103. C13. ol.np 

Start 1 

GI 5690095 

Exons 1..710 

GI Descrip. (AJ238507) transposase related protein [Zea mays] 



Seq. ID OJ990913_19.0103.C13 
Strand 

End 710 

Method AAT/NAP 

End 710 

Score 323 



Seq. No. 
Gene No. 
Start 



6029 

12685 

1 



Seq. ID OJ990913_19.0103.C13 
Strand 

End 710 
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Name 


O"J990913_19. 0103.C13.ol .gs 


Method 


GENSCAN 


Start 


274 


End 


652 


GI 


none 


Score 


.43 


Exons 


274 . . 652 






Seq. No. 


6030 


Seq. ID 


OJ990913 


Gene No. 


12686 


Strand 




Start 


263 


End 


495 


Name 


OJ990913 19. 0103.C14 .ol.gs 


Method 


GENSCAN 


Start 


263 


End 


375 


GI 


none 


Score 


.51 


Exons 


263. .375 






Seq. No. 


6030 


Seq. ID 


OJ990913 


Gene No. 


12686 


Strand 




Start 


263 


End 


495 


Name 


OJ990913_19.0103.C14 .ol.np 


Method 


AAT/NAP 


Start 


266 


End 


495 


GI 


4680186 


Score 


305 


Exons 


266. .495 






GI Descrip. 


(AF111709) unknown [Oryza ; 


sativa subsp 


. indica] 


Seq. No. 


6031 


Seq. ID 


OJ990913 


Gene No. 


12687 


Strand 


+ 


Start 


1 


End 


189 


Name 


OJ990913 19. 0103. C15. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


189 


GI 


6815062 


Score 


125 


Exons 


1. .189 







^ GI Descrip. 



(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 6031 Seq. ID 

Gene No. 12687 Strand 

Start 1 End 

Name OJ990913_19 . 0103 . C15 . ol .gs Method 

Start 2 End 

GI none Score 

Exons 2.. 83 

Seq. No. 6032 Seq. ID 

Gene No. 12688 Strand 

Start 44 End 

Name OJ990913_19 . 0103 .CI 6 . ol . gs Method 

Start 44" End 

GI none Score 

Exons 44. .241, 515. .568 



OJ990913_19.0103.C15 
+ 

189 

GENSCAN 

83 

.7 



OJ990913_19.0103.C16 
568 

GENSCAN 

568 

.89 



Seq. No. 6033 Seq. ID OJ990913_19 . 0103 . C18 

Gene No. 12689 Strand 

Start 1 End 2099 

Name OJ990913_19 . 0103 . C18 . ol .np Method AAT/NAP 

Start 1 End 2099 

GI ' 6522592 Score 883 

Exons 1..745, 952.. 1449, 1594.. 2099 

GI Descrip. (AL133292) receptor protein kinase-like protein [Arabidopsis 



6279 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
Q Name 
J5 Start 

Exons 

l U ' 



ru 

^ Seq. No. 

Gene No. 

: y Start 

Lx Name 

!** Start 

It GI 

^ Exons 



6033 
12689 
1 

OJ990913_19.0103.C18.ol.tc 
3 

none 

3.. 242, 3V 
103. .234, 
243. .617, 



249. .440, 
420. .617, 
866. . 
986. . 
1292. 
1307. 
1511. 
1658. 



Seq. ID OJ990913_19.0103.C18 
Strand 

End - 2099 
Method TBLASTX : Cress 
End 1903 
Score 85 

^.239, 3..239, 6. .140, 6. .239, 6. .110, 6. .239, 
109. .234, 189. .239, 192. .245, 201. .239, 201. .239, 
243. .437, 246. .437, 246. .602, 249. .617, 249.-386, 
255. .395, 267. .395, 279. .614, 345. .437, 402. .611, 
492.. 635, 492. .617, 789. .911, 789. .917, 792. .917, 
904, 953. .1102, 953. . 1102, -953 1102, 956. .1102, 956. .1102, 
1102, 1007.. 1102, 1152.. 1256, 1287.. 1523, 1289.. 1435, 
.1393, 1295. .1444, 1295. .1849, 1295. .1633, 1298. .1444, 
.1840, 1368. .1487, 1499. .1852, 1502. .1837, 1502. .1744, 
.1855, 1520. .1846, 1571. .1861, 1583. .1837, 1655. .1798, 
.1876, 1697. .1834, 1868. .1903 



6033 

12689 

1 

OJ990913_19.0103.C18.ol.ts 
3 

none 



Seq. ID OJ990913_19.0103.C18 
Strand 

End 2099 

Method TBLASTX: Soybean 

End 1876 

Score 63 



3. .242, 6. .239, 60. .239, 243. .617, 246. .437, 246. .548, 249. 
249. .431, 259. .516, 279. .614, 322. .432, 469. .516, 492. .623, 
786. .911, 953. .1102, 956. .1105, 956. .1102, 1224. .1595, 
1290. .1544, 1295. .1444, 1295. .1837, 1298. .1444, 1361. .1840, 
1368. .1544, 1496. .1774, 1511. .1582, 1511. .1840, 1520. .1846, 
1571. .1861, 1658. .1876 



6033 

12689 

1 

OJ990913_19.0103.C18.o2.tw 
3 

none 



Seq. ID OJ990913_19.0103.C18 
Strand 

End 2099 

Method TBLASTX : Wheat 

End 1969 

Score 4 9 



3. .245, 249. .368, 792. .917, 793. .873, 956. .1105, 956. .1102, 
1295.. 1444, 1305.. 1562, 1377.. 1595, 1382.. 1705, 1526.. 1852, 
1868. .1969. 



617, 



Seq. No. 6033 Seq. ID OJ990913_19 . 0103 . CI8 

Gene No. 12689 Strand 

Start 1 End 2099 

Name OJ990913_19 .0103 . C18 . ol . tm Method TBLASTX : Maize 

Start 3 End 184 9 

GI none Score 61 

Exons 3. .239, 6. .254, 6. .113, 6. .239, 118. .237, 185. .265, 240. .602, 

240. .437, 243. .437, 246. .635, 255. .395, 492. .590, 699. .797, 
786. .908, 956. .1102, 956. .1102, 1025. .1105, 1295. .1837, 
1295. .1639, 1298. .1849, 1511. .1840, 1604. .1846 



Seq. No. 
Gene No. 
Start 



6033 

12689 

1 



Seq. ID OJ990913_19.0103.C18 
Strand 

End 2099 



6280 




Name 


OJ990913_ 


19 . 0103 . C18 . ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


369 






End 


789 


GI 


none 






Score 


227 


Exons 


369. . 440, 


508 . .789, 510 


. .788 






Seq. No. 


6034 






Seq. ID 


OJ990913_19 . 0103 


Gene No. 


12690 






Strand - 


+ 


Start 


280 






End 


519 


Name 


OJ990913 


19.0103.C19.ol 


.gs 


Method 


GENSCAN 


Start 


280 






End 


519 


GI 


none 






Score 


.78 


Exons 


280. .375, 


386. .519 









Seq. No. 


6035 


Seq. ID 


OJ990913_ 


_19. 0103. 


C20 


Gene No. 


12691 


Strand . 


+ 






Start 


110 


End 


280 






Name 


OJ990913_19.0103.C20.ol.gs 


Method 


GENSCAN 






Start 


110 


End 


280 






GI 


none 


Score 








Exons 


110. .280 










Seq. No. 


6035 


Seq. ID 


OJ990913_ 


JL9.0103. 


C20 


Gene No. 


12692 


Strand 


+ 






Start 


2392 


End 


6294 






Name 


OJ990913 19.0103.C20.o3.gs . 


Method 


GENSCAN 






Start 


2392 


End 


3992 






GI 


none 


Score 


.68 






Exons 


2392.. 2523, 3306.. 3992 










Seq. No. 


6035 


* Seq. ID 


OJ990913 


_19.0103. 


C20 


Gene No. 


12692 


Strand 


+ 






Start 


2392 


End 


6294 






Name 


OJ990913 19.0103.C20.ol.gp 


Method 


AAT/GAP 






Start 


2397 


End 


6294 






GI 


uC-osflcypl4 4hl0bl 


Score 


838 






Exons 


2397. .2523, 5941. .6294 










GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


149 Oryza 


sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 6035 Seq. ID 

Gene No. 12693 Strand 

Start 839 End 

Name OJ990913_19 . 0103 . C20 . o2 . gs Method 

Start 839 End 

GI none Score 

Exons 839.. 1011, 1109.. 1460 



OJ990913_19. 0103.C20 

1460 
GENSCAN 
1460 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



6035 Seq. ID 

12694 Strand 
3566 End 
OJ990913_19.0103.C20.ol.np Method 
3566 End 
5852179 Score 
3566.. 3750, 3824.. 4036, 5023.. 5043 
(AL117265.) zhb0009.1 [Oryza sativa] 



OJ990913_19.0103.C20 

11982 
AAT/NAP 
5043 
313 



6035 



Seq. ID OJ990913_19.0103.C20 



6281 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



12694 Strand 

3566 End 11982 

OJ990913JL9 . 0103 . C20 . o4 . gs Method GENSCAN 

4414 End 11982 

none Score . 4 9 

4414. .4551, 5639. .5719, 5976. .6744, 6831. .7152, 7446. .7812, 

9760.. 9962, 9983.. 10098, 10500 .. 10632, 11925.. 11982 



Seq. No. 6036 

Gene No. 12695 

Start 1 

Name OJ990913_19 . 0103 . C21 . ol . np 

Start 1 

GI 2982452 

Exons 1..1383 

GI Descrip. (AL022223) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990913_19.0103.C21 

Strand + 

End 1383 

Method AAT/NAP 

End 1383 

Score 899 



Seq. No. 6036 

Gene No. 12695 

Start 1 

Name OJ990913_19 . 0103 .C21 . ol . gs 

Start 58 

GI none 

Exons 58.. 1339 



Seq. ID OJ990913_19.0103.C21 

Strand + 

End 1383 

Method GENSCAN 

End 1339 

Score .75 



Seq. No. 
Gene No. 
Start 
= t y Name 
i,3 Start 
GI 

Exons 



6036 Seq. ID 

12695 Strand 

1 End 

OJ990913_19 . 0103 . C21 . ol . ts Method 

97 End 

none Score 



OJ990913_19.0103.C21 
+ 

1383 

TBLASTX : Soybean 

1380 

80 



97. .195, 97. .774, 106. .390, 244. .846, 388. .1023, 468. .728, 
475. .1068, 511. .918, 529. .1071, 543. .743, 583. .990, 655. .1065, 
697. .816, 799. .1071, 822. .1070, 828. .1277, 828. .1133, 913. .1032, 
1038. .1205, 1116. .1277, 1132. .1368, 1132. .1377, 1132. .1350, 
1132. .1380, 1132. .1377, 1132. .1248, 1153. .1377, 1159. .1350, 
1183. .1380, 1201. .1305, 1249. .1380. 



Seq. No. 6036 
Gene No. 12695 
Start 1 

Name OJ990913_19 . 0103 . C21 . ol . tc 

Start 103 
GI none 

Exons 103.. 195, 103.. 390, 103.. 390, 

108. .362, 112. .369, 171. .350, 
396. .752, 397. .1071, 397. .105 
402. .701, 436. .1002, 468. .710 
727. .1071, 727. .1074, 853. .91 
1098... 1277, 1132. .1377, 1132. 
1132. .1224, 1132. .1377, 1135. 

Seq. No. 6036 

Gene No. 12695 

Start 1 

Name OJ990913 19 . 0103 . C21 . ol . tm 



Seq. ID OJ990913_19.0103.C21 

Strand + 

End 1383 

Method TBLASTX: Cress 

End 1380 

Score 71 

103. .264, 106. .390, 106. .390, 
241. .357, 388. .843, 388. .702, 
9, 397. .939, 397. .660, 399. .629, 
, 517. .1071, 613. .1071, 652. .1062, 
8, 868. .1062, 903. .1070, 978. .1133, 
.1377, 1132. .1377, 1132. .1350, 
.1380, 1138. .1209, 1168. .1377 

Seq. ID OJ990913_19.0103.C21 

Strand + 

End 1383 

Method TBLASTX : Mai ze 



6282 



Start 
GI 

Exons 



103 End 1383 

none Score 81 

103. .267, 106. .369, 370. .516, 394. .657, 397. .804, 469. .873, 
472. .630, 541. .951, 592. .774, 592. .765, 604. .831, 661. .846, 
664. .834, 685. .1071, 831. .887, 834. .1064, 901. .1059, 906. .1106, 
952. .1071, 967. .1053, 1113. .1232, 1132. .1350, 1132. .1233, 
1132. .1278, 1162. .1350, 1185. .1349, 1240. .1287, 1255. .1383 



Seq. No. 6036 

Gene No. 12695 

Start 1 

Name OJ990913_19. 0103 . C21 . ol . tw 

Start 256 

GI none 
Exons 



Seq. ID OJ990913_19.0103.C21 

Strand + 

End 1383 

Method TBLASTX : Wheat 

End 1350 

Score 68 



256. .390, 607. .771, 690. .728, 691. .843, 709. .915, 763. .915, 
853. .1053, 855. .1052, 979. .1074, 997. .1071, 1132. .1275, 
1132.. 1281, 1213.. 1350 



Seq. No. 6037 

Gene No. 12696 

Start 45 

Name ' OJ990913_19 . 0103 . C22 . ol . gs 

Start 45 

GI none 

W Exons 45.. 248 



Seq. ID OJ990913_19.0103.C22 

Strand + 

End 248 

Method GENSCAN 

End 248 

Score .42 



Seq. No. 6037 

Gene No. 12697 

Start 1 

Name OJ990913_19 . 0103 . C22 . ol . gp 

Start 1 

GI 2798320 

Exons 1..211 



Seq. ID OJ990913_19.0103.C22 
Strand 

End 383 

Method AAT/GAP 

End 211 

Score 363 



C- Seq. No. 6037 

Gene No. 12697 

Start 1 

U Name OJ990913_19 . 0103 . C22 . ol . tm 

q Start 74 

f~ t GI none 

Exons 



Seq. ID OJ990913_19.0103.C22 
Strand 

End 383 

Method TBLASTX : Maize 

End 383 

Score 98 



74. .190, 78. .191, 79. .192, 193. .267, 195. .266, 196. .267, 
348.. 383, 3S3..382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6038 

12698 

225 

OJ990903_18.0103.Cl.ol.gs 

225 

none 



Seq. ID OJ990903_18.0103.C1 

Strand + 

End 1534 

Method GENSCAN 

End 1534 

Score .82 



225. .403, 487. .738, 1238. .1271, 1349. .1534 



Seq. No. 6038 

Gene No. 12699 

Start 1980 

Name OJ990903_18 . 0103 . CI . ol . gp 

Start 1980 

GI uC-osflcypl57g04al 



Seq. ID OJ990903_18.0103.C1 

Strand + 

End 2419 

Method AAT/GAP 

End 2419 

Score 781 
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Exons 1980.. 2419 

GI Descrip. ' 2055262/dbj I BAA19793 | 7.0e-35 (AB003194) chitinase lib [Oryza 
sativa] ' 





Seq. No. 


6038 








Seq. ID 


OJ990903_18.0103.C1 




Gene No. 


12700 








Strand 






Start 


2160 








End 


3140 




Name 


OJ990903 18 


.0103. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2154 








End 


3079 




GI 


none 








Score 


396 




Exons 


2154 . .2525, 


2164. 


.2535, 


2275. 


.2535, 2509.. 2571, 2652.-2846, 






2656. .2847, 


2656. 


.2859, 


2657 . 


.2857, 2929.. 3024, 2930.. 3043, 






. 2972. .3079 














Seq. No. 


6038 








Seq. ID 


OJ990903_18.0103.C1 




Gene No. 


12700 








Strand 






Start 


2160 








End 


3140 




Name 


OJ990903 18 


.0103. 


Cl.o2. 


gs 


Method 


GENS CAN 




Start 


2160 








End 


3090 




GI 


none 








Score 


.86 




Exons 


2160. .2566, 


2655. 


. 3090 










Seq. No. 


6038 








Seq. ID 


OJ990903_18.0103.C1 




Gene No. 


12700 








Strand 






Start 


2160 








End 


3140 




Name 


OJ990903 18 


.0103. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2160 








End 


3025 


iy 


GI 


none 








Score 


314 


u 


Exons 


2160. .2567, 


2164. 


.2559, 


2651. 


.2863, 2651.. 2833, 2653.-2862, 






2926. . 3024, 


2933. 


.3025 








•.3 


Seq. No. 


6038 








Seq. ID 


OJ990903_18.0103.C1 




Gene No. 


12700 








Strand 






Start 


2160 








End 


3140 


Q 


Name 


OJ990903 18 


.0103. 


Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


: ; I 


Start 


2160 








End 


2854 


' ''H 


GI 


none 








Score 


318 


1.1 


Exons 


2160. .2561, 


2164. 


.2559, 


2275. 


.2571, 2652.. 2774, 2656.-2853, 


£3 




2657 . .2854 














Seq. No. 


6038 








Seq. ID 


OJ990903_18.0103.C1 




Gene No. 


12700 








Strand 






Start 


2160 








End 


3140 




Name 


OJ990903 18 


.0103. 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


2163 








End 


3114 




GI 


2055262 








Score 


1118 




Exons 


2163. .2566, 


2655. 


.2866, 


3044. 


.3114 






GI Descrip. 


(AB003194) ■ 


chitinase lib [Oryza sativa; 


I 




Seq. No. 


6038 








Seq. ID 


OJ990903_18.0103.C1 




Gene No. 


12700 








Strand 






Start 


2160 








End 


3140 




Name 


OJ990903 18 


.0103. 


Cl.o2. 


gp 


Method 


AAT/GAP 




Start 


2715 








End 


3140 




GI 


28926 1.R10 


84 






Score 


745 




Exons 


27i5. .3140 













GI Descrip. 1 3273202/dbj | BAA31146 | 2.0e-30 (AB010918) responce reactor4 



6284 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6038 Seq. ID 

12700 Strand 

2160 End 

OJ990903_18 . 0103 . CI . ol . tw Method 

2725 End 

none Score 



OJ990903_18.0103.C1 
3140 

TBLASTX: Wheat 

3098 

75 



2725. .2856, 2730 2852,- 2747 .. 2857, 2929. .3024, 2930. .3043, 
2975.. 3067, 3063.. 3098 



6039 

12701 

342 

OJ990903_18. 0103. C3. ol.gs 

342 

none 

342. .463 



Seq. ID OJ990903_18.0103.C3 
Strand 

End 4 63 

Method GENSCAN 

End 4 63 

Score .71 



Seq. No. 6040 

Gene No. 12702 

Start 114 

Name OJ990903_18 . 0103.C4 .ol.gs 

Start 114 

GI none 

Exons 114.. 256, 1185.. 1392 



Seq. ID OJ990903_18.0103.C4 
Strand 

End 1392 

Method GENSCAN 

End 1392 

Score .57 



Seq. No. 6041 

Gene No. 12703 

Start 600 

Name OJ990903_18. 0103. C5. ol.gs 

Start 600 

GI none 
Exons 



Seq. ID OJ990903_18.0103.C5 

Strand + 

End 11292 

Method GENSCAN 

End 11292 

Score .41 



600. .629, 971. .1151, 1631. .1702, 4095. .4216, 5064. .5182, 
5748. .5940, 7155. .7658, 7688. .8252, 8266. .8378, 8733. .8770, 
10464. .10626, 11150.. 11292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6041 Seq. ID 

12703 Strand 

600 End 

OJ990903_18. 0103.C5.o3.gp Method 

5747 End 

428719 Score 
5747. .5940, 7155. .7302 

1621268/emb|CAB02653| 2.0e-13 (Z81012) unknown [Ricinus 
communis] 



OJ990903_18 . 0103yC5. 
+ 

11292 
AAT/GAP 
7302 
660 



6041 

12703 

600 

OJ990903_18 . 0103 . C5 . o2 . np 

6107 

6648215 



Seq. ID OJ990903_18.0103.C5 

Strand + 

End 11292 

Method AAT/NAP 

End 8262 

Score 7 67 



6107;. 6149, 7119. .7658, 7748. .8262 

(AC013483) unknown protein [Arabidopsis thaliana] 



Seq. No. 



6041 



Seq. ID OJ990903_18.0103.C5 



6285 



Gene No. 12704 Strand + 



Start 


20932 




End 


22338 








Name 


OJ990903_18 . 0103 . C5 


.o7.gp 


Method 


AAT/GAP 








Start 


20850 




End 


21301 








GI 


428591 




Score 


543 








Exons 


20850. .21016, 21181 


. .21301 












Seq. No. 


6041 




Seq. ID 


OJ990903_ 


_18, 


.0103 


.C5 


Gene No. 


12704 




Strand 


■f 








Start 


20932 




End . 


22338 








Name 


OJ990903_18 .0103 . C5 


. o4 .gs 


Method 


GENSCAN 








Start 


20932 




End 


22338 








GI 


none 




Score 


.75 








Exons 


20932. .21016, 21181 


. .21678, 


21800. .22338 








Seq. No. 


6041 




Seq. ID 


OJ990903_ 


18, 


.0103 


.C5 


Gene No. 


12705 




Strand 


+ 








Start 


24644 




End 


28227 








Name 


OJ990903_18 . 0103. C5 


. o5 . gs 


Method 


GENSCAN 








Start 


24644 




End 


28227 . 








GI 


none 




Score 


.7 








Exons 


24644 . .24722, 24897 


. . 25394, 


25492. .26026, 26434. 


. .26549, 






. .26584 . .26756, 26817 


. .26964, 


27102. .27599, 27692, 


. .28227 




Seq. No. 


$041 




Seq. ID 


OJ990903 L 


_18, 


.0103 


.C5 


Gene No. 


12705 




Strand 


+ 








Start 


24644 




End 


28227 








Name 


OJ990903 18. 0103. C5 


. o4 . np 


Method 


AAT/NAP 








Start 


26346 




End 


28212 








GI 


537313 




Score 


1052 








Exons 


26346.-26397, 27054 


. .27599, 


27692. .28212 








GI Descrip. 


(L36159) unknown protein [Medicago sativa] 








Seq. No. 


6041 




Seq. ID 


OJ990903_ 


IS, 


.0103 


.C5 


Gene No. 


12706 




Strand 


+ 








Start 


30746 




End 


32890 








Name 


OJ990903 18. 0103. C5 


.06. gs 


Method 


GENSCAN 








Start 


30746 




End 


32890 








GI 


none 




Score 


.79 








Exons 


30746. .30876, 30920 


. .31057, 


31781. .32247, 32274. 


, .32890 




Seq. No. 


6041 




- Seq. ID 


OJ990903_ 


18. 


,0103 


.C5 


Gene No. 


12706 




Strand 


+ 








Start 


30746 




End . 


32890 








Name 


OJ990903 18. 0103. C5 


. o5 . np 


Method 


AAT/NAP 








Start 


31707 




End 


32866 








GI 


1621268 




Score 


997 








Exons 


31707. .32244, 32343 


. .32866 












GI Descrip. 


(Z81012) unknown [Ricinus communis] 










Seq. No. 


6041 




Seq. ID 


OJ990903_ 


18. 


,0103 


.C5 


Gene No. 


12706 




Strand 


+ 








Start 


30746 




End 


32890 








Name 


OJ990903 18. 0103. C5 


. 06. np 


Method 


AAT/NAP 








Start 


31797 




End 


32866 








GI 


4049348 




Score 


940 








Exons 


31797. .32244, 32343, 


. .32866 













6286 



GI Descrip. (AL034567) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6041 
12707 
36126 

OJ990903_18 . 0103 . C5 . 08 . gs 
36126 



Seq. ID OJ990903_18.0103.C5 
Strand + 

48743 
GENSCAN 
48686 
.62 



End 

Method 
End 

none Score 
36126. .36322, 36677 .. 36774, 38391 38619, - 38645 
39866. .39954, 40020 .. 40211, 40930 .. 41396, 42847 
43652. .43802, 44230 .. 44378, 44618 .. 44687, 45081 
45532. .45601, 46233 .. 46560, 47005. . 47401, 47482 
48450. .48686 



,38742, 
,42997, 
,45110, 
,47777, 



Seq. No. 6041 Seq. ID 

Gene No. 12707 Strand 

Start 36126 End 

Name OJ990903_18 . 0103 . C5 . o7 . np Method 

Start 40966 End 

GI 2288994 Score 

Exons 40966. .41454 

GI Descrip. (AC002335) unknown protein [Arabidopsis thaliana] 



OJ990903_18.0103.C5 
+ 

48743 
AAT/NAP 
41454 
335 



Seq. No. 6041 Seq. ID 

Gene No. 12707 Strand 

Start 36126 End 

Name OJ990903_18 . 0103 . C5 . 08 . gp Method 

Start 4 6093 End 

GI none Score 

Exons 46093. .46560, 47005.. 47034 



OJ990903_18.0103.C5 
+ 

48743 
AAT/GAP 
47034 
955 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6041 

12707 

36126 

OJ990903_18.0103.C5.o8.np 

47005 

6850866 



Seq. ID OJ990903_18.0103.C5 



Strand 
End 

Method 

End 

Score 



48743 
AAT/NAP 
48743 
424 



47005. .47445, 47532 .. 47777, 48450. .48743 
(AL132959) putative protein [Arabidopsis thaliana] 



6041 Seq. ID 

12707 Strand 

36126 End 

OJ990903_18 . 0103 . C5 . o9 . gp Method 

47292 End 

LIB3433-023-P1-K1-C6 Score 
47292. .47401, 47482. .47764 

•5123939/embl CAB45497.il 5.0e-10 (AL079349 
[Arabidopsis thaliana] ' 



OJ990903_18.0103.C5 
+ 

48743 
AAT/GAP 
47764 
656 



putative protein 



Seq. No. 6041 Seq. ID 

Gene No. 12708 Strand 

Start 55448 End 

Name OJ990903JL8 . 0103 . C5 . oil . gp Method 

Start 55448 -End 

GI 45556_2.R1084 - Score 

Exons 55448 . .55958 



OJ990903_18.0103.C5 
+ 

55958 
AAT/GAP 
55958 
968 



6287 



m 
ru 

Q 

: .5 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



•4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



6041 

12709 

1 

OJ990903_18.0103.C5.ol.np 



OJ990903 18. 0103. C5 



Seq. ID 
Strand 

End 1167 
Method AAT/NAP 
1 End 1167 

3273202 Score 125 

1..49, 566. .654, 773.-845, 957. .1167 
(AB010918) responce reactor4 [Arabidopsis thaliana] 
gil 6911874 | emb| CAB72174 . 1| (AL138655) responce reactor 4 
[Arabidopsis thaliana] 



6041 

12709 

1 

OJ990903_18.0103.C5.ol.gp 
573 

428412 
573. .664 

3273202/dbj |BAA31146| 2.0e-30 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_18.0103.C5 

1167 
AAT/GAP 
664 
92 



(AB010918) responce reactor4 



OJ990903 18. 0103. C5 



6041 Seq. ID 

12710 Strand 

2196 End 2505 

OJ990903_18 . 0103 .C5 . o2 . gp Method AAT/GAP 

2196 End 2505 

74489_1.R1084 Score 612 
2196. .2505 

, 1621268/emb|CAB02653| 2.0e-13 (Z81012) unknown [Ricinus 
communis] 1 



6041 Seq. ID 

12711 Strand 

8900 End 

OJ990903_18 . 0103 . C5 . o4 . gp Method 

8900 End 

426253 Score 
8900. .9189 



OJ990903_18.0103.C5 

9189 
AAT/GAP 
9189 
463 



OJ990903 18. 0103. C5 



6041 Seq. ID 

12712 Strand 
9954 End 19375 

OJ990903_18 . 0103 . C5 . o3 . np Method AAT/NAP 

9954 End 17375 

6630696 Score 5944 

9954. .10190, 13831. .17375 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



6041 Seq. ID 

12712 Strand 

9954 End 

OJ990903_18 .0103 . C5 . o5 . gp Method 



OJ990903_18.0103.C5 

19375 
AAT/GAP 



6288 




Start 


10347 


End 


10459 




GI 


uC-osflcyp088bl2bl 


Score 


153 




Exons 


10347. .10459 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genoi 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


6041 


Seq. ID 


OJ990903_ 


18. 0103. C5 


Gene No. 


12712 


Strand - 






Start 


9954 


End 


19375 




Name 


OJ990903 18 . 0103.C5.o3.gs 


Method 


GENSCAN 




Start 


16363 ~ 


End 


19375 




GI 


none 


Score 


.62 




Exons 


16363. .16511, 16718. .17081, 


17124. .17372, 17770. 


.17887, 




19251. .19375 








Seq. No. 


6041 


Seq. ID 


OJ990903_ 


18^0103. C5 


Gene No. 


12712 


Strand 






Start 


9954 


End 


19375 




Name 


OJ990903 18.0103.C5.o6.gp 


Method 


AAT/GAP 




Start 


16437 


End 


17266 




GI 


101595 1.R1084 


Score 


1125 




Exons 


. 16437. .16511, 16627.. 17266 








GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains s 


imilarity 


to 




retrovirus-related POL polyproteins [Arabidopsis 


thaliana] 


Seq. No. 


6041 


Seq. ID 


OJ990903_ 


18. 0103. C5 


Gene No . 


12713 


Strand 






Start 


34210 


End 


34584 




Name 


OJ990903 18.0103. C5.o7.gs 


Method 


GENSCAN 




Start 


34210 


End 


34584 




GI 


none 


Score 


.94 




Exons 


34210. .34584 








Seq. No. 


6041 


Seq. ID 


OJ990903_ 


18. 0103. C5 


Gene No . 


12714 


Strand 






Start 


48519 


End 


49137 




Name 


OJ990903 18.0103.C5.ol0.gp 


Method 


AAT/GAP 




Start 


48519 


End 


49137 




GI 


none 


Score 


117.0 




Exons 


48519. .49137 








Seq. No. 


6041 


Seq. ID 


OJ990903_ 


18. 0103. C5 


Gene No. 


12715 


Strand 






Start 


49745 


End 


52910 




Name 


OJ990903 18.0103.C5.o9.np 


Method 


AAT/NAP 




Start 


49745 


End 


52910 




GI 


2253278 


Score 


577 




Exons 


49745. .50100, 50595 .. 50679, 


51336. .51468, 52354. 


.52673, 




52701. .52910 








GI Descrip. 


(AF005492) RF2a [Oryza sativa] 






Seq. No. 


6041 


Seq. ID 


OJ990903_ 


18. 0103. C5 


Gene No. 


12716 


Strand 






Start 


55832 


End 


56201 




Name 


OJ990903 18.0103.C5.o2.tc 


Method 


TBLASTX : Cress 


Start 


7147 


End 


34836 




GI 


none 


Score 


370 





6289 



Exons 



7147. .7458, 7154. .7459, 21171 .. 21476, 21179 .. 21472, 
21255. .21476, 24895 .. 25188, 24896. .25192, 27086. . 27397, 
27091. .27396, 31780 .. 31839, 31826 .. 32062, 31827 .. 32063, 
34724. .34768, 34801. .34836 



Seq. No. 6041 
Gene No. 12716 
Start 55832 

Name OJ990903_18 .0103 .C5.ol.ts 

Start 7147 
GI none 
Exons 7147.. 7509, 

7750. .7875, 

21179. .21484 



21802. 
22263. 
25208. 



,21927 
.22310 
,25399 



25602. .25856 
27065. .27406 
27506. .27580 
27811. -.28116 
31779. .31832 
32054. .32245 
32465. .32770 
34804. .34836 



7154. .7 
7867. .8 
, 21492 
, 21910 
24863 
25494 
25766 
27082 
27694 
27837 
31780 
32055 
32485 



510, 7465 
172, 7884 
. .21683, 
. .22224, 
. .25201, 
. .25613, 
. .25915, 
. .27405, 
. .27819, 
. .27941, 
. .31830, 
. .32246, 
. .32595, 



Seq. ID 
Strand 

End 56201 
Method TBLASTX 
End 34836 
Score 368 
7644, 7472. .7666, 
..8171, 8212. .8259, 
21587. .21688, 21801 
22223, 22258 
25206, 25186 
25553, 



OJ990903 18. 0103. C5 



21933 
24895 
25494 
25955 
27406 
27694 
27966 
31826 
32321 
32620 



25602 

.26002, 25956 

.27513, 27407 

.27807, 27699 

.28115, 28156 

.32047, 31827 

.32485, 32353 

.32769, 34724 



Soybean 



7746. .7811, 
21171. .21485, 

. .21863, 

. .22311, 

. .25398, 

. .25916, 

. .26003, 

. .27604, 

. .27830, 

. .28203, 

. .32048, 

. .32484, 

. .34771, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6041 

12716 

55832 

OJ990903_18.0 

7147 

none 

7147. .7197, 7 
7707.. 7865, 7 
8319.. 8366, 2 
21230. .21451, 
21801. .21866, 
21933. .22304, 
24943. .25167, 
25491. .25616, 
27094. .27150, 
27371. .27586, 
27694*. .27807, 
27871. .28209, 
31826. .32029, 
32034. .32273, 
32474. .32887, 



103.C5.ol.tm 



154. .7 
747 . .7 
1158. . 
21264 
21802 
24895 
25166 
25623 
27101 
27385 
27699 
28083 
31827 
32155 
32485 



204, 71 
875, 77 
21223, 
. .21461 
. .21930 
. .24945 
. .25381 
. .26003 
. .27151 
. .27513 
. .27833 
. .28208 
. .32054 
. .32274 
. .32826 



Seq. ID 
Strand 
End 

Method 
End 
Score 
83. .7278, 7186 
49. .7820, 7879 



OJ990903 18. 0103. C5 



56201 

TBLASTX: Maize 
32903 
51 

7644, 7187. .7645, 
8274, 7884. .8297, 



21159. .21230, 21213. .21482, 
21450. .21665, 21479 .. 21664 , 
21802. .21897, 21877. 
24896. .24964, 24929. 

25392, 25445. 
25964, 25730. 



25192 
25623 
27134 
27494 
27823 
31768 



27403, 27148 

27595, 27694 

28203, 27834 

31830, 31779 

32019. .32273, 32033 

32341. .32484, 32342 .. 32485, 

32709. .32903, 32711.. 32890 



22323, 
25198, 
25612, 
26026, 
27372, 
27831, 
28190, 
31829, 
32233, 



Seq. No. 6041 

Gene No. 12716 

Start 55832 

Name OJ990903_18 . 0103 . C5 .06 . tw 

Start 7442 

GI none 
Exons 



OJ990903 18. 0103. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7442. .7666, 7762. .7785, 7780. .7824, 21444 .. 21683, 21446 21676, 
25160. .25399, 25213 .. 25386, 25524 .. 25568 , 27365 .. 27 604 , 
27706. .27729, 32013 .. 32234 , 32015 .. 32218 , 32348.. 32383 



56201 

TBLASTX: Wheat 

32383 

168 



6290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Ex'ons 



6041 

12716 

55832 

OJ990903_18.0 

7463 

none 

7463. .7666, 7 
8215.. 8238, 2 
21804. .21866, 
25192. .25275, 
25626. .25955, 
27694. .27819, 
32063. .32245, 
32465. .32809, 



103.C5.ol.tc 



Seq. ID OJ990903_18.0103.C5 
Strand 

End 56201 
Method TBLASTX : Cress 
End 32809 
Score 224 
750. .7875, 7752. .7814, 7867. .8211, 7884. .8180, 
1477.. 21701, 21494. .21664, 21802 .. 21927 , 
21910. .22263, 21933 .. 22262 , 22267 .. 22290, 
25193. .25399, 25306 .. 25392 , 254 94 .. 25613, 
25730. .25954, 27398 27 604 , 27693 27833, 
27811. .28155, 27834 28124 , 28159 28182 , 
32154. .32243, 32351 324 85 , 32359 32484 , 
32485.. 32778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6041 

12716 

55832 

OJ990903 18.0103.C5.o8.tw 



OJ990903 18. 0103. C5 



Seq. ID 
Strand 
End 

_ Method 
9459 End 
none Score 
94S9..9488, 9460.. 9588, 9532.. 9585, 9600.. 9662, 9603.. 9653, 
9645.-9743, 9674. .9775, 9773. .9814, 9783. .9815 



56201 

TBLASTX: Wheat 

9815 

94 



i If 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6041 

12716 

55832 

OJ990903_18.0103.C5.o2.tw 

10092 

none 

10092. .10190, 10096. .10191, 
13832. .13888, 13880. .14101, 
13938. .14117, 



14133. .14201, 



6041 

12716 

55832 

OJ990903_18 . 0103 . C5 . o7 . ts 

13783 

none 

13783. .13893, 13880 .. 14062 , 
14087.. 14212 



Seq. ID OJ990903_18.0103.C5 
Strand 

End 56201 

Method TBLASTX : Wheat 

End 14206 

Score 119 
10123. .10191, 13828. .13878, 
13880. .14116, 13881. .14132, 
14135. .14206, 1414 6. .14205 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_18.0103.C5 
56201 

TBLASTX: Soybean 

14212 

34 



13938. .14063, 14087 14212 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 



6041 Seq. ID 

12716 Strand 

55832 End 

OJ990903_18 . 0103 . C5 . 06 . tm Method 

14062 End 

none Score 



OJ990903_18.0103.C5 
56201 

TBLASTX: Maize 

14410 

103 



14062. .14376, 14070 .. 14303, 14072 .. 144 10 , 14073. .14396 



Seq. No. 6041 

Gene No. 12716 

Start 55832 

Name OJ990903_18 . 0103 . C5 . o3 . ts 

Start 14213 



Seq. ID OJ990903_18.0103.C5 
Strand 

End 56201 

"Method TBLASTX : Soybean 

End ' 14560 



6291 




(IT 


none 




Score 


74 






14 91^ 14401 14914 

± H £ X 3 . . 14 4 U X f XH£, 14 


1 4 ^QQ 


14402. .14560 






604 1 

DU41 




Seq. ID 


OJ990903_18.0103 


PS 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


n.TQQOQm ift ni o^ ps 


. o3 • tw 


Method 


TBLASTX: Wheat 




<^i- a r-f- 


14 4 14 




End 


14960 




PT 
V3l 


none 




Score 


69 




Exons 


14414 14690 1 461 S 

±44X4 • • XH \>£.\J f 1 4 OlO 


1 4 ftft7 


14892. .14960 




JClj. IN tJ • 


604 1 
OU4 X 




Seq. ID 


OJ990903_18.0103 


PS 

• CO 


Gene No. 


12716 




Strand 






Start 


55832 .. 




End 


56201 






o.tqqoqo*^ ift oio^ ps 


• o5 * tm 


Method 


TBLASTX: Maize 




Jtall. 


1 4 4 ~~ 
X 4 4 




End 


14960 






none 




Score 


61 




V vr\n o 

Hi AL/i 1 0 


144QS 14ftQ^ 1467S 

1 4 4 .7 0 • . lftO^J; 1 4 O / O 


1 4 ft94 

• .14 0^4, 


14892. .14960, 14910.. 14945 




Q <a rr Kirs 


604 1 




Seq. ID 


OJ990903_18.0103 


PS 
. CO 


ofciilt; LNU • 


1 97 1 6 

1^ / lO 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903 18. 0103. C5 


.o2.ts 


Method 


TBLASTX: Soybean 




O L. Cll 


i 4 6^o 




End 


15095 




CI ' 
ol 


S S0Q9 60 




Score 


46 




Exons 


146^0 1 4ftft7 14774 
1400U..1400/, 1 4 / / 4 


. . 1 4 O / O , 


14892. .15095, 14896. .15000 




PT noepyi n 
Ol UCOUI 1[J . 












o c 4 . IN u • 


6041 




Seq. ID 


OJ990903_18.0103 


PS 
• vJ 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




IN ct I lie 


p.tqqoqo^ ift oio*} ps 

10 . uiuj.lj 


. OO • UC 


Method 


TBLASTX: Cress 






14741 ~~ 

14/41 




End 


15002 




r; T 


none 




Score 


84 




LAUllo 


14741 14ftQ^ 14ftQ9 

14 / 4 1 ■ . 1 4 O .7 0 , l*i03t 


1 S009 


14893. .15000 




Can Ma 


6041 




Seq. ID 


OJ990903_18.0103 


PS 

• C j 


UCllC LNLJ • 


1 £. 1 1 O 




Strand 






Start 


55832 




, End 


56201 




Name 


OJ990903_18.0103.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




^•h^ -ri - 

O L cl -L L 


i s 

1 Jul J 




End 


15768 




PT 

Ol 


none 




Score 


105 




Hi AUi i O 


1 S01 S 1S17^ 1 SOI S 

lJUlJ • • iJl ' O , 1 JvlJ 


• . 1 0 4 0 0 , 


15020. .154< 


i8, 15265. .15459, 






1 S9Q4 1S47^ 1S4S0 

IJt J4 . • 1 J 4 / J/ 1 0 4 O U 


1 S7SP. 
• . Ij / jO/ 


15454. .15768, 15455. .15760 






6041 




Seq. ID 


OJ990903_18.0103 


P s 


Gene No., 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


O.TQQOQO^ 1ft 01 0^ PS 


. o4 . ts 


Method 


TBLASTX : Soybean 




o tar l 


1 S4 90 




End 


15816 




bl 


none 




Score 


89 




Exons 


1S490 1S4SQ 1 c^icq 
XOhz.Kj . . 104O0 , IjflDj 


1 CCQ1 

. . loo y 1 , 


15581. .15814, 15586. .15816 




Seq. No. 


6041 




Seq. ID 


OJ990903__18.0103 


.C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903 18. 0103. C5 . 


. o7 . tm 


Method 


TBLASTX: Maize 





6292 




Start 


15604 




End 


16068 




GI 


none 




Score 


65 




Exons 


15604. .16068, 15677. 


. 15778 








Seq. No. 


6041 




Seq. ID 


OJ990903 18.0103. 


C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903_18 . 0103 . C5 . 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15769 




End 


15961 




GI 


none 




Score 


201 




Exons 


15769. .15960, 15797. 


. 15961 








Seq. No. 


6041 




Seq. ID 


OJ990903_18 .0103. 


C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903_18.0103.C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16222 




End 


16502 




GI 


none 




Score 


336 




Exons 


16222. .16494, 16227. 


. 16496, 


16228. .16494, 16229 .. 1 64 95, 






16239. .16502 










Seq. No. 


6041 




Seq. ID 


OJ990903_18.0103. 


C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903_18 .0103.C5. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


17028 




End 


17334 




GI 


none 




Score 


110 




Exons 


17028. .17207, 17085. 


. 17333, 


17104. .17334 




Seq. No. 


6041 




Seq. ID 


OJ990903_18.0103. 


C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903_18.0103.C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17084 




End 


17476 




GI 


none 




Score 


137 




Exons 


17084. .17266, 17085. 


. 17369, 


17104. .17340, 17368. .17475, 






17378 . . 17476 










Seq. No. 


6041 




Seq. ID 


OJ990903_18.0103. 


C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903_18 .0103.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


40942 




End 


41286 




GI 


none 




Score 


337 




Exons 


40942. .41019, 40945. 


.41286, 


40965. .41252 




Seq. No. . 


6041 




Seq. ID 


OJ990903_18.0103. 


C5 


Gene No. 


12716 




Strand 






Start 


55832 




End 


56201 




Name 


OJ990903 18. 0103. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


46350 




End 


47319 




GI 


none 




Score 


110 




Exons 


46350. .46424, 46455. 


.46556, 


46471. .46560, 4 6477 .. 4 6560, 






47002. .47319, 47004. 


.47318 








Seq. No. 


6041 




Seq. ID 


OJ990903_18.0103. 


C5 


Gene No. 


12716 




Strand 







6293 




Start 


5583.2 




End 56201 


Name 


OJ990903 18.0103. Co. 


o5 . ts 


Met nod TBLASTX: Soybean 


Start 


47149 




End 48611 


GI 


none 




Score 76 


Exons 


4714 9 .. 47292, 47538. 


.47780, 


48447 . . 48611 


Seq. No. 


6041 . 




Seq. ID OJ990903_l8 . 0103 


Gene No. 


12716 




Strand - 


Start 


55832 




End 56201 


Name 


OJ990903_18.0103.C5. 


08 . tm 


Method TBLASTX : Mai ze 


Start 


47708 




End 48685 


GI 


none 




Score 108 


Exons 


47708 .. 47770, 47709. 


. 47780, 


47730 .. 47780, 48443 48571, 




A f\ A A A 4 n 4 m A f\ A A 1 

48444 .. 48491, 48447. 


. 48671, 


484 4 8 48528 , 48449. .48685 


Seq. No. 


6041 




Seq. ID OJ990903_18 . 0103 


Gene No. 


12716 




Strand 


Start 


55832 




End 56201 


Name 


OJ990903_18.0103.C5. 


olO.tm 


Method . r TBLASTX: Maize 


Start 


50003 




t— i _] - c o /i o o 

End 52422 


GI 


none 




Score 86 


Exons 


50003. .50110, 50596. 


. 50682, 


50597 .. 50680, 51316 .. 51471 , 




51336. .51485, 52353. 


. 52421, 


52354 . . 52422 


Seq. No. 


6041 




Seq. ID OJ990903 18.0103 


Gene No. 


12716 




Strand 


Start 


55832 




End 56201 


Name 


OJ990903_18.0103.C5. 


o4 . tc 


Method TBLASTX : Cress 


Start 


50009 




i—i _i COCAO 

End 52502 


GI 


none 




Score 115 


Exons 


50009. . 50098, 50596. 


. 50682, 


50597 .. 50683, 51270 .. 51485, 




51316. . 51471, 52353. 


. 52424 , 


52354 .. 52425, 52464. .52502 


Seq. No. 


6041 




Seq. ID OJ990903 18.0103 


Gene No. 


12716 




Strand 


Start 


55832 




End 56201 


Name 


OJ990903_18.0103.C5. 


o7 . tw 


Method TBLASTX : Wheat 


Start 


50042 




End 52427 


GI 


none 




Score 36 


Exons 


50042 .. 50110, 50573. 


. 50617 , 


^or~rty" r- rt rt o r- rt r- rt ^ rt rt rt 

50596 .. 50682, 50597 .. 50689, 




C 1 "3 O O C ^ A Q C C 1 O O 

51322 .. 51486, 51336. 


C 'l' A O C 

. 51485, 


C O C ~5 C O /I O "7 

52353 . . 52427 


Seq. No. 


6041 




_ _ _ -»* f~\ -r rt rt f\ rt rt " T rt rt "1 rt rt 

Seq. ID OJ990903_18 . 0103 


bene No . 


/ lb 




Strand - 


Start 


55832 




End 56201 


Name 


OJ990903 18. 0103. C5. 


06 . ts 


Method TBLASTX : Soybean 


Start 


50596 




End 52484 


GI 


none 




Score 72 


Exons 


50596. .50682, 50597. 


.50683, 


51270. .51485, 51316 .. 51471, 



52353. .52484 



Seq. No. 6041 Seq. ID 

Gene No. 12716 Strand 

Start 55832 End 

Name OJ990903JL8 . 0103.C5 .ol0 .np Method 

Start 55832 End 

GI 6466939 Score 



OJ990903_18.0103.C5 

56201 
AAT/NAP 
56201 
98 



6294 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55832. .55938, 56134.. 56201 

(AC009176) unknown protein, 5 1 partial [Arabidopsis thaliana] 



6042 

12717 

134 

OJ990903_18.0103.C6.ol.np 
134 

6041852 



Seq. ID OJ990903_18.0103.C6 
Strand 

End 2931 

Method AAT/NAP 

End 2838 

Score 353 



134. .224, 473. .587, 1817. .1882, 1989. .2088, 2591. .2838 
(AC009853) unknown protein, 3' partial [Arabidopsis thaliana] 



6042 

12717 

134 

OJ990903_18.0103.C6.ol.gs 

143 

none 



Seq. ID OJ990903_18.0103.C6 
Strand 

End 2931 

Method GENSCAN 

End 2796 

Score .93 



143. .224, 473. .587, 1989. .2088, 2591. .2796 



Seq. No. 

Gene No. 

Start 

Name 
^ Start 
:!? GI 

Exons 

ru 

p Seq. No. 
i j Gene No. 
Start 
Name 
Start 
s GI 
Q Exons 



6042 

12717 

134 

OJ990903_18.0103.C6.ol.gp 

2574 

428126 

2574. .2931 

6042 

12718 

5126 

OJ990903_18.0103.C6.ol.tm 

1992 

none 



Seq. ID OJ990903_18.0103.C6 
Strand 

End 2931 

Method AAT/GAP 

End 2931 

Score 614 



Seq. ID OJ990903_18.0103.C6 
Strand 

End 6051 

Method TBLASTX : Mai ze 

End 2797 

Score 78 



1992. .2045, 1992. .2054, 1993. .2052, 2049. .2099, 2053. .2103, 
2576.. 2698, 2590.. 2676, 2738.. 2797, 2773.. 2796 



r a Seq. No. 6042 

Gene No. 12718 

□ Start 5126 

j;3 Name OJ990903_18.0103.C6.o2.gs 

Start 5126 

GI none 

Exons 5126.. 5230, 5375.. 5537, 6014, 



Seq. ID OJ990903_18.0103.C6 
Strand 

End 6051 

Method GENSCAN 

End 6051 

Score .59 
.6051 



Seq. No. 6043 

Gene No. 12719 

Start 279 

Name OJ990903_18 . 0103 . C7 . ol . gs 

Start 279 

GI none 

Exons 279.. 440 



Seq. ID OJ990903_18.0103.C7 

Strand + 

End 440 

Method GENSCAN 

End 440 

Score .44 



Seq. No. 6043 

Gene No. 12720 

Start 830 

Name OJ990903_18 . 0103 . C7 . o2 . gs 



Seq.' ID OJ990903_18.0103.C7 
Strand 

End 9393 

Method GENSCAN 



6295 



Start 
GI 

Exons 



830 End 8893 

none Score . 7 

830.. 989, 1234.. 1381, 2620.. 2649, 4888.. 5055, 5310.. 5390, 
5456. .5687, 5942. .6209, 6302. .6600, 6693. .7461, 7544. .7694, 
8248. .8361, 8698. .8893 



Seq. No. 6043 

Gene No. . 12720 

Start 830 

Name OJ990903_18 . 0103 . C7 . ol . np 

Start 833 

GI 5042462 

Exons 833.. 913, 942.. 998 

GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



Seq. ID OJ990903_18.0103.C7 
Strand 

End 9393 

Method AAT/NAP 

End 998 

Score 104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
=3 GI Descrip. 



6043 Seq. ID 

12720 Strand 

830 End 

OJ990903_18 . 0103 . C7 . o2 . np Method 

4764 End 

5441880 Score 



OJ990903_18.0103.C7 

9393 
AAT/NAP 
9393 
692 



4764. .5007, 5416. .5632, 5936. .6195, 6294. .6594, 7113. .7418, 
7525.. 7698, 8267.. 8563, 8825. .8874, 9316.. 9393 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



jy Seq. No. 

Q Gene No. 

Q Start 

. ^ Name 

^ Start 

^ GI 

~* Exons 



OJ990903 18. 0103. C7 



6043 Seq. ID 

12720 Strand 

830 End 

OJ990903_18 . 0103 . C7 . o2 . tw Method 

7050 End 

none Score 

7050. .7082, 7119. .7154, 7188. .7316, 7189. .7317, 7315. .7371, 
7326.. 7379 



9393 

TBLASTX: Wheat 

7379 

96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6043 Seq. ID 

12720 Strand 

830 End 

OJ990903_18 . 0103 . C7 . ol . tw Method 

9077 End 

none Score 



OJ990903_18.0103.C7 
9393 

TBLASTX: Wheat 

9392 

71 



9077.. 9274, 9154. 
9314.. 9391, 9315. 



,9240, 9173. .9262, 9219.. 9266, 9287.. 9391, 

,9392 



Seq. No. 6044 Seq. ID 

Gene No. 12721 Strand 

Start 3667 End 

Name . OJ990903_18 . 0103 .C8 . o2 . gs Method 

Start 3667 End 

GI none Score 

Exons 3667.. 4515, 5375.. 5416, 5552.. 6286, 

7592.. 8232, 8286.. 8633 



OJ990903_18.0103.C8 
+ 

8633 
GENSCAN 
8633 
.62 

6493. . 6602, 7338. .7459, 



Seq. No. 
Gene No. 



6044 - 
12721 



Seq. ID OJ990903__18.0103.C8 
Strand + 



6296 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3667 End 8633 

OJ990903_18 . 0103 . C8 . o2 . np Method AAT/NAP 

4077 End 8624 

2288997 Score 1325 

4077. .4537, 5517. .6286, 7354. .7470, 7568. .8195, 8294.-8624 

(AC002335) hypothetical protein [Arabidopsis thaliana] 



6044 

12722 

9318 

OJ990903_18 . 0103 . C8 . o3 . gs 

9318 

none 



Seq. ID OJ990903_18.0103.C8 

Strand + 

End 10179 

Method GENSCAN 

End 10179 

Score .42 



9318. .9498, 9504. .9656, 10136. .10179 



6044 
12723 
1 

OJ990903_18 . 0103 . C8 . ol . np 
1 

5441880 
1. .836 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted. ...gene . ; Similar to. maize transposon MuDR mudrA protein. 
(AC003981T [Oryza sativa] 



Seq. ID OJ990903_18.0103.C8 
Strand 

End 3313 

Method AAT/NAP 

End 836 

Score 508 



6044 

12723 

1 

OJ990903_18 . 0103 . C8 . o4 . tm 
1 

none 



Seq. ID OJ990903_18.0103.C8 
Strand 

End 3313 

Method TBLASTX : Mai ze 

End 267 

Score 66 



1.-114, 3. .113, 114. .266, 145. .267 



6044 

12723 

1 

OJ990903_18.0103.C8.ol.gs 
7 

none 



Seq. ID OJ990903_18.0103.C8 
Strand 

End 3313 

Method GENSCAN 

End 3313 

Score .46 



7. .823, 879. .1372, 1975. .2114, 2148. .2262, 2798. .3254, 
3256. .3313 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



6044 

12724 

3583 

OJ990903_18.0103.C8.o3.tm 

3583 

none 



Seq. ID OJ990903_18 . 0103 . C8 
Strand 

End 4069 

Method TBLASTX : Mai ze 

End 4069 

Score 14 9 



3583.. 3627, 3627.. 3761, 3646.. 3762, 3646.. 3762, 3650.. 3775, 
3651.. 3764, 3750.. 3839, 3751.. 3840, 3834.. 3962, 3835.. 3930, 
3962.. 4069, 3973.. 4068 



6044 

12725 

4081 

OJ990903 18.0103.C8.o3.ts 



Seq. ID OJ990903_18.0103.C8 
Strand 

End 6280 

Method TBLASTX : Soybean 



6297 




Start 


4081 








End 


4449 


GI 


none 








Score 


95 


Exons 


4081. .4218, 


4234 . 


. 4449 








Seq. No. 


6044 








Seq. ID 


OJ990903_18. 0103.C8 


Gene No. 


12725 








Strand 




Start 


4081 








End 


6280 


Name 


OJ990903_18 


.0103. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4141 








End 


4536 


GI 


none 








Score 


78 


Exons 


4141. .4215, 


4233. 


.4535, 


4234 . 


.4536 




Seq. No. 


6044 








Seq. ID 


OJ990903_18. 0103.C8 


Gene No. 


12725 








Strand 




Start 


4081 








End 


6280 


Name 


OJ990903 18 


.0103. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4292 








End 


6280 


GI 


none 








Score 


358 


Exons 


4292. .4531, 


4293. 


.4532, 


4294 . 


.4530, 5549.. 6091, 5555.. 6127, 




5568. .6098, 


5710. 


.6126, 


6117. 


.6272, 6125.. 6280, 6125.. 6271, 




6156. .6278 












Seq. No. 


6044 








Seq. ID 


OJ990903_18.0103.C8 


Gene No. 


12725 








Strand 




Start" 


4081 








End 


6280 


Name 


OJ990903 18 


.0103. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5549 








End 


5983 


GI 


none 








Score 


94 


Exons 


5549. .5653, 


5717. 


.5983 








Seq. No. 


6044 








Seq. ID 


OJ990903_18.0103.C8 


Gene No. 


12725 








Strand 




Start 


4081 








End 


6280 


Name 


OJ990903 18 


.0103. 


C8 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


5776 








End 


6142 


GI 


none 








Score 


197 


Exons 


5776. .5982, 


5777. 


.5989, 


5957. 


.6142 




Seq. No. 


6044 








Seq. ID 


OJ990903_18.0103.C8 


Gene No. 


12726 








Strand 




Start 


7354 








End 


8642 


Name 


OJ990903 18 


.0103. 


C8 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7354 








End 


8642 


GI ' 


none 








Score 


127 


Exons 


7354. .7458, 


7368. 


.7466, 


7590. 


.7913, 7591. .7974, 7591. .7992, 




7954. .8088, 


7987. 


.8040, 


8036. 


.8194, 8037. .8210, 8038. .8196, 




8198. .8602, 


8199. 


.8603, 


8204 . 


.8623, 8503.. 8622, 8583.. 8642, 




8594 . .8635 












Seq. No. 


6044 








Seq. ID 


OJ990903_18.0103.C8 


Gene No. 


12726 








Strand 




Start 


7354 








End 


8642 


Name 


OJ990903 18 


.0103. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7579 








End 


7761 


GI 


none 








Score 


243 „ 


Exons 


7579. .7761, 


7582. 


.7743, 


7590. 


.7751 





6298 



Seq. No. 


6045 








Seq. ID 


OJ990903_ 


18 


.0103 


.C9 


Gene No. 


12727 








Strand 


+ 








Start 


132 








End 


497 








Name 


OJ990903 18, 


.0103. 


C9.ol. 


gs 


Method 


GENSCAN 








Start 


132 








End 


497 








GI 


none 








Score 


. 68 








Exons 


132. .497 


















Seq. No. 


6045 








Seq. ID 


OJ990903_ 


18 


.0103 


.C9 


Gene No . 


12728 








Strand 


+ 








Start 


3084 








End 


3925 








Name 


OJ990903 18. 


.0103. 


C9.o2. 


gs 


Method 


GENSCAN 








Start 


3084 






End 


3925 








GI 


none 








Score 


.86 








Exons 


3084. .3124, 


3208. 


.3925 














Seq. No. 


6045 








Seq. ID 


OJ990903_ 


18 


.0103 


.C9 


Gene No. 


12728 








Strand 


+ 








Start 


3084 








End 


3925 








Name 


OJ990903 18. 


. 0103. 


C9.o2. 


gp 


Method 


AAT/GAP 








Start 


3261 








End 


3577 








GI 


none 








Score 


604 








Exons 


3261. .3577 


















Seq. No. 


6045 








Seq. ID 


OJ990903_ 


18 


.0103 


.C9 


Gene No. 


12729 








Strand 


+ 








Start 


4388 








End 


5281 








Name 


OJ990903 18. 


.0103. 


C9.o3. 


gs 


Method 


GENSCAN 








Start 


4388 








End 


5281 








GI 


none 








Score 


.8 








Exons 


4388. .4528, 


5066. 


.5281 














Seq. No. 


6045 








Seq. ID 


OJ990903_ 


18 


.0103 


.C9 


Gene No. 


12730 








Strand 


+ 








Start 


11916 








End 


15103 








Name 


OJ990903 18. 


.0103. 


C9.o2. 


np 


Method 


AAT/NAP 








Start 


11916 








End 


15103 








GI 


5852093 








Score 


108 









Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11916. .12044, 12638. .12770, 13137, 
(AL117264) zwhl6.1 [Oryza sativa] 



13363, 15074.. 15103 



6045 Seq. ID 

12730 Strand 

11916 End 

OJ990903_18.0103.C9.o3.np Method 

12192 End 

5852084 Score 
12192. .12231, 13532.. 13617 
(AL117264) zwh0007.1 [Oryza sativa] 



OJ990903_18.0l03.C9 
+ 

15103 ■ 
AAT/NAP 
13617 
76 



6045 

12731 

17938 

OJ990903_18.0103.C9.o6.np 

17938 

6721561 



Seq. ID OJ990903_18.0103.C9 



Strand 
End 

Method 

End 

Score 



+ 

20000 
AAT/NAP 
20000 
101 



17938. .18029, 184 95 .. 18566, 19524 .. 19638, 19845. .20000 



6299 



GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 6045 Seq. ID OJ990903_18 . 0103 .C9 

Gene No. 12731 Strand + 

Start 17938 End 20000 

Name . OJ990903_18 . 0103 . C9 . o3 . gp Method AAT/GAP 

Start 18537 End 19102 

GI uC-osflcyp088bl2bl Score 141 

Exons 18537. .18643, 19060.. 19102 

GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6045 

12732 

7311 

OJ990903_18.0103.C9.o4.gs 
7311 
. none 



Seq. ID OJ990903_18.0103.C9 



Strand 
End 

Method 

End 

Score 



14543 
GENSCAN 
14543 
.91 



7311. .7712, 9491. .9673, 12421 .. 12682, 14470. .14543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6045 

12732 

7311 

OJ990903 

7323 

6850889 



18.0103.C9.ol.np 



Seq. ID 
. Strand 
End 

Method 

End 

Score 



OJ990903_18.0103.C9 

14543 
AAT/NAP 
12679 
377 



7323.. 7712, 9491.. 9657, 12348.. 12679 

(AL1378 98) putative protein [Arabidopsis thaliana] 



Seq. No. 
3 Gene No. 
j Start 
T Name 
1 Start 
GI 

Exons 



6045 

12733 

15835 

OJ990903_18.0103.C9.ol.tm 

7314 

none 



Seq. ID OJ990903_18.0103.C9 
Strand 
End 

Method 
End 
Score 



21866 

TBLASTX: Maize 

13083 

392 



7314. .7718, 7315. .7716, 12972 .. 13082, 12973. .13083 



Seq. No. 6045 

Gene No. 12733 Strand 

Start 15835 End 

Name OJ990903_18 .0103.C9.ol. ts Methbd 

Start 9527 End 

GI none Score 

Exons 9527.. 9673, 9567.. 9710, 12394.. 12687 



Seq. -ID OJ990903_18.0103.C9 



21866 

TBLASTX : Soybean 

12687 

75 



Seq. No. 6045 

Gene No. 12733 

Start 15835 

Name OJ990903_18 . 0103 . C9 . 62 . tm 

Start 12403 

GI none 

Exons 12403. .12513, 124 12 .. 12489, 
12534. .12587, 12574. .12681, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 18. 0103. C9 



21866 

TBLASTX: Maize 
12819 
77 

12419. .12589, 12532 12660, 
12638. . 12682, 12775 .. 12819, 



6300 




12789. .12815 



Seq. No. 


6045 


Seq. ID 


OJ990903_ 


18 


.0103. 


C9 


Gene No. 


12733 


Strand 










Start 


15835 


End 


21866 








Name 


OJ990903 18.0103.C9.o4.np 


Method 


AAT/NAP 








Start 


15835 


End 


18467 








GI 


6815109 


Score 


716 








Exons 


15835. .16948, 17016. . 17121, 


18430. .18467 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6045 


Seq. ID 


OJ990903_ 


18 - 


.0103. 


C9 


Gene No. 


12733 


Strand 










Start 


15835 


End 


21866 








Name 


OJ990903 18.0103.C9.o7.np 


Method 


AAT/NAP 








Start 


16400 


End 


20314 








GI 


6069654 


Score 


251 








Exons 


16400. .17047, 18892.. 20314 












GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6045 


Seq. ID 


OJ990903_ 


18, 


.0103. 


C9 


Gene No. 


12733 


Strand 










Start 


15835 


End 


21866 








Name 


OJ990903 18.0103.C9.o5.np 


Method 


AAT/NAP 








Start 


17816 


• End 


21866 








GI 


4680183 


Score 


133 








Exons 


17816. .17958, 21828.. 21866 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


6045 


Seq. ID 


OJ990903_ 


18, 


.0103. 


C9 


Gene No. 


12733 


Strand 










Start 


15835 


End 


21866 








Name 


OJ990903 18.0103.C9.o8.np 


Method 


AAT/NAP 








Start 


19889 


End 


21682 








GI ■ 


6907088 


Score 


186 








Exons 


19889. .20279, 20783 .. 21025, 


21249. .21337, 21648. 


.21682 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6046 


Seq. ID 


OJ990903_ 


18. 


.0103. 


C10 


Gene No. 


12734 


Strand 


+ 








Start 


1 


End 


690 








Name 


OJ990903 18.0103.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


690 








GI 


5690095 


Score 


392 








Exons 


1. .690 












GI Descrip. 


(AJ238507) transposase related protein 


[Zea mays] 






Seq. No. 


6046 


Seq. ID 


OJ990903_ 


18. 


.0103. 


C10 


Gene No. 


12734 


Strand 


+ 








Start 


1 


End 


690 








Name 


OJ990903 18.0103.C10.ol.gs 


Method 


GENS CAN 








Start 


176 


End 


427 








GI 


none 


Score 


.4 








Exons 


176. .427 












Seq. No. 


6047 


Seq. ID 


OJ990803_ 


12, 


,0103. 


CI 


Gene No. 


12735 


Strand 


+ 









6301 




Start 


1022 








End 


9963 




Name 


OJ990803 12 


.0103 


.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


1022 








End 


9963 




GI 


none 








Score 


.61 




Exons 


1022 . . 1163, 


1649 


. . 1724 , 


2311 . 


.2538, 2624.. 2736, 


3021 . . 3069 




3420 . . 3572, 


3841 


. . 3977, 


4063. 


.4110, 4290. .4415, 


5895 . . 6015 




8038 . .8109, 


9475 


. . 9584, 


9667 . 


.9785, 9882.. 9963 




Seq. No. 


6047 








Seq. ID 


OJ990803 


12 . 0103 . CI 


Gene No. 


12735 








Strand 


+ 




Start 


1022 








End 


9963 




Name 


OJ990803 12 


.0103 


.CI .ol . 


np 


Method 


AAT/NAP 




Start 


2552 








End 


6063 




GI 


1001312 








Score 


311 




Exons 


2552. .2680, 


3021 


. .3069, 


3420. 


.3572, 3841.. 3915, 


4040 . .4132 




4321. .4411, 


4509 


. .4664, 


5025. 


.5115, 5215.. 5300, 


5585 . . 5634 




5889. .6063 














GI Descrip. 


(D64006) hypothetical protein 


[Synechocystis sp 


. ] 


Seq. No. 


6047 








Seq. ID 


OJ990803 


_12.0103.C1 


Gene No. 


12735 








Strand 


+ 




Start 


1022 








End 


9963 




Name 


OJ990803 12 


.0103 


.Cl.ol. 


gp 


Method 


AAT/GAP 




Start. 


5522 








End 


6252 




GI 


none 








Score 


804 




Exons 


5522. .5629, 


5895 


. .6252 










Seq. No. 


6047 








Seq. ID 


OJ990803 


12 . 0103 .CI 


Gene No. 


12735 








Strand 


+ 




Start 


1022 








End 


9963 




Name 


OJ990803 12 


.0103 


.Cl.o2. 


gp 


Method 


AAT/GAP 




Start 


8010 








End 


9568 




GI 


none 








Score 


721 




Exons 


8010. .8314, 


9475 


. .9568 










Seq. No. 


6047 








Seq. ID 


OJ990803 


12 . 0103 .CI 


Gene No. 


12735 








Strand 


+ 




Start 


1022 








End - 


9963 




Name 


OJ990803 12 


.0103 


.Cl.o2. 


np 


Method 


AAT/NAP 




Start 


8138 








End' 


9954 




GI 


6714413 








Score 


338 




Exons 


8138. .8314, 


9475 


. .9584, 


9667. 


.9785, 9882. .9954 




GI Descrip. 


(AC012328) 


unknown protein [Arabiciopsis thaliana] 


Seq. No. 


6047 








Seq. ID 


OJ990803 


_12.0103.C1 


Gene No. 


12736 








Strand 






Start 


9922 








End 


10106 




Name 


OJ990803 12 


.0103 


.Cl.o3. 


gp 


Method 


AAT/GAP 




Start 


9922 








End 


10106 




GI 


6012852 








Score 


340 




Exons 


9922. .10106 














Seq. No. 


6047 








Seq. ID 


OJ990803_ 


_12.0103.C1 


Gene No. 


12737 








Strand 






Start 


10954 








End 


11494 




Name 


OJ990803 12 


.0103 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2461 








End 


5984 





6302 



GI 

Exons 



none 
2461 
3021 
3840 
4063 
4510 
4665 



2523, 2611. 

3068, 3418. 

3977, 3842. 

4131, 4288. 

4536, 4512. 

4763, 4713. 

5219.. 5293, 5220. 
5883. .5984 



.2688, 2612. 

.3570, 3418. 

.3979, 3844. 

.4410, 4319. 

.4544, 4537. 

.4760, 5014. 

.5303, 5519. 



Score 37 

.2704, 3019.. 3105, 

.3561, 3419.. 3571, 

.3978, 4060.. 4134, 

.4411, 4323. .4412, 

.4587, 4540. .4587, 

.5115, -5024. .5128, 

.5632, 5547.. 5633, 



3020. .3064, 
3419. .3562, 
4062. .4136, 
4507. .4539, 
4664. .4759, 
5025. .5129, 
5882. .5983, 



Seq. No. 6047 

Gene No. 12737 

Start 10954 

Name OJ990803JL2 . 0103 . CI . ol . tc 

Start 8168 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C1 
Strand 

End 114 94 

Method TBLASTX : Cress 

End 9948 

Score 93 



8168.. 8251, 8254.. 8313, 9479.. 9580, 9480.. 9587, 9667.. 9762, 
9672.. 9785, 9865.. 9948, 9865.. 9948 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6047 

12737 

10954 

OJ990803_12.0103.Cl.o2.tw 

8168 

none 



Seq. ID OJ990803_12.0103.C1 
Strand 

End 11494 

Method TBLASTX : Wheat 

End 9598 

Score 122 



8168. .8251, 8219. .8254, 8254. .8313, 8259. .8330, 9477. .9587, 
9479. .9598 



0103.Cl.o2.ts 



6047 
12737 
10954 

OJ990803_12. 
8168 
none 

8168. .8251, 
9749. .9787, 

6047 
12737 
10954 

OJ990803_12.0103.Cl.o2.tm 
8171 
none 



9477. .9587, 
9880. .9948 



9479 



Seq. ID OJ990803_12.0103.C1 
Strand 

End 11494 

Method TBLASTX : Soybean 

End 9948 

Score 65 
.9583, 9664. .9762/ 9690. .9770, 



Seq.. ID OJ990803_12.0103.C1 
Strand 
End 

Method 
End 
Score 

8171. .8251, 8254. .8313, 8259. .8330, 9476.-9583, 9476. .9583, 
9477. .9596, 9477. .9584, 9667. .9762, 9669. .9785, 9671. .9805, 
9880.. 9951, 9880.. 9948, 10019.. 10069 



11494 

TBLASTX: Maize 

10069 

124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6047 Seq. ID 

12737 Strand 

10954 End ■ 

OJ990803_12.0103.Cl.ol.tw Method 

9672 End 

none Score 



OJ990803_12.0103.C1 
11494 

TBLASTX: Wheat 

9987 

122 



9672. .9785, 9672. .9785, 9673. .9786, 9835. .9987, 9880. .9987 



Seq. No. 
Gene No. 



6047 
12737 



Seq. ID 
Strand 



OJ990803 12. 0103. CI 



6303 




Start 


10954 




End 


11494 


Name 


OJ990803_12 . 0103. CI 


. ol. tm 


Method 


TBLASTX: Maize 


Start 


10882 




End 


11494 


GI 


none 




Score 


289 


Exons 


10882. . 11211, 10903 


. . 11493, 


10940. .11494, 11303.. 11494 


Seq. No. 


6047 




Seq. ID 


OJ990803_12.0103.C1 


Gene No. 


12737 




Strand 




Start 


10954 




• End 


11494 


Name 


OJ990803 12. 0103. CI 


. o4 .gp 


Method 


AAT/GAP 


Start 


10925 




End 


11073 


GI 


2796938 




Score 


277 


Exons 


10925. .11073 








Seq. No. 


6047 




Seq. ID 


OJ990803_12.0103.C1 


Gene No. 


12737 




Strand 




Start 


10954 




End 


11494 


Name 


OJ990803 12. 0103. CI 


. o3.np 


Method 


AAT/NAP 


Start 


10948 




End 


11427 


GI 


2244822 




Score 


447 


Exons 


10948. .11427 








GI Descrip. 


(Z97336) RNA polymerase II 


fifth largest subunit like protein 




[Arabidopsis thaliana] 






Seq. No. 


6047 




Seq. ID 


OJ990803_12.0103.C1 


Gene No. 


12737 




Strand 




Start 


10954 




End 


11494 


Name 


OJ990803 12. 0103. CI 


. o2 . gs 


Method 


GENSCAN 


Start 


10954 




End 


11481 


GI 


none 




Score 


.73 


Exons 


10954. .11481 








Seq. No. 


6047 




Seq. ID 


OJ990803_12.0103.C1 


Gene No. 


12737 




Strand 




Start 


10954 




End 


11494 


Name 


OJ990803 12. 0103. CI 


. o2 . tc 


Method 


TBLASTX: Cress 


Start 


11170 




End 


11478 


GI 


none 




Score 


133 


Exons 


11170. .11478, 11174 


. .11473 






Seq. No. 


6047 




Seq. ID 


OJ990803_12.0103.C1 


Gene No . 


12737 




Strand 




Start 


10954 




End 


11494 


Name 


OJ990803 12. 0103. CI 


.ol.±s 


Method 


TBLASTX: Soybean 


Start 


11173 




End 


11493 


GI 


none 




Score 


177 


Exons 


11173. .11493, 11174 


. .11473, 


11251.. 11478 


Seq. No. 


6047 




Seq. ID 


OJ990803_12.0103.C1 


Gene No. 


12737 




Strand 




Start 


10954 




End 


11494 


Name 


OJ990803 12. 0103. CI 


. o5 . gp 


Method 


AAT/GAP 


Start 


11286 




End 


11491 


GI 


286317 




Score 


303 


Exons 


11286. .11491 








Seq. No. 


6048 




Seq. ID 


OJ990803_12.0103.C2 



6304 



,3 

13 



Gene No. 


12738 






Strand 


+ 






Start 


2330 






End 


6419 






Name 


OJ990803 12. 0103. C2 


.ol.np 


Method 


AAT/NAP 






Start 


2330 






End 


6419 






GI 


1747294 




Score 


2835 






Exons 


2330. . 


3169, 4450.. 4829, 523C 


..5316, 5414. .6419 






GI Descrip. 


(D45383) vacuolar H+-pyrophosphatase 


[Oryza sativa] 




Seq. No. 


6048 






Seq. ID 


OJ990803_ 


12.0103. 


C2 


Gene No. 


12739 






Strand 


+ 






Start 


22338 






End 


29177 






Name 


OJ990803 12. 0103. C2 


. o3 . gs 


Method 


GENSCAN 






Start 


22338 






End 


29177 






GI 


none 






Score 


.88 






Exons 


22338. 


.22445, 22500 


. .22643, 


23484. .23630, 24105. 


.24239, 






24820. 


.24937, 25637 


. .25761, 


26085. .26210, 26298. 


.26378, 






26642. 


.26704, 26796 


. .26870, 


26965. .27043, 27214. 


.27239, 






27496. 


.27609, 27783 


. .27896, 


27993. .28064, 29022. 


.29177 




Seq. No. 


6048 






Seq. ID 


,OJ990803_ 


12.0103. 


C2 


Gene No. 


12739 






Strand 


+ 






Start 


22338 






End 


29177 






Name 


OJ990803 12. 0103. C2 


.o2 .np 


Method 


AAT/NAP 






Start 


22560 






End 


28064 






GI 


6166120 




Score 


1078 






Exons 


22560. 


.22643, 23484 


. .23630, 


24105. .24236, 24816. 


.24937, 






25637. 


.25761, 26085 


. .26210, 


26307. .26378, 26642. 


.26718, 






26807. 


.26870, 26965 


. .27043, 


27139. .27239, 27496. 


.27609, 






27783. 


.27896, 27993 


. .28064 











t= f GI Descrip 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip; 



DIHYDROLIPOAMIDE DEHYDROGENASE (E3 COMPONENT OF PYRUVATE 
COMPLEX) (LPD) giil321941|emb|CAA88451| (Z48564) 
dihydrolipoamide dehydrogenase [Synechocystis PCC6803] 



6048 Seq. ID 

12739 Strand 

22338 End 

OJ990803_12 . 0103 . C2 . o2 . gp Method 

24094 End 

LIB3434-060-P1-K1-E6 Score 
24094. .24239, 24820.. 24919 

' 1651828/dbj |BAA16755| 4.0e-10 (D90900) dihydrolipoamide 

dehydrogenase [Synechocystis sp.]* 



OJ990803_12.0103.C2 
+ 

29177 
AAT/GAP 
24919 
432 



Seq. No. 


6048 




Seq. ID 


OJ990803_12.0103. 


C2 


Gene No. 


12740 




Strand 


+ 




Start 


29471 




End 


29819 




Name 


OJ990803 12.0103. 


C2.o3.gp 


Method 


AAT/GAP 




Start 


29471 




End 


29819 




GI 


649 1.R1084 




Score 


655 




Exons 


29471. .29819 










GI Descrip. 


'2708634 0.0e+00 


(AF036957) 


gamma-tubulin [Oryza sativa] 


t 


Seq. No. 


6048 




Seq. ID 


OJ990803_12.0103. 


C2 


Gene No. 


12740 




Strand 


+ 




Start 


29471 




End 


29819 




Name 


OJ990803 12.0103. 


C2.o3.np 


Method 


AAT/NAP 




Start 


29687 




End - 


29819 





6305 




GI 


640021 








Score 


215 


Exons 


29687. .29819 










GI Descrip. 


(X83695) gamma-tubulin 


1 [Zea mays] 




Seq. No. 


6048 








Seq. ID 


OJ990803_12. 0103.C2 


Gene No. 


12741 








Strand 




Start 


8041 








End 


18931 


Name 


OJ990803 12. 


0103. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2315 








End 


6412 


GI 


none 








Score 


117 


Exons 


2315. .2446," 


2552. 


.2923, 


2563. 


.2937, 3016.. 3174, 3017.. 3172 




4449. .4628, 


4450. 


.4806, 


5230. 


.5310, 5234.. 5314, 5411.. 5674 




5415. . 6410, 


5460. 


.5696, 


5735. 


.5956, 5799.. 6029, 6005.. 6079 




6161. . 6412 












Seq. No. 


6048 








Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12741 








Strand 




Start 


8041 








End 


18931 


Name 


OJ990803 12. 


0103. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2327 








End 


6422 


GI 


none 








Score 


128 


Exons 


2327. .2473, 


2330. 


.2446, 


2552. 


.2923, 2560.. 2943, 3016.. 3174 




3017. .3172, 


4449. 


.4628, 


4450. 


.4806, 5233.. 5310, 5234.. 5314 




5411. .5674, 


5415. 


.6422, 


5735. 


.5956, 5937.. 6158, 6161.. 6418 


Seq. No. 


6048 








Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12741 








Strand 




Start 


8041 








End 


18931 


Name 


OJ990803 12. 


0103. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2336 








End 


6422 


GI 


none 








Score 


105 


Exons 


2336. .2470, 


2546. 


.2923, 


2557. 


.2943, 3016.. 3174, 3017.. 3172 




4449. .4628, 


4450. 


.4806, 


5197. 


.5313, 5234.. 5314, 5411.. 5674 




5415. . 6422, 


5735. 


. 5956, 


5799. 


.6155, 6161.. 6418 


Seq. No. 


6048 








Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12741 








Strand 




Start 


8041 








End 


18931 


Name 


OJ990803 12. 


0103. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5230 








End 


5714 


GI 


none 








Score 


117 


Exons 


5230. .5310, 


5234 . 


.5314, 


5411. 


.5674, 5412.. 5714 


Seq. No. 


6048 








Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12741 








Strand 




Start 


8041 








End 


18931 


Name 


OJ990803 12. 


0103. 


C2.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5853 








End 


6050 


GI 


none 








Score 


278 


Exons 


5853. .6050, 


5856. 


.6047 








Seq. No. 


6048 








Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12741 








Strand 




Start 


8041 








End 


18931 


Name 


OJ990803 12. 


0103. 


C2.o2. 


tw 


Method 


TBLASTX :Wheat 


Start 


6051 








End 


6422 


GI 


none 








Score 


474 



6306 



Exons 



6051, .6422, 6081.. 6158, 6161.. 6421 



Seq. No. 6048 
Gene No. 12741 
Start 8041 

Name OJ990803_12 . 0103 . C2 . o2 . tm 

Start 7959 
GI none 

Exons 7959.. 7994, 8065.. 8481, 8083. 

8455.. 8505, 8895.. 9005, 8898. 
9087.. 9197, 9088.. 9225, 9269. 
9271. .9417, 9482. .9586, 9484. 
9717. .9884, 9718. .9885 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 12. 0103. C2 



18931 

TBLASTX : Maize 
9892 
35 

8400, 8398.. 8475, 8410.. 8505, 
8999, 8899.. 9036, 9087.. 9197, 
9403, 9269.. 9385, 9270.. 9401, 
9615, 9S33..9649, 9716.. 9892, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
r fj Gene No. 
□ Start 
| ; s Name 
X Start 

i y Exons 



6048 Seq. ID 

12741 Strand 

8041 End 

OJ990803_12 . 0103 . C2 . o2 . gs Method 

8041 End 

none Score 



OJ990803_12.0103.C2 

18931 
GENSCAN 
18931 
.71 



8041. .8503, 8695. .8790, 8894. .9003, 9271.. 9402, 9820.. 9930, 



10079. .10183, 10745. .10850, 10949. 

12910. .13005, 13097. .13174, 13427, 

13799. .13898,^ 14 654. .14719, 14 94 4. 

16445. .16544, 17062 .. 17142, 17802, 
18800. .18883, 18925.. 18931 



11026, 12027. 

13494, 13648. 

15023, 15988. 

17984, 18510. 



,12097, 
,13725, 
,16053, 
,18676, 



6048 

12741 

8041 

OJ990803_12.0103.C2.o3.ts 

8410 

none 



Seq. ID OJ990803_12.0103.C2 
Strand 

End 18931 

Method TBLASTX : Soybean 

End 9888 

Score 35 



8410. .8475, 8437. .8577, 8902. .8967, 8904. .9008, 9087. .9224, 
9088. .9195, 9251. .9409, 9269. .9370, 9271. .9417, 9484. .9615, 
9515. .9586, 9718. .9888 



■ n 



,;r. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6048 

12741 

8041 

OJ990803_12.0103.C2.o3.tw 

8745 

none 



Seq. ID OJ990803_12.0103.C2 
Strand 

End 18931 

Method TBLASTX: Wheat 

End 9534 

Score 42 



8745. .8792, 8746. .8793, 8898. .8999, 8899. .9036, 8904. .9005, 
9087. .9197, 9087. .9197, 9088. .9225, 9269. .9403, 9269. .9385, 
9271.. 9417, 9484. .9534 



Seq. No. 


6048 






Seq. ID 


OJ990803_12.0103. 


.C2 


Gene No. 


12741 






Strand 






Start 


8041 






End 


18931 




Name 


OJ990803 12, 


.0103, 


.C2.o4.tc 


Method 


TBLASTX: Cress 




Start 


9087 






End 


9411 




GI 


none 






Score 


141 




Exons 


9087.. 9191, 


9271. 


. .9411 








Seq. No. 


6048 






Seq. ID 


OJ990803_12.0103. 


,C2 


Gene No. 


12741 






Strand 







6307 



Start 
Name 
Start 
GI 

Exons 



8041* End 18931 

OJ990803_12 . 0103 . C2 . ol . gp Method AAT/GAP 

9777 End 12980 

none Score 886 

9777. .9872, 10079 .. 10183, 10745 10850, 1094 9 .. 11026, 

12027. .12097, 12910.. 12980 



Seq. No. 6048 
Gene No. 12741 
Start 8041 

Name OJ990803_12 . 0103 . C2 . o5 . tm 

Start 10089 

GI none 

Exons 10089. .10187, 10098 

10108. .10191, 10740 
10781. .10855, 10791 
10948. .11034, 12026 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_12.0103.C2 
18931 

TBLASTX: Maize 

12082 

87 



10184, 10100. .10189, 10103. .10198, 

10772, 10742. .10774, 10775 .. 1084 9, 

10850, 10940. .11053, 10940 .. 11032, 
12082 



u 
3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6048 

12742 

23476 

OJ990803_12.01 

23476 

none- 

23476. .23631, 
24101. .24238, 
24819. .24938, 
25636. .25764, 
26297. .26380, 
26641. .26709, 
26963. .27058, 
27138. .27239, 
27735. .27896, 
27978. .28070, 



03.C2.o3.tm 



23481. 
24102. 
24820. 
26037, 
26298, 
26793. 
26965, 
27138, 
27748. 
27990. 



.23633, 
.24239, 
.24942, 
.26213, 
.26381, 
.26873, 
.27057, 
.27242, 
.27897, 
.28070, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23483. 

24102. 

24820. 

26082. 

26627. 



OJ990803 12. 0103. C2 



28313 

TBLASTX: Maize 
28313 
253 

.23638, 23483. .23656, 
.24239, 24819. .24938, 
.24951, 25620. .25787, 
.26213, 26140. .26214, 
.26710, 26627. .26704, 
26796. .26873, 26797 .. 26874, 
27130. .27228, 27137 .. 27238, 
27487. .27612, 27493 .. 27609, 
27780. .27896, 27782 .. 27904 , 
28158. .28313, 28159. .28308 



6048 
12742 
23476 

OJ990803_12 . 0103 . C2 . o2 . tc 
23583 
none 

23583. .23633, 24 101 .. 24232, 24102 24239, 24843 
24844. .24942, 25620 .. 25784 , 25636 .. 25764 , 26010 
26082. .26213, 26297 .. 26380, 26298 
26651. .26707 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803 12. 0103. C2 



28313 

TBLASTX: Cress 
26709 
71 



,26381, 26647. 



.24938, 
.26213, 
.26709, 



Seq. No. 6048 
Gene No. 12742 
Start 23476 

Name OJ990803_12 . 0103 . C2 . o2 . ts 

Start 25662 
GI none 

Exons 25662. .25763, 25662 .. 25787 , 

26082. .26213, 26084 .. 26194 , 
26298. .26381, 26640 .. 26705 , 
26795. .26872, 26796 .. 26873, 
26964. .27038, 26965 .. 27057 , 



Seq. ID OJ990803_12.0103.C2 
Strand 

End 28313 

Method TBLASTX : Soybean 

End 28079 

Score 102 
25663. .25764, 25691 25768, 
26295. .26390, 26297 .-. 26395, 
26641. .26703, 26642 .. 26707 , 
26812. .26877, 26963 .. 27052, 
26965. .27054, 27135 .. 27239, 



6308 




27137. .27238, 2714 6 .. 27247 , 27487 .. 27612, 274 95 .. 27569, 
27774. .27863, 27780 .. 27896, 27782.-27889, 27990 .. 28079, 
27990. .28052 



Seq. No. 


6048 


Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12742 


Strand 




Start 


23476 


End 


28313 


Name 


OJ990803_12. 0103.C2 .o3. tc 


Method 


TBLASTX: Cress 


Start 


26830 


End 


27570 


GI 


none 


Score 


41 


Exons 


26830. .26874, 26830. .26871, 


26963. .27043, 26964 .. 27038 , 




26965. .27057, 26965 .. 27057, 


27119. .27238, 27 138 .. 27239, 




27487. .27570, 27495.. 27569 






Seq. No. 


6048 


Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12743 


Strand 




Start 


29672 


End 


29817 


Name 


OJ990803_12 . 0103 . C2 . o4 . tm 


Method 


TBLASTX : Maize 


Start 


29672 


End 


29812 


GI 


none 


Score 


232 


Exons 


29672. .29812, 29677.. 29811 






Seq. No. 


6048 


Seq. ID 


OJ990803_12.0103.C2 


Gene No. 


12743 


Strand 




Start 


29672 


End 


29817 


Name 


OJ990803 12.0103.C2.o4.ts 


Method 


TBLASTX : Soybean 


Start 


29684 


End 


29817 


GI 


none 


Score 


225 


Exons 


29684 . .29815, 29686. .29811, 


29722. .29817 


Seq. No. 


6049 


Seq. ID 


OJ990803_12.0103.C3 


Gene No. 


12744 


Strand 


+ 


Start 


545 


End 


3949 


Name 


OJ990803 12.0103.C3.ol.np 


Method 


AAT/NAP 


Start 


545 < 


End 


3344 


GI 


2708634 


Score 


1905 


Exons 


545.. 866, 1058.. 1169, 1382.. 


1782, 1985. 


.2038, 2128.. 2232, 




2399..2473, 2549. .2593, 2674 


..2802, 3115.. 3219, 3294. .3344 


GI Descrip. 


(AF036957) gamma -tubulin [Oryza sativa] 




Seq. No. 


6049 


Seq. ID 


OJ990803_12.0103.C3 


Gene No. 


12744 


Strand 


+ 


Start 


545 


End 


3949 


Name 


OJ990803 12.0103.C3.ol.gs 


Method 


GENSCAN 


Start 


623 


End 


3949 


GI 


none 


Score 


.9 


Exons 


623..866, 1058.. 1169, 1382.. 


1782, 1985. 


.2038, 2128.. 2232, 




2399.-2473, 2674.. 2802, 3115 


..3219, 3791. .3949 


Seq. No. 


6049 


Seq. ID 


OJ990803_12.0103.C3 


Gene No. 


12744 


Strand 


+ 


Start 


545 


End 


3949 


Name 


OJ990803 12.0103.C3.ol.gp 


Method 


AAT/GAP 


Start 


664 


End 


3347 


GI 


649 1.R1084 


Score 


2363 


Exons 


664.-866, 1058. .1169, 1382.. 


1782, 1985. 


.2038, 2128.. 2232, 




2399.-2473, 2549.-2593, 2674 


..2802, 3115. .3219, 3294. .3347 



6309 



GI Descrip. '2708634 0.0e+00 (AF036957) gamma -tubulin [Oryza sativa]' 



OJ990803_12.0103.C3 
+ 



Seq. No. 6049 Seq. ID 

Gene No. 12745 Strand 

Start 14150 End 17451 

Name OJ990803_12.0103.C3.o3 .gp Method AAT/GAP 

Start 14084 End 15819 

GI 43664_1.R1084 Score 1101 

Exons 14084. .14322, 14802 .. 14886, 

15684.. 15819 

GI Descrip. 1 1848212/emb | CAA72092 | 9.0e-76 (Y11209) protein 

disulf ide-isomerase precursor [Nicotiana tabacum] • 



15097. .15194, 15284. .15339, 



Seq. No. 6049 Seq. ID 

Gene No. 12745 Strand 

Start 14150 End 

Name OJ990803JL2 . 0103 . C3 . o3 . gs Method 

Start 14150 End 

GI none Score 
Exons 



OJ990803_12.0103.C3 
+ 

17451 
GENSCAN 
17058 
.91 



14150. .14322, 14802. .14886, 15097 15194, 15251 .. 15339, 
15684. .15801, 15895. .15922, 16015 .. 16106, 16350 .. 16506, 
16589. .16713, 16800 .. 16899, 16990. .17058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



6049 Seq. ID 

12745 Strand 

14150 End 

OJ990803_12.0103.C3.o3.np Method 

14168 End 

1848212 Score 



OJ990803_12.0103.C3 
+ 

17451 
AAT/NAP 
17052 
1098 



14168. .14322, 14802 .. 14886, 15097 .. 15194 , 15284 .. 15339, 
15684. .15801, 15895. .15922, 16015 .. 16106, 16350 .. 16506, 
16589. .16713, 16800 .. 16899, 16990.. 17052 

(Y11209) protein disulf ide-isomerase precursor [Nicotiana 
tabacum] 



J Seq. No. 

4 Gene No. 

i Start 

~ Name 

Z Start 

i GI 

J Exons 

GI Descrip. 



6049 Seq. ID OJ990803_12 . 0103 . C3 

12745 Strand + 

14150 End 17451 

OJ990803_12.0103.C3.o4 .gp Method AAT/GAP 

15986 End 17451 

23106_1.R1084 Score 1776 

15986. .16106, 16350. .16506, 1658 9 .. 16713, 16800 .. 16899, 
16990. .17451 

, 729442/sp|P38661|ERP5_MEDSA 6.0e-71 PROBABLE PROTEIN DISULFIDE 
ISOMERASE P5 PRECURSOR >gi_166380 (M80235) glucose-regulated 
endoplasmic reticular protein precursor [Medicago sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6049 Seq. ID 

12746 Strand 

19567 End 

OJ990803_12.0103.C3.o5.gs Method 

19567 End 

none Score 



-OJ990803_12.0103.C3 
+ 

22710 
GENSCAN 
22710 
.52 



19567. .19569, 20693. 
22367. .22710 



.21138, 21514. .21631, 21688 .. 21901, 



Seq. No. 



6049 



Seq. ID OJ990803_12.0103.C3 



6310 



Gene No. 12747 Strand 

Start 4435 End 4914 

-Name OJ990803_12 . 0103 .C3 . o2 . gp Method AAT/GAP 

Start 4435 End 4914 

GI none Score 948 

Exons 4435.. 4914 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5655, 



OJ990803 12. 0103. C3 



6049 
12748 
5088 

OJ990803_12.0103.C3.o2.np 
4794 
2494162 

4794.. 4985, 5094.. 5165, 5578 
6571. .6687, 6892. .7012, 7880. .8012, 8256. .8468 
HYPOTHETICAL 39.9 KD PROTEIN T15H9.1 IN CHROMOSOME II 
gi I 3879803 | emb I CAA87414.il (Z47356) similar to DNAJ 
[Caenorhabditis elegans] 



10407 
AAT/NAP 
8468 
483 
5752. .5811, 



6363. .6449, 



PRECURSOR 



6049 

12748 

5088 

OJ990803_12.0103;C3.o2.gs 

,5088 
none 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 10407 

Method GENS CAN 

End 10407 

Score . 65 



5088. .5165, 5713. .5811, 6363.-6449, 6571. .6687, 6892. .7012, 
7880. .8012, 8256. .8404, 8659. .8750, 8756. .9083, 9728. .9770, 
10323.. 10407 



Seq. No. 
Gene No. 
Start 
Name 
= Start 
L GI 
Exons 

-■J. 

,^ Seq. No. 
g Gene No. 
li Start 
IZ Name 
<3 Start 
GI 

Exons 

GI Descrip. 



6049 

12749 

18364 

OJ990803_12.0103.C3.o4.gs 

18364 

none 

18364. .19003, 19176.. 19228 

6049 

12749 

18364 

OJ990803_12.0103.C3.o4.np 

18498 

3643593 

18498. .19003, 20190 .. 20287, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_12.0103.C3 

21025 
GENSCAN 
19228 
.91 



OJ990803_12.0103.C3 

21025 
AAT/NAP 
21025 
321 



20894. .21025 



(AC005395) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


6049 


Seq. ID 


OJ990803_ 


12. 


0103 


.C3 


Gene No. 


12750 


Strand 










Start 


23611 


End 


25150 








Name 


OJ990803 12.0103.C3.o6.gs 


Method 


GENSCAN 








Start 


23611 


End 


25150 








GI 


none 


Score 


.71 








Exons 


23611. .23688, 24878. .25150 












Seq. No. 


6049 


Seq. ID 


OJ990803_ 


12. 


0103 


.C3 


Gene No. 


12750 


Strand 










Start 


23611 


End 


25150 









6311 



Name OJ990803_12 . 0103 .C3 .o5 .gp Method AAT/GAP 

Start 24008 End 24097 

GI LIB3477-003-P1-K1-E9 Score 138 
Exons 24008. .24097 

GI Descrip. 1 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 6049 

Gene No. 12751 

Start 27686 

Name OJ990803_12 .0103 . C3 . o7 . gs 

Start 27686 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C3 
Strand 

End '34074 

Method GENSCAN 

End 34074 

Score . 68 



27686. .27831, 27854 .. 27965, 28043 .. 28675, 30368 30475, 
30514. .30645, 30753 .. 31034 , 3167 6 .. 31730, 34007.. 34074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



"'4 

: ^ Seq. No. 
s l Gene No. 
;g Start 
Name 
Start 
GI 

Exons 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 34074 

Method ' AAT/GAP 

End 28535 

Score 710 



6049 - 
12751 
27686 

OJ990803_12.0103.C3.o6.gp 
28043 

18284JL.R1084 
28043.. 28535 

' 416316/gb|U03445|PRS405 4.0e-20 Yeast integrative vector pRS405 
with LEU2 marker, complete sequence 1 



6049 
12751 
27686 

OJ990803_12.0103.C3.o7.gp 
29933 

16490_1.R1084 
29933. .29989 

, 4584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 1 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 34074 

Method AAT/GAP 

End 29989 

Score 8 6 



6049 

12752 

34255 

OJ990803_12.0103.C3.o8.tw 

651 

none 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX : Wheat 

End 8 63 

Score -187 



651. .782, 655. .792, 662. .859, 666. .863 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 . o3 . ts 

Start 663 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 
Method TBLASTX : Soybean 
End 1529 
Score 357 

663. .866, 665. .859, 676. .867, 688. .870, 1055. .1150, 1056. .1169, 
1058. .1171, 1083. .1172, 1377. .1529, 1381. .1527 



Seq. No. 
Gene No. 
Start 



6049 

12752 

34255 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 



6312 



Name OJ990803_12 . 0103 . C3 . o9 . tw Method 

Start 1381 End 

GI none Score 

Exons 1381.. 1485, 1468.. 1731 

Seq. No. 6049 Seq. ID 

Gene No. 12752 Strand 

Start 34255 End 

Name OJ990803_12 . 0103 . C3 . ol . tc Method 

Start 14 67 End 

GI none Score 

Exons 1467.. 1763, 1468.. 1761 

Seq. No. 6049 Seq. ID 

Gene No. 12752 Strand 

Start 34255 End 

Name OJ990803_12 . 0103 . C3 . ol . tm Method 

Start 14 67 End 

GI none Score 
Exons 



TBLASTX: Wheat 

1731 

64 



OJ990803_12.0103.C3 
39386 

TBLASTX: Cress 

1763 

493 



OJ990803_12.0103.C3 
39386 

TBLASTX: Maize 

3353 

497 



1467. .1787, 1468. .1785, 1982. .2038, 1984. .2037, 2118. .2234, 

2119.. 2235, 2398.. 2475, 2399.. 2482, 2546.. 2596, 2548.-2595, 

2671.. 2799, 2672.. 2803, 2673.. 2807, 2673.. 2843, 3113.. 3220, 

3115.. 3219, 3162.. 3221, 3285.. 3353, 3285.. 3350 



U Seq. No. 60.4 9 

u3 Gene No. 12752 

lift Start 34255 

»is Name OJ990803_12 . 0103 . C3 . o2 . ts 

| s « Start 1549 

;-~ GI none 

Exons 1549.. 1782, 

U 1987.. 2037, 



1549.. 1782, 1550. 
2118.. 2234, 2119. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 12. 0103. C3 



39386 

TBLASTX: Soybean 
2235 
391 

1783, 1551.. 1790, 1982.. 2035, 
2235 



Seq. No. 
^ Gene No. 
I;^ Start 
^ Name 
l»* Start 
□ GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6049 

12752 

34255 

OJ990803_12.0103.C3.o3.tc 

2118 

none 

2118. .2234, 
2545. .2595, 



2119. .2235, 2392. 
2546.. 2596, 2671. 



6049 

12752 

34255 

OJ990803_12.0103.C3.o3.tw 

2155 

none 

2155. .2235, 2156. .2233, 2157. 
2399.. 2482, 2532.. 2594, 2546. 
2672.. 2803, 2673.. 2843, 2675. 
3115. .3201 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 12. 0103. C3 



39386 

TBLASTX: Cress 
2745 
185 

2475, 2392.. 2475, 2399.. 2482, 
2745, 2673. .2744 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 
Method TBLASTX : Wheat 
End 3202 
Score 120 

.2240, 2396.. 2476, 2397.. 2468, 
.2596, 2548.. 2595, 2671.. 2799, 
.2803, 3102.. 3194, 3113.. 3202, 



Seq. No. 
Gene No. 
Start 
Name 



6049 
12752 
34255 
OJ990803 



12.0103.C3.o5.tc 



Seq. ID 

Strand 

End 

Method 



OJ990803_12.0103.C3 
39386 

TBLASTX: Cress 



6313 



Start 
GI 

Exons 



4797 End 4995 

none Score 140 

4797. .4985, 4855. .4986, 4882.-4995 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 . 06 . tm 

Start 4827 

GI none 

Exons 4827.. 5015, 4828.-4986, 4847. 
5084. .5131 



OJ990803_12.0103.C3 
39386 

TBLASTX: Maize 

5135 

220 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4987, 5067.. 5135, 5070.. 5129, 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12.0103.C3.o5. ts 

Start 4833 

GI none 

Exons 4833.. 5015, 4834.. 4983, 6889. 

8248. .8403, 8249. .8404 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_12.0103.C3 
39386 

TBLASTX : Soybean 

8404 

154 



.6969, 6891.. 6980, 6904.. 6975, 



s8e .- Seq. No. 

>*J Gene No. 

Q Start 

|"n Name 

j-ij Start 

;^ GI 
Exons 



fy GI Descrip. 



6049 

12752 

34255 

OJ990803_12 
5065 
5606980 
5065. .5160, 
6293. .6397, 
6569. .6688, 



0103.C3.o4. ts 



5079.. 5165, 5575 
6361.. 6450, 6363 
6571.. 6690, 7933 
24 94162/sp_Q10005_YRYl_CAEEL 
PROTEIN T15H9.1 IN CHROMOSOME II PRECURSOR 
>gi_3879803_emb_CAA87414_ (Z47356) similar to DNAJ 
[Caenorhabditis elegans]. 



Seq. ID 
- Strand 
End 

Method 
End 
Score 
.5658, 
.6452, 
.7977 
L.0e-37 



OJ990803_12.0103.C3 
39386 

TBLASTX : Soybean 
7977 
64 

5576. .5656, 5752. .5814, 
6363. .6449, 6568. .6687, 



HYPOTHETICAL 39.9 KD 



i& Seq. No. 
3 Gene No. 

Start 
~ Name. 
:sJ Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6049 

12752 

34255 

OJ990803_12.0103.C3.o2.tm 

5764 

none 

5764. .5814/ 6361. .6450, 6363. 
6569.. 6691, 6570.. 6710, 6889. 
7864. .7929, 7877. .7933, 7933. 

6049 
12752 - 
34255 

OJ990803_12.0103.C3.o4.tc 

7931 

none 

7931.. 8023, 7933.. 8013, 8248. 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 
Method TBLASTX : Mai ze 
End 7 992 

Score 127 

.6452, 6363.-6449,. 6568. .6687, 
.7014, 6891. .6941, 6898. .6990, 
.7992, 7937. /7990 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8418, 8318. .8404 



OJ990803_12.0103.C3 
39386 

TBLASTX: Cress 
8418 
65 



Seq. No. 
Gene No. 
Start 



6049 

12752 

34255 



Seq. ID 

Strand 

End 



OJ990803 12. 0103. C3 



39386 



6314 



Name 

Start 

GI 

Exons 



OJ990803 
14251 
none 
14251 
14803 
15082 
15685 
15896 
16348 
16589 
16989 



12.0103.C3.o2.tc 



4325, 
4892, 
5195, 
5804, 
5922, 
6506, 
6717, 
7045 



14252. 
14803. 
15093. 
15686. 
16018. 
16351. 
16794. 



,14323, 
,14892, 
,15200, 
,15802, 
,16110, 
,16506, 
,16898, 



Method TBLASTX : Cress 

End 17049 

Score 104 
14802. . 14888, 14802 .. 14888, 
15076. .15174, 15079. .15201, 
15282. .15341, 15284. .15343, 
15770. . 15802, 15896. .15922, 
16020. .16109, 16348. .16476, 
16352. . 16507, 16585. . 16716, 
16795. . 16899, 16978. .1704 9, 



i U 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



6049 
12752 
34255 
OJ990803 
14252 
none 
14252 
14802 
15079 
15665 
15895 
16018 
16350 
16797 



12.0103.C3.ol.ts 



4323, 
4918, 
5201, 
5802, 
5921, 
6110, 
6502, 
6895, 



14257. 
14803. 
15096. 
15681. 
15895. 
16018. 
16585. 
16974. 



.14325, 
.14892, 
.15200, 
.15806, 
.15921> 
.16i!o,. 
.16713, 
.17045, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14793 

14803 



OJ990803 12. 0103. C3 



39386 

TBLASTX : Soybean 
17058 
109 

14888, 14794 
14892, 15076 



15282. .15362, 15284. 

15685. .15822, 15722. 

15896. .15922, 16014. 

16348. .16476, 16348. 

16589. .16717, 16795. 
16978. .17058 



14892, 
15180, 
15343, 
15802, 
16112, 
16506/ 
16899, 



Seq. No. 6049 
Gene No.- 12752 
Start 34255 

Name OJ990803_12 . 0103 . C3 . o4 . tw 

Start 14802 
GI none 
Exons 14802. 

15680. 

15896. 

16347. 

16588. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 12. 0103. C3 



,14882, 14803. 

,15802, 15689. 

,15925, 16010. 

,16514, 16348. 
,16638 



14892, 
15802, 
16111, 
16518, 



39386 

TBLASTX: Wheat 
16638 
92 

15076. .15180, 15082. .15177, 
15690. .15806, 15894 .. 15920, 
16015. .16110, 16020. .16124, 
16349. .16516, 16350 .. 16523, 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 . o5 . tm 

Start 16622 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 3938 6 

Method TBLASTX : Mai ze 

End 17064 

Score 98 



16622. .16717, 16624 16713, 16795 .. 16899, 16798 .. 16899, 
16806. .16907, 16974 .. 17057 , 16977 .. 17060, 16987. .17064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6049 

12752 

34255 

OJ990803_12.0103.C3.o5.np 

34255 

2583130 



OJ990803 12. 0103. C3 



Seq. ID _ 
Strand 

End 39386 
Method AAT/NAP 
End 39386 
Score 1716 
34255. .34327, 35305 35829, 35890.. 39386 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



6315- 



• 



Seq. No.' 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 . o5 . tw 

Start 35841 

GI none 

Exons 35841. .36248 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX : Wheat 

End 36248 

Score 298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

r~t Exons 

)t m Seq. No. 

Gene No. 
Til Start 
i j Name 
hi Start 

;l gi 

:f. Exons 

a Seq. No. 

Q Gene No. 

•Ij Start 

i - Name 

■Z Start 

Q Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6049 

12752 

34255 

OJ990803_12.0103.C3. 

36639 

none 

36639. .36860, 36640, 

6049 

12752 

34255 

OJ990803_12.0103.C3. 

36699 

none 

36699. .37058, 36702. 



06. tw 
.36786 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX: Wheat 

End 36860 

Score 85 



Seq. ID OJ990803_12.0103.C3 
Strand 

39386 

TBLASTX: Maize 
37059 
93 



End 

Method 
End 
Score 



o3. tm 
.37037, 36859.. 37059 



6049 ■ 

12752 

34255 

OJ990803_12.0103.C3.o6.ts 

36705 

none 

36705. .36923, 36921.. 37124 

6049 

12752 

34255 

OJ990803_12.0103.C3.o2.tw 

36861 

none 

36861. .37244, 36889.. 37245 



Seq. ID OJ990803_12. 0103.C3 
Strand 

End 39386 

Method TBLASTX : Soybean 

End 37124 

Score 128 



Seq. ID OJ990803_12. 0103.C3 
Strand 

End 39386 

Method TBLASTX : Wheat 

End 37245 

Score 236 



604 9 
12752 
34255 

OJ990803_12.0103.C3.o4.tm 
37209 
none 

37209. .37349, 37371 37694 , 37420 .. 37482, 37513 37 650 , 
37677. .37841 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX: Maize 

End 37841 

Score 72 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 . o7 . ts 

Start 37365 

GI • none 

Exons 37365.. 37652 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX : Soybean 

End 37652 

Score 193 



6316 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 . ol . tw 

Start 37416 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX : Wheat 

End 37797 

Score 170 



37416. .37583, 374 17 .. 37590, 37425 .. 37613, 37507 37593, 
37578.-37796, 37618.. 37797 



Seq. No. 6049 

Gene No. 12752 

Start 34255 

Name OJ990803_12 . 0103 . C3 .o7 . tw 

Start 38895 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C3 
Strand 

End 39386 

Method TBLASTX : Wheat 

End 39281 

Score 53 



38895. .39101, 38944 .. 39087 , 39090 .. 3928 1 , 39182.. 39223 



Seq. No. 6050 

Gene No. 12753 

Start 1 

Name OJ990803_12 . 0103 .C4 .ol . np 

Start 1 

GI 117157.7 

Exons 1..707 

GI Descrip. (X95343) hypersensitivity-related gene [Nicotiana tabacum] 



Seq. ID OJ990803_12.0103.C4 

Strand 

End 7 07 

Method AAT/NAP 

End 707 

Score 483 



Lli 



Seq. No. 6050 

Gene No. 12753 

Start 1 

Name OJ990803_12 . 0103 .C4 .ol . gs 

Start 105 

GI none 

Exons 105.. 692 



Seq. ID OJ990803_12.0103.C4 

Strand 

End 7 07 

Method GEN SCAN 

End 692 

Score .72 



Seq. No. 6050 

Gene No. 12753 

Start 1 

Name OJ990803_12 . 0103 .C4 .ol.ts 

Start 157 

GI none 
Exons 



Seq. ID OJ990803_12.0103.C4 
Strand 
End 

Method 
End 
Score 



707 

TBLASTX: Soybean 

674 

61 



157. .246, 159. .278, 291. .434, 444. .674; 583. .660 



Seq. No. 6051 Seq. ID 

Gene No. 12754 Strand 

Start 10555 End 

Name OJ990803_12 . 0103 . C5 . o3 . gp Method 

Start 10411 End 

GI 1069_1.R1084 Score 

Exons 10411. .10782, 10890 .. 10986, 114 65 .. 11556, 11651 .. 11782 , 

11887. .12072, 12161. .12324, 12424 .. 12502, 13600 .. 13728 , 

13806. . 13933, 14032 .". 14403, 14493.. 15373 

GI Descrip. 1 2191172 3.0e-14 (AF007270) contains similarity to GATA-type 

zinc fingers (PS:PS00344) [Arabidopsis thaliana] 1 



OJ990803_12.0103.C5 
+ 

21232 
AAT/GAP 
15373 
5004 



Seq. No. 
Gene No. 



6051 
12754 



Seq. ID OJ990803_12.0103.C5 
Strand + 



6317 



Start 
Name 
Start 
GI 

Exons 



10555 End 21232 

OJ990803JL2 . 0103 . C5 . ol . np Method AAT/NAP 

'10555 End 14398 

6682927 Score 2454 

10555. .10782, 10890 .. 10986, 11465 .. 11556, 11651 11782, 

11887. .12072, 12161. .12324, 12424 .. 12502, 13600 13728, 

13806. .13933, 14032.. 14398 



GI Descrip. (AB024311) importin alpha lb [Oryza sativa] 



Seq. No. 6051 
Gene No. 12754 
Start 10555 

Name OJ990803_12. 0103.C5.o2 .gs 

Start 10555 
GI none 
Exons 10555. 

11887. 

13806. 

19047. 



.10782, 10890. 

.12072, 12188. 

.13911, 14088. 

.19099, 20120. 



Seq. ID OJ990803_12.0103.C5 

Strand + 

End 21232 

Method GENSCAN 

End 21232 

Score . 67 



,10986, 11465. .11556, 11651 .. 11782, 

,12324, 12424. .12502, 13600 13728 , 

.14381, 15971. .16002, 18854 .. 18953, 

,20344, 20664. .20741, 20996. .21232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6051 Seq. ID 

12754 Strand 

10555 End 

OJ990803_12. 0103.C5.o2.np Method 

11881 End 

2191172 Score 

11881. .12039, 19072. .19163, 



OJ990803_12.0103.C5 
+ 

21232 
AAT/NAP 
20425 
137 



20120. .20250, 20343.. 20425 
(AF007270) contains similarity to GATA-type zinc fingers 
(PS:PS00344) [Arabidopsis thaliana] 



l!3 

;, 1 

'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6051 

12754 

10555 

OJ990803_12.0103.C5.o4.gp 

18756 

2798782 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18756. .18953, 19047 .. 19163, 20120.. 20442 

2191172 3.0e-14 (AF007270) contains similarity to GATA-type zinc 
fingers <PS:PS00344) [Arabidopsis thaliana] 



OJ990803_12.0103.C5 
+ 

21232 
AAT/GAP 
20442 
1154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6051 Seq. ID 

12755 Strand 

1355 End 

OJ9908 03_12 . 0103 . C5 . ol . gs Method 

1355 End 

none Score 



OJ990803_12.0103.C5 

8851 
GENSCAN 
8851 
.63 



1355. .1500, 2030. .2166, 3857. .3945, 4146. .4289, 4557. 



5322. .5438, 
8587. .8851 



6535. .6673, 7105. .7211, 7306. .7382, 8412. 



.4763, 
.8549, 



Seq. No. 6051 Seq. ID 

Gene No. 12755 Strand 

Start . 1355 End 

Name OJ990803_12 .0103 .C5.ol.gp Method 

Start 3613 >" End 

GI none Score 

Exons 3613.. 3945, 4146.. 4241 



OJ990803_12.0103.C5 

8851 

AAT/GAP 

4241 

782 - : - 



6318 




^ VJ ■ LH \S . 


6051 


Seq. ID 


OJ990803_12.0103. 


C5 


Gene No. 


12755 


Strand 






Start 


1355 


End 


8851 




Name 


OJ990803 12.0103.C5.o2.gp 


Method 


AAT/GAP 




Start 


6612 


End 


7599 




GI 


568512 


Score 


552 




Exons 


6612.. 6673, 7105.. 7211, 7306 


i. .7382, 7496.. 7599 




Seq. No. 


6051 


Seq. ID 


OJ990803_12.0103. 


C5 


Gene No. 


12756 


Strand 






Start 


21711 


End 


25094 




Name 


OJ990803 12.0103.C5.o5.gp 


Method 


AAT/GAP 




Start 


21670 


End 


23176 




GI 


37014" 1.R1084 


Score 


992 




Exons 


21670. .22077, 22163 22266, 


23143. .23176 




GI Descrip. 


, 4836948/gb|AAD30650.1|AC006085 23 3.1 


Oe-34 (AC006085) Similar 




human CGI-33 protein [Arabidopsis thaliana] ? 




Seq. No. 




Seq. ID 


OJ990803_12.0103. 


C5 




12756 


Strand 






Start 


£. J. / -L J. 


End 


25094 




Name 


OJ990803 12.0103.C5.o3.gs 


Method 


GENSCAN 




Start 


21711 


End 


25027 




GI 


none 


Score 


.98 




Exons 


21711. .21776, 21966. .22077, 


22163. .22266, 23143 23318, *■ 






24302. .24463, 24829.. 25027 








Seq. No. 


6051 


Seq. ID 


OJ990803_12.0103. 


C5 


Gene No. 


12756 


Strand 






Start 


21711 


End 


25094 




Name 


OJ990803 12.0103.C5.o3.np 


Method 


AAT/NAP 




Start 


21714 


End 


25084 




GI 


4836948 


Score 


724 




Exons 


21714. .21776, 21966 22077, 


22163. .22266, 23143 .. 23326, 






24221. .24472, 24886. .25084 








GI Descrip. 


(AC006085) Similar to human 


CGI-33 protein [Arabidopsis 






thaliana] 








Seq. No. 


6051 


Seq. ID 


OJ990803_12.0103. 


C5 


Gene No. 


12756 


Strand 






Start 


21711 


End 


25094 




Name 


OJ990803 12.0103.C5.o6.gp 


Method 


AAT/GAP 




Start 


23282 


End 


25094 




GI 


uC-osflcyp080c04bl 


Score 


829 




Exons 


23282. .23318, 24302 .. 24463, 


24829. .25094 




GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


-99 Oryza sativa DNA, 




similar sequence to Pib gene' 







Seq. No. 6051 Seq. ID 

Gene No. 12757 Strand 

Start 25894 End 

Name OJ990803_12 . 0103 . C5 . o5 . tm ■ Method 

Start 3797 End 

GI none Score 

Exons 3797:. 3943, 3805.. 3936 



OJ990803_12.0103.C5 
29363 

TBLASTX: Maize 

3943 

151 



6319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6051 

12757 

25894 

OJ990803_12 . 0103 . C5 . o3 . tm 

7320 

none 



Seq. ID OJ990803_12.0103.C5 
Strand 

End 29363 

Method TBLASTX : Mai ze 

End 8707 

Score 79 



7320.. 7385, 7320.. 7379, 7321.. 7383, 7494.. 7580, 7495.. 7593, 
8412. .8555, 8413.. 8571, 8639.. 8707 



6051 

12757 

25894 

OJ990803_12.0103.C5.ol.tc 

10540 

none 

10540. .10710, 10887. .10985, 
11463. .11552, 11645. .11743, 
11883. .12074, 11884. .12075, 
12176. .12322, 12224 12322, 
13585. .13731, 13588 13728, 
13649. .13732, 13797 13937, 
14026. .14163, 14030. .14164, 
14235. .14357, 14337 .. 14405, 



Seq. ID OJ990803_12.0103.C5 
Strand 

End 29363 

Method TBLASTX : Cres s 

End 14421 

Score 227 
10889. .10984, 114 61 .. 11556,' 
11648. .11782, 11650. .11781, 
12152. .12361, 12154. .12360, 
12394. ,12498, 12422 .. 12502, 
13603. :i3731, 13621. .13710, 
13805. .13936, 14026 .. 14142, 
14168. .14329, 14168 .. 14356, 
14371. .14421 



Seq. No. 6051 - Seq. ID 

Gene No. 12757 Strand 

Start 25894 End 

Name 0 J990803_12 . 0103 . C5 . o3 . ts Method 

Start 10552 End 

GI none Score 

Exons 10552. .10710 



OJ990803_12.0103.C5 
29363 

TBLASTX : Soybean 

10710 

236 



Seq. No. 6051 Seq. ID 

Gene No. 12757 Strand 

Start 25894 End 

Name OJ990803_12 . 0103.C5 .o4 . tm . Method 

Start 10555 End 

GI none Score 

Exons 10555.. 10710 



OJ990803_12.0103.C5 
29363 

TBLASTX: Maize 

10710 

237 



Seq. No. 6051 
Gene No. 12757 
Start 25894 

Name OJ990803_12 . 0103 .C5.ol.ts 

Start 10883 
GI none 

Exons 10883. .10984, 10884 .. 10985, 

11647. .11781, 11648. .11782, 
12152. .12361, 12157. .12366, 
12406. .12510, 12425. .12511, 
13605. .13730, 13610 .. 13732, 
13805. .13933, 14026 .. 14 145, 
14152. .14355, 14168 .. 14329, 
14365. .14394 



Seq. ID OJ990803_12.0103.C5 
Strand 

End 29363 

Method TBLASTX: Soybean 

End 14394 

Score 113 



11461. .11556, 11463. .11546, 

11883. .12074, 11884. .12075, 

12360, 12182. .12322, 

13728, 13597. .13731, 

13732, 13797. .13937, 

14163, 14030. .14164, 



12160 
13597 
13610 
14026 
14171 



,14380, 14173. .14355, 



Seq. No. 
Gene No. 



6051 
12757 



Seq. ID 
Strand 



OJ990803 12. 0103. C5 



6320 



Start 


25894 








,End 


29363 




Name 


OJ990803 12. 0103. C5. 


ol . tm 


Method TBLASTX : 1 


^aize 


Start 


10935 








End 


15025 




GI 


none 








Score 66 






Exons 


10935. 


. 10985, 


11458. 


. 11520, 


11459. 


. 11554, 


11461 


. . 11556, 




11462. 


. 11554 , 


11463. 


. 11555, 


11648 . 


.11782, 


11648 


. . 11758, 




11649. 


. 11783, 


11650. 


. 11781, 


11654 . 


. 11773, 


11710 


. . 11784, 




11859. 


. 12074/ 


11884 . 


. 12075, 


11887. 


.12048, 


12152 


. . 12325, 




12157 . 


. 12348, 


12159 . 


. 12320, 


12160. 


.12360, 


12182 


. . 12322, 




12182. 


.12322, 


12409. 


. 12519, 


12425. 


.12502, 


13597 


. . 13728, 




13597. 


.13728, 


13797. 


. 13937 , 


13804. 


.13935, 


13805 


. . 13936, 




14025. 


.14180, 


14030. 


.14332, 


14033. 


.14362, 


14301 


. .14402, 




14365. 


.14406, 


14366. 


.14404, 


14510. 


.14557, 


14511 


. .14570, 




14573. 


.14629, 


14577. 


.14627, 


14638. 


.14664, 


14667 


. .14699, 




14668. 


.14697, 


14751. 


.14771, 


14752. 


.14772, 


14775 


. .14825, 




14783. 


.14821, 


14842. 


.14898, 


14875. 


.14904, 


14891 


. .15025, 



14913. .14969 



Seq. No. 


6051 








Seq. ID 


OJ990803 


_12 . 0103. 


C5 


Gene No. 


12757 








Strand 








Start 


25894 








End 


29363 






Name 


OJ990803 12. 0103. C5 


ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


12164 








End 


14336 






GI 


none 








Score 


94 






Exons 


12164. 


.12322, 


13627 


.13743, 


13633. .13728, 13635 


. .13730, 






13661. 


.13732, 


13666 


.13710, 


13797. .13937, 13802 


. .13936, 






13803. 


.13937, 


13833 


. 13913, 


14026. .14166, 14030 


. . 14167, 






14165. 


.14317, 


14168 


. 14317, 


14229. .14336 






Seq. No. 


6051 








Seq. ID 


OJ990803 


_12 . 0103. 


C5 


Gene No. 


12757 








Strand 








Start 


25894 








End 


29363 






Name 


OJ990803 12. 0103. C5 


o2. tm 


Method 


TBLASTX: 


Maize 




Start 


21534 








End 


25040 






GI 


none 








Score 


36 






Exons 


21534. 


.21560, 


21675 


.21779, 


21684. .21779, 21963 


. .22076, 






21963. 


.22076, 


21964 


.22077, 


21965. .22081, 22160 


. .22267, 






22162. 


.22266, 


22165 


.22269, 


23141. .23323, 23141 


. .23317, 






23143. 


.23319, 


24283 


.24465, 


24285. .24464, 24840 


. .24872, 






24866. 


.24919, 


24870 


.24929, 


24933. .24968, 24990 


. .25040 




Seq. No. 


6051 








Seq. ID 


OJ990803 


JL2.0103. 


C5 


Gene No. 


12757 








Strand 








Start 


25894 








End 


29363 






Name 


OJ990803 12. 0103. C5. 


o2. tc 


Method 


TBLASTX: 


Cress 




Start • 


23125 








End 


24359 






GI 


none 








Score 


160 






Exons 


23125. 


.23319, 


23141. 


.23323, 


24285. .24359 






Seq. No. 


6051 








Seq. ID 


OJ990803 


_12.0103. 


C5 


Gene No. 


12757 








Strand 








Start 


25894 








End 


29363 






Name 


OJ990803 12. 0103. C5. 


o2. ts 


Method 


TBLASTX : 


Soybean 




Start 


23125 








End 


24465 






GI 


none 








Score 


174 






Exons 


23125. 


.23319, 


23141. 


.23323, 


24285. .24464, 24301 


. .24465 





6321 



Seq. No. 


6051 




Seq. ID 


OJ990803 12 .0103. C5 


Gene No. 


12757 




Strand 




Start 


25894 




End 


29363 


Name 


OJ990803 12 . 0103 .C5 


. o4 . gs 


Method 


GENSCAN 


Start 


25894 




End 


29363 


GI 


none 




Score 


. 43 


Exons 


25894 . .25980, 29175 


. .29363 






Seq. No. 


6052 




Seq. ID 


OJ990803 12 . 0103 ,C6 


Gene No. 


12758 




Strand 


+ 


Start 


131 




End 


278 


Name 


OJ990803_12.0103.C6 


. ol . np 


Method 


AAT/NAP 


Start 


131 




End 


278 


GI 


2792214 




Score 


89 


Exons 


131. .278 








GI Descrip. 


(AF032685) NBS-LRR 


type resistance protein [Hordeum vulgare 


Seq. No. 


6053 




Seq. ID 


OJ990803 12. 0103. C7 


Gene No. 


12759 




Strand 




Start 


178 




End 


378 


Name 


OJ990803_12 . 0103.C7 


. ol . gs 


Method 


GENSCAN 


Start 


178 




End 


378 


GI 


none 




Score 


.97 


Exons 


178 . . 378 








Seq. No. 


6054 




Seq. ID 


OJ990713_08.0128.C1 


Gene No. 


12760 




Strand 


+ 


Start 


■ 95 




End 


471 


Name 


OJ990713_08 . 0128 .CI 


. ol . gs 


Method 


GENSCAN 


Start 


95 




End 


471 


GI 


none 




Score 


. 9 


Exons 


95. .172, 360. .471 








Seq. No. 


6054 




Seq. ID 


OJ990713_08.0128.C1 


Gene No. 


12761 




Strand 


+ 


Start 


390 




End 


566 


Name 


OJ990713_08.0128.C1 


.ol.np 


Method 


AAT/NAP 


Start 


390 




End 


566 


GI 


6759431 




Score 


96 


Exons 


390 . . 566 








GI Descrip. 


(AL137189) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


6055 




Seq. ID 


OJ990713_08.0128.C2 


Gene No. 


12762 




Strand 


+ 


Start 






End 


2318 


Name 


OJ990713 08. 0128. C2 


. o 1 . np 


Method 


AAT/NAP 


Start 


1426 




End 


2318 


GI 


6069646 




Score 


399 


Exons 


1426. .2318 








GI Descrip. 


(AP000616) similar 


to putative reverse 


transcriptase (AC005! 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 
Gene No. 



6055 
12763 



Seq. ID 
Strand 



OJ990713 08. 0128. C2 



6322 




Start 


458 




End 


3254 


Name 


OJ990713 08.0128.C2.ol. 


gs 


Method 


GEN SCAN 


Start 


458 




End 


3254 


GI 


none 




Score 


. 51 


Exons 


458.. 592, 1482.. 1753, 1950.. 2014, 2019 


. .2137, 3234 . .3254 


Seq. No. 


6055 




Seq. ID 


OJ990713_08. 0128. C2 


Gene No. 


12763 




Strand 




Start 


458 




End 


3254 


Name 


OJ990713_08.0128.C2.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


473 




End 


730 


GI 


none 




Score 


81 


Exons 


473.. 730, 477.. 695 








Seq. No. 


6055 




Seq. ID 


OJ990713 08 . 0128 .C2 


Gene No. 


12763 




Strand 




Start 


458 




End 


3254 


Name 


OJ990713_08.0128.C2.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


695 




End 


2042 


GI 


none 




Score 


60 


Exons 


695. .910, 719. .907, 184 


8.. 1970, 1980.. 


2042 


Seq. No. 


6055 




Seq. ID 


OJ990713_08 . 0128 . C2 


Gene No. 


12763 




Strand 




Start 


458- 




End 


3254 


Name 


OJ990713_08.0128.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1737 




End 


2288 


GI 


none 




Score 


290 


Exons 


1737.. 2288, 1859. .2107 








Seq. No. 


6056 




Seq. ID 


OJ990713_08. 0128. C3 


Gene No. 


12764 




Strand 


+ 


Start 


63 




End 


3688 


Name 


OJ990713 08.0128.C3.ol. 


gs 


Method 


GENSCAN 


Start 


63 




End 


3688 


GI 


none 




Score 


.76 


Exons 


63. .176, 284. .475, 1496 


.1612 


, 3251. .3382, 3515. .3688 


Seq. No. 


6056 




Seq. ID 


OJ990713_08.0128.C3 


Gene No. 


12765 




Strand 


+ 


Start 


. 3838 ' 




End 


6740 


Name 


OJ990713 08.0128.C3.o2. 


gs 


Method 


GENSCAN 


Start 


3838 




End 


6740 


GI 


none 




Score 


.55 


Exons 


3838. .4031, 4124. .4229, 


5231. 


.5249, 5593.. 5712, 6344. .6426, 




6578 . . 6740 








Seq. No. 


6057 




Seq. ID 


OJ990713_08.0128.C4 


Gene No. 


12766 




Strand 


+ ■ 


Start 


121 




End 


254 


Name 


OJ990713 08.0128.C4.ol. 


gs 


Method 


GENSCAN 


Start 


121 




End 


254 


GI 


none 




Score 


.99 


Exons 


121. .254 








Seq. No. 


6057 




Seq. ID 


OJ990713_08.0128.C4 


Gene No. 


12767 




Strand 


+ 



6323 




Start 


9957 


End 


10274 




Name 


OJ990713 08.0128.C4.o2.gp 


Method 


AAT/GAP 




Start 


9957 


End 


10274 




GI 


none 


Score 


628 




Exons 


9957. .10274 








Seq. No. 


6057 


Seq. ID 


OJ990713_08.0128 


.C4 


Gene No. 


12768 


Strand 


+ 




Start 


15660 


End 


16043 




Name 


OJ990713 08.0128.C4.o2.np 


Method 


AAT/NAP 




Start 


15660 


End 


16043 




GI 


3790593 


Score 


154 




Exons 


15660. .15730, 15806.. 16043 








GI Descrip. 


(AF079185) RING-H2 finger protein RHYla [Arabidopsis thaliana] 


Seq. No. 


60S7 


Seq. ID 


OJ990713_08.0128 


CA 


UC11C INU. 


1 976Q 


Strand 






Start 


9S1 


End 


2910 




Name 


H.TQQ071 ^ Oft 01 9ft CA nl rrn 


Method 


AAT/GAP 




Start 


9 M 6 ~" 


End 


2910 




GI 


5607590 


Score 


554 




Exons 


2516.. 2665, 2770.. 2910 








Seq. No. 


fin^7 


Seq. ID 


OJ990713_08.0128 


CA 


Gene No. 




Strand 






O U a. .L l_ 


1 01 S7 


End 


14598 




Name 


O.TQQ071 ^ Oft 01 9R P4 rr<? 


Method 


GENSCAN 




Start 


1 01 S7 "~ 


End 


14598 




GI 




Score 


.76 




Exons 


10157. .10720, 10814. .11380, 


11479. .12105, 12682. .13002, 






13337. .13528, 14321 .. 14527 , 


14536. .14598 




Seq. No. 


6057 


Seq. ID 


OJ990713_08.0128 


CA 


Gene No. 


12770 


Strand 






Start 


10157 


End 


14598 




Name 


OJ990713 08.0128.C4.ol.np 


• Method 


AAT/NAP 




Start 


10160 


End 


12152 




GI 


6522918 


Score 


936 




Exons 


10160. .10534, 10610. .10720, 


10814. .10976, 11034. .11380, 






11447. .11635, 11705.. 12152 








GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


6057- 


Seq. ID 


OJ990713JD8.0128 


.C4 


Gene No. 


12770 


Strand 






Start 


10157 


End 


14598 




Name 


OJ990713 08.0128.C4.o3.gp 


Method 


AAT/GAP 




Start 


11990 


End 


12699 




GI 


uC-osroM202039h08bl - 


Score 


468 




Exons 


11990. .12105, 12207. .12276, 


12622. .12699 




GI Descrip. 


•1946367 5.0e-09 (U93215) unknown protein [Arabidopsis 






thaliana] 1 








Seq. No. 


6057 


Seq. ID 


OJ990713_08.0128 


.C4 


Gene No. 


12771 


Strand 






Start 


17043 


End 


20086 




Name 


OJ990713 08.0128.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


'2475 


End 


2867 





6324 



GI 

Exons 



none Score 56 

2475. .2522, 2476. .2523, 2583. .2666, 2596. .2691, 2768. .2857, 
2769.. 2867, 2774.. 2854 



Seq. No. 6057 

Gene No. 12771 

Start 17043 

Name OJ9907 13_08 . 0128 . C4 . ol . tw 

Start 2592 

GI none 

Exons 2592.. 2675, 
2763. .2861, 



2596.. 2679, 2635. 
2764. .2862 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_08.0128.C4 

20086 . 
TBLASTX: Wheat 
2862 
132 



,2676, 2759.. 2860, 2760.. 2861, 



Seq. No. 6057 

Gene No. 12771 

Start 17043 

Name OJ990713_08 . 0128 .C4 . o4 . tm 

Start 6417 

GI none 

Exons 6417.. 6557, 6419.. 6547, 7887. 

8602.. 8793, 8603.. 8794, 8604\ 



Seq. ID OJ9907.13_08.0128.C4 
Strand 

End 20086 
Method TBLASTX: Maize 
End 8796 
Score 119 

.8069, 7935.. 8054, 7936. .8097, 
.8789, 8604.. 8795, 8605. .8796 



Seq. No. 6057 

Gene No. 12771 

Start 17043 

Name OJ9907 13_08 . 0128 . C4 . o4 . tc 

Start 6422 

i'U GI none 

rj Exons 6422.. 6559, 

;7§ 7939.. 8082, 



6423. . 6557, 7819. 
7941. .8075, 8604. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 08. 0128. C4 



20086 

TBLASTX: Cress 
8813 
94 

7881, 7825. .8073, 7938. .8075, 
8813, 8606.. 8788 



Seq. No. 
i U Gene No. 
h Start 
ri Name 
G Start 

i: " Exons 



6057 

12771 

17043 

OJ990713_08.0128.C4.o5.ts 

8627 

none 



Seq. ID OJ990713_08.0128.C4 
Strand 
End 

Method 
End 
Score 



20086 

TBLASTX : Soybean 

8842 

122 



8627. .8719, 8628. .8720, 8702. .8842, 8703.. 8804 



□ Seq. No. 6057 
;;3 Gene No. 12771 
Start 17043 

Name OJ990713_08 . 0128 .C4 .o2. tm 

Start 10158 

GI none 

Exons 10158. .10184, 10163 

10182. .10277, 10182 
10560. .10727, 10562 
10815. .10985, 10979 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10186, 10165. .10194, 10175 
10277, 10368. .10487, 10373 



OJ990713 08. 0128. C4 



20086 

TBLASTX: Maize 
11089 
39 

10276, 
10450, 



10720, 10793. 
11032, 10998. 



.10972, 10802. .11011, 
,11045, 11042. .11089 



Seq. No. 6057 

Gene- No. 12771 

Start 17043 

Name OJ990713_08 . 0128 . C4 . ol . ts 

Start 10562 

GI none 
Exons 



Seq. ID OJ990713_08.0128.C4 



Strand 
End 

Method 

End 

Score 



20086 

TBLASTX : Soybean 

11011 

117 



10562. .10720, 10575. .10715, 10814 .. 11011 , 10815.. 10991 



6325 



.: ss, 

u 



is 



Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713_08 . 0128 . C4 


. o3 . tc 


Start 


10562 




GI 


none 




Exons 


10562 .. 10717, 10575 


. . 10727, 


Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713_08 . 0128 .C4 


,o2. tw 


Start 


10634 




GI 


none 




Exons 


10634 . . 10717, 10638 


. . 10724, 




10824 . . 10964 




Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713_08 . 0128 .C4 


. o5 . tc 


Start 


11133 




GI 


none 




Exons 


11133. .11189, 11147 


. . 11236, 


Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713_08 . 0128 . C4 


.o2.ts 


Start 


11243 




GI 


none 




Exons 


11243 . . 11380, 11244 


. . 11372, 


Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713_08 .0128 . C4 


. o3 . ts 


Start 


11770 




GI 


none 




Exons 


11770 . . 12096, 11815 


. . 12030, 


Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713 08. 0128. C4 


. o5. tm 


Start 


11773 




GI 


none 




Exons 


11773. . 12033, 11876 


. . 12019 


Seq. No. 


6057 




Gene No. 


12771 




Start 


17043 




Name 


OJ990713 08. 0128. C4 


.o2.tc 


Start 


11794 




GI 


none 




Exons 


11794. .12042,' 11815 


. .11982, 



Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Cress 

End 10964 

Score 93 
10814 . .10963, 10815.. 10964 

Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Wheat 

End 10984 

Score 87 
10814. .10954, 10814. .10984, 



Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Cress 

End 11326 

Score 55 
11240. .11326, 11241. .11324 

Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Soybean 

End 11631 

Score 144 
11470. .11631 

Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Soybean 

End 12275 

Score 117 
11864. .12082, 12201. .12275 

Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Mai ze 

End 12033 

Score 113 



Seq. ID OJ990713_08.0128.C4 
Strand 

End 20086 

Method TBLASTX : Cress 

End 12281 . 

Score 81 
11867. .12028, 12061.. 12093, 



6326 



12207. .12281 



Seq. No. 6057 
Gene No. 12771 
Start 17043 

Name OJ990713_08 . 0128 .C4 .ol . tm 

Start 14339 
GI none 
Exons 14339. .14365, 14495 14572, 14495 

14691. .14726, 15465 .. 15503, 15472 

15486. .16049 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 08. 0128. C4 



20086 

TBLASTX: Maize 
16049 
38 

14572, 14503. .14586, 
15783., 15480. .16049, 



Seq. No. 6057 Seq. ID 

Gene No. 12771 Strand 

Start 17043 End 

Name OJ990713_08 . 0128 .C4 .o4 . ts Method 

Start 15897 End 

GI none Score 

Exons 15897. .16025, 15900.. 16034 



OJ990713_08.0128.C4 
20086 

TBLASTX : Soybean 

16034 

203 



Seq. No. 

Gene No. 
(BS% Start 

Name 
; =3 Start 

Cn gi 

Exons 
»2 GI Descrip. 

iy 

; *3 Seq. No. 
rU Gene No. 
; : Start 
; =~ Name 
Start 
GI 

Exons 



6057 Seq. ID OJ990713_08 . 0128 . C4 

12771 Strand 

17043 End 20086 

OJ990713_08.0128.C4.o3.np Method ■ AAT/NAP 

17037 End 19495 

3309620 Score 699 

17037. .17618, 17758. .19495 

(AF074 916) resistance to Pseudomonas syringae protein 5 
[Arabidopsis thaliana] 



6057 Seq. ID 

12771 Strand 

17043 End 

OJ990713_08.0128.C4.o4.gs Method 

17043 End 

none Score 

17043. .19253, 19264.. 20086 



OJ990713_08.0128.C4 

20086 
GEN SCAN 
20086 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6057 

12771 

17043 

OJ990713_08.0128.C4 .ol.tc 

18072 

none 

18072. .18239, 18363 .. 18470, 
18786. .19058, 18793 .. 18879, 

6057 

12771 

17043 

OJ990713_08. 0^128. C4.o6.tm 

18873 

none 

18873. . 19061, 18877. .18996, 
19050. . 19199, 19244. .19324, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18570 

18954 



OJ990713. 08. 0128. C4 



20086 

TBLASTX: Cress 
19199 
34 

18725, 18583. . 18714, 
19058, 19086. . 19199 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18951. .19082, 
19261. . 19326 



OJ990713 08. 0128. C4 



20086 

TBLASTX: Maize 
19326 
71 

19044. .19163, 



Seq. No. 



6058 



Seq. ID OJ990713_08.0128.C5 



6327 




vaene v*o . 


1 97*7 0 








Start 


6813 


End 


9539 




Name 


OJ990713 08.0128.C5.o2.gs 


Method 


GENSCAN 




Start 


6813 


End 


9539 




GI 


none 


Score 


1 




Exons 


6813. .9539 








Seq. No. 


6058 


Seq. ID 


OJ990713 


_08.0128.C5 


bene wo. 


1 977 T 


Strand 






Start 


3070 


. End 


5931 




Name 


OJ990713 08.0128.C5.ol.gs 


Method 


GENSCAN 




Start 


3070 


End 


5931 




GI 


none 


Score 


.73 




Exons 


3070. .3372, 4607. .4848, 5181 


..5226, 5896.. 5931 




Seq. No. 


6058 


Seq. ID 


OJ990713 


_08.0128.C5 


bene ino . 


1 9774 


Strand 






Start 


10643 


, End 


12466 




Name 


OJ990713 08.0128.C5.o3.gs 


Method 


GENSCAN 




Start 


10643 


End 


12466 




GI 


none 


Score 


.79 




Exons 


10643. .10897, 11001 11648 , 


12135. .12291, 12390 


. .12466 


Seq. No. 


6058 


Seq. ID 


OJ990713 


_08.0128.C5 


Gene No. 


12775 


Strand 






Start 


13372 


■ End 


21827 




Name 


nTQQfl71^ flft HI 9ft o9 


Method 


TBLASTX : < 


L^I coo 


Start 


7314 


End 


9320 




GI 


none 


Score 


72 




Exons 


7314. .7403, 7414. .7449, 7542 


..7646, 7659.. 7931, 


7853. .7927, 




8019.. 8159, 8024.. 8146, 8235 


..8309, 8252.. 8311, 


8454. .8672, 




8487.. 8606, 9204.. 9320, 9206 


. .9298 






Seq. No. 


6058 


Seq. ID 


OJ990713 


_08.0128.C5 


Gene No. 


12775 


Strand 






Start 


13372 


End 


21827 




Name 




Method 


TBLASTX : i 


Fid J_ £* C 


Start 


10716 


End 


11610 




GI 


none 


Score 


89 




Exons 


10716. .10829, 10716. .10898, 


10717. .10887, 10721 


. .10912, 




10962. .11363, 11019. .11306, 


11020. .11310, 11301 


. .11609, 




11311. .11610, 11311.. 11610 








Seq. No. 


6058 


Seq. ID 


OJ990713 


_08.0128.C5 


Gene No. 


12775 


Strand 








X j J / 


End 


21827 




Name 


OJ990713 08.0128.C5.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


11070 


. End 


11459 




GI 


' none 


Score 


212 




Exons 


11070. .11363, 11074. .11310, 


11301. .11459, 11311 


. .11445, 




11313. .11459 








Seq. No. 


6058 


Seq. ID 


OJ990713 


_08.0128.C5 


Gene No. 


12775 


Strand 






Start 


13372 


End 


21827 




Name 


OJ990713 08.0128.C5.ol.gp 


Method 


AAT/GAP 




Start 


13153 


End ■ 


15213 





6328 




GI 22567_1.R1084 Score 1283 

Exons 13153. .13544, 14241 .. 14347, 14929 .. 15066, 15144.. 15213 

GI Descrip. , 5689994/emb|CAB52039.1| 6.0e-ll (AL109731) hypothetical protein 
[Schizosaccharomyces pombe] 1 





Seq. No. 


6058 




Seq. ID 


OJ990713 


_08.0128 


.C5 




Gene No. 


12775 




Strand 










Start 


13372 




End 


21827 








Name 


OJ990713 08. 0128. C5 


.o3. tc 


Method 


TBLASTX : 


Cress 






Start 


13219 




End 


15009 








GI 


none 




Score 


156 








Exons 


13219. .13281, 13372 


. .13542, 


13382. .13543, 14234 


. .14350, 








X Q £ . . ± ft J*± Z? , Ift^ZO 




14953. .15009 








Seq. No. 


6058 




Seq. ID 


OJ990713 


_08.0128 


.C5 




Gene No. 


12775 




Strand 










Start 


13372 




End 


21827 








Name 


OJ990713 08. 0128. C5 


. o3. tm 


Method 


TBLASTX:: 


Maize 






Start 


13369 




End 


15009 








GI 


none 




Score 


181 








Exons 


13369. .13545, 13372 


. .13542, 


13373. .13543, 14222 


. .14350, 








14240. .14311, 14242 


. .14358, 


14242. .14349, 14928 


. .15008, 








14953. .15009 














Seq. No. 


6058 




Seq. ID 


OJ990713 


_08.0128 


.C5 


cn 


Gene No. 


12775 




Strand 








ru 


Start 


13372 




End 


21827 








Name 


OJ990713 08. 0128. C5 


. o4.gs 


Method 


GENSCAN 






*! K7 

; . E 


Start 


13372 


End 


21827 








GI 


none 




Score 


.74 








Exons 


13372. .13544, 14241 


. .14347, 


14929. .15143, 16099 


. .16119, 




;= t ; 

i y 




16253. .16321, 16808 


. .16873, 


16996. .17086, 17544 


; .17677, 








IfiCinA 1 QCQQ 1 Q1 71 


. . 1!?jUU , 


20158. .20332, 20944 


91 not; 








21678. .21827 














Seq. No. 


6058 




Seq. ID 


OJ990713 


_08.0128 


.C5 


u 


Gene No. 


12775 




Strand 








'fcsl 


Start 


13372 




End 


21827 








Name 


OJ990713 08. 0128. C5 


.o4 . ts 


Method 


TBLASTX :' 


Soybean 




.: =i 


Start 


13378 




End 


15008 








GI. 


none 




Score 


172 








Exons 


13378. .13545, 13382 


. .13531, 


13393. .13542, 14222 


. .14350, 








14242. .14349, 14928 


. .15008 












Seq. No. 


6058 




Seq. ID 


OJ990713 


_08.0128 


.C5 




Gene No. 


12775 




Strand 










Start 


13372 




End 


21827 








Name 


OJ990713 08. 0128. C5 


. o2 . gp 


Method 


AAT/GAP 








Start 


15834 




End 


16869 








GI 


4392 1.R1084 




Score 


1033 








Exons 


15834. .16119, 16253 


. .16321, 


16422. .16485, 16590 


. .16672, 





16808. .16869 

GI Descrip. ' 585350/sp | Q08466 I KC22_ARATH 5.0e-50 CASEIN KINASE II, ALPHA 

CHAIN 2 (CK II) >gi_419753_pir S31099 casein kinase II (EC 

2.7.1.-) alpha-type chain (clone ATCKA2) - Arabidopsis thaliana 
>gi_391605_dbj_BAA01091_ (D10247) casein kinase II catalytic 
subunit [Arabidopsis thaliana] 1 



6329 



Seq. No. 6058 
Gene No. 12775 
Start 13372 

Name OJ990713_08 . 0128 . C5 . o2 . tm 

Start 16051 
GI none 
Exons 16051. 

16417. 

16806, 

17520. 

18504. 

20157. 



.16116, 16253. 

.16488, 16586. 

.16886, 16993. 

.17678, 17524. 

.18701, 19172. 

.20219, 20158. 



16324, 
,16675, 
.17106, 
,17679, 
.19300, 
.20226 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16254. .16322, 



OJ990713 08. 0128. C5 



16590, 
16997, 
18496, 



21827 

TBLASTX: Maize 
20226 
56 

16416 
16673, 16805 
17092, 17519 
18699, 18502 



19207. .19305, 20146. 



16487, 
16888, 
17680, 
18699, 
20220, 



Seq. No. 6058 
Gene No. 12775 
Start 13372 " 

Name OJ990713__08 . 0128 . C5 . ol . np 

Start 16063 
GI 3821793 
Exons 16063. .16119, 16253 .. 16321, 16422 .. 16485, 16590 

16808. .16873, 16996 17086, 17520 .. 17677, 18504 

19171. .19300, 20158.. 20243 



Seq. ID OJ990713_08.0128.C5 
Strand 

21827 
AAT/NAP 
20243 
1304 



End 

Method 

End 

Score 



16672, 
18698, 



■fj GI Descrip. (Y11526) casein kinase II alpha subunit [Ze'a mays] 



!'! = 



Seq. No. 
Gene No. 
Start 
Name 
J Start 

3 GI 
r s Exons 



'■'-■J 



6058 

12775 

13372 

OJ990713_08.0128.C5.o3.ts 

16066 

none 

16066. .16119, 16253. .16324, 
16417. .16488, 16586 .. 16675, 
16805. .16888, 16806 .. 16886, 
16991. .17089, 16993. .17106, 
17520. .17690 



Seq. ID OJ990713_08;0128.C5 
Strand 

End 21827 

Method TBLASTX : Soybean 

End 17690 

Score 75 
16254. .16322, 16416 16487, 
16590. .16673, 16767 16799, 
16807. .168 96, 16988. .17092, 
17510. .17671, 17519. .17680, 



Seq. No. 6058 
Gene No. 12775 
Start 13372 

Name OJ990713_08 . 0128 . C5 . ol . tc 

Start 16253 - 

GI none 

Exons 16253. .16324, 16253. . 16324, 

16586. .16675, 16590 .. 16673, 
16838. .16888, 16988 17092, 
17510. .17680, 17519. .17680, 
18504. .18686 



Seq. ID 

Strand 
. End 

Method 
. End 

Score 
16416. .16487, 



OJ990713 08. 0128. C5 



16805. 
16991. 
17520. 



21827 

TBLASTX: Cress 
18687 
49 

16423. .16488, 
.16831, 16836. .16871, 
.17065, 16993. .17106, 
.17705, 18493. .18687, 



Seq. No. 6058 

Gene No. 12775 

Start 13372 

Name OJ990713_08 . 0128 . C5 . ol . tw 

Start 17023 

GI * none „ 

Exons 17023. .17106, 17024 .. 17092', 
17520. .17 690, 184 96. .18699, 



Seq. ID 
Strand 
End 

Method 
End 
■. Score 
17510 
18502 



OJ990713 08. 0128. C5 



21827 

TBLASTX: Wheat 
18701 
84 

17683, 17519. .17680, 
18699, 18504. .18701 



6330 



Seq. No. 6058 
Gene No. 12775 
Start 13372 

Name OJ990713_08 . 0128 .C5 .o2 . ts 

Start 18497 
GI none 

Exons 18497. .18670, 184 98 18701, 

19172. .19294, 19207 .. 19305, 
20158.. 20220 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18503. .18685, 
19275. .19313, 



OJ990713 08. 0128. C5 



21827 

TBLASTX : Soybean 
20220 
153 

18505. .18699, 
20157. .20219, 





Seq. No. 


6058 


Seq. ID 


OJ990713 


_08. 


0128 


.C5 




Gene No. 


12775 


Strand 


- 










Start 


13372 


End 


21827 










Name 


OJ990713 08.0128.C5.o2.np 


Method 


AAT/NAP 










Start 


20384 


End 


21755 










GI 


6498436 


Score 


81 










Exons 


20384. .20469, 21609.. 21755 














GI uescrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 










Seq. No. 


6059 


Seq. ID 


OJ990713_ 


_08. 


0128 


.C6 




Gene No. 


12776 


Strand 


+ 










Start 


355 


End 


1221 








q 


Name 


OJ990713 08.0128.C6.ol.gs 


Method 


GENSCAN 










Start 


355 


End 


1221 










GI 


none 


Score 


.83 








ry 


Exons 


355. .421, 1034. .1221 














Seq. No. 


6059 


Seq. ID 


OJ990713_ 


_08. 


0128 


.C6 




Gene No. 


12777 


Strand 


+ 








. 


Start 


2604 


End 


4458 










Name 


OJ990713 08.0128.C6.ol.gp 


Method 


AAT/GAP 










Start 


2502 


End 


2789 










GI 


2310208 


Score 


487 








i'j 


Exons 


2502. .2789 














Seq. No. 


6059 


Seq. ID 


OJ990713_ 


_08. 


0128 


.C6 




Gene No. 


12777 


Strand 


+ 










Start 


2604 


End 


4458 








□ 


Name 


OJ990713 G8.0128.C6.o2.gs 


Method 


GENSCAN 










Start 


2604 


End 


4067 










GI 


none 


Score 


.99 










Exons 


2604.. 2889, 2990.. 3381, 3567. 


.4067 











Seq. No. 


6059 






Seq. ID 


OJ990713_08.0128 


.C6 


Gene No. 


12777 






Strand 


+ 




Start 


2604 






End 


4458 




Name 


OJ990713 08 


.0128.C6 


ol.np 


Method 


AAT/NAP 




Start 


2633 






End 


4067 




GI 


3297816 






Score - 


945 




Exons 


2633. .2889, 


2990.. 3381, 3567 


. .4067 






GI Descrip. 


(AL031032) 


putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


6059 






Seq. ID 


OJ990713JD8.0128 


.C6 


Gene No. 


12777 






Strand 


+ 




Start 


2604 






End 


4458 




Name 


OJ990713 08 


.0128.C6 


ol . tm 


Method 


TBLASTX: Maize 





6331 




Start 


2688 






End 


3950 


GI 


none 






Score 


85 


Exons 


2688.. 2789, 2798 


. .2875, 


2799. 


.2879, 2992.. 3192, 3072.. 3188, 




3244. .3384, 3561 


. . 3608, 


3569. 


.3607, 3660.. 3950, 3665.. 3949 


Seq. No. 


6059 






Seq. ID 


OJ990713_08.0128.C6 


Gene No . 


1 0111 
1Z / / / 






Strand 


+ 


Start 


2604 






End 


4458 


Name 


OJ990713 08.0128 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2688 






End 


3192 


GI 


none 






Score 


185 


Exons 


2688.. 2879, 2807 


. .2875, 


2995. 


.3192, 3060. .3188 


Seq. No. 


6059 






Seq. ID 


OJ990713_08.0128.C6 


Gene No. 


12777 






Strand 


+ 


C4- -i v- +- 

btar l 








End 


4458 


Name 


OJ990713 08.0128 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2688 






End 


4031 


GI 


none 






Score 


264 


Exons 


2688.. 2876, 2795 


. .2875, 


2989. 


.3192, 2991. .3188, 3244. .3384, 




3560.. 3607, 3561 


. .3608, 


3633. 


.3968, 3647.. 3949, 3993.. 4031 


Seq. No. 


6059 






Seq. ID 


OJ990713_08.0128.C6 


Gene' No . 


/ / / 






Strand 


+ 


Start 


2604 






End 


4458 


Name 


OJ990713 08.0128 


.C6.ol. 


tw 


Method . 


TBLASTX: Wheat 


Start 


2995 






End 


3273 


GI 


none 






Score 


258 


Exons 


2995.. 3192, 3003 


. .3191, 


3247. 


.3273 




Seq. No. 


6059 






Seq. ID 


OJ990713_08.0128.C6 


Gene No . 


1 Olll 
xc. Ill 






Strand 


+ 


Start 


2604 






End 


4458 


Name 


OJ990713 08.0128 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3256 






End 


3950 


GI 


none 






Score 


103 


Exons 


3256.. 3372, 3561 


. .3617, 


3624. 


.3950 




Seq. No. 


6059 






Seq. ID 


OJ990713_08.0128.C6 


Gene No . . 


12777 






Strand 


+ 


Start 


2604 






End 


4458 


Name 


OJ990713 08.0128 


.C6.o3. 




Method 


AAT/GAP 


Start 


3801 






End 


4458 


GI 


13689 1.R1084 






Score 


1266 


Exons 


3801. .4458 










GI Descrip. 


•3297816/emb|CAA19874 . 1 


I 3.0e 


-11 (AL031032) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


6060 






Seq. ID 


OJ990713_08.0128.C7 


Gene No. 


12778 






Strand 


+ 


Start 


1 






End 


1618 


Name 


OJ990713 08.0128 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


300 


GI 


5734621 






Score 


213 


Exons 


1..40, 90. .300 










GI Descrip. 


(AP000391) ESTs 


AU067992 (C11433) , AU077424 (C11433) correspond 



a region of the predicted gene.; Similar to ABC transporter-7 



6332 



(U43892) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6060 
12778 
1 

OJ9907 13_08 . 0128 . C7 . o2 . np 
1 

3153821 
1..137, 1251.. 1618 
(AF062655) plenty-of-prolines-101 
[Mus musculus] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713_ 
+ 

1618 
AAT/NAP 
1618 
119 



08. 0128. C7 



POP101; SH3-philo-protein 



6061 

12779 

1561 

OJ990713JD8.0128.C8.ol.np 

1561 

6522924 



Seq. ID OJ990713_08.0128.C8 

Strand + 

End 3327 

Method AAT/NAP 

End 3327 

Score 930 



1561.. 1704, 1747.. 2337, 2413.. 2655, 2749.. 3179, 3219.. 3327 
(AL132978) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 6061 Seq. ID 

Gene No. 12780 Strand 

Q Start 6309 • End 

.'3 Name OJ990713_08 . 0128 .C8 . ol . gp Method 

Start * 6309 End 

;[[ GI none Score - 

i'U Exons 6309.. 6951 



OJ990713_08.0128.C8 
+ 

6951 
AAT/GAP 
6951 
1139 



Seq. No. 6061 Seq. ID 

Gene No. 12781 Strand 

Start 6679 End 

Name OJ990713_08 . 0128 . C8 . ol . ts Method 

Start 1750 End 

GI none Score 

Exons .1750.. 1941, 1762.. 1941 



OJ990713_08.0128.C8 
6939 

TBLASTX: Soybean 

1941 

190 



Seq. No. 6061 Seq. ID 

Gene No. 12781 Strand 

Start 6679 End 

Name OJ9907 13_08 . 0128 . C8 . o2 . gs Method 

Start 6679 End 

GI none Score 

Exons 6679.. 6939 



OJ990713_08.0128.C8 

6939 
GENSCAN 
6939 
. 64 



Seq. No. 6062 Seq. ID 

Gene No. 12782 Strand 

Start 1 End 

Name O J990713_08 . 0128 . C9 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 86 



OJ990713_08.0128.C9 
+ 

86 

AAT/GAP 

86 

92 



Seq. No. 6062 Seq. ID 

Gene No. 12783 Strand 

Start 7671 End 

Name . OJ990713_08 . 0128 .C9.o3.gs Method 



OJ990713_08.0128.C9 
+ 

8156 
GENSCAN 



6333 



Start 


7671 


End 


8156 




GI 


none 


Score 


.83 




Exons 


7671. .7835, 7914.. 8156 








Seq. No. 


6062 


Seq. ID 


OJ990713_08.0128 


.C9 


Gene No . 


12784 


Strand 






Start 


36 


End 


2922 




Name 


OJ990713 08.0128.C9.ol.gs 


Method 


GENS CAN 




Start 


36 


End 


2700 




GI 


none 


Score 


.99 




Exons 


36.. 309, 397.. 1490, 1985.. 2083, 2682.. 


2700 




Seq. No. 


6062 


Seq. ID 


OJ990713_08.0128 


.C9 


Gene No. 


12784 


Strand 






C f- a r-f- 

oT.cl.LL. 


36 


End 


2922 




Name 


OJ990713 08.0128.C9.ol.np 


Method 


AAT/NAP 




Start 


91 


End 


981 




GI 


2317717 


Score 


336 




Exons 


91. .309, 397. .792, 883. .981 








GI Descrip. 


(AF012943) RblA [Dictyostelium discoideum] 




Seq . No . 


6062 


Seq. ID 


OJ990713_08.0128 


.C9 


Gene No . 


12784 


Strand 






Start 


36 


y-i _ _3 

End 


2922 




Name 


OJ990713 Uo . Ulzo . Cy . OZ . gp 


Metnoa 


AAT/GAP 




Start 


631 


End 


1035 




GI 


none 


Score 


763 




Exons- 


631. .1035 








Seq. No. 


6062 


Seq. ID 


OJ990713_08.0128 


.C9 


Gene No. 


12784 


Strand 






Start 


36 


End 


2922 




Name 


OJ990713 08.0128.C9.o3.gp 


Method 


AAT/GAP 




Start 


1435 


End 


2922 




GI 


none 


Score 


739 




Exons 


1435.. 1490, 1985.. 2083, 2682. 


.2922 






Seq. No. 


6062 


Seq. ID 


OJ990713JD8.0128 


.C9 


Gene No. 


12785 


Strand 






Start 


8362 


End 


11920 




Name 


OJ990713 08.0128.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


33 


End 


443 




GI 


none 


Score 


90 




Exons 


33. .113, 36. .125, 37. .144, 80 


..202, 91 


..207, 92. .202, 102. 




102.. 230, 106.. 207, 226.. 309, 


234. .311 


, 250. .306, 301.. 


423 




396. .440, 399. .443, 400. .441 








Seq. No. 


6062 


Seq. ID 


OJ990713_08.0128 


.C9 


Gene No. 


12785 


Strand 






Start 


8362 


End 


11920 




Name 


OJ990713 08.0128.C9.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


527 


End 


778 




GI 


none 


Score 


224 




Exons 


527. .754, 529. .777, 548. .778 








Seq. No. 


6062- 


Seq. ID 


OJ990713_08.0128 


.C9 


Gene No. 


12785 


Strand 







6334 





Start 


8362 








End 


11920 




Name 


OJ990713 08. 


0128 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


628 








End 


997 




GI 


none 








Score 


161 




Exons 


628.. 996, 630.. 758, 632 


. .997, 


634. .996 






Seq. No. 


Cf\ CO 

oVbZ 








Seq. ID 


OJ990713_08.0128.C9 




Gene No. 


1Z 1 OD 








Strand 






Start 


Q "5 CO 








End 


11920 




Name 


uuyyu / ij uo . 


U IZo 


. . o j . 


ts 


Method 


TBLASTX : Soybean 




Start 


iuy b 








End 


2087 




GI 


none 








Score 


100 




Exons 


1096. .1176, 


1135 


. .1251, 


1154. 


.1264, 1169.. 1252, 1252. .1494, 






1 OC^ 1 ^ AO 


1 OZ J 


1 /IQQ 

. . i4yy, 


1986. 


.2087, 1987.. 2085 




Seq. No. 


cn co 
bUb*c 








Seq. ID 


OJ990713_08.0128.C9 




Gene No. 


XZ fOD 








Strand 






Start 










End 


11920 




Name 


ojy yu / 1 j Uo . 


C\ 1 o o 

Ulzo 


. cy . 04 . 


tm 


Method 


TBLASTX: Maize 




Start 


1138 








End 


1426 




GI 


none 








Score 


149 




Exons 


1 1 OQ 1 OC1 
11 OO . . lZOl, 


ii jy 


. . 1ZDZ, 


1139. 


.1258, 1243. .1311, 1247. .1312, 






izyi . . 14^Z, 


1 O Q 1 

l^yi 


1 A O O 


1292. 


.1426, 1302. .1424 


.5 84 


Seq. No. 


CO CO 

bUb^ 








Seq. ID 


OJ990713_08.0128.C9 




Gene No. 


i onoc 

1Z too 








Strand 




i s n 


Start 


Q *3 C O 

o JbZ 








End 


11920 


;-i e 


Name 


ojyyu /io Uo . 


moo. 
Ulzo 


. uy . o j . 


tc 


Method 


TBLASTX: Cress 


?% 


Start 


8339 








End 


8478 


i .« 


GI 


none 








Score 


210 


L t-E 
[ iJ 


Exons 


o jjy . . o 4 / d , 


o J4 U 




8341. 


.8478 




Pit 
1 ~r 


Seq. No. 


bUo^ 








Seq. ID 


OJ990713_08.0128.C9 




Gene No. 


1Z fOD 








Strand 






Start 


Q "3 C 0 








End 


11920 




Name 


r\TQQmi"3 AQ 

uj y yu / 1 j uo . 


m o q 
Ul^o 


. uy . oi . 


tm 


Method 


TBLASTX: Maize 


" ; J 


Start 


Q *3 t: Q 

o Joy 








End 


9666 


i; 


GI 


, none 








Score 


228 




Exons 


8359. .8574, 


8383 


. .8568, 


9091. 


.9153, 9092.. 9151, 9151.. 9666, 






9152. .9664 














Seq. No. 


6062 








Seq. ID 


OJ990713_08.0128.C9 




Gene No. 


. 12785 








Strand 






Start 


8362 








End 


11920 




Name 


OJ990713 08. 


0128 


. cy . o4 . 


gs 


Method 


GEN SCAN 




Start 


8362 








End 


11920 




GI 


none 








Score 


. 64 




Exons 


8362. .8568, 


9067 


. .9719, 


9815. 


.9929, 10377. . 10506, 10760. .10 






11343. .11920 












Seq. No. 


6062 








Seq. ID 


OJ990713_08.0128.C9 




Gene No. 


12785 








Strand 






Start 


8362 








End 


11920 




Name 


OJ990713 08. 


0128 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


8365 








End 


11740 




GI 


2231149 








Score 


2239 




Exons 


8365. .8568, 


9067 


. .9719, 


9815. 


.9951, 11343. .11740 



6335 




GI Descrip. (L81152) integral membrane protein [Oryza sativa] 



Seq. ■ No. 


6062 




Seq. ID 


OJ990713_08.0128.C9 


Gene No. 


12785 




Strand 




Start 


8362 




End 


11920 


Name 


OJ990713 08. 


.0128.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


8479 




End 


9600 


GI 


none 




Score 


251 


Exons 


8479. .8565, 


9073.. 9588, 9073. 


.9600, 9074.. 9595 


Seq. No. 


6062 




Seq. ID 


OJ990713_08.0128.C9 


Gene No. 


12785 




Strand 




Start 


8362 




End 


11920 


Name 


OJ990713 08, 


.0128.C9.ol. ts 


Method 


TBLASTX : Soybean 


Start 


9202 




End 


9621 


GI 


none 




Score 


365 


Exons 


9202. .9621, 


9203. .9619 






Seq. No. 


C C\ c o 




Seq. ID 


OJ990713_08.0128.C9 


Gene No. 


12785- 




Strand 




Start 


8362 




End 


11920 


Name 


OJ990713 08, 


.0128.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9581 




End 


11387 


GI 


none 




Score 


233 


Exons 


9581. .9721, 


9583.. 9726, 9583. 


.9720, 9747. .9803, 9811. .9951 




9813. .9953, 


9813.. 9950, 11336 


. .11380, 


11343. .11387 


Seq. No. * 


6062 




Seq. ID 


OJ990713_08.0128.C9 


Gene No. 


12785 




Strand 




Start 


8362 




End 


11920 


Name 


OJ990713 08, 


.0128.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9622 




End 


11735 


GI 


none 




Score 


118 


Exons 


9622. .9720, 


9623.. 9721, 9750. 


.9950, 9809. .9946, 9810. .9947 




9811. .9951, 


11321. .11581, 11343. .11618 


, 11345. .11734, 




11633. .11722, 11661. .11735 






Seq. No. 


6062 




Seq. ID 


OJ990713_08.0128.C9 


Gene No. 


12785 




Strand 




Start 


8362 




End 


11920 


Name 


OJ990713 08, 


.0128.C9.o3. tm 


Method 


TBLASTX: Maize 


Start- 


9667 




End 


11572 


GI 


none 




Score 


90 


Exons 


9667. .9720, 


9668. .9721, 9668. 


.9721, 9810.. 9950, 9813.. 9953 




9814. .9960, 


11336. .11572, 11343. .11567, 11345.. 11572 


Seq. No. 


6062 




Seq. ID 


OJ990713_08.01"28.C9 


Gene No. 


12785 




Strand 




Start 


8362 




End 


11920 ' 


Name 


OJ990713 08, 


.0128.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


11313 




End 


11542 . . 


GI 


none 




Score 


183 


Exons 


11313. .11540, 11333.. 11542 






Seq. No. 


6062 . 




Seq. ID 


OJ990713_08.0128.C9 


Gene No. 


12785 




Strand' 




Start 


8362 




End 


11920 



6336 



Name 

Start 

GI 

Exons 



OJ9907 13_08 . 0128 . C9 . o5 . tm Method TBLASTX : Maize 

11630 End 11920 

none Score 85 

11630. .11722, 11642. .11743, 11661 .. 11735, 11786. . 11842, 

11885. .11920 



Seq. No. 6063 Seq. ID 

Gene No. 12786 Strand 

Start 7961 End 

Name O J 9 9 0 7 1 3_0 8.0128.C10.o2.gs Method 

Start 7961 End 

GI none Score 

Exons 7961.. 8300, 8408.. 8470, 8820.. 10612 



OJ990713_08. 0128. C10 
+ 

10612 
GENSCAN 
10612 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6063 Seq. ID 

12787 Strand 
12167 End 
OJ990713JD8 . 0128 . C10 . o2 . gp Method 
11730 End 
5004566 Score 
11730. .11817 

5042437/gb|AC007789.1|AC007789 1.0e-34 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 



OJ990713_08. 0128. C10 
+ 

12323 
AAT/GAP 
11817 
130 



•6063 Seq. ID 

12787 Strand 

12167 End 
OJ990713_08. 0128. C10. o3.gs Method 

12167 End 

none Score 
12167. .12323 



OJ990713_08. 0128. C10 
+ 

12323 
GENSCAN 
12323 
.68 



IU Seq. No. 6063 Seq. ID 

is Gene No. 12788 Strand 

fn Start 2206 . End 

Name OJ990713_08 . 0128 . C10. ol . gs Method 

Start 2206 End 

^ GI none Score 
hJ Exons 



OJ990713_08. 0128. C10 

6548 
GENSCAN 
6548 
. 65 



2206. .2253, 2574. .2677, 3959. .4244, 4674. .4942, 6344. .6548 



Seq. No. 6063 Seq. ID OJ990713_08 . 0128 . C10 

Gene No. 12788 Strand 

Start 2206 End 6548 

Name OJ990713_08 . 0128 . C10 . ol . gp Method AAT/GAP 

Start 4515 End 4970 

GI uC-osflcypl58al0bl Score 845 

Exons 4515.. 4970 

GI Descrip. 1 6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 6063 Seq. ID 

Gene No. 12789 - Strand 

Start 9704 End 

Name OJ990713_08 . 0128 . C10 . ol . tc Method 

Start 9704 End 

GI none Score 



OJ990713_08. 0128. C10 
10408 

TBLASTX: Cress 

10408" 

113 



6337 



Exons 


9704.. 9904, 9716.. 10009, 9746, 


. .10117, 


9755.. 9835, 9758. 


.10075, 




9761.. 9895, 9809.. 10045, 9851. 


. .10189, 


9923.. 10150, 9971 


. .10312 




9998. .10408 








Seq. No. 


6063 


Seq. ID 


OJ990713_08.0128 


.C10 


bene no . 


12789 


Strand 






Start 


9704 


End 


10408 




Name 


OJ990713 08.0128.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


9713 


End 


10378 




GI 


none 


Score 


227 




Exons 


9713. .10378, 9713. .10171, 9737. .9856, 


9827. .10165 




Seq. No. 


6063 


Seq. ID 


OJ990713_08.0128 


.C10 


Gene No. 


12789 


Strand 








9704 


End 


10408 




Name 


OJ990713 08.0128.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9713 


End 


10186 




GI 


none 


Score 


83 




Exons 


9713.. 9871, 9715.. 9804, 9716.. 


,10087, 9725.. 10072, 9871. 


.10086, 




9923.. 10186, 9944.. 10093 








Seq. No. 


6064 


Seq. ID 


OJ991013_13.0222 


.CI 


Gene No. 


12790 


Strand 






O Lai L 


. 1 


End 


822 




Name 


OJ991013 13.0222.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


822 




GI 


5091513 


Score 


714 




Exons 


1..594, 799. .822 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


6064 


Seq. ID 


OJ991013_13.0222 


.CI 


uene ino . 


12790 


Strand 






Start 


1 


End 


822 




Name 


OJ991013 13.0222.Cl.ol.gs 


Method 


GENSCAN 




Start 


62 


End 


558 




GI 


none 


Score 


.57 




Exons 


62. .558 








Seq. No. 


6065 


Seq. ID 


OJ991013_13.0222 


.C2 


Gene No. 


127 91 


Strand 






juai L 


1 


End 


1481 




Name 


OJ991013 13.0222.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1481 




GI 


4680179 


Score 


1968 




Exons 


1..33, 280. .1481 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


6065 


Seq. ID 


OJ991013_13.0222 


.C2 


bene ino . 


12791 


Strand 






Start 


1 


End 


1481 




Name 


OJ991013 13.0222.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


290 


End 


858 




GI 


none 


Score 


248 




Exons 


290. .697, 295. .699, 697. .858, 


704. .850 






Seq. No. 


6065 


Seq. ID 


OJ991013_13.0222 


.C2 


Gene No. 


12791 


Strand 







6338 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Q Gene No. 

a Start 

rfi Name 

»j| Start 

] 4 GI 

H Exons 

LLJ 

i J Seq. No. 

HI Gene No. 

' 57 Start 

: !„ Name 

U Start 

-4 GI 

j=i Exons 

a 

Seq. No. 
Gene No. 
U Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ991013_13.0222.C2.o3.tw 

295 

none 

295: :411, 296.. 412 

6065 

12791 

1 

OJ991013_13.0222.C2.ol.tw 

412 

none 

412.. 1038, 413.. 1036 

6065 

12791 

1 

OJ991013_13.0222.C2.o2.tm 

907 

none 

907.. 1197, 911.. 1198 

6065 

12791 

1 

OJ991013_13.0222.C2.ol.ts 

997 

none 

997.. 1230, 998.. 1219 

6065 

12791 

1 

OJ991013_13.0222.C2.o2.tw 

1045 

none 



End 

Method 

End 

Score 



1481 

TBLASTX: Wheat 

412 

130 



Seq. ID OJ991013_13.0222.C2 
Strand 

End 1481 

Method TBLASTX : Wheat 

End 1038 

Score 394 



Seq. ID ^OJ991013_13.0222.C2 
Strand 

End 1481 

Method TBLASTX : Mai ze 

End 1198 

Score 225 



Seq. ID OJ991013_13.0222.C2 
Strand 

End 1481- 

Method TBLASTX : Soybean 

End 1230 

Score 154 



Seq. ID OJ991013_13.0222.C2 
Strand 

End 1481 

Method TBLASTX : Wheat 

End 1481 

Score 17 6 



1045. .1218, 1046. .1219, 1216. .1299, 1221. .1481, 1230. .1478 



6066 

12792 

1 

OJ991013_i3.0222.C3.o3.np 
1 

4680183 



Seq. ID OJ991013_13.0222.C3 

Strand + 

End 4789 

Method AAT/NAP 

End 4789 

Score 184 



1..42, 4003. .4092, 4700. .4789 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



6066 
12793 
1 

OJ991013_13.0222.C3.ol.np 
1 

4680179 
1. .2096 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991013_13.0222.C3 
Strand 

End 2096 

Method AAT/NAP 

End 2096 

Score 3473 



Seq. No. 



6066 



Seq. ID OJ991013__13.0222.C3 



6339 




bene no. 


/ y ^ 




OLlaJlU 




Start 


2347 




End 


4799 


Name 


OJ991013 13.0222.C3.o2. 


gs 


Method 


GENSCAN 


Start 


2347 




End 


4799 


GI 


none 




Score 


.86 


Exons 


2347.. 3312, 4563.. 4695, 


4735. 


.4799 




Seq. No. 


6066 




Seq. ID 


OJ991013_13.0222 


Gene No. 


12794 




Strand 




Start 


2347 




End 


4799 


NT .a m ea 


OJ991013 13.0222.C3.o2. 


np 


Method 


AAT/NAP 


Start 


2350 




End 


3246 


GI 


5042448 




Score 


1320 


Exons 


2350. .2645, 2685. .3246 








GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 




retrotransposon [Oryza 


sativa 


] 




Seq. No. 


6066 




Seq. ID 


OJ991013_13.0222 


bene no . 


12795 




Strand 




Start r; 


C y| Oft 




End 


bllU 


Name 


OJ991013 13.0222.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


372 


GI 


none 




Score 


203 


Exons 


1..372, 2.. 268 








Seq. No. 


6066 




Seq. ID 


OJ991013_13.0222 


bene wo . 


12795 




Strand 




Start 


5420 




bna 


bl 1U 


Name 


OJ991013 13.0222.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


22 




End 


336 


GI 


none 




Score 


183 


Exons 


22. .336 








Seq. No. 


6066 




Seq. ID 


OJ991013_13.0222 


bene no . 


12795 




Strand 


- 


Start 


5420 




End 


6110 


Name 


OJ991013 13.0222.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


71 




End 


360 


GI 


none ■ 




Score 


165 


Exons 


71. .262, 73. .360 








Seq. No. 


6066 




Seq. ID 


OJ991013_13.0222 


bene jno . 


12795 




Strand 




Start 


5420 




End 


6110 


Name 


OJ991013 13.0222.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


534 




End 


951 


GI 


none 




Score 


103 


Exons 


534. .695, 535. .717, 536. .691, 


781. .951 


, 803.. 901 


Seq. No. 


6066 




Seq. ID 


OJ991013_13.0222 


Gene No. 


12795 




Strand 




Start 


5420 




End 


6110 


Name 


OJ991013 13.0222.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1258 




End 


1590 


GI 


none 




Score 


114 


Exons 


1258.. 1590, 1306. .1590 









6340 



Seq. No. 6066 

Gene No. 12795 

Start 5420 

Name OJ991013_13 . 0222 . C3 . o2 . tw 

Start 1471 

GI none 

Exons 1471. .1791, 1481.. 1705 

Seq. No. 6066 
Gene No. . 12795 

Start 5420 

Name OJ991013_13 . 0222 ". C3 . o3 . gs 

Start 5420 

GI none 

Exons .5420.. 5765, 5830.. 5895, 5987. 



• 



Seq. ID OJ991013_13.0222.C3 
Strand 

End 6110 

Method TBLASTX : Wheat 

End 1791 

Score 89 



Seq. ID OJ991013_13.0222.C3 
Strand 

End 6110 

Method GENSCAN 

End 6110 

Score .79 
.6110 



<>3 

m 
ru 

Q 

ru 

u 
U 

ss. 

1 E 



Seq. No. 6067 

Gene No. 12796 

Start 2160 

Name OJ991013_13 . 0222 . C4 . ol . gp 

Start 2160 

GI 52923_1.R1084 

Exons 2160. .2579 

GI Descrip. 1 5823554 /gb I AAD53184 . 1 1 AF180920_1 4.'6*e--10/ (AF180920) cyclin 
ania-6a [Homo sapiens] ' 



Seq. ID OJ991013_13.0222.C4 
Strand + 

2734 
AAT/GAP 
2579 
789 



End 

Method 

End 

Score 



Seq. No. 


6067 








Seq. ID 


OJ991013_13.0222 


.C4 


Gene No. 


12796 








Strand 


+ 




Start 


2160 








End 


2734 




Name 


OJ991013 13 


.0222. 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


2250 








End 


2579 




GI 


5453421 








Score 


92 




Exons 


2250. .2579 














GI Descrip. 


(AF159159) 


cyclin ania- 


6a 


[Mus musculus] 




Seq. No. 


6067 








Seq. ID 


OJ991013_13.0222 


.C4 


Gene No. 


12796 








Strand 


+ 




Start 


2160 








End 


2734 




Name 


OJ99i013 13 


.0222. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2413 








End 


2580 




GI 


none 








Score 


244 




Exons 


2413. .2580, 


2418. 


.2579 










Seq. No. 


6067 








Seq. ID 


OJ991013_13.0222 


.C4 


Gene No. 


12796 








Strand 


+ 




Start 


2160 








End 


2734 




Name 


OJ991013 13 


.0222. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2427 








End 


2580 




GI 


none 








Score 


64 




Exons 


2427. .2501, 


2427. 


.2579, 


2428. .2580 






Seq. No. 


6067 








Seq. ID 


OJ991013_13.0222 


.C4 


Gene No. 


12796 








Strand 


+ 




Start 


2160 








End 


2734 




Name 


OJ991013 13 


.0222. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2427 








End 


2591 




GI 


none 








Score 


244 





6341 




Exons 


2427. .2591, 


2428 


..2589 










Seq. No. 


6067 








Seq. ID 


OJ991013 


_13.0222.C4 


Gene No. 


i o n o c 








Strand 


+ 




Start 


2160 








End 


2734 




Name 


OJ991013 13. 


0222 


,C4.ol. 


gs 


Method 


GENSCAN 




Start 


2428 








End 


2734 




GI 


none 








Score 


.45 




Exons 


2428. .2640, 


2714 


. .2734 










Seq. No. 


6068 








Seq. ID 


OJ991013 


_13.0222.C5 


Gene No. 


12797 








Strand 


+ 




Start 


lOOO 








End 


3406 




Name 


OJ991013 13. 


0222 


.C5.ol. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


1618 








End 


2305 




GI 


none 








Score 


92 




Exons 


1618. .1710, 


1644 


. .1694, 


1644 . 


.1724, 1645. .1710, 


1812. .1961, 




1814. .1942, 


2114 


. .2269, 


2114. 


.2266, 2267.. 2305, 


2267. .2305 


Seq. No. 


6068 








Seq. ID 


OJ991013 


_13.0222.C5 


bene No. 


±z / y / 








Strand 


+ 




Start . 


1656 








End 


3406 




Name 


OJ991013 13. 


0222 


.CS.ol. 


tc 


Method 


TBLASTX :i 


Cress 


Start 


1649 








End 


1961 




GI 


none 








Score 


68 




Exons 


1649. .1699, 


1650 


. .1694, 


1813. 


.1956, 1814. .1942, 


1818. .1961 


Seq. No. 


6068 








Seq. ID 


OJ991013 


_13.0222.C5 


Gene No. 


lz / y / 








Strand 


+ 




Start 


1656 








End 


3406 




Name 


OJ991013 13. 


0222 


.CS.ol. 


gs 


Method 


GENSCAN 




Start 


1656 








End 


2865 




GI 


none 








Score 


.55 




Exons 


1656. .1724, 


1815 


. .1955, 


2141. 


.2167, 2845.. 2865 




Seq. No. 


6068 








Seq. ID 


OJ991013 


_13.0222.C5 


Gene No. 


12797 








Strand 


+ 




otart 


1656 








End 


3406 




Name 


OJ991013 13. 


0222 


.CS.ol. 


np 


Method 


AAT/NAP 




Start 


1656 








End 


3406 




GI 


2739368 








Score 


440 




Exons 


1656. .1726, 


1817 


. .1955, 


2141. 


.2307, 3361.. 3406 




GI Descrip. 


(AC002505) putative cyclin [Arabidopsis -thaliana] 


Seq. No. 


6068 








Seq. ID 


OJ991013 


JL3.0222.C5 


Gene No. 


12797 








Strand 


+ 




Start 


1656 








End 


3406 




Name 


OJ991013 13. 


0222 


.CS.ol. 


gp 


Method 


AAT/GAP 




Start 


1813 








End 


2307 




GI 


2799557 








Score 


533 




Exons 


1813. .1955, 


2141 


. .2307 










GI Descrip. 


2739368 2 . Oe 


-54 


(AC002505) cyclin-like 


protein 


[Arabidopsis 




thaliana] 














Seq. No. 


6068 








Seq. ID 


OJ991013 


_13.0222.C5 


Gene No. 


12797 








Strand 


+ 




Start 


1656 








End 


3406 





6342 



Name 



OJ991013 13-0222. C5.ol.ts 



Method TBLASTX : Soybean 



Start 


2162 


End 


2299 


GI 


none 


Score 


176 


Exons 


2162,. 2269, 2162.. 2263, 2267 


. .2299 




Seq. No. 


6069 


Seq. ID 


OJ991013_13.0222.C6 


Gene No. 


12798 


Strand 


+ 


Start 


53 


End 


907 


Name 


OJ991013 13.0222.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


653 


GI 


none 


Score 


117 


Exons 


1..90, 2. .91, 2. .91, 3. .95, 


166. .372, 


166. .333, 168. .353, 




368. .484, 389. .481, 418. .483 


, 499.. 546 


, 621. .653 


Seq. No. 


6069 


Seq. ID 


OJ991013_13 . 0222 . C6 


Gene No. 


12798 


Strand 


+ 


Start 


53 


End 


907 


Name 


OJ991013 13.0222.C6.ol.gp 


Method 


AAT/GAP 


Start 


53 


End 


466 


GI 


286346 


Score 


595 


Exons 


53. .90, 169. .466 






Seq. No. 


6069 


Seq. ID 


OJ991013_13 . 0222 . C6 


Gene No. 


12798 


Strand 


+ 


Start 


53 


End 


907 


Name 


OJ991013 13.0222.C6.ol.gs 


Method 


GENSCAN 


Start 


169 


End 


670 


GI 


none 


Score 


.87 


Exons 


169. .544, 629. .670 






Seq. No. 


6069 


Seq. ID 


OJ991013 13. 0222. C6 


Gene No. 


12798 


Strand 


+ 


Start 


53 


End 


907 


Name 


OJ991013 13.0222.C6.o2.gp 


Method 


AAT/GAP 


Start 


406 - 


End 


907 


GI 


55290 1.R1084 


Score 


430 


Exons 


406. .544, 629. .670, 748. .907 






GI Descrip. 


'2739368 2.0e-54 (AC002505) 


cyclin-like protein [Arabidopsis 




thaliana] 1 






Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


12799 


Strand 


+ 


Start 


3843 


End 


4224 


Name 


OJ991013 13.0222.C8.ol.gp 


Method 


AAT/GAP 


Start 


3843 


End 


4224 


GI 


uC-osflcyp033a04bl 


Score 


659 


Exons - 


3843. .4224 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


12800 


Strand 


+ 


Start 


17293 


End 


18111 


Name 


OJ991013 13.0222.C8.o2.gs 


Method 


GENSCAN 


Start 


17293 


End 


18111 


GI 


none 


Score 


.56 


Exons 


17293. .17435, 18063.. 18111 







6343 



Seq. No. 6070 
Gene No. 12801 
Start 11 

Name OJ991013_13 . 0222 . C8 . ol . gs 

Start 11 
GI none 

Exons 11.. 211, 593.-775, 901.. 1218, 

4073.. 4126, 4858.. 5331, 6789. 
11923. .12918 



OJ991013_13.0222.C8 

12921 
GENSCAN 
12918 
.45 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1327. .1770, 2503. 
6964, 7258.. 7712, 



2758, 
8734. 



8977, 



Seq. No. 6070 Seq. ID 

Gene No. 12801 Strand 

Start 11 End 

Name 0 J991013_13 . 0222 . C8 . ol . np Method 

Start 2514 End 

GI 5852180 Score 

Exons 2514.. 2919, 2971.. 3089, 4073.. 4128 
GI Descrip. 



OJ991013_13.0222.C8 

12921 
AAT/NAP 
4128 
465 



(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6070 

12801 

11 

OJ991013_13 
5537 
6093743 
5537. .5553, 



,0222.C8.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991013_13.0222.C8 

12921 
AAT/NAP 
8929 
136 



6788. .7036, 7152. .7269, 8903. .8929 
PECTINESTERASE PRECURSOR (PECTIN METHYLESTERASE) 
(L27101) pectinesterase [Petunia inflata] 



<PE) gi | 533256 



Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


12801 


Strand 




Start 


11 


End 


12921 


Name 


OJ991013 13.0222.C8.o3.np 


Method 


AAT/NAP 


Start 


7351 


End 


9073 


GI 


6714449 


Score 


148 


Exons 


7351. .7706, 9043. .9073 






GI Descrip. 


(AC011620) putative pectinesterase [Arabidopsis thaliana] 


Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


12801 


Strand 




Start 


11 . - 


End 


12921 


Name 


OJ991013 13.0222.C8.o4.gp 


Method 


AAT/GAP 


Start 


8532 


End 


12330 


GI 


15861 1.R1084 


Score 


1557 


Exons 


8532.. 8977, 11923.. 12330 






GI Descrip. 


'3738309 2.0e-72 (AC005309) 


unknown protein [Arabidopsis 



thaliana] 1 



Seq. No. 6070 Seq. ID 

Gene No. 12801 Strand 

Start 11 End 

Name OJ991013_13 . 0222 . C8 . o4 . np Method 

Start 8726 End 

GI *\ 3738309 Score 

Exons 8726.-8977, 11923.. 12921 

GI Descrip. (AC005309) unknown protein [Arabidopsis thaliana] 



OJ991013_13.0222.C8 

12921 
AAT/NAP 
12921 
1120 



6344 



Seq. No. 6070 

Gene No. 12802 

Start 12861 

Name OJ991013_13 . 0222 . C8 . o5 . gp 

Start 12861 

GI LIB3477-002-P1-K1-F10 

Exons 12861. .13240 

GI Descrip. '2739368 2.0e-54 (AC002505) cyclin-like protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991013_13.0222.C8 
Strand 

End 13240 

Method AAT/GAP 

End 13240 

Score 740 



Seq. No. 6070 

Gene No. 12803 

Start 19039 

Name OJ991013_13 . 0222 .C8 . o3. ts 

Start 7411 

GI none 

Exons 7411.. 7707 



Seq. ID OJ991013_13.0222.C8 
Strand 

End 19911 

Method TBLASTX : Soybean 

End 7707 

Score 209 



Seq. No. 6070 ' 

Gene No. 12803 

Start 19039 

Name OJ991013_13 . 0222 . C8 . o2 . tm 

Start 7414 

GI none 
Exons 



Seq. ID OJ991013_13.0222.C8 
Strand 

End 19911 

Method TBLASTX : Mai ze 

End 7720 

Score 63 



7414. .7500, 7417. .7533, 7513. .7710, 7541. .7720 



fy Seq. No. 6070 

i s 3 Gene No. 12803 

i\1 Start 19039 

Name OJ991013_13 . 0222 . C8 . o2 . tw 

Start 8732 

I LJ GI none 
n Exons 



Seq. ID OJ991013_13.0222.C8 
Strand 

End 19911 

Method TBLASTX : Wheat 

End 8 979 

Score 275 



8732.. 8977, 8733.. 8978, 8736.-8978, 8830.. 8979 



Seq. No. 

Gene No. 

Start 
; b J Name 
p Start 

GI - 

Exons 



6070 

12803 

19039 

OJ991013_13.0222.C8.ol.tc 

8735 

none 



Seq. ID OJ991013_13.0222.C8 
Strand 

End 19911 
Method TBLASTX : Cress 
End '12495 
Score 102 



8735. .8914, 8790. .8909, 8882. .9001, 8946. .9002, 11926. . 11952, 
11944. .12147, 11945. .12112, 12016 12135, 12148 .. 12177, 
12179. .12412, 12184. .12252, 12262 .. 12414, 12421 .. 12495, 
12422. .12487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6070 

12803 

19039 

OJ991013_13.0222.C8.o2.ts 

8735 

none 



Seq. ID OJ991013_13.'0222.C8 
Strand 

End 19911 

Method TBLASTX : Soybean 

End 12006 

Score 172 

8735. .8977, 8736. .8978, 8744. .8980, 11915 .. 12004 , 11922 .. 12005, 
11923. .12006 



Seq. No. 
Gene No. 



6070 
12803 



Seq. ID OJ991013_13.0222.C8 
Strand 



6345 




Start 


19039 


End 


19911 


Name 


OJ991013 13.0222.C8.o3.tm 


Method 


TBLASTX: Maize 


Start 


8735 


End 


8976 


GI 


none 


Score 


239 


Exons 


8735.. 8974, 8736.. 8975, 8815 


. .8976 




Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


i o o n "3 


Strand 




Start 


19039 


End 


19911 


Name 


OJ991013 l3.0222.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


H922 


End 


12600 


GI 


none 


Score 


754 


Exons 


11922. .12140, H923. .12600, 


11930. .12589 


Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


1 OQfil 

IzoUj 


Strand 




Start 


19039 


End 


19911 


Name 


OJ991013 13.0222.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


11926 


End 


12309 


GI 


none 


Score 


366 


Exons 


11926. .12306, 11927. .12307, 


12016. .12309 


Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 


12803. 


Strand 




Start 


19039 


End 


19911 


Name 


ojyyiuu i j . uzzz . Co . oi . ts 


Method 


TBLASTX : Soybean 


Start 


12007 


End 


12930 


GI 


none 


Score 


61 


Exons 


12007. .12069, 12055. .12129, 


12058. .12120, 12121. .12252, 




12158. .12259, 1224 4 .. 12426, 


12269. .12412, 12359 .. 12631, 




12430. .12630, 12802.. 12930 






Seq. No. 


6070 


Seq. ID 


OJ991013_13.0222.C8 


Gene No. 




Strand 




Start 


19039 


End 


19911 


Name 


OJ991013 13.0222.C8.o3.gs 


Method 


GENSCAN 


Start 


19039 


End 


19911 


GI 


none 


Score 


.58 


Exons 


19039. .19055, 19648 .. 19728 , 


19767. .19911 


Seq. No. 


6071 


Seq. ID 


OJ991013_13. 0222. C10 


Gene No. 


l^oU4 


Strand 




Start 


3220 


End - 


4480 


Name 


OJ991013 13.0222.C10.o2.gs 


Method 


GENSCAN 


Start 


3220 


End 


4480 


GI 


none 


Score 


.73 


Exons 


3220.. 3272, 3367.. 3460, 4170 


..4289, 4370. .4480 


Seq. No. 


6071 


Seq. ID 


OJ991013_13. 0222. C10 


Gene No. 


12805 


Strand 




Start 


7595 


End 


9220 


Name 


OJ991013 13.0222.C10.o3.tm 


Method 


TBLASTX: Maize 


Start 


4821 


End 


5814 


GI 


none 


Score 


84 


Exons 


4821. .4982, 4826.-4945, 4827 


..4955, 4844.-4957, 4845. .4979, 




4850. .4957, 4877. .4978, 4891 


..4971, 4918. .4980, 4982. .5137, 



4992. .5144, 4993. .5103, 4995. .5135, 5000. .5104, 5001. .5126, 



6346 





5003. .5110, 


5004. 


.5111, 


5005. 


.5118, 5010.. 5096, 


5011. .5109, 




5011. .5112, 


5029. 


.5148, 


5126. 


.5251, 5136.. 5267, 


5145. .5264, 




5147. .5266, 


5148. 


.5264, 


5150. 


.5266, 5151.. 5261, 


5156. .5260, 




ci cq CO£*5 


CI CQ 


COTC 

. / O , 


D L OD . 


. OZOD, DIDO. .DZi7fl, 


cope coi R 




5321. .5392, 


5322. 


.5399, 


5329. 


.5466, 5330.. 5464, 


5335. .5460, 




5336.-5482, 


5339. 


.5488, 


5341. 


.5460, 5354.. 5470, 


5376. .5480, 




5501. .5590, 


5504. 


.5599, 


5512. 


.5592, 5528.. 5599, 


5535. .5612, 




5538. .5615, 


5541. 


.5600, 


5598. 


.5708, 5682.. 5711, 


5683. .5805, 




5685. .5813, 


5689. 


.5763, 


5695. 


.5784, 5695.. 5814 




Seq. No. 


6071 








Seq. ID 


OJ991013 


_13. 0222. C10 


bene no . 










Strand 






Start 


7595 








End 


9220 




Name 


OJ991013 13 


.0222. 


C10.o3. 


gs 


Method 


GEN SCAN 




Start 


7595 








End 


9220 




GI 


none 








Score 


.84 




Exons 


7595. .8233, 


8304. 


.8817, 


8868. 


.9220 






Seq. No. 


6071 








Seq. ID 


OJ991013 


_13.0222.C10 


Gene No. 


12805 








Strand 






Start 


7595 








End 


9220 




Naine 




.0222. 


ClO.ol. 


np 


Method 


AAT/NAP 




Start 


7604 








End 


9169 




GI 


5915840 








Score 


885 




Exons 


7604. .8233, 


8304. 


.8681, 


8712. 


.9169 






GI Descrip. 


CYTOCHROME 


P450 71D11 gi 12367431 (AF000403) putative cytochrome 




P450 [Lotus 


japonicus] 










Seq. No. 


6071 








Seq. ID 


OJ991013 


_13.0222.C10 


/"i t™^ /"^ K7 /"\ 

uene ino • 










Strand 






Start 


7595 








End 


9220 




Name 


OJ991013 13 


.0222. 


C10.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7619 








End 


7894 




GI 


none 








Score 


176 




Exons 


7619. .7849, 


7623. 


.7850, 


7655. 


.7849, 7865.. 7894 




Seq. No. 


6071 








Seq. ID 


OJ991013 


_13.0222.C10 


Gene No. 


12805 








Strand 






jLalL 


ICQC 

/ D 








End . 


9220 




Name 


OJ991013 13 


.0222. 


ClO.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7632 








End 


9115 




GI 


none 








Score 


96 




Exons 


7632. .7844, 


7655. 


.7849, 


7868. 


.8095, 7869.. 8033, 


8126. .8239, 




8130. .8234, 


8304. 


.8399, 


8403. 


.8672, 8796..8873, 


8903. .9115 


Seq. No. 


6071 








Seq. ID 


OJ991013 


_13. 0222. C10 


Gene No. 


12805 








Strand 








7CQC 








End 


9220 




Name 


OJ991013 13 


.0222. 


ClO.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7718 








End 


9112 




GI 


none 








Score 


81 




Exons 


7718. .7849, 


7776. 


.7844, 


7868. 


.8239, 7869.. 7973, 


7998. .8054, 




8048. .8164, 


8814. 


.8873, 


8897. 


.9067, 9056.. 9112 




Seq. No.' 


6071 








Seq. ID 


OJ991013 


_13. 0222. C10 . 


Gene No. 


12805 








Strand 






Start 


7595 








End 


9220 





6347 



m 
a 



Name 


OJ991013 13. 0222 .CIO. ol. 


tm 


Method " 


TBLASTX: Maize 


Start 


7763 




End 


8492 


GI 


none 




Score 


78 


Exons 


7763.-7849, 7763.. 7849, 


7776. 


.7850, 7856.. 8116, 7857.. 8117, 




8100.. 8231, 8114.. 8167, 


8114. 


.8233, 8115.. 8234, 8302.. 8334, 




8303.. 8335, 8304.. 8396, 


8388. 


.8492 




Seq. No. 


6071 




Seq. ID 


OJ991013_13. 0222. C10 


Gene No. 


12805 




Strand 




Start 


7595 




End 


9220 


Name 


OJ991013 13. 0222. C10. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7919 




End 


8393 


GI 


none 




Score 


121 


Exons 


7919.. 8113, 7920.. 8108, 


8117. 


.8233, 8127. .8234, 8304. .8393 


Seq. No. 


6071 




Seq. ID 


OJ991013_13. 0222. C10 


Gene No. 


12805 




Strand 




Start 


7595 




End 


9220 


Name 


OJ991013 13. 0222. C10. o2. 


tm . 


Method 


TBLASTX: Maize 


Start 


8733 




End 


9116 


GI 


none 




Score 


135 


Exons 


8733..8864, 8736.-8864, 


8773. 


.8868, 8847. .9116, 8867. .9115 


Seq. No;- 


6072 




Seq. ID 


OJ991013_13.0222.C11 


Gene No. 


12806 




Strand 


+ 


Start 


2092 




End 


2660 


Name 


OJ991013 13.0222.Cll.ol. 


gp 


Method . 


AAT/GAP 


Start 


2092 




End 


2660 


GI 


4879016 




Score 


860 


Exons 


2092. .2660 








GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20 


i, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


6072 




Seq. ID 


OJ991013_13.0222.C11 


Gene No. 


12807 




Strand 


+ 


Start 


11559 




End 


11875 


Name 


OJ991013 13.0222-Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


11559 




End * * 


11875 


GI 


72524 1.R1084 




Score . 


396 


Exons 


11559. .11875 








GI Descrip. 


'5091496/dbj J AB023482 . 2 | AB023482 3.0eH 


34 Oryza sativa genomi* 


- 


DNA, chromosome 6, clone 


: P0680A03, complete sequence' 


Seq. No. 


6072 




Seq. ID 


OJ991013_13.0222.C11 


Gene No. 


12808 




Strand 


+ 


Start 


17720 




End' 


24261 


Name 


OJ991013 13.0222.Cll.o2. 


gs 


Method 


GEN SCAN 


Start 


17720 




End 


22133 


GI 


none 




Score 


. 64 


Exons 


17720. .17863, 19165 .. 19575, 19667 .. 19780, 20110 20175, 




20910. .20955, 21745. .22133 






Seq. No. 


6072 




Seq. ID 


OJ991013_13.0222 .Cll 


Gene No. 


12808 




Strand 


+ 


Start 


. 17720 




End 


24261 


Name 


OJ991013 13.0222.Cll.o2. 


np 


Method 


AAT/NAP 



6348 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18138 End 24261 

2213632 Score 741 

18138. .18602, 21717. .21990, 24197.. 24261 
(AC000103) F21J9.24 [Arabidopsis thaliana] 



6072 Seq. ID 

12808 Strand 
17720 End 
OJ991013_13 . 0222 . Cll . o4 . gp Method 
20622 End 
uC-osf Icyp033a04bl Score 
20622. .21003 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ991013_13.0222.C11 
+ 

24261 
AAT/GAP 
21003 
655 



ry 



Seq. No. 


6072 


Seq. ID 


OJ991013 


Gene No. 


12808 


Strand 


+ 


Start 


17720 


End 


24261 


Name 


OJ991013 13.0222.Cll.o3.np 


Method 


AAT/NAP 


Start 


22636 


End 


24261 . 


GI 


6721512 


Score 


70 


Exons 


22636. .22724, 22752 .. 22910, 


24235. .24261 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6072 


Seq. ID 


OJ991013 


Gene No. 


12808 


Strand 


+ 


Start 


17720 


End 


24261 


Name 


OJ991013 13.0222.Cll.o5.np 


Method 


AAT/NAP 


Start 


22919 


End 


24261 


GI 


6907089 


Score 


313 


Exons 


22919. .23034, 23651.. 24261 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6072 


Seq. ID 


OJ991013 


Gene No. 


12808 


Strand 


+ 


Start 


17720 


End 


24261 


Name 


OJ991013 13.0222.Cll.o4.np 


Method 


AAT/NAP 


Start 


23562 


End 


24261 


GI 


6721558 


Score 


127 


Exons 


23562. .23694, 24240.. 24261 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 



gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 


6072 


Seq. ID 


OJ991013_ 


13.0222 


.Cll 


Gene No. 


12809 


Strand 








Start 


13291 


End 


16463 






Name 


OJ991013 13. 0222. Cll. ol, 


,np Method 


AAT/NAP 






Start 


13291 


End 


16463 






GI 


5091513 


Score 


1331 






Exons 


13291. .13611, 14295. .14476, 14551 .. 15153, 15898. 


.16463 




GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


6072 


Seq. ID 


OJ991013_ 


13.0222 


.Cll 


Gene No. 


12810 


Strand 








Start" 


17250 


End 


18185 






Name 


OJ991013 13.0222.Cll.o3, 


. gp. Method 


AAT/GAP 







6349 




Start 17250 End - 18185 

GI 72524_1.R1084 Score 415 

Exons 17250. . 17565, 18154 . . 18185 

GI Descrip. 1 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 





Seq. No. 


6072 




Seq. ID 


OJ991013_13.0222 


.Cll 




Gene No. 


12811 




Strand 








Start 


22602 




End 


24230 






Name 


OJ991013 13.0222.C11 


.o3. tw 


Method 


TBLASTX: Wheat 






Start 


9636 




End 


10046 






GI 


none 




Score 


56 






Exons 


9636.. 9725, 9699.. 9914, 9703.. 9897, 9930.. 10046 






Seq. No. 


oO i Z 




Seq. ID 


ojyyiuio \3.\)zzz 


.Cll 




Gene No. 


IZoLL 




Strand 








Start 


ZZWZ 




T-l _ J 

End 


o a o o r\ 






Name 


ojyyiuio ij.ozzz.ai 


.ol. tm 


Method 


TBLASTX : Maize 






Start 


18090 




End 


18518 






GI 


none 




Score 


419 






Exons 


loUyU . . loolo , loOyo. 


*i o c n o 










Seq. No. 


bO 1 Z 




Seq. ID 


ojyyiuiji u.uzzz 


.Cll 




Gene No. 


Izoll 




Strand 








Start 


o o cm 




hna 


o a o o n 
Z H. ZoU 






Name 


ojyyiuu u.uzzz.cii 


. ol . tw 


Method 


i BLAb i x : wneat 






Start 


18251 




End 


18596 




1° 1 1 


GI 


none 




Score 


362 




! : =? 


Exons 


Io2ol . . loo / 4 , LoZdZ. 


1 o c o c 








1 . : 


Seq. No. 


C f\ 1 0 




Seq. ID 


OJ991013_13.0222 


.Cll 




Gene No. 


*1 0 0 1 1 

lzoll 




Strand 






if; ! 

i y 


Start 


zzoUz 




End 


24230 




is 


Name 


OJ991013 13.0222.C11 


. o2 . tm 


Method 


TBLASTX: Maize 






btart 


18519 




End 


21971 






GI 


none 




Score 


98 






Exons 


18519. . looU2, 18521. 


1 O C O O 

. 18583, 


21705. .218 


166, 21713. .21865, 








21903. . 21968, 21906. 


.21971 










Seq. No. 


6072 




Seq. ID 


OJ991013_13.0222 


.Cll 




Gene No. 


12811 




Strand 








Start 


22602 




End 


24230 






XT -.™ *■» 

Name 


OJ991013 13.0222.C11 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


21701 




End 


22079 






GI 


none 




Score 


318 






Exons 


21701. .21973, 21702. 


.22079, 


21702. .22046 






Seq. No. 


6072 




Seq. ID 


OJ991013_13.0222 


.Cll 




Gene No. 


12811 




Strand 








Start 


22602 




End 


24230 






Name 


OJ991013 13.0222.C11 


. o3 . gs 


Method 


GEN SCAN 






Start 


22602 




End 


24230 






GI 


none 




Score 


.73 






Exons 


22602. .22661, 23143. 


.23416, 


23671. .24230 






Seq. No. 


6073 




Seq. ID 


OJ991013JL3.0222 


.C12 




Gene No. 


12812 




Strand 


+ 





6350 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1099 
AAT/NAP 
1099 
1078 



OJ991013_13 . 0222 . C12 . ol . np 
1 

6721561 

1..182, 251.. 309, 392.. 1099 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 1 dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



"'4 



Seq. No. 


6073 


Seq. ID 


OJ991013 


Gene No . 


12812 


Strand 


+ 


Start 


1 


End 


1099 


Name 


OJ991013 13.0222.C12.ol.gs 


Method 


GENSCAN 


Start 


49 


End 


1033 


GI 


none 


Score 


.76 


Exons 


49. .1.82,- 212. .309, 485.. 701, 


762. .1033 




oeq. jno . 


6074 


Seq. ID 


OJ991013 


Gene No. 


12813 


Strand 


+ 


Start 


1 


End 


3029 


Name 


OJ991013 13.0222.C13.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


3029 


GI 


6721512 


Score 


84 


Exons 


1..253, 1268. .1413, 1441. .1548, 2905.. 


3029 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6074 


Seq. ID 


OJ991013 


Gene No. 


12814 


Strand 




Start 


49 


End 


1203 


Name 


OJ991013 13.0222.C13.ol.np 


Method 


AAT/NAP 


Start 


49 


End 


1203 


GI 


5902445 


Score 


1099 


Exons 


49. .1203 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


6074 


Seq. ID 


OJ991013 


Gene No. 


12814 


Strand 




Start 


49 


End 


1203 


Name 


OJ991013 13.0222.C13.ol.tw 


Method 


TBLASTX : 1 


Start 


58 


End 


666 


GI 


none 


Score 


69 


Exons 


58. .186, 59. .184, 214. .666, 


410. .517, 


478. .648 


Seq. No. 


6074 


Seq. ID 


OJ991013 


Gene No. 


12814 


Strand 




Start 


49 


End 


1203 


Name 


OJ991013 13.0222.C13.o2.tm 


Method 


TBLASTX:) 


Start 


94 


End 


360 


GI 


none 


Score 


138 


Exons 


94. .177, 178. .360 






Seq. No. 


6074 


Seq. ID 


OJ991013 


Gene No. 


12814 


Strand 




Start 


49 


End 


1203 


Name 


OJ991013 13.0222.C13.o2.tw 


Method 


TBLASTX :1 



6351 



CD 

•J 



ru 



Start 


790 


End - 


1172 




GI 


none 


Score 


71 




Exons 


790. .894, 791. .895, 885. .1172, 886. .1164 




Seq. No. 


DU / ft 


oeq. iu 


PiTQQ1fi17 17 H999 


C13 


P onA XI /"n 

uene wo • 


1 9Q1 ji 


Strand 






Start 


A Q 

ft j 


CiUU 


i on 7 




Name 


HTQQ1 m ^ 17 H999 PI 7 r\l +-m 


weLfiou 


i dlho i a . wai ze 




Start 


ft ft ^ ~~ 
OOJ 


JjUU. 


1179 




GI 


none 


Score 


161 




Exons 


885. .1172, 886. .1155 








Seq. No. 


DU / 3 


a art T H 


H7QQ1 H1 ^ 17 H999 


C15 


bene no. 


10Q1 R 


Strand 


T 




Start 


1 9fi9 


r nr ] 






Name 


H7QQ1 D1 ^ 17 Pl999 PI ^ r»1 rrc 


CQcCIiOU 






Start 


1 9fi9 


tjna 






GI 


none 


Score 


.58 




Exons 


1 9H9 1 fi£1 1794 9DftQ O&AA 


7i m 






Seq. No. 


6075 


Seq. ID 


OJ991013_13.0222. 


C15 


Gene No. 


12815 


Strand 


+ 




Start 


1202 


End 


3994 




Name 


OJ991013 13.0222.C15.ol.np 


Methods- 


AAT/NAP 




Start 


1311 


End 


3994 






6016874 


Score 


666 




Exons 


1311. .1543, 1930. .2089, 2477. 


.2643, 28< 


42. .3195, 3655. .3854, 




3930. .3994 








GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond 


to , 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


6075 


Seq. ID 


OJ991013_13.0222. 


C15 


bene ino . 


12816 


Strand 


+ 




Start 


5587 


End 


6973 




Name 


OJ991013 13.0222.C15.o2.gs 


Method 


GENSCAN 




Start 


5587 


End 


6973 




GI 


none 


Score 


.76 




Exons 


5587.. 5630, 5807.. 5885, 6809. 


.6908, 6951.. 6973 




Seq. No. 


6075 


Seq. ID 


OJ991013_13.0222. 


C15 


Gene No. 


12817 


Strand 


+ 




Start 


7830 


End 


11509 




Name 


OJ991013 13.0222.C15.ol.gp 


Method 


AAT/GAP 




Start 


7745 


End 


8872 




GI 


42382 1.R1084 


Score 


946 




Exons 


7745. .8076, 8710. .8872 








GI Descrip. 


'3928088 3.0e-23 (AC005770) putative peroxidase [Arabidopsi: 




thaliana] 1 








Seq. No. 


6075 


Seq. ID 


OJ991013_13.0222. 


C15 


Gene No. 


12817 


Strand- 


+ 




Start 


7830 


End 


11509 




Name 


OJ991013 13.0222.C15.o3.gs 


Method 


GENSCAN 




Start 


7 830 


End 


9479 




GI 


none 


Score 


-.67 




Exons 


7830.. 8076, 8797.. 9062, 9330. 


.9479 







6352 




6075 Seq. ID OJ991013_13 . 0222 . C15 

12817 Strand + 

7830 ' End 11509 

OJ991013_13 . 0222 . C15 . o2 . np Method AAT/NAP 

7857 End 11509 

1546688 Score 578 

7857. .8076, 8710. .9062, 10919 .. 11039, 11224 .. 11509 

(X98802) peroxidase ATPlla [Arabidopsis thaliana] gi 12388572 

(AC000098) Strong similarity to Arabidopsis peroxidase ATP11A 

(gb|X98802). [Arabidopsis thaliana] gi|2388573 (AC000098) Strong 

similarity to Arabidopsis peroxidase ATP11A (gb|X98802). 

[Arabidopsis thaliana] 





Seq. No. 


6075 








Seq. ID 


OJ991013_13.0222.C15 




Gene No. 


12818 • 








Strand 






Start 


10891 








End 


13617 




Name 


OJ991013_13. 


0222. 


C15.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


1240 








End 


1734 




GI 


none 








Score 


45 




Exons 


1240. .1275, 


1300. 


.1353, 


1366. 


.1581, 1367. .1624, 1367. .1624, 






1625. .1729, 


1639. 


.1734, 


1643. 


.1732 






Seq. No. 


6075 








Seq. ID 


OJ991013_13.0222.C15 


57 


Gene No. 


12818 








Strand 




*; sr 


Start 


10891 








End 


13617 


ij I 


Name 


OJyyiuio io. 


n o o i 
OZZZ . 


Clo . ol , 


. tm 


Method 


TBLASTX : Maize 


rLJ 


Start 


1831 








End 


2147 




GI 


none 








Score 


80 




Exons 


1831. .1911, 


1921. 


.2145, 


1921. 


.2139, 1926.. 2147 




Seq. No. 


6075 








Seq. ID 


OJ991013_13.0222.C15 


\ sJ 


Gene No. 


12818 








Strand 




is 


Start 


10891 








End 


13617 


~i 


Name 


OJ991013 13. 


0222. 


C15.o4, 


.tm 


Method 


TBLASTX: Maize 


• s -f 


Start 


2344 








End 


2666 


L i. 


GI 


none 








Score 


237 




Exons 


2344. .2592, 


2365. 


.2508, 


2391. 


.2552, 2589.. 2666, 2597.. 2641 


s$ 


Seq. No. 


6075 








Seq. ID 


OJ991013_13.0222.C15 




,Gene No. 


12818 








Strand 






Start 


. 10891 








End 


13617 




Name 


OJ991013 13. 


0222. 


C15.o5, 


. tm 


Method 


TBLASTX : Maize 




Start 


2885 








End 


3131 




GI 


none 








Score 


243 




Exons 


2885. .3127, 


2889. 


.3131 










Seq. No. 


6075 








Seq. ID 


OJ991013_13.0222.C15 




Gene No. 


12818 








Strand 






Start 


10891 








End 


13617 




Name 


OJ991013 13. 


0222. 


C15.o3. 


.tm 


Method 


TBLASTX: Maize 




Start 


7932 








End 


11512 




GI 


none 








Score 


138 




Exons 


7932. .8075, 


7951. 


.8076, 


8701. 


.8748, 8752. .8910, 8754. .8903, 






8910. .8951, 


8910. 


.8945, 


9013. 


.9090, 9014. .9091, 11237. .1151; 



11324. .11509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6075^ 

12818 

10891 

OJ991013_13. 0222. CIS. ol.tc 

7951 

none 



Seq. ID OJ991013_13.0222.C15 
Strand 

End 13617 

Method TBLASTX: Cress 

End 11515 

Score 131 



7951.. 8076, 7965.. 8072, 8647.. 8895, 8709.. 8888, 8913.. 8993, 
9017.. 9091, 11243. .11395, 11405.. 11515 



Seq. No. 6075 

Gene No. 12818 

Start 10891 

Name OJ991013_13 . 0222 . C15 . ol . ts 

Start 7951 

GI none 
Exons 



Seq. ID OJ991013_13.0222.C15 
Strand 

End 13617 

Method TBLASTX : Soybean 

End 11515 

Score 131 



7951. .8076, 8647. .8889, 8709. .8882, 8913. .9008, 8993. .9091, 
9017.. 9091, 11249. .11410, 11411.. 11515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



6075 

12818 

10891 

OJ991013_13. 0222. CIS. ol.tw 

8701 

none 



Seq. ID OJ991013_13.0222.C15 
Strand 

End 13617 

Method TBLASTX : Wheat 

End 8987 

Score 58 



8701. .8769, 8709. .8768, 8745. .8888, 8752. .8889, 8913. .8987 



6075 

12818 

10891 

OJ991013_13. 0222. CIS. o4.gs 

10891 

none 



Seq. ID OJ991013_13.0222.C15 
Strand 

End 13617 

Method GENSCAN 

End 13617 

Score .82 



10891. .11139, 11231. .11515, 118 93 .. 12005, 13464. .13617 



S3 



Seq. No. 6076 

Gene No. 12819 

Start 1 

Name OJ991013_13 . 0222 . C16 . 61 . np 

Start 1 

GI 4544372 

Exons 1..89, 390.. 1444, 1504.. 1838 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991013_13.0222.C16 

Strand + 

End 1838 

Method AAT/NAP 

End 1838 

Score 694 



Seq. No. 


6076 










Seq. ID 


OJ991013_13.0222 


.C16 


Gene No. 


12819 










Strand 


+ 




Start 


1 










End 


1838 




Name 


OJ991013 


13.0222 


.C16. 


ol 


. gs 


Method 


GENSCAN 




Start 


314 










End 


1550 




GI 


none 










Score 


.49 




Exons 


314. .915, 


1517. . 


1550 












Seq. No. 


6076 










Seq. ID 


OJ991013_13.0222 


.C16 


Gene No. 


12819 










Strand 


+ 




Start 


1 










End 


1838 




Name 


OJ991013 


13.0222 


.C16. 


ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


554 










End 


919 





6354 



ry 



!'iS 



U 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



none 

554. .778, 785. .919 

6076 
12819 
1 

OJ991013_13.0222.C16.ol.tw 
716 
none 



Score 



140 



Seq. ID OJ991013_13.0222.C16 

Strand + 

End 1838 

Method TBLASTX : Wheat 

End 1120 

Score 73 

716. .772, 716. .748, 767. .1120, 774. .881, 775. .918, 776. .1120 



6076 
12819 
1 

OJ991013_13.0222.C16.o2.tm 
770 
none 

770. .988, 775.-987 

607 6 
12819 
1 

OJ991013_13.0222.C16.ol.tm 
989 
none 

989. .1270, 991. .1242, 998. .1252, 1279. .1374, 1284. .1379, 
1377. .1445 



Seq. ID OJ991013_13.0222.C16 

Strand + 

End 1838 

Method TBLASTX : Mai ze 

End 988 

Score 268 



Seq. ID OJ991013_13.0222.C15 

Strand + 

End 1838 

Method TBLASTX : Maize 

End 14 45 

Score 350 



6076 

12819 

1 

OJ991013_13.0222.C16.o2.ts 

1064 

none 

1064. .1285, 1088. .1198, 1114. 



Seq. ID OJ991013_13.0222.C16 
Strand + 

1838 

TBLASTX : Soybean 
1285 
194 



End 

Method 
End 
Score 
.1242 



Seq. ID OJ991013_13.0222.C17 
Strand + 

282 

AAT/NAP 
282 
143 



6077 
12820 
1 

OJ991013_13.0222.C17.ol.np 
1 

629693 
1..282 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



End 

Method 

End 

Score 



6077 
12821 , 
1683 

OJ991013_13.0222.C17.ol.ts 
5 

none 

5. .58, 55. .237, 57. .164, 201. 

6077 

12821 

1683 



Seq. ID OJ991013_13.0222.C17 
Strand 

End 6225 

Method TBLASTX : Soybean 

End 242 

Score 71 
.242 

Seq. ID OJ991013_13.0222.C17 
Strand 

End 6225 



6355 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991013_13 . 0222 . C17 . o2 . np Method AAT/NAP 
1683 " End 6225 

6063554 Score 132 

1683. .1859, 2779.-2988, 6030. .6225 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 6077 Seq. ID 

Gene No. 12821 Strand 

Start . 1683 End 

Name OJ991013_13 . 0222 . C17 . o2 . gs Method 

Start 3720 End 

GI none Score 
Exons 



OJ991013_13.0222.C17 

6225 
GENSCAN 
6052 
.46 



3720. .4101, 4133. .4216, 4519. .4739, 4937. .5069, 5355. .6052 



Seq. No. 


6078 




Seq. ID 


OJ991013_13. 


0222 


.C18 


Gene No. 


12822 




Strand 


- 






Start 


47 




End 


97 






Name 


nTQQim^ 1*3 c\ooo rift ni 


.gs 


Method 


\J £j LN O V^rt-IN 






Start 


47 




End 


97 






GI 


none 




Score 


.57 






Exons 


47. .97 












Seq. No. 


6079 




Seq. ID 


OJ991013_13. 


0222 


.C19 


Gene No. 


12823 




Strand 


+ 






Start 


1 




End 


677 






Name 


ujyyiu±j io.uzz^.uiy.oi 


.np 


Method 


n n T /MAD 

AAl / IN Air 






Start 


1 




End 


677 






GI 


5091513 




Score 


927 






Exons 


1. .677 












GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


6080 




Seq. ID 


OJ991013_13. 


0222 


.C20 


Gene No. 


12824 




Strand 


+ 






Start 


1 




End 


1029 






Name 


OJ991013 13.0222.C20.ol 


.np 


Method 


AAT/NAP 






Start 


1 


End 


1029 






GI 


5091513 




Score 


1204 






Exons 


1. .1029 












GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


'6080 




Seq. ID 


OJ991013JL3. 


0222 


.C20 


Gene No. 


12824 




Strand 


+ 






Start 


1 




End 


1029 






Name 


OJ991013 13.0222.C20.ol 


.gs 


Method 


GENSCAN 






Start 


53 




End 


979 






GI 


none 




Score 


.89 






Exons 


53. .979 












Seq. No. 


6081 




Seq. ID 


OJ991013_13. 


0222 


.C21 


Gene No. 


12825 




Strand 








Start 


303 




End 


539 






Name 


OJ991013 13.0222.C21.ol 


.tm 


Method 


TBLASTX : Maize 




Start 


303 




End 


539 






GI 


none 




Score 


49 






Exons 


303. .380, 328. .372, 377 


. .538, 


417. .539 









6356 




Seq. No. 


6082 


Seq. ID 


OJ991013_13.0222 


.C22 


UCIiC Vi\J • 


X C. O £. D 


Strand 






Start 


1 


End 


714 




Name 


OJ991013 13.0222.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


714 




GI 


4895255 


Score 


118 




Exons 


1..39, 521. .714 








GI Descrip. 


(AC007659)' unknown protein 


[Arabidopsis thaliana] 




oeq ■ ino . 


DUO J 


Seq. ID 


OJ991013_13.0222 




Gene No. 


12827 


Strand 






Start 


24 


End 


/ Do 




Name 


OJ991013 13.0222.C23.ol.gs 


Method 


(jcjINoU/ilN 




Start 


24 


End 


/ JO 




GI 


none 


Score 






Exons 


24. .502, 613. .758 








Seq. No. 


6084 


Seq. ID 


OJ991013JL3.0222 


.C24 




12828 


Strand- 






Start 


1 


End 






Name 


OJ991013 13.0222.C24.ol.np 


Method 






Start 


1 


End 






GI - 


5042447 


Score . 


/I c 




Exons 


1. .283 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat i va ] 




oeq . ino . 


6084 


Seq. ID 


OJ991013_13.0222 


CO L 


Gene No. 


12828 


Strand 






Start 


1 


End 


TOO 

Zoo 




Name 


OJ991013 13.0222.C24.ol.tm 


Method 


rpQT T\ n TV - Mai *7 a 

i dLiAo i a . wax ze 




Start 


1 


End 


zoz 




GI 


none 


Score 






Exons 


1..282, 11. .40, 80. .265 








oeq ■ ino . 


6084 


Seq. ID 


OJ991013_13.0222 


CO A 


Gene No. 


12828 


Strand 






Start 


1 


End 


ZOJ 




Name 


OJ991013 13.0222.C24.ol.tw 


Method 


rpnT 7\ O T V . r.TU *-s -i 4- 

i BLAo i a : wneat 




Start 


1 


End 


o o o 
ZoZ 




GI 


none 


Score 


1*7*3 




Exons 


1..282, 11. .265 








oeq ■ ino . 


6084 


Seq. ID 


OJ991013_13.0222 


CO A 


Gene No. 


12828 


Strand 






Start 


1 


End 


283 




Name 


OJ991013 13.0222.C24.ol.ts 


Method 


TBLASTX: Soybean 




Start 


91 


End 


282 




GI 


none 


Score 


119 




Exons 


91. .282, 92. .274 








Seq. No. 


6085 


Seq. ID 


OJ991213_04.0207 


.CI 


Gene No. 


12829 


Strand 


+ 




Start 


351 


End 


2994 




Name 


OJ991213 04.0207. CI. ol.gs 


Method 


GEN SCAN 




Start 


351 


End 


2994 




GI 


none 


Score 


.57 





6357 





Exons 


351.. 361, 1923.. 1990, 2517.. 


2704, 2800 


. .2994 




Seq. No. 


6085 




Seq. ID 


OJ991213 




Gene No . 


12830 




Of -v 

b nrana 


+ 




Start 


6941 




End 


9764 




Name 


OJ991213 04. 0207. CI 


. o3 . gs 


Method 


GENSCAN 




Start 


6941 




End 


9764 




GI 


none 




Score 


.81 




Exons 


6941.. 7647, 7666.. 8003, 8698 


. .9764 






Seq. No. 


6085 




Seq. ID 


OJ991213 




bene no. 


12831- 




Strand 


+ 




Start 


±U4 jj 




End 


11786 




Name 




.o4.gs 


Method 


GENSCAN 




Start 


1U4 j J 




End 


11786 




GI 


none 




Score 


.75 




Exons 


■1U4 jj . . iu oz y , ±uouz 


. .10956, 


11179. .11786 




Seq. No. ■ 


DUO 0 




Seq. ID 


OJ991213 




Gene No. 


12831 




Strand 


+ 






10433 




End 


11786 




Name 


ujyyizi j . uzu / .Li. 


.ol .np 


Method 


AAT/NAP 




Start 


1 PiQ A R 
±Uo 4 O 




End 


11662 


u 


GI 






Score 


710 




Exons 


i no/it; i i 








.3 =1 


GI Descrip. 




[Arabidopsis thaliana] 


ru 


Seq. No. 


6085 




Seq. ID 


OJ991213 


□ 


Gene No. 


12832 




Strand 


+ 




o tar u 


i Aim 

± ft / U J. 




End 


18864 




Name 




.o3.np 


Method 


AAT/NAP 


.it. 


Start 


14 /Ul 




End 


18864 


ru 


GI 


^ on O A A A 
D yu^4 4 4 




Score 


781 


is 


Exons 


±4/U±..±4/j/, j. / jy 4 


. .18864 






C3. 


GI Descrip. 


\Ai3UjUZoj; ta/lb - rUL» 


precursor 


[Oryza sativa] 




Seq. No. 


6085 




Seq. ID 


OJ991213 


!* ■**" 
j =1 


Gene No . 






Strand 






Start 


jo /4 




End 


4245 


Q 


Name 


ujyyizij u4.uzu/.oi 


.o2.gs 


Method 


GENSCAN 




Start 


*3 Q T /I 

jo /4 


End 


4245 




GI 


none 




Score 


.95 ' 




Exons 


3874. .4245 










Seq. No. 


6085 




Seq. ID 


OJ991213 




Gene No . 


12834 




Strand 






Start 


12955 




End 


16395 




Name 


OJ991213 04. 0207. CI 


.o2. tw 


Method 


TBLASTX : 1 




Start 


5 




End 


265 




GI 


none 




Score 


236 




Exons 


5. .265, 16. .264 










Seq. No. 


6085 




Seq. ID 


OJ991213 




Gene No. 


12834 




Strand 






Start 


12955 




End 


16395 




Name. 


OJ991213 04. 0207. CI 


. o4 . tm 


Method 


TBLASTX : 1 




Start 


154 




End 


442 



6358 



GI none Score 24 4 

Exons 154.. 309, 155.. 442 



Seq. No. 


6085 






Seq. ID 


OJ991213_04.0207.C1 


Gene No. 


12834 






Strand 




Start 


12955 






End 


16395 


Name 


OJ991213 04. 


0207. 


Cl.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2459 






End 


14957 


GI 


none 






Score 


132 


Exons 


2459. .2683, 


2578. 


.2670, 2722. 


.2.799, 6959.. 7123, 6979.. 7113 




7142. .7213, 


7334. 


.7378, 14762 


. .14845, 


14847. .14957 


Seq. No. 


6085 






Seq. ID 


OJ991213_04.0207.C1 


Gene No . 


12834 






Strand 




Start 


12955 






End 


16395 


Name 


OJ991213 04. 


0207. 


Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


2504 






End 


14948 


GI 


none 






Score 


134 


Exons 


2504. .2683, 


2578. 


.2682, 2722. 


.2799, 3343. .3474, 3353. .3484 




6968. .7123, 


6995. 


.7126, 7142. 


.7213, 7445. .7687, 7522. .7701 




7739. .7954, 


7774. 


.7950, 14239 


. .14406, 


14251. .14409, 




14777. .14845 


., 14847. .14948 






Seq. No . 


6085 






Seq. ID 


OJ991213_04.0207.C1 


Gene No. 


12834 






Strand 




Start 


12955 






End 


16395 


Name 


OJ991213 04. 


0207. 


Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3336 






End 


14404 


GI 


none 






Score 


119 


Exons 


3336. .3473, 


3343. 


.3474, 7445. 


.7687, 7513. .7701, 7739. .7954 




7771. .7950, 


7952. 


.8008, 14239 


. .14403, 


14240. .14404 


Seq. No. 


6085 






Seq. ID 


OJ991213_04 .0207. CI 


Gene No. 


12834 






Strand 




Start 


12955 






End 


16395 


Name 


OJ991213 04. 


0207. 


Cl.o5.tw 


Method 


TBLASTX: Wheat 


Start 


7333 






End 


14537 


GI 


none 






Score 


73 


Exons 


7333. .7383, 


7334 . 


.7420, 7442. 


.7603, 7448. .7585, 14287. .1441 




TylOOO ^ A A A £1 

1428b . . 14 44 6 


i, 14403. .14450, 14403 .. 14 450, 14493. .14537 


Seq. No.- 


6085 






Seq. ID 


OJ991213_04 .0207. CI 


Gene No. 


12834 






Strand 




Start 


12955 






End 


16395 


Name 


OJ991213 04. 


0207. 


Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


7445 






End 


14443 


GI 


none 






Score 


218 


Exons 


7445. .7687, 


7445. 


.7714, 14239 


. .14421, 


14240. .14443 


Seq. No. 


6085 






Seq. ID 


OJ991213_04.0207.C1 


Gene No. 


12834 






Strand 




Start 


12955 






End 


16395 


Name 


OJ991213 04. 


0207. 


Cl.o3.tw 


Method 


TBLASTX: Wheat 


Start 


10683 






End 


11011 


GI 


none 






Score 


222 


Exons 


10683. .11009, 10710. .10988, 10784.-11011' 



6359 






Seq. No. 


6085 




Seq. ID 


OJ991213_04.0207 


.CI 




Gene No. 






Strand 








Start 


12955 




End 


16395 






Name 


OJ991213 04. 0207. CI 


.o3 . tm 


Method 


TBLASTX: Maize 






Start 


10800 




End 


11087 






GI 


none 




Score 


259 






Exons 


10800. .11087, 10814 


. .11080, 


11008. .11085 






Seq. No. 


6085 




Seq. ID 


OJ991213_04.0207 


.CI 




Gene No . 






Strand 








Start 


12955 




End 


16395 






Name 


OJ991213 04. 0207. CI 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


11088 




End 


11567 






GI 


none 




Score 


42 






Exons 


11088. .11126, 11129 


. .11461, 


11130. .11462, 11502.. 11567 






Seq. No. 


6085 




Seq. ID 


OJ991213_04 .0207 


.CI 




Gene No. 






Strand 








Start 


12955 




End 


16395 






Name 


OJ991213 04. 0207. CI 


.ol . tw 


Method 


TBLASTX: Wheat 






Start 


11141 




End 


11555 






GI 


none 




Score 


215 






Exons 


11141. .11308, 11142 


. .11318, 


11309. .11554, 11310. .11555 






Q 


Seq. No. 


6085 


- 


Seq. ■ ID 


OJ991213_04 .0207 


.CI 


: "1 
'scr 


Gene No. 


12834 




Strand 






rn 


Of -j >-+- 

o tart 


12955 




End 


16395 






Name 


OJ991213 04. 0207. CI 


. o2 . np 


Method 


AAT/NAP 




.3 4 


Start 


12851 




End 


16395 






GI 


4680501 




Score 


65 






Exons 


12851. .12867, 14267 


. .14440, 


16354. .16395 




y 


GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 






Seq. No. 


6085 




Seq. ID 


OJ991213_04 .0207 


.CI 




Gene No. 


12834 




Strand 






'•k I 


Start 


12955 




End 


16395 




Si 


Name 


OJ991213 04. 0207. CI 


. o5.gs 


Method 


GENSCAN 




i ■ ■ 


Start 


12955 


End 


13236 




SL 


GI 


none 




Score 


.99 






Exons 


12955. .13236 












Seq. No. 


6085 




Seq. ID 


OJ991213_04.0207 


.CI 




bene No. 


12834 




Strand 








Start 


12955 




End 


16395 






Name 


OJ991213 04. 0207. CI 


.06. gs 


Method 


GENSCAN 






Start 


14176 


End 


14960 






GI 


none 




Score 


.79 






Exons 


14176. .14295, 14496 


. .14631, 


14644 . . 14960 






Seq. No. 


6085 




Seq. ID 


OJ991213_04.0207 


.CI 




Gene No. 


12835 




Strand 








Start 


17604 




End 


17992 






Name 


OJ991213 04. 0207. CI 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


17604 




End 


17992 






GI 


none 




Score 


155 






Exons 


17604. .17807, 17810 


. .17992 









6360 



ru 

6 



! y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6085 
12836 
18470 

OJ991213_04.0207.Cl.o6.tw 
18470 
none 

18470. .18778 

6086 
12837 
1 

OJ991213_04.0207.C2.ol.np 
1 

5902445 
1..1513, 1553.. 2794 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ991213_04.0207.C1 
18778 

TBLASTX: Wheat 
18778 
178 



Seq. ID OJ991213_04.0207.C2 



Strand 
End 

Method 

End 

Score 



+ 

2797 
AAT/NAP 
2794 
-2606 



Seq. ID OJ991213_04.0207.C2 

Strand + 

End 2797 

Method GENSCAN 

End 2797 

Score .48 



6086 
12837 
1 

OJ991213_04.0207.C2.ol.gs 
38 

none 

38. .85, 155. .427, 545. .2797 

6086 
12838 
3407 

OJ991213_04.0207.C2.o2.gs 
3407 
none 

3407..3924, 4022. .4167, 4289. .5050, 5120. .5142, 5194. .5397, 
5465. .5589, 5756. .6391, 7070. .7154 



Seq. ID OJ991213_04.0207.C2 
Strand 

End 7383 

Method GENSCAN 

End 7154 

Score .57 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6086 Seq. ID OJ991213J34 . 0207 . C2 

12838 Strand 

3407 End 7383 

OJ9912 13_04 . 0207 . C2 . o2 . np Method AAT/NAP 

4288 End 5865 

6721561 Score 929 

4288.. 5050, 5120.. 5145, 5180.. 5431, 5830.. 5865 

(AP00107-3) EST AU082058 (C12976) corresponds to a region of the 
predicted gene. ; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6086 , Seq. ID 

12838 Strand 
3407 End 
OJ991213_04 . 0207 . C2 . o3 . np Method 
4850 End 
6721558 Score 
4850.. 5052, 5465.. 5589, 6290.. 6389 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ991213_04.0207.C2 

7383 
AAT/NAP 
6389 
232 



6361 




ry 



Seq. No. 


6086 


Seq. ID 


OJ991213_04.0207 


.C2 


f*' Art A K1 /-X 


12838 


Strand 






Start 


3407 


End 


7383 




Name 


OJ991213 04.0207.C2.o4.np 


Method 


AAT/NAP 




Start 


5603 


End 


7383 




GI 


6721512 


Score 


52 




Exons 


5603.. 5628, 7223.-7383 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6086 


Seq. ID 


atggioio. n/t nom 
ujyyizij U4.UZU/ 


no 


Gene No. 


lzo 


bcrana 






Start 


/do/ 


bna 


9787 




Name 


OJyyi^iJ U4 . uzu / . . oo . tw 


Metnoa 


TBLASTX: Wheat 




Start 


z 


r-> y-J 

bna 


190 




GI 


none 


Score 


204 




Exons 


z . . iyU , 43. . 1j3 








beq. no. 


6086 


Seq. ID 


riTQQi 91 "5 n/i nom 


no 


Gene No. 


lzooy 


Strand 






Start 


/ DO / 


bna 


9787 




Name 




Method 


TBLASTX: Maize 




Start 


lo4 


bna 


517 




GI 


none 


Score 


318 




Exons 


1 "3 /I ci n i /ri OT1 ICQ *3 c; n 
J-j4..0l/, J.01..Z/1, iDO. . JJU, 


Jul . . jId 






beq. no. 


6086 


Seq.- ID 


atqqioi*? c\a nom 




Gene No. 


i OC5Q 


btrana 






Start 


/ DO / 


bna 


9787 




Name 


r\TOG1 01 'J C\ A AOm /""O ^1 4- r , 

ujyyizio U4 . uzu / . cz . 01 . tw 


Metnoa 


TBLASTX: Wheat 




Start 


iy i 


bna 


615 




GI 


none 


Score 


445 




Exons 


iyi..oij, iyi. . joo, Jui..bio 








beq. no. 


6086 


Seq. ID 


ujyyi^i j U4.UZU/ 




Gene No. 


lzooy 


Strand 






Start 


T C E T 
/ DO / 


End 


9787 




Name 


ojyyizU 04 . Ozov . Cz . oi . ts 


Method 


TBLASTX: Soybean 




Start 


245 


End 


670 




GI 


none 


Score 


297 




Exons 


245. .670, 304. .429 








beq. no. 


6086 


Seq. ID 


OJ991213_04.0207 


no 


Gene No. 


12839 


Strand 






Start 


7657 


End 


9787 




Name 


OJ991213 04.0207.C2.o4.tw 


Method 


TBLASTX: Wheat 




Start 


761 


End 


1168 




GI 


none 


Score 


209 




Exons 


761. .985, 826. .987, 995. .1165 


, 1088. .1168 




Seq. No. 


6086 


Seq. ID 


OJ991213J34.0207 


.C2 


Gene No. 


12839 


Strand 






Start 


7657 


End 


9787 




Name 


OJ991213 04.0207.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


1222 


End 


1465 




GI 


none 


Score 


174 




Exons 


1222.. 1338, 1223.. 1465, 1316. 


.1456 







6362 



Seq. No, 6086 

Gene No. 12839 

Start 7657 

Name OJ991213J34 . 0207 .C2 .ol . tm 

Start 1670 

GI none 

Exons 1670.. 1975, 1708.. 1974 



Seq. ID OJ991213_04 .0207.C2 
Strand 

End 9787 

Method TBLASTX: Maize 

End 1975 

Score 339 



Seq. No. 6086 

Gene No. 12839 

Start 7657 

Name OJ9912 13_04 . 0207 . C2 . o3 . tw 

Start 1670 

GI none 

Exons 1670.. 2053, 1678.. 2052 



Seq. ID OJ991213_04.0207.C2 
Strand 

End 9787 

Method TBLASTX : Wheat 

End 2053 

Score 358 



Seq. No. 6086 

Gene No. 12839 

Start 7657 

Name OJ991213_04 . 0207 . C2 . o2 . tw 

Start 2177 

GI none 
Exons 



Seq. ID OJ991213_04.0207.C2 
Strand 

End 9787 

Method TBLASTX : Wheat 

End 2785 

Score 341 



2177. .2629, 2216. .2257, 2326. .2433, 2654. .2785, 2659.-2772 



i w 



Seq. No. 6086 

Gene No. 12839 

Start 7657 

Name OJ991213_04 . 0207 . C2 . o3 . tm 

Start 2501 

GI none 
Exons 



Seq. ID OJ991213_04.0207.C2 
Strand 

End 9787 

Method TBLASTX : Mai ze 

End 2749 

Score 148 



2501. .2665, 2614. .2664, 2659. .2715, 2666. .2749 



'as* 



Seq. No. 6086 

Gene No. 12839 

Start 7657 

Name OJ991213_04 . 0207 .C2 .o3 . gs 

Start 7657 

GI none 
Exons 



Seq. ID OJ991213_04.0207.C2 
Strand 

End 9787 

Method GENS CAN 

End 9787 

Score .61 



7657. .7846, 8413. .8529, 9565.-9653, 9734. .9787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 



Seq. ID OJ991213_04.0207.C3 
Strand 

End 3134 

Method AAT/NAP 

End 3134 

Score 797 



6087 
12840 
1443 

OJ991213_04.0207.C3.o3.np 
1443 
4926870 
1443.. 3134 

(AC007509) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



6087 

12840 

1443 

OJ991213_04.0207.C3.o2.np 

1448 

4335720 



Seq. ID OJ991213_04.0207.C3 

Strand - - 

End 3134 

Method AAT/NAP 

End 3115 

Score 622 



6363 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
! =J Start 
! *3 GI 
rn Exons 

;i : e 

! U 

Seq. No. 
['^ Gene No. 
W start 
h'J Name 
fU Start 

"t^ Exons 

*'4 Seq. No. 

h» Gene No. 

Q Start 
Name 
Start 

Exons 



1448.. 2327, 2529.. 3115 

(AC006248) putative non-LTR retroelement reverse transcriptase 
- [Arabidopsis thaliana] 



6087 

12841 

5177 

OJ991213__04 . 0207 . C3 . o3 . tw 

1295 

none 

1295.. 1648, 1497.. 1655 

6087 

12841 

5177 

OJ991213_04 .0207.C3.o4.tw 

2036 

none 



Seq. ID OJ991213_04.0207.C3 
Strand 

End 5745 

Method TBLASTX : Wheat 

.End 1655 

Score 108 



Seq. ID OJ991213_04 .0207.C3 
Strand 

End 57 4 5 

Method TBLASTX : Wheat 

End 2238 

Score 70 



2036. .2167, 2043. .2171, 2167. .2238, 2170. .2229, 2174. .2236 



6087 

12841 

5177 

OJ991213_04.0207.C3.ol.tm 

2093 

none 



Seq. ID OJ991213_04.0207.C3 
Strand 

End - 5745 

Method TBLASTX : Mai ze 

End 2455 

Score 138 



2093.. 2167, 2105.. 2455, 2167.. 2445 



Seq. ID OJ991213_04.0207.C3 
Strand 

End 5745 

Method TBLASTX : Wheat 

End 2641 

Score 214 



6087 
12841 
5177 

OJ991213_04 .0207.C3.ol.tw 
2243 
none 

2243.. 2641, 2257.. 2640 

6087 
12841 
5177 

OJ991213_04.0207.C3.o2.tw 
2811 
none 

2811. .2978, 2812. .2985, 2820. .3005, 2836. .2979, 2971. .3162, 
2973. .3110 



Seq. ID OJ991213_04.0207.C3 
Strand 

End 574 5 

Method TBLASTX : Wheat 

End 3162 

Score 177 



Seq. No. 6087 
Gene No. 12841 
Start 5177 

Name OJ991213_04 . 0207 . C3 . ol . gp 

Start ■ 5177 

GI 4879016 
Exons 5177.. 5745 

GI Descrip. 604 1757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ991213_04.0207.C3 
Strand 

End 5745 

Method AAT/GAP 

End 5745 

Score 876 



Seq. No. 



6088 



Seq. ID OJ991213_04.0207.C4 



6364 



Gene No. 12842 r' Strand 

Start 411 End 

Name OJ991213_04 . 0207 . C4 . ol . gs Method 

Start 411 End 

GI none Score 

Exons 411.. 545 



545 

GENSCAN 

545 

.88 



Seq. No. 6089 Seq. ID 

Gene No. 12843 Strand 

Start 807 End 

Name - OJ991213_04 . 0207 . C5 . ol . gs Method 

Start 807 End 

GI none Score 

Exons 807.. 1184 



OJ991213_04.0207.C5 

1184 
GENSCAN 
1184 
.87 



Seq. No. 6090 Seq. ID 

Gene No. 12844 Strand 

Start 981 End 

Name OJ991213_04 . 0207 .C6 . ol .gs Method 

Start 981 End 

GI none ' Score 

Exons 981.. 1111 



OJ991213_04.0207.C6 
+ 

1111 
GENSCAN 
1111 
.91 





Seq. No. 


6090 






Seq.. ID 


OJ991213_04.0207.-C6 


1 


Gene No. 


12845 






Strand 




3 


Start 


579 






End 


12060 


t E 


Name 


OJ991213 04 


.0207 


.C6.ol.np 


Method 


AAT/NAP 


t I 


Start 


579 






End 


6920 


=? 
=1 


GI 


4206306 






Score 


1181 - 




Exons 


579. .598, 2168.. 


2878, 3092.. 5118, 5303 


..5771, 6851. .6920 


. • 

y 


GI Descrip. 


(AF049110) 


prpol 


[Zea mays] 






Lj 


Seq. No. 


6090 






Seq. ID 


OJ991213_04 .0207.C6 




Gene No. 


12845 






Strand 






Start 


579 






End 


12060 


3 


Name 


OJ991213 04 


.0207 


.C6.o2.gs 


Method 


GENSCAN 


j 


Start 


1428 






End 


11999 




GI 


none 






Score 


.69 




Exons 


1428. .1504, 


1966 


..2157, 2365. 


.2584, 2698. .3241, 3297. .3782, 






3858. .3996, 


4165 


..4755, 4927. 


.5184, 5505.. 6101, 6115.. 6207, 






6239. .6368, 


6751 


..7209, 11543 


. .11999 






Seq. No. 


6090 






Seq." ID 


OJ991213__04.0207.C6 




Gene No. 


12845 






Strand 






Start 


579 






End 


12060 




Name 


OJ991213 04 


.0207 


.C6.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


1779 






End 


2068 




GI 


none 






Score 


54 




Exons 


1779. .1862, 


1823 


..2068, 1938. 


.2018, 1994. .2044 




Seq. No. 


6090 






Seq. ID 


OJ991213_04 .0207.C6 




Gene No. 


12845 






Strand 






Start 


579 






End 


12060' 




Name 


OJ991213 04 


.0207 


.C6.o5.ts 


Method 


TBLASTX: Soybean 




Start 


2218 






End 


■2613 




GI 


none 






Score 


85 




Exons 


2218. .2613, 


2324 


. .2512 







6365 




Seq. No. 


buyu 








beq. iu 


n tqqi 917 ha n?m 




Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


.0207. 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start . 


2386 








End 


2778 




GI 


none 








Score 


117 




Exons 


2386. .2439, 


2467. 


.2580, 


2617. 


.2778 






Seq. No. 


buyu 








beq. iu 




• v_,D 


Gene No. 


12845 








Strand 






Start 


579 








'End 


12060 




Name 


OJ991213 04 


.0207. 


C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2467 








End 


2820 




GI 


none 








Score 


226 




Exons 


2467. .2820 














Seq. No. 










Seq. ID 


OJ991213_04.0207 


. L< u 


Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


.0207. 


C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3293 








End ■ 


3706 




GI 


none 








Score 


36 




Exons 


3293. .3562, 


3357,. 


-.3458, 


3492. 


.3563, 3617.. 3706 




Seq. No. 


c c\ n n 

buyu 








Seq. ID 


OJ991213JD4 .0207 


.C6 


Gene No. 


12845 








Strand ■ 






Start 


579 








End 


12060 




Name 


OJ991213 04 


.0207. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3335 








End 


3751 




GI 


none 








Score 


75 




Exons 


3335. .3577, 


3339. 


.3452, 


3492. 


.3578, 3608.. 3751, 3618.. 3749 


Seq. No. 


buyu 








Seq. ID 


OJ991213_04.0207 


.C6 


Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


.0207. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


3903 








End 


4372 




GI 


none 








Score 


55 




Exons 


3903. .4049, 


3905. 


.4051, 


4080. 


.4337, 4091. .4372 




beq. No. 


buyu 








Seq. ID 


OJ991213_04.0207 


.C6 


Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


.0207. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3989 








End 


4370 




GI 


none 








Score 


50 




Exons 


3989. .4090, 


3993. 


.4088, 


4067. 


.4369, 4107. .4370 




Seq. No. 


6090 








Seq. ID 


OJ991213_04.0207 


.C6 


Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


.0207. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4058 








End 


4519 




GI 


none 








Score 


343 ■ 




Exons 


4058. .4519, 


4059. 


.4370, 


4286. 


.4519 







6366 




Seq. No. 


6090 








Seq. ID 


OJ991213_04.0207 


.C6 


Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


0207 


.C6.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


4387 








End 


4795 




GI 


none 








Score 


207 




Exons 


4387. .4677, 


4388 


. .4795, 


4446. 


.4778 






Seq. No. 


6090 








Seq. ID 


OJ991213_04.0207 


.C6 


Gene No. 


12845 








Strand 






Start 


579 








End 


12060 




Name 


OJ991213 04 


0207 


.C6.o3. 


tin 


Method 


TBLASTX: Maize 




Start 


4520 








End 


4735 




GI 


none 








Score 


73 




Exons 


4520. .4666, 


4520 


. .4735, 


4521. 


.4733 









Seq. No. 


6090 




- Seq. ID 


OJ991213_04.0207.C6 




Gene No. 


12845 




Strand 






Start 


CIO 

579 




• End 


12060 




Name 


OJ991213 04 


.0207.C6.o6.ts 


* -'^Method 


TBLASTX : Soybean 




Start 


4589 




End 


4957 




GI 


none 




Score 


138 




Exons 


4589. .4723, 


4739. .4957 








Seq. No. 


6090 




Seq. ID 


OJ991213_04.0207.C6 


J 


Gene No. 


12845 




Strand 


- 


n 


Start 


579 




End 


12060 


! § 


Name 


OJ991213 04 


.0207.C6.o7.ts 


Method 


TBLASTX : Soybean 




Start 


5428 




End 


5790 




GI 


none 




Score 


184 




Exons 


5428. .5790 








i £ 


Seq. No. 


6090 




Seq. ID 


OJ991213_04.0207.C6 




Gene No. 


12845 




Strand 






Start 


579 




End 


12060 




Name 


OJ991213 04 


.0207.C6.o3.np 


Method 


AAT/NAP t 




Start 


6604 




End. 


12060 




GI 


2689221 




Score 


779 


"i 


Exons 


6604. .7209, 


11543. .12060 






t 


GI Descrip. 


(Y10098) 7- 


ethoxycoumarin O-deethylase 


[Helianthus tuberosi 


zi 


Seq. No. 


6090 - 




Seq. ID 


OJ991213_04.0207.C6 




Gene No. 


12845 




Strand 






Start 


579 




End 


12060 




Name 


OJ991213 04 


.0207.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6608 




End 


7210 




GI 


none 




Score 


269 




Exons 


6608. .7210, 


6610. .7209 







Seq. No. 6090 

Gene No. 12845 

Start 579 

Name OJ991213_04 . 0207 . C6 . ol . tc 

Start 6610 

GI none 

Exons 6610.. 6687, 6679.. 7209, 668 



Seq. ID OJ991213_04.0207.C6 
Strand 

End 12060 

Method TBLASTX: Cress 

End 11931 

Score - 317 
.7210, 11735. .11878, 11878. .11931 



6367 



Q 



•a sr 



Seq. No. 


6090 






Seq. ID 


OJ991213_04 .0207.C6 










Strand 




Start 


579 






End 


12060 


Name 


OJ991213 04. 


0207 


.C6.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


6628 






End 


6949 


GI 


none 






Score 


72 


Exons 


6628. .6678, 


6682 


..6837, 6773 


..6835, 6847. .6948, 6848. .6949 


Seq. No. 


6090 






Seq. ID 


OJ991213_04 .0207.C6 


Gene No. 


12845 






Strand 




OLalL 


D I j 






End 


12060 


Name . 


OJ991213 04. 


0207 


.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


6680 






End 


7210 


GI 


none 






. Score 


169 


Exons 


6680. .6835, 


6680 


..6793, 6682 


..6837, 6838. .6975, 6838. .7209, 




6845. .7210, 


7022 


. .7210 






Seq. No. 


6090 






Seq. ID 


OJ991213_04 .0207.C6 


Gene No. 


12845 






Strand 




o tar c. 


579 






End 


12060 


Name 


OJ991213 04. 


0207 


.C6.o4.tm 


Method 


TBLASTX: Maize 


Start 


11609 






End 


11931 


GI 


none 






Score 


63 


Exons 


11609. .11845 


, 11763. .11828, 


11831. .11884, 11835. .11885, 




11884. .11931 








Seq. No. 


6091 






Seq. ID 


OJ991213 04. 0207. C7 


i^ene wo. 


12846 






Strand 


+ 


Start 


1376 






End 


3909 


Name 


OJ991213 04. 


0207 


.C7.ol.gs 


Method 


GENSCAN 


Start 


1376 






End 


2829 


GI 


none 






Score 


.98 


Exons 


1376. .1461, 


1686 


. .2829 






Seq. No. 


6091 






Seq. ID 


OJ991213_04.0207.C7 


Gene No. 


12846 






Strand 


+ 




1376 






End 


3909 


Name 


OJ991213 04. 


0207 


,C7 .ol .np 


Method 


AAT/NAP 


Start 


1696 






End 


3909 


GI 


6862923 






Score 


552 


Exons 


1696. .2813, 


3867 


. .3909 






GI Descrip. 


(AC018907) unknown protein [Arabidopsis thaliana] 


Seq. No. 


6091 






Seq. ID 


OJ991213_04.0207.C7 


Gene No. 


12846 






Strand 


+ 


Start 


1376 






End 


3909 


Name 


OJ991213 04. 


0207 


.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


1765 






End 


2814 


GI 


none 






Score 


165 


Exons 


1765. .1917, 


1924 


..2013, 2308 


..2499, 2343. .2501, 2545. .2814, 



2547. .2813 



Seq. No. 6091 

Gene No. 12846 

Start 1376 

Name OJ991213J34 . 0207 . C7 . o2 . tw 

Start 2130 



Seq. ID OJ991213_04.0207.C7 

Strand + 

End 3909 

Method TBLASTX : Wheat 

End 24 00 



6368 






GI 


none 






' Score 


56 




Exons 


2130. .2183, 


2131 


..2181, 2242. 


.2295, 2293.. 2400, 2308.. 2397 






2343. .2399 












Seq. No. 


6091 






Seq. ID 


OJ991213_04.0207.C7 






iZOI o 






Strand 


+ 




Start 


1376 






End 


3909 




Name 


OJ991213 04. 


0207 


.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2236 






End 


2817 




GI 


none 






Score . 


54 




Exons 


2236. .2286, 


2290 


..2499, 2340. 


.2501, 2545.. 2817, 2547. .2816 




Seq. No. 


6091 






Seq. ID 


OJ991213_04.0207.C7 




bene no • 


1 9ft A 
J. Z 0 4 0 






Strand 


+ 




Start 


1376 






End 


3909 




Name 


OJ991213 04. 


0207 


.C7.ol. tc 


Method 


TBLASTX: Cress 




Start 


2428 






End 


2796 




GI 


none 






Score 


84 




Exons 


2428. .2499, 


2433 


..2498, 2509. 


.2796, 2541.. 2696 




Seq. No. 


6091 






oeq ■ iu 


O.TQQ1 91 "3 OA H9H7 Cl 




bene ino . 


1 9ft A 






O L 1/a.nQ. 


_l_ 
i 




Start 


1376 






JjUU 






Name 


OJ991213 04. 


0207 


.C7.ol.-tw 


t*je tnoo 


l o±ji-io i a • wned l 




Start 


2428 






ijna 


97 Q£ 




GI 


none 






Score 


77 


■i 


Exons 


2428. .2505, 


2551 


..2706, 2719. 


.2796 




t bf 
j := 1 


Seq. No. 


6092 






Seq. ID 


DTQQ1 91 ^ CiA H9H7 Pft 




fori a XT /~\ 

bene jno . 


1 9ft A 1 






Strand 


_i_ 

T 


Ly 


Start 


94 






End 






Name 


OJ991213 04. 


0207 


.C8 .ol.gs 


Method 


GEN SCAN 


fy 


Start 


94 






End 


361 


GI 


none 






Score 


.58 




Exons 


94. .212, 265 


► . .361 








Seq. No. 


6092 






Seq. ID 


OJ991213_04.0207.C8 




bene ino • 


1 9ft4 ft 






Strand 




=.3 


Start 


485 






End 


695 




Name 


OJ991213 04. 


0207 


.C8.o2.gs 


Method 


GEN SCAN 




Start 


485 






End 


695 




GI 


none 






Score 


.45 




Exons 


485. .695 












Seq. No. 


6093 






Seq. ID 


OJ991213_04.0207.C9 




Gene No. 


12849 






Strand 


+ 




Of a v+- 

o car u 


238 






End 


5764 




Name 


OJ991213 04. 


0207 


.C9. ol.gs 


Method 


GENS CAN 




Start 


238 






End 


5764 




GI 


none 






Score 


.61 




Exons 


238. .299, 2316.. 


2435, 3S33..3682, 3841, 


..3881, 4492. .4621, 






4689. .4983, 


5012 


..5301, 5321. 


.5764 






Seq. No. 


6093 






Seq. ID 


OJ991213_04.0207.C9 




Gene No. 


12849 






Strand 


+ 




Start 


' '238 






End . 


5764 




Name 


OJ991213 04. 


0207 


.C9.ol .np 


Method 


AAT/NAP 



6369 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4624 End 5746 

4680501 Score 383 

4624. .5746 

(AF119222) hypothetical protein [Oryza sativa] 



6093 

12850 

6683 

OJ991213_04.0207.C9.ol.tm 

4696 

none 



Seq. ID OJ991213_04.0207.C9 
Strand 

End 8409 

Method TBLASTX : Mai ze 

End 5743 

Score 81 



4696. .4842, 4842. .4877, 5077. .5148, 5188. .5310, 5299. .5433, 
5300. .5443, 5471. .5743 



Seq. No. 6093 

Gene No. 12850 

Start 6683 

Name OJ991213_04 . 0207 . C9 . ol . ts 

Start 5077 

GI none 
Exons 



Seq. ID OJ991213_04.0207.C9 
Strand 

End 8409 

Method TBLASTX : Soybean 

End . 5743 

Score 64 



5077. .5148, 5188. .5310, 5262. .5315, 5299. .5433, 5300. .5440, 
5471. .5743, 5503. .5721 



Seq. No. 
3 =f Gene No. 
hJ Start 
!;n Name 
ni Start - 

Exons 



6093 

12850 

6683 

OJ991213_04.0207.C9.ol.tw 

5342 

none 



Seq. ID OJ991213_04 .0207.C9 
Strand 

End 8409 

Method TBLASTX : Wheat 

End 5743 

Score 78 



5342. .5437, 5435. .5644, 5648.-5743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 Seq. No. 
^ Gene No. 
* Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
* Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



6093 
12850 
6683 

OJ991213J)4.0207.C9.ol.tc 
5456 
none 

5456.. 5743, 5503.. 5709 

6093 
12850 
6683 

OJ991213_04.0207.C9.o2.gs 
6683 
none 

6683.. 7039, 7831.. 7941, 8323.. 8409 



Seq. ID OJ991213_04 .0207.C9 
Strand 

8409 

TBLASTX: Cress 
5'743 
201 



Seq. ID OJ991213_04.0207.C9 
Strand 

8409 
GEN SCAN 
8409 
.54 



End 

Method 
End 
Score 



6094 
12851 
956 

OJ991213_04 . 0207 . C10 . ol .np 
956 

6862923 
956.. 2070, 2873.. 2966 

(AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991213_04. 0207. C10 

Strand + 

End 2966 

Method AAT/NAP 

End 2966 

Score 554 



Seq. No. 



6094 



Seq. ID OJ991213_04 .0207. C10 



6370 




Gene No. 


12851 








Strand 


+ 




Start 


ft c c 

956 








End 


2966 




Name 


OJ991213 04. 


0207 


.ClO.ol 


. tm 


Method 


~ TBLASTX: Maize 




Start 


1016 








End 


2068 




GI 


none 








Score 


167 




Exons 


1016. .1174, 


1020 


. .1178, 


1050. . 


,1181, 1197. .1268, 1500. .1742, 




1577. .1756, 


1794 


. .1958, 


1828. . 


,1959, 1988.. 2068 




Seq. No. 


6094 








Seq. ID 


OJ991213_04.0207 


.C10 


Gene No. 


1 O O C 1 








Strand 


+ 




Start 


956 








End 


2966 




Name 


OJ991213 04. 


0207 


.C10.O2, 


.ts 


Method 


TBLASTX: Soybean 




Start 


1017 








End 


1433 




GI 


none 








Score 


171 




Exons 


1017. .1178, 


1034 


. .1177, 


1197. . 


,1268, 1389.. 1433 




Seq. No. 


6094 








Seq. ID 


OJ991213 04.0207 


.C10 


Gene No. 


12851 








Strand 


+ 




Start 


956 








End 


2966 




Name 


OJ991213 04. 


0207 


.ClO.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1376 








End 


1658 




GI 


none 








Score 


71 




Exons 


1376. .1438, 


1389 


. .1475, 


1497. . 


,1658, 1503.. 1640 




Seq. No. 


6094 








Seq.. ID 


OJ991213_04 .0207 


.C10 


Gene No. 










Strand 


+ 




Start 


956 








End 


2966 




Name 


. OJ991213 04. 


0207 


.ClO.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


1500 








End 


1769 




GI 


none 








Score 


228 




Exons 


1500. .1742, 


1500 


. .1769 










Seq. No. 


6094 








Seq. ID 


OJ991213_04.0207 


.C10 


Gene No. 


12851 








Strand 


+ 




Start 


956 








End 


2966 




Name 


OJ991213 04. 


0207 


.ClO.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


1500 








End 


2071 




GI 


none 








Score 


256 




Exons 


1500. .1742, 


1568 


. .1756, 


1794. . 


1958, 1826. .1969, 1984. .2070, 




1988. .2071 














Seq. No. 


6095 








Seq. ID 


OJ991213_04.0207 


.C12 


Gene No. 


12852 








Strand 


+ 




Start 


43 








End 


9235 




Name 


OJ991213 04. 


0207 


.C12.ol, 


,gs 


Method 


GENSCAN 




Start 


43 






End 


5222 




GI 


none 








Score 


.75 




Exons 


43.. 132, 622 


..804, 1018, 


, .1533, 


2809. .; 


2886, 4059.. 5222 




Seq. No. 


6095 








Seq. ID 


OJ991213 04;0207 


-C12 


Gene No. 


12852 








Strand 


+ 




Start 


43 








End 


9235 - 




Name 


OJ991213 04. 


0207 


,C12.ol. 


,np 


Method 


AAT/NAP 




Start 


413 








End 


1386 




GI 


4538896 








Score 


806 





Exons 413.. 1386 

GI Descrip. (AL049482) putative protein [Arabidopsis thaliana] 



6371 



Seq. No. 


6095 








Seq. ID 


OJ991213 04.0207.C12 


Gene No. 


12852 








Strand 


+ 


Start 


43 








End 


9235 


Name 


OJ991213 04 


.0207 


.C12.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


1060 








End 


1458 


GI 


none 








Score 


291 


Exons 


1060. .1458, 


1108 


. .1233, 


1272. 


.1412 




Seq. No. 


6095 








Seq. ID 


OJ991213_04.0207.C12 


Gene No. 


i o o c o 








Strand 


+ 


Start 


43 








End 


9235 


Name 


OJ991213 04 


.0207 


.C12.o2. 


.np 


Method 


AAT/NAP 


Start 


3781 








End 


5339 


GI 


6862923 








Score 


549 


Exons 


3781. .3842, 


4187 


. .5339 








GI Descrip. 


(AC018907) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


6095 








Seq. ID 


OJ991213_04.0207.C12 


Gene No. 


12852 








Strand 


+ 


Start 


43 








End 


9235 


Name 


OJ991213 04 


.0207 


.C12.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


4194 








End 


9196 


GI 


none 








Score 


111 


Exons 


4194. .4343, 


4413 


. .4460, 


4560. 


.4631, 4674.. 4952, 4766. .4930, 




4968. .5216, 


4968 


. .5237, 


8177. 


.8302, 8' 


612.. 8869, 8617. .8871, 




8906. .9196, 


8906 


. .9181 








Seq. No. 


6095 








Seq. ID 


OJ991213_04.0207.C12 


Gene No. 


12852 








Strand 


+ 


Start 


43 








End 


9235 


Name 


OJ991213 04 


.0207 


.C12.o3. 


.np 


Method 


AAT/NAP 


Start 


4199 








End 


6301 


GI 


82523 








Score 


192 


Exons 


4199. .4226, 


5648 


. .5832, 


6197. 


.6301 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 
sativa] gi 1 12068 | emb | CAA33921 1 (X15901) ORF249 [Oryza sativa] 
gi I 226655 |prf | I1603356CF ORF 249 [Oryza sativa] 



Seq. ID OJ991213_04.0207.C12 

Strand + 

End' 9235 

Method AAT/GAP 

End 5144 

Score 1353 

hypothetical protein [Arabidopsis 



Seq. ID OJ991213_04.0207.C12 

Strand + 

End 9235 

Method TBLASTX : Wheat 

End 8770 

Score 88 



,6095 
12852 
43 

OJ991213_04 . 0207 . C12 . ol . gp 
4426 
4880967 
4426. .5144 

2642158 2.0e-12 (AC003000) 
thaliana] 

6095 
12852 
43 

OJ991213_04.0207.C12.ol.tw 
4556 
none 

4556. .4621, 4557. .4670, 4666. .4824, 4668. .4823, 4677. .4832, 



6372 



u 



ru 





4769. .4831, 8501. .8554, 


8520. 


.8555, 8521.. 8556, 8604.. 8675, 




8606. .8764, 8617. .8769, 


8618. 


.8770 




Seq. No. 


6095 




Seq. ID 


OJ991213 04.0207.C12 


Gene No. 


12852 




Strand 


+ 


Start 


43 




End 


9235 


Name 


OJ991213 04.0207.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4674 




End 


8883 


GI 


none 




Score 


268 


Exons 


4674. .4958, 8612. .8869, 


8641. 


.8883 




Seq. No. 


6095 




Seq. ID 


OJ991213_04.0207.C12 


Gene No. 


12852 




Strand 


+ 


Start 


43 




End 


9235 


Name 


OJ991213 04.0207.C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4674 


'- 


End 


9196 


GI 


none 




Score 


266 


Exons 


4674.. 4952, 4766.. 4930, 


4968. 


.5258, 8611. .8841, 8612. .8869, 




8906. .9196, 8914. .9162 








Seq. No. 


6095 




Seq. ID 


OJ991213_04.0207.C12 


Gene No. 


12852 




Strand 


+ 


Start 


43 




End 


9235 


Name 


OJ991213 04.0207.C12.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4962 




End 


9196 


GI 


none 




Score 


207 


Exons 


4962. .5276, 4965. .5204, 


4967. 


.5206, 8906. .9196, 8906. .9130 


Seq. No. 


6095 




Seq. ID 


OJ991213_04 .0207.C12 


Gene No. 


12852 




Strand 


+ 


Start 


43 




End 


9235 


Name 


OJ991213 04.0207.C12.o4. 


np 


Method 


AAT/NAP 


Start 


6061 




End 


9178 


GI 


4680341 




Score 


340 


Exons 


6061.. 6079, 8510.. 9178 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


6095 




Seq. ID 


OJ991213_04 . 0207 . C12 


Gene No. 


12852 




Strand • 


+ 


Start 


43 




End 


9235 


Name 


OJ991213 04.0207.C12.o2. 


gp 


Method 


AAT/GAP 


Start 


6870 




End 


7039 


GI 


23897 1.R1084 




Score 


229 


Exons 


6870. .7039 








GI Descrip. 


•5441876/dbj IAP000367.il 


AP000367 5.0e- 


58 Oryza sativa genomic 




DNA, chromosome 2, clone 


;:P0437H03 (contig b) ' 


Seq. No. 


6095 




Seq. ID 


OJ991213_04.0207.C12 


Gene No. 


12852 




Strand 


+ 


Start 


43 




End 


9235 


Name 


OJ991213 04.0207.C12.o3. 


gp 


Method 


AAT/GAP 


Start 


7989 




End 


8512 


GI 


uC-osflM202047cl2bl 




Score 


949 


Exons 


7989. .8512 








GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib 


gene 1 







6373 



!;-> 



: i=5 



'*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. No. 


6095 






Seq. ID 


OJ991213__04.0207.C12 


Gene No. 


12852 






Strand 


+ 


Start 


43 






End 


9235 


Name 


OJ991213 04.0207.C12 


.o2 


.gs 


Method 


GENSCAN 


Start 


8075 






End 


9235 


GI 


none 






Score 


.76 


Exons 


8075. .9235 










Seq. No. 


6096 






Seq. ID 


OJ991213__04.0207.C13 


Gene No. 


12853 






Strand 


+ 


Start 


377 






End 


1385 


Name 


OJ991213 04.0207.C13 


-ol 


. gs 


Method 


GENSCAN 


Start 


377 






End 


1385 


GI 


none 






Score 


.54 


Exons 


377. .519, 938. .1385 










Seq. No. 


6096 






Seq. ID 


OJ991213_04.0207.C13 


Gene No. 


12854 






Strand 




Start 


5716 






End 


5867 


Name 


OJ991213 04.0207.C13 


. o3 


. gs 


Method 


GENSCAN 


Start 


5716 






End 


5867 


GI 


none 






Score 


.53 


Exons 


5716.. : 58 67 










Seq. No. 


6097 






Seq. ID 


OJ991213_04.0207.C15 


Gene No. 


12855 






Strand 




Start 


1 






End 


3936 


Name 


OJ991213 04.0207.C15 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


3366 


GI 


6466937 






Score 


1756 


Exons 


1. .3366 










GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 



thaliana] 



Seq. ID OJ991213_04.0207.C15 
Strand 

End 3936 

Method AAT/NAP 

End 3936 

Score 547 



6097 
12855 
1 

OJ991213_04.0207.C15.o2.np 
1 

3810596 

1..130, 1480. .1706, 1776. .2751, 2876. .3128, 3213. .3389, 
3573.. 3726, 3793.. 3936 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



6097 
12856 
6828 

OJ991213_04 .0207.C15.o3.np 
6828 
6862923 
6828.. 7999 

(AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991213_04.0207.C15 
Strand 

End 8021 

Method AAT/NAP 

End 7999 

Score 573 



6097 

12856 

6828 



Seq. ID OJ991213_04 .0207.C15 
Strand 

End' 8021 



6374 



Name 


OJ991213 04 


.0207.C15.o4. 


np 


Method 


AAT/NAP 




Start 


6924 






End 


8021 




GI 


4680338 






Score 


452 




Exons 


6924. .8021 












GI Descrip. 


(AF128457) 


hypothetical 


protein [Oryza 


sativa subsp. indica 


Seq. No. 


6097 






beq. id 


OTQQ1 01 "3 C\A (\OC\1 

ujyyi^ij U4 . uzu / 


fl R 

. LI j 


bene wo . 


1 9fl ^7 

IcO J / 






btrana 






Start 


15106 






bna 






Name 


OJ991213 04 


.0207.C15.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4 






End 


420 




GI 


none 






Score 


Q A 

o4 




Exons 


4. .420, 10. 


.189, 14. .334 








Seq. No. 


6097 






beq. ID 


ujyyi^io U4 . u^u / 


pi c 




1ZO J / 






Strand 






Start 


15106 






bna 


IjjjU 




Name 


OJ991213 04 


.0207.C15.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


13 






End 


396 




GI 


none 






Score 






Exons 


13. .396, 14 


. .385 










Seq. No. 


6097 






Seq. ID 


ojyyi^io U4.uzu/ 


. LIj 


ucUc JNO . 


12857 






btrana 






Start 


15106 






bna 


IjjjU 




Name 


OJ991213 04 


.0207.C15.o2. 


tw 


Method . 


TBLASTX: Wheat 




Start 


253 






End 


648 




GI 


none 






Score 


x j! 




Exons 


253. .648, 266. .490 










Seq. No. 


6097 






beq. ID 


atqqi oi q n a nom 

ujyyi^io U4.uzu/ 


. LI J 


uene ino . 


12857 






Strand 






Start 


15106 






bna 


i ccon 
IjjjU 




Name 


OJ991213 04 


.0207.C15.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


421 






End 


830 




GI 


none 






Score 


bl 




Exons 


421. .654, 708. .830, 708. 










Seq. No. 


6097 






beq. ID 


a tqqi oi "i f\ a nom 
ujyyi^ij U4 . uzu / 


R 

• LI j 


bene wo • 


12857 






Strand 






Start 


15106 






End 


IjjjU 




Name 


OJ991213 04 


.0207.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


831 






End 


1368 




GI 


none 






Score 


TOO 

z^y 




Exons 


831. .1367, 


1051. .1368 










Seq. No. 


6097 






Seq. ID 


OJ991213_04.0207 


.C15 


bene wo . 


12857 






Strand 






Start 


15106 






End 


15530 




Name 


OJ991213 04 


.0207.C15.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


831 






End ■ 


1088 




GI 


none 






Score 


200 




Exons 


831. .1088 












Seq. No. 


6097 






Seq. ID 


OJ991213_04.0207 


.C15 


Gene No. 


12857 






Strand 






Start 


15106 






End 


15530 





6375 



Name 


OJ991213 04 


Start 


996 


GI 


none 


Exons 


996. .1397, 


Seq. No. 


6097 


Gene No. 




Start 


15106 


Name 


OJ991213 04 


Start 


1110 


GI 


none 


Exons 


1110. .1481, 


Seq. No. 


6097 


bene no . 


IZoD 1 


Start 


15106 


Name 


OJ991213 04 


Start 


1392 


GI 


none 


Exons 


1392. .1868, 


Seq. No. 


6097 


Gene No . 




Start 


15106 


Name 


OJ991213 04 


Start 


1446 


GI 


none 


Exons 


1446. .1928, 


Seq. No. 


6097 


Gene No . 


IZoD / 


Start 


15106 


Name 


OJ991213 04 


Start 


1476 


GI 


none 


Exons 


1476. .1799 


Seq. No. 


6097 


Gene No . 




Start 


15106 


Name 


OJ991213 04 


Start 


1578 


GI 


none 


Exons 


1578. .1892, 


Seq. No. 


6097 


Gene No. 


1285 7 


Start 


15106 


Name 


OJ991213 04 


Start . 


2142 


GI 


none 


Exons 


2142. .2234, 


Seq. No. 


6097 


Gene No. 


12857 


Start 


15106 


Name 


OJ991213 04 



.C15.o3. tw 
.1395 

.C15.o2.ts 
.-.1308, 1170. 

.C15.o2. tm 
..1847, 1411. 

.C15.ol.tw 
..1851 

.C15.o2.tc 



Method TBLASTX : Wheat 
End 1397 
Score 14 9 



Seq. ID OJ991213_04.0207.C15 
Strand 

15530 

TBLASTX : Soybean 
1481 
112 



End 

Method 
End 
Score 
.1475 



.C15.o4 . ts 



1893 



Seq. ID OJ991213_04.0207.C15 
Strand 

End 15530 

Method TBLASTX: Maize 

End 1876 

Score 167 

.1863, 1417. .1875, 1610. .1876 

Seq. ID OJ991213_04.0207.C15 
Strand 

..End 15530 

Method TBLASTX: Wheat 

End 1928 

Score 211 



Seq. ID OJ991213_04 .0207.C15 
Strand 

End 15530 

Method TBLASTX : Cress 

End 1799 

Score 186 



Seq. ID OJ991213_04 .0207.C15 
Strand 

End 15530 

Method TBLASTX: Soybean 

End 1893 

Score 74 



.C15.o6.tm 



Seq. ID OJ991213_04 .0207.C15 
Strand 

End 15530 

Method TBLASTX: Maize 

End 2760 

Score 72 
..2565, 2360.. 2536, 2635.. 2760, 2636.-2728 

Seq. ID OJ991213_04 .0207.C15 
. . Strand 

End 15530 . 

■C15.o4.tm Method TBLASTX : Maize 



6376 




Start * 


6934 








End 


10313 




GI 


none 








Score 


36 




Exons 


6934. .6996, 


7023 


. .7196, 


7030. 


.7188, 7206.. 7460, 


7212. .7490, 




7237. .7485, 


7527 


. .7592, 


7760. 


.7927, 7773. .7934, 


10203. .1031 


Seq. No. 


6097 








Seq. ID 


OJ991213 


_04.0207.C15 


Gene No. 


12857 








Strand 






Start 


15106 








End 


15530 




Name 


OJ991213 04. 


0207 


.C15.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


6945 








End 


7490 




GI 


none 








Score 


105 




Exons 


6945. .7004, 


7023 


. .7196, 


7030. 


.7188, 7212.. 7490, 


7239. .7457, 




7321. .7488 














Seq. No. 


6097 








Seq. ID 


OJ991213 


_04.0207.C15 


Gene No. 


12857 








Strand 






Start 


15106 








End 


15530 




Name 


OJ991213 04. 


0207 


.C15.o5 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


6955 








End 


7298 




GI 


none 








Score 


38 




Exons 


6955. .6996, 


7017 


. .7184, 


7101. 


.7151, 7236.. 7298, 


7242. .7286 


Seq. No. 


6097 








Seq. ID 


OJ991213 


_04.0207.C15 


Gene No. 


12857 








Strand 






Start 


15106 








End 


15530 




Name 


OJ991213 04. 


0207 


.C15.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7206 








End 


7494 




GI 


none 








Score 


106 




Exons 


7206. .7490, 


7243 


. .7494 










Seq. No. 


6097 








Seq. ID 


OJ991213 


_04.0207.C15 


Gene No. 


12857 








Strand 






Start 


15106 








End 


15530 




Name 


OJ991213 04. 


0207 


.C15.o4 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


7332 








End , 


7592 




GI 


none 








Score 


152 




Exons 


7332. .7484, 


7333 


. .7494, 


7424. 


.7486, 7533. .7583, 


7533. .7592 


Seq. No. 


6097 








Seq. ID 


OJ991213 


_04.0207.C15 


Gene No. 


12857 








Strand 






Start 


15106 








End 


15530 




Name 


OJ991213 04. 


0207 


.C15.o2 


.gs 


Method 


GENSCAN 




Start 


15106 






End 


15530 




GI 


none 








Score 


.51 




Exons 


15106. .15171 


, 15380.. 15530 








Seq. No. 


6098 








Seq. ID 


OJ991213 


_04.0207.C16 


Gene No. 


12858 








Strand 


+ 




Start 


191 








End 


296 




Name 


OJ991213 04. 


0207 


.C16.o2 


.gp 


Method 


AAT/GAP 




Start 


191 








End 


296 




GI 


5816518 








Score 


160 




Exons 


191. .296 















GI Descrip. 4521193/dbj | AB013450 . 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. No. 6098 Seq. ID OJ991213_04 . 0207 . C16 



6377 



Gene No. 12859* Strand + 

Start 5308 End 6008 

Name OJ991213_04 . 0207 . C16 . o5 . gp Method AAT/GAP 

Start 5308 End 6008 

GI 5816518 Score 157 

Exons 5308.. 5413, 5977.. 6008 

GI Descrip. 4521193/dbj | ABO 134 50 . 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 6098 

Gene No. 12860 

Start 1 

Name OJ991213_04 . 0207 . CI 6 . ol . gp 

Start 1 

GI 3761181 

Exons 1..182 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991213_04 ..0207.C16 
Strand 

End 7582 

Method AAT/GAP 

End 182 

Score 287 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6098 

12860 

1 

OJ991213_04 .0207.C16.ol.np 
1 

5091513 



Seq. ID OJ991213_04 .0207.C16 
Strand 

End 7582 

Method AAT/NAP 

End 7582 

Score 1011 



1..105, 1663. .1933, 1968. .2173, 2695. .2950, 2994.. 3507, 
4253.. 4718, 7395.. 7582 

(AB023482) Hypothetical protein [Oryza sativa] 



6098 

12860 

1 

OJ991213_04 .0207.C16.ol.gs 

1374 

none 



Seq. ID OJ991213_04.0207.C16 
Strand 

End 7582 

Method GENSCAN 

End 6263 

Score .55 



1374. .1447, 1667. .1774, 1969. .2247, 2551 .. 2773, 2820. .3588, 
4162. .4682, 4980. .5040, 5831. .5888, 6084. .6263 



Seq. No. 6098 

Gene No. 12860 

Start 1 

Name OJ991213_04 . 0207 . C16 . o4 . gp 

Start 5071 

GI 3761181 

Exons 5071.. 5299 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq." ID OJ991213_04.0207.C16 
Strand 

End 7582 

Method . AAT/GAP 

End 5299 

Score 347 



Seq. No. 6099 

Gene No. 12861 

Start 34 

Name OJ991213_04 . 0207 . C17 . ol . np 

Start 34 

GI 5091512 

Exons ^ 34.. 212, 254.. 385, 433.. 827 

GI Descrip^' (AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds.(M11926) [Oryza sativa] 



Seq. ID OJ991213_04.0207.C17 

Strand + 

End 827 

Method AAT/NAP 

End 827 

Score 940 



6378 



Seq. No. 6099 

Gene No. 12862 

Start 156 

Name OJ991213_04 . 0207 . C17 . ol . gs 

Start 156 

GI none 

Exons 156.. 722 



Seq. ID OJ991213_04.0207.C17 
Strand 

End 722 

Method GENSCAN 

End 722 

Score . 98 



Seq. No. 6100 

Gene No. 12863 

Start 204 

Name OJ991213_04 . 0207 . C18 . ol . gs 

Start 204 

GI none 

Exons 204.. 540 



Seq. ID OJ991213_04.0207.C18 
Strand 

End 540 

Method GENSCAN 

End 54 0 

Score .56 



Seq. No. 6101 

Gene No. 12864 

Start 1 

Name OJ991103_09 . 0225 . C3 . ol . np 

Start 1 

GI 3236253 

Exons 1 . . 741 

GI Descrip. (AC004684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ991103_09.0225.C3 
Strand 

End 741 

Method AAT/NAP 

End 741 

Score 320 



y 


Seq. No. 


6101 








Seq. ID 


OJ991103_09.0225 


.C3 


«: 


Gene No. 


12864 








Strand 






: 

S3 


Start 


1 








End 


741 






Name 


OJ991103 09.0225. 


C3. 


,ol, 


. tw 


Method 


TBLASTX: Wheat 




: 


Start 


5 








End 


268 






GI 


none 








Score 


168 






Exons 


5. .268, 6. .266 
















Seq. No. 


6101 








Seq. ID 


OJ991103_09.0225 


.C3 




Gene No. 


12864 








Strand 








Start 


1 








End 


741 




. ^ 


Name 


OJ991103 09.0225. 


C3. 


.ol. 


.tc 


Method 


TBLASTX: Cress 






Start 


25 








End 


457 






GI 


none 








Score 


80 






Exons 


25.. 72, 131.. 265, 


135. . 


.266, 


281. .457 








Seq. No. 


6101 








Seq. ID 


OJ991103_09.0225 


.C3 




Gene No. 


12864 








Strand 








Start 


1 








End 


741 






Name 


OJ991103 09.0225. 


C3. 


.ol. 


.gs 


Method 


GENSCAN 






Start 


30 








End 


634 






GI 


none 








Score 


.88 






Exons 


30. .634 
















Seq. No. 


6101 








Seq. ID 


OJ991103_09.0225 


.C3 




Gene No. 


12864 








Strand 








Start 


1 








End 


741 






Name 


OJ991103 09.0225. 


C3-; 


ol, 


,tm 


Method 


TBLASTX: Maize 






Start 


125 








End 


532 






GI 


none 








Score 


98 





6379 



Exons 



125. .271, 144. .281, 148. .300, 252. .413, 275. .481, 289. .528, 
290. .532 



Seq. No. 6102 Seq. ID 

Gene No. 12865 Strand 

Start 487 End 

Name OJ991103_09 . 0225 . C4 . ol . gs Method 

Start 487 End 

GI none Score 

Exons 487.. 697, 791.. 1089 



OJ991103_09.0225.C4 
+ 

1089 
GENSCAN 
1089 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6103 Seq. ID OJ991103_09. 0225 . C6 

12866 Strand 

442 End 707 

OJ991103_09.0225.C6.ol.np Method AAT/NAP 

442 End 707 

3193290 Score 107 

442. .707 

(AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 165.48), to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 125.64) and legume lectins alpha 
domain (Pfam: lectin_legA. hmm, score: 16.72) [Arabido... 



Seq. No. 6103 Seq. ID 

Gene No. - 12866 Strand 

Start 442 End 

Name OJ991103_09 . 0225 . C6 . ol . gs Method 

Start 450 End 

GI none Score 

Exons '450.. 621 



OJ991103_09.0225.C6 
707 

GENSCAN * 

621 

.45 



Seq. No. 


6103 


Seq. ID 


OJ991103_09.0225 


.C6 


Gene No. 


12866 


Strand 






Start 


442 


End 


707 




Name 


OJ991103 09.0225.'C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


520 


End 


705 




GI 


none 


Score 


79 




Exons 


520.. 705, 529.. 690 








Seq. No. 


6104 


Seq. ID 


OJ991103_09.0225 


.C7 


Gene No. 


12867 


Strand 


+ 




Start 


106 


End 


543 




Name 


OJ.991103 09.0225.C7.ol.np 


Method 


AAT/NAP 




Start 


106 


End 


543 




GI 


6539570 


Score 


213 




Exons 


106. .299, 489. .543 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6104 


Seq. ID 


OJ991103_09.0225 


.C7 


Gene No. 


12867 


* Strand 


+ 




Start 


106 


End 


543 




Name 


OJ991103 09.0225.C7.ol.gs 


Method 


GENSCAN 




Start 


139 


End 


329 




GI 


none 


Score 


.47 




Exons 


139. .329 








Seq. No. 


6105 


Seq. ID 


OJ991103_09.0225 


.C8 



6380 



Gene No. 12868 - Strand + 

Start 64 End 324 

Name OJ991103_09 . 0225.C8 .ol . gs Method GENSCAN 

Start 64 End 324 

GI none Score . 72 

Exons 64.. 152, 245.. 324 



Seq. No. 6106 Seq. ID 

Gene No. 12869 Strand 

Start 132 End 

Name OJ991103_09 . 0225 . C9 . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132.. 440 



OJ991103_09.0225.C9 
+ 

440 

GENSCAN 

440 

.42 



Seq. No. 6107 Seq. ID 

Gene No. 12870 Strand 

Start 1 End 

Name OJ991103_09 . 0225 . CI 1 . ol . np .Method 

Start 1 End 

GI 4206306 Score 

Exons 1..733 

GI Descrip. . (AF049110) prpol [Zea mays] 

Seq. No. 6107 Seq. ID 

Gene No. 12870 Strand 

Start 1 End 

Name OJ991103_09 . 0225 . Cll . ol . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 158, 73.. 159, 189.. 332, 199.. 333 



OJ991103_09. 0225. Cll 
733 

AAT/NAP 

733 

274 



OJ991103_09. 0225. Cll 
733 

TBLASTX : Soybean 

333 

61 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6107 Seq. ID 

12870 Strand 

1 End 
OJ991103_09. 0225. Cll. ol.gs Method 

4 39 End 

none Score 
439. .661 



OJ991103_09. 0225. Cll 
733 

GENSCAN 

661 

.93 



6108 Seq. ID 

12871 Strand 
4 941 End 
OJ991103_09.0225.C12.o2.gp Method 
4 941 End 
uC-osf Icyp033a04bl Score 
4941. .5322 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



OJ991103_09.0225.C12 
+ 

5322 
AAT/GAP 
5322 
647 



Seq. No. 6108 

Gene No. 12872 

Start 1 

Name OJ991103_09 . 0225 .C12 . o2 .np 

Start 1 

GI 5852180 
Exons 



Seq. ID OJ991103_09.0225.C12 
Strand 

End 8810 

Method AAT/NAP 

End 8810 

Score 545 



1..56, 3603. .4015, 4067. .4191, 5171. .5224, 8780. .8810 



6381 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6108 

12872 

1 

OJ991103_09.0225.C12.ol.gs 

708 

none 



Seq. ID OJ99 % 1103_09.0225.C12 
Strand 

End 8810 

Method GENSCAN 

End 3848 

Score .45 



708.. 902, 990.. 1010, 1104.. 1337, 1625.. 2597, 3601.. 3848 



6108 

12872 

1 

OJ991103_09 . 0225 . C12 . ol . tm 

2024 

none 



Seq. ID OJ991103_09.0225.C12 
Strand 

End 8810 

Method TBLASTX : Maize 

End 2392 

Score 69 



2024. .2242, 2121.. 2237, 2267.. 2392, 2268.. 2375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6108 

12872 

1 

OJ991103_09.0225.C12.o3.np 

2767 

4263543 



Seq. ID OJ991103_09.0225.C12 
Strand 

End 8810 

Method AAT/NAP 

End 7556 

Score 55 



2767.. 2887, 6041.. 6209, 7530. .7556 

(AC006250) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 





Seq. No. 


6108 






Seq. ID 


OJ991103 


_09. 


0225. C12 


J 


Gene No. 


12872 






Strand 








3 


Start 


1 






End 


8810 








Name 


OJ991103 09 


.0225 


.C12.o2.gs 


Method 


GENSCAN 








Start 


4871 






End 


7384 








GI 


none 






Score 


\85 






3 


Exons 


4871. .4983, 


5171 


..5224, 6268 


. .7384 








3 


Seq. No. 


6109 






Seq. ID 


OJ991103 


_09. 


0225. C13 




Gene No. 


12873 






Strand 


+ 








Start 


908 






End 


4704 








Name 


OJ991103 09 


.0225 


.C13.ol.gs 


Method 


GENSCAN 








Start 


908 






End 


4704 








GI 


none 






Score 


11 








Exons 


908. .1040, 


1084. 


.1195, 2891. 


.2925, 3301.. 3378, 


3506 


• . . 3536 , 






4589. .4704 
















Seq. No. 


6109 






Seq. ID 


OJ991103 


_09. 


0225. C13 




Gene No. 


12874 






Strand 


+ 








Start 


9996 






End 


10207 








Name 


OJ991103 09 


.0225 


.C13.o3.gs 


Method 


GENSCAN 








Start 


9996 






End 


10207 








GI 


none 






Score 


.59 








Exons 


9996. .10021 


, 10039.. 10207 












Seq. No. 


6109 






Seq. ID 


OJ991103 


_09. 


0225. C13 




Gene No. 


;12875 






Strand 










Start 


^614 9 






End 


8458 








Name 


OJ991103 09 


.0225 


.C13.o2.gs 


Method 


GENSCAN ' 







6382 



Start 
GI 

Exons 



6149 
none 

6149. .8458 



End 
Score 



8458 
.82 



i ts t 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6109 

12876 

11404 

OJ991103_09.0225.C13.ol.tm 

7892 

none 



Seq. ID OJ991103_09.0225.C13 
Strand 

End 13518 

Method TBLASTX : Maize 

End 837 4 

Score 77 



7892.. 8056, 8057.. 8215, 8061.. 8213, 8255.. 8374 



6109 
12876 
11404 

OJ991103_09.0225.C13.o4.gs 
11404 
none 

11404. .11583, 11876. .11948, 1204 9 12117 , 1224 9 12422, 
13000. .13174, 13188.. 13518 



Seq. ID OJ991103_09.0225.C13 
Strand 

End 13518 

Method GENSCAN 

End 13518 

Score .71 



Seq. ID OJ991103_09.0225.C14 

Strand + 

End 987 

Method GENSCAN 

End 987 

Score . 9 



Seq. ID OJ991103_09.0225.C14 
Strand 

End 5870 

Method GENSCAN 

End 5632 

Score .5 



6110 
12877 
37 

OJ991103_09.0225.C14.ol.gs 
37 

none 

37. .91, 818. .987 

6110 
12878 
1272 

OJ991103_09.0225.C14.o2.gs 
1272 
none 

1272. .1362, 2583. .3268, 3450. .4551, 4612. .4922, 5058. .5230, 
5344. .5632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6110 
12878 
1272 

OJ991103_09.0225.C14.o3.np 
2096 
6742729 
2096.. 2122, 3370.. 5057 
(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991103_09.0225.C14 
Strand 

End 5870 

Method AAT/NAP 

End 5057 ■ 

Score 2582 



Seq. ID OJ991103_09.0225.C14 
Strand 

End 5870 

Method AAT/GAP 

End 5866 

Score 3985 



6110 
12878 
1272 

OJ991103_09.0225.C14 .ol.gp 
3372 

342_1.R1084 
3372.. 5866 

' 4 57 4 406/gb | AAD24 042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



6383 




Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No. 


i o o i a 

128/8 








Strand 




Start 


1272 








End 


5870 


Name 


OJ991103 09. 


0225 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3375 








End 


3935 


GI 


none 








Score 


475 


Exons 


3375. .3929, 


3385 


. .3897, 


3750. 


.3935 




Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No . 


12878 








Strand 




Start 


1272 








End 


5870 


Name 


OJ991103 09. 


0225 


.C14.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3375 








End 


3646 


GI 


none 








Score 


252 


Exons 


3375.-3638, 


3385 


. .3642, 


3385. 


.3642, 3464.. 3646 


Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No. 


12878 








Strand 




Start 


1272 








End 


5870 


Name ' 


OJ991103 09. 


0225 


.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3538 








End 


4016 


GI 


none 








Score 


78 


Exons 


3538. .3747, 


3540 


. .4016 








Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No. 


12878 








Strand 




Start 


1272 








End 


5870 


Name 


OJ991103 09. 


0225.C14.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


3936 








End 


4341 


GI 


none 








Score 


54 


Exons 


3936. .4016, 


3937 


. .4017, 


4050. 


.4268, 4050.. 4292, 4096.. 4272, 




4278. .4340, 


4291 


. .4341 








Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No. 


1 O O "I O 

12878 








Strand 




Start. 


1272' 








End 


5870 


Name 


OJ991103 09. 


0225 


.C14.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4374 








End 


4604 


GI 


none 








Score 


197 


Exons 


4374. .4604 












Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No . 


12878 








Strand 




Start 


1272 








End 


5870 


Name 


OJ991103 09. 


0225 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4446 








End 


4904 


GI 


none 








Score 


100 


Exons 


4446. .4637, 


4650 


. .4904, 


4650. 


.4892 




Seq. No. 


6110 








Seq. ID 


OJ991103_09.0225.C14 


Gene No. 


12878 








Strand 




Start 


1272 








End 


5870 


Name 


OJ991103 09. 


0225 


.C14 .o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4480 








End 


4949 


GI 


none 








Score 


157 


Exons 


4480. .4686, 


4485 


. .4709, 


4687. 


.4779, 4689. .4784, 4689. .4787, 




.4773. .4895, 


4791 


. .4895, 


4795. 


.4896, 4893. .4949, 4897. .4941 



6384 






Seq. No. 


6110 




Seq. ID 


OJ991103 09.0z2S.C14 




Gene No. 


12878 




Strand 






Start 


1272 




End 


5870 




Name 


OJ991103 09.0225.C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4737 




End 


5085 




GI 


none 




Score 


87 




Exons 


4737. .5078, 4740. .4922, 


4933 


. .5085 






Seq. No. 


6110 




Seq. ID 


OJ991103_09.0225.C14 




Gene No. 


12878 




Strand 






Start 


1272 




End 


5870 




Name 


OJ991103 09.0225.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4818 




End 


5247 




GI 


none 




Score 


94 




Exons 


4818. .5111, 4831. .5082, 


5161 


..5247, 5172. .5246 




Seq. No. 


6110 




Seq. ID 


OJ991103_09.0225.C14 




Gene No. 


12878 




Strand 






Start 


1272 




End 


5870 




Name 


OJ991103 09.0225.C14.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5163 




End 


5532 




GI 


none 




Score 


92 


f 1 


Exons 


5163. .5321, 5176. .5313, 


5184 


..5333, 5185.. 5331, 5271.. 5420, 






5320. .5409, 5330. .5428, 


5387 


..5512, 5425.. 5532 




Seq. No. 


6110 




Seq. ID 


OJ991103_09.0225.C14 


HI 


Gene No. 


12878 




Strand 






Start 


1272 




End 


5870 


Ld 


Name 


OJ991103 09.0225.C14.o4 


.np 


Method 


AAT/NAP 


Si 


Start 


5540 




End 


5870 




GI 


5852182 




Score 


418 


: 


Exons 


5540. .5870 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


6111 




Seq. ID 


OJ991103_09.0225.C15 


u 


Gene No. 


12879 




Strand 






Start 


2359 




End 


2666 




Name 


OJ991103 09.0225.C15.ol 


.gp 


Method 


AAT/GAP 




Start 


2359 




End 


2666 




GI 


61605 3.R1084 




Score 


439 




Exons 


2359. .2666 










GI Descrip. 


'1402920/emb|CAA66965| 


2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 






thaliana] 1 










Seq. No. 


6111 




Seq. ID 


OJ991103_09.0225.C15 




Gene No. 


12880 




Strand 






Start 


3048 




End 


8508 




Name 


OJ991103 09.0225.C15.ol 


.np 


Method 


AAT/NAP 




Start 


3048 




End 


7480 




GI 


6063554 




Score 


270 




Exons 


3048.. 3223, 3865.. 3892, 


4362 


..4598, 4716. .4913, 7436. .7480 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ), C7 1850 (E04 64 ), C98 611 (E04 64 ) 






correspond to a region 


of the predicted gene.; hypothetical 






protein [Oryza sativa] 










Seq. No. 


6111 




Seq. ID 


OJ991103_09.0225.C15 



6385 



Gene No. 12880 Strand 

Start 3048 End 8508 

Name OJ991103_09. 0225. CIS. o2.gp Method AAT/GAP 

Start 3669 End 4398 

GI 101153_1.R1084 Score 414 

Exons 3669.-3892, 4362.. 4398 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) ; , genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. No. 6111 Seq. ID 

Gene No. 12880 Strand 

Start 3048 End 

Name OJ991103_09 . 0225 . C15 . o2 . gs Method 

Start 5567 End 

GI none Score 
Exons 



OJ991103_09.0225.C15 

8508 
GENSCAN 
8508 
.49 



5567. .5794, 7047. .7194, 7222. .7314, 8425. .8508 



oeq . ino . 


O-L 1 J. 




oeq. iu 


n TQQ1 1 m 


HQ 
U IP . 






Gene No. 


12881 




Strand 










Start 


9211 




End 


9272 








Name 


OJ991103 09.0225.C15 


. o3.gp 


Method 


AAT/GAP 








Start 


9211 




End 


9272 








GI 


5003807 




Score 


70 








Exons 


9211. .9272 














oeq. in o . 


D X 1 £ 




oeq. lu 






U Z c. D 


PI 6 


Gene No. 


12882 




Strand 


+ 








Start 


206 




End 


545 








Name 


OJ991103 09.0225.C16 


. ol . gs 


Method 


GENSCAN 








Start 


206 




End 


545 








GI 


none 




Score 


.96 








Exons 


206. .446, 528. .545 














Seq. No. 


6112 




Seq. ID 


OJ991103_ 


_09. 


0225 


.C16 


Gene No. 


12883 




Strand 










Start 


- 57 




End 


470 








Name 


OJ991103 09.0225.C16 


. ol .gp 


Method 


AAT/GAP 








Start 


57 




End 


470 








GI 


700098 




Score 


435 








Exons 


57. .192, 340. .470 














Seq. No. 


6112 




Seq. ID 


OJ991103_ 


_09. 


0225 


.C16 


Gene No. 


12884 




Strand 










Start 


810 




End 


2810 








Name 


OJ991103 09.0225.C16 


. o2 .gs 


Method 


GENSCAN 








Start 


810 




End 


2192 








GI 


none 




Score 


.49 








Exons 


810. .862, 912. .1103, 


1176. . 


1431, 2044. 


.2192 








Seq. No. 


6112 




Seq. ID 


OJ991103_ 


09. 


0225 


.C16 


Gene No. 


12884 




Strand 










Start 


810 




End 


2810 








Name 


OJ991103 09.0225.C16 


. ol .np 


Method 


AAT/NAP 








Start 


916 




End 


2810 








GI 


4539660 




Score 


1894 








Exons 


916. .2810 















GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



6386 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09 . 0225 . C16 . o4 . tw 

Start 926 

GI none 

Exons 926.. 1249, 928.. 1260 



Seq. ID OJ991103_09.0225.C16 
Strand 

End 2810 

Method TBLASTX : Wheat 

End 1260 

Score 99 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09.0225.C16.o5.tm 

Start 952 

GI none 

Exons .952. .1167, 959. .1165 



Seq. ID OJ991103_09.0225.C16 
Strand 

End 2810 

Method TBLASTX : Maize 

End 1167 

Score 79 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09.0225.C16.ol.tm 

Start 1168 

GI none 

Exons , ; ; . 1168. .1596, 1168 1599, . 1406 . 

Seq. No. 6112 

Gene No. 12884 

Start 810 

£3 Name OJ991103_09 . 0225 . C16 . ol . tw 

Start 1261 

GI none 

Exons 1261.. 1887, 1442.. 1882 

Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09.0225.C16.o4 .tm 

Start 1611 

GI none 

Exons 1611.. 1712, 1612.. 1827, 1613. 



:=rt 
I'll 



ru 

□ 



Seq. ID OJ991103_09.0225.C16 
Strand 

End 2810 

Method TBLASTX : Maize 

End ' 1600 

Score 185 
.1600 

Seq. ID OJ991103_09.0225.C16. 
Strand 

End 2810 

Method TBLASTX : Wheat 

End 1887 

Score 182 



Seq. ID OJ991103_09.0225.C16 
Strand 

End 2810 

Method TBLASTX : Maize 

End 1827 

Score 73 

1804 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09.0225.C16.ol.ts 

Start 1735 

GI none 

Exons 1735.. 1914, 1736.. 1807, 1826. 



Seq. ID OJ991103_09.0225.C16 
Strand 

End 2810 

Method TBLASTX : Soybean 

End 2109 

Secure 56 

.1906, 1892.. 2095, 1930.. 2109 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09 . 0225 . CI 6 . o3 . tm 

Start 1828 

GI none 

Exons 1828.. 2247, 1841.. 1978, 1855. 



Seq. ID OJ991103_09.0225.C16 
Strand 

End 2810 

Method TBLASTX : Maize 

End 2247 

Score 98 
.2040, 2018. .2245 



6387 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09 . 0225 . C16 . o3 . 

Start 1894 

GI none 

Exons 1894.. 2352, 1895.. 2269 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_09.0225.C16 
2810 

TBLASTX: Wheat 

2352 

219 



Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09 . 0225 .C16. o2 . 

Start 2450 

GI none 

Exons 2450. .2806, 2452. .2808, 

Seq. No. 6112 

Gene No. 12884 

Start 810 

Name OJ991103_09 . 0225 . C16. o2 . 

Start 2452 

GI none 

Exons 2452.. 2805, 2453.. 2491, 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

2497. .2808 



OJ991103_09.0225.C16 
2810 

TBLASTX: Maize 

2808 

281 



Seq. ID OJ991103_09.0225.C16 



Strand 
End 

tw Method 
End 
Score 

2510. .2800 



2810 

TBLASTX: Wheat 

2805 

47 



Seq. No. 6113 

Gene No. 12885 

Start 4328 

Name OJ991103_09 . 0225 .C17 . o2 , 

Start 4328 

GI none 

Exons 4328.. 4356, 4751.. 5003 



gs 



Seq. ID OJ991103JD9.0225. 

Strand + 

End 5003 

Method GEN SCAN 

End 5003 

Score .77 



C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 

Seq. No. 

Gene No . ■. 

Start 

Name 

Start 

GI 

Exons 



6113 
12886 
1 

OJ991103_09.0225.C17.ol 
1 

4680179 

1..864, 892. .1384, 1670 
(AF111709) polyprotein 

6113 
12886 
1 

OJ991103_09.0225.C17.ol. 
3 

none 

3. .281, 17. .283, 10877.. 



Seq. ID OJ991103_09.0225.C17 
Strand 

End . 11733 
.np Method AAT/NAP 
End 2812 
Score 1274 
..2648, 2683. .2812 
[Oryza sativa subsp. indica] 

Seq. ID OJ991103_09.0225.C17 
Strand' 



End 

ts Method 
End 
Score 

11038, 11044. 



11733 

TBLASTX : Soybean 
11100 
165 
,11100 



Seq. No. 6113 

Gene No. 12886 

Start 1 

Name OJ991103_09 . 0225 . C17 . o3 . 

Start 3 

GI none 

Exons 3.. 173, 14.. 208 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991103_09.0225.C17 
11733 

TBLASTX: Wheat 

208 

121 



6388 



Seq. No. 6113 

Gene No. 12886 

Start 1 

Name OJ991103_09 . 0225 .C17 . o3 . tm 

Start 38 

GI none 

Exons 38.. 205, 50.. 202, 72.. 206 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method TBLASTX: Maize 

End 206 

Score 84 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method TBLASTX : Mai ze 

End 11598 

Score 122 

206. .631, 240. .689, 11212 .. 11346, 11229 11354 , 11350. .11598 



Seq. No. 6113 

Gene No. 12886 

Start 1 

Name OJ991103_09 . 0225 . C17 . ol . tm 

Start 206 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6113 

12886 

1 

OJ991103_09.0225.C17.ol.tw 

260 

none 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method TBLASTX : Wheat 

End 11628 

Score 2 62 



260. .631, 264. .674, 692. .742, 11229 .. 11354 , 11356 .. 11628 , 
11363.. 11551 



]~ Seq. No. 

! * i§ Gene No. 

Til Start 

P Name 

M Start 

gi 

'*f Exons 

;y GI Descrip. 



6113 

12886 

1 

OJ991103_09.0225.C17.o2.np 

1543 

6539553 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method AAT/NAP 

End 5880 

Score 827 



1543. .1770, 2494. .2616, 5334. .5880 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6113 

12886 

1 

OJ991103_09.0225.C17.ol.gp 

3398 

5003807 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method AAT/GAP 

End 5021 

Score 709 



3398. .3524, 4001. .4054, 4654. .4737, 4885. .5021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6113 

12886 

1 

OJ991103_09.0225.C17.o3.gs 

5371 

none 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method GEN SCAN 

End 6940 

Score .43 



5371. .5896, 5993. .6196, 6389. .6408, 6920. .6940 



Seq. No. 6113 

Gene No. 12886 

Start 1 

Name OJ991103 09 . 0225 . C17 . o2 . tm 



Seq. ID OJ991103_09.0225.C17 
Strand 

End 11733 

Method TBLASTX : Mai ze 



6389 




Start 


5438 




End 


5751 




GI 


none 




Score 


265 




Exons 


5438.. 5728, 5440.. 5751, 


5443. 


.5733 






Seq. No. 


6113 




Seq. ID 


OJ991103_09.0225 


.C17 


bene no. 






Otianu 






Start 


1 




End 


11733 




Name 


OJ991103 09.0225.C17.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5500 




End 


5886 




GI 


none 




Score 


217 




Exons 


5500.. 5886, 5501.. 5875 










Seq. No. 


6113 




Seq. ID 


OJ991103_09.0225 


.C17 


Gene No.. 


12886 




Strand 






jLalL 






End 


11733 




Name 


OJ991103 09.0225.C17.o5. 


np 


Method 


AAT/NAP 




Start 


6648 




End 


10903 




GI 


2832637 




Score 


62 




Exons 


6648..669S, 9448. .9657, 


10855 


. .10903 






GI Descrip. 


(AL021711) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


6113 




Seq. ID 


OJ991103_09.0225 


.C17 


Gene No. 


12886 




Strand 






Start 


1 




End 


11733 




Name 


OJ991103 09.0225.C17;o6. 


np 


Method 


AAT/NAP 




Start 


7885 




End 


11733 




GI 


6466937 




Score 


540 




Exons 


7885.-7979, 10664.. 11733 








GI Descrip. 


1-AC011621) putative retroelement pol polyprotein [Arabidops; 




thaliana] 










Seq. No. 


6113 




Seq. ID 


OJ991103_09.0225 


.C17 


Gene No. 


12886 




Strand 






Start 


1 




End 


11733 




Name 


OJ991103 09.0225.C17.o4. 


gs 


Method 


GENSCAN 




Start 


9345 




End 


11687 




GI 


none 




Score 


.66 




Exons 


9345.. 9531, 10726. .1082S 


\, 10877.. 10956 


, 10973. .11383, 






11550. .11687 










Seq. No. 


6113 




Seq. ID 


OJ991103_09.0225 


.C17 


Gene No . 


12886 




Strand 






Start 


1 




End 


11733 




Name 


OJ991103 09.0225.C17.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9511 




End 


9812 




GI 


none 




Score 


.132 




Exons 


9511.. 9672, 9511.. 9690, 


9518. 


.9679, 9726.. 9812 




Seq. No. 


6114 




Seq. ID 


OJ991103_09.0225 


.C18 


bene no. 


12887 




Strand 






Start 


124 




End 


708 




Name 


OJ991103 09.0225.C18.ol. 


gs 


Method 


GENSCAN 




Start 


124 




End 


708 




GI 


none 




Score 


.54 




Exons 


124. .315, 481. .708 










Seq. No. 


6115 




Seq. ID 


OJ991103_09.0225 


.C19 



6390 



Gene No. 12888 Strand + 

Start 1 End 1622 

Name OJ991103_09. 0225.C19.ol .np Method AAT/NAP 

Start 1 End 1598 

GI 4544372 Score 610 

Exons 1..34, 355.. 1598 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq, No. 6115 Seq. ID 

Gene No. 12888 Strand 

Start 1 End 

Name OJ991103_09 . 0225 . CI 9 . ol . tm Method 

Start 414 End 

GI none Score 

Exons 414.. 767 



OJ991103_09.0225.C19 
+ 

1622 

TBLASTX: Maize 

767 

214 



Seq. No. 6115 Seq. ID 

Gene No. 12888 Strand 

Start 1 End 

Name OJ991 103_09 . 0225 . C19 . o2 . ts Method 

Start 621 End 

GI none Score 

Exons 621.. 1016, 722.. 916 



OJ991103_09.0225.C19 
+ 

1622 

TBLASTX : Soybean 

1016 

239 



Seq. No. 6115 Seq. ID 

Gene No. 12888 Strand 

Start 1 End 

Name OJ991103_09 . 0225 . C19 . o2 . tw Method 

Start 777 End 

GI none Score 

Exons 777.. 1136 



OJ991103_09.0225.C19 
+ 

1622 

TBLASTX: Wheat 

1136 

169 



Seq. No. 6115 Seq. ID 

Gene No. 12888 Strand 

Start 1 End 

Name OJ991103_09 . 0225 .C19.ol .tw Method 

Start 1167 End 

GI none Score 

Exons 1167.. 1307, 1184.. 1327, 1359.. 1583 



OJ991103_09.0225.C19 
+ 

1622 

TBLASTX: Wheat 

1583 

91 



Seq. No. 6115 Seq. ID 

Gene No. 12888 Strand 

Start 1 End 

Name OJ991103_09 . 0225 .C19 . ol . ts Method 

Start 1359 End 

GI none Score 

Exons 1359.. 1604, 1403.. 1489, 1559.. 1600 



OJ991103_09.0225.C19 
+ 

1622 

TBLASTX : Soybean 

1604 

242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6115 Seq. ID 

12888 Strand 

1 End 

OJ991 103_09 . 0225 . CI 9 . o2 . tm Method ■ 

.1377 End 

none Score 



OJ991103_09.0225.C19 
+ 

1622 

TBLASTX: Maize 

1622 

97 



1377. .1454, 1427. .1492, 1440. .1508, 1506. .1616, 1524. .1622 



6391 - 




Seq. No. 


6116 








. Seq. ID 


OJ991103 


_09.0225.C20 


Gene No. 


12889 








Stranci 








1136 








End 


11965 




Name 


OJ991103 09 


.0225 


C20.ol 


.np 


Method 


AAT/NAP 




Start 


1136 








End 


11965 




GI 


6175157 








Score 


321 




Exons 


1136. .1170, 


3038 


.3645, 


5610 


..5720, 5775. .6057, 


11938. .11965 


GI Descrip. 


(AC010796) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


olio 








Seq. ID 


OJ991103 


_09.0225.C20 


Gene No. 


12889 








Strand 








1136 








End 


11965 




Name 


HTQQ1 1 07 HQ 


099^ 


porj 0 9 


• qs 


Method 


GENSCAN 




Start 










End 


9176 




GI 


none 








Score 


.52 




Exons 


onn£ 7^4 ^ 




. *± OUJf 


ft R9 
ft oOZ 


..5174, 5610. .6147, 


7110. .7163, 




Q 97 Q Q77 c. 


ft4 70 


Q1 7fi 

. yi / d 










Seq. No. 


ci i £; 
DllD 








Seq. ID 


OJ991103 


_09.0225.C20 


belle INU . 


12889 








Strand 






Start 


1136 








End 


11965 




Name 


OTQQ1 1 HQ 


099 R 


P90 0 i 
tz U .Ol 




Method 


TBLASTX: 


Cress 


Start 


7 1 1 7 
,311/ 








End 


6013 




GI 


* none 








Score 


172 




Exons 


1 *7 79 


777Q 


. J J?J , 


7/11 1 


..3647, 5642. .5722, 


5765. .6013 


Seq. No. 


DllD 








Seq. ID 


OJ991103 


_09.0225.C20 


Gene No. 


12889 








Strand 








1136 








End 


11965 




Name 


n tqqi i 07 HQ 


099R 


P9 0 nl 


• LIU 


Method 


TBLASTX: 


Maize 


Start 


71 97 








End 


9081 




GI 


none 








Score 


92 




Exons 


oi 97 79£c 


777Q 


77Q9 
. . JJ yz , 


7zioo 


..3618, 3408. .3653, 


5639. .5707, 






ff Q47 


. . o .7 .? i , 


ft Q74 


..9045, 9037. .9081 




Seq. No. 


6116 








Seq. ID 


OJ991103 


_09.0225.C20 




12889 








Strand 






Start 


1 1 7£ 








End 


11965 




Name 




099R 


. L,*lU . Ol 


• US 


Method 


TBLASTX: 


Soybean 


Start 


7 7 7Q 








End 


6001 




GI 


none 








Score 


100 




Exons 


oooQ 77Q9 


77QQ 


7fi c i7 
. JUJ J/ 


jft 1Z 


..3660, 5771. .5887, 


5906. .6001 


Seq. No. 


6116 








Seq. ID 


OJ991103 


_09.0225.C20 




12889 








Strand 






Start 


1136 








End 


11965 




Name 


OJ991103 09 


.0225 


C20.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3339 








End 


3647 




GI 


none 








Score 


184 




Exons 


3339. .3389, 


3429 


.3647 










Seq. No. 


6116 








Seq. ID 


OJ991103 


_09.0225.C20 


Gene No.' 


12889 








Strand 






Start 


1136 








End 


11965 




Name 


OJ9911.03 09 


.0225 


C20.O3 


. gs 


Method 


GENSCAN 




Start 


10165 








End 


11123 




GI 


none 








Score 


.76 





6392 



Exons 



10165. .10223, 10904.. 11123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6117 
12890 
45 

OJ991103_09.0225.C21.ol.gs 
45 

none 

45. .113, 816. .1095, 1122. .1168 



Seq. ID OJ991103_09.0225.C21 

Strand + 

End 1168 

Method GENSCAN 

End 1168 

Score .48 



Seq. ID OJ991103_09.0225.C21 
Strand 

2208 
AAT/GAP 
2208 * 
718 



6117 
12891 
1742 

OJ991103_09.0225.C21.ol.gp 
1742 

LIB3432-059-P1-K1-D8 
1742. .2208 

•5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



End 

Method 

End 

Score 



Seq. ID OJ991103_09.0225.C21 
Strand 

End 5434 

■'Method AAT/GAP 

End' 47 34 

Score 139 



6117 
12892 
2222 

OJ991103_09.0225.C21.o2.gp 
2222 

LIB3477-003-P1-K1-E9 
2222. .2276, 4687. .4734 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



6117 

12892 

2222 

OJ991103_09 . 0225 . C21 . o2 . gs 

4440 

none 



Seq. ID OJ991103_09.0225.C21 
Strand 

End 5434 

Method GENSCAN 

End 5434 

Score .43 



4440. .4497, 4763. .4832, 5362. .5434 



Seq. ID OJ991103_09.0225.C22 
Strand + 

822 

AAT/GAP 
822 
79 



6118 
12893 
742 

OJ991103_09.0225.C22.ol.gp 
742 

LIB3477-003-P1-K1-E9 
742. .822 

f 24 98586/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



6118 

12894 

2881 

OJ991103_09.0225.C22.ol.np 

2881 

2832637 



Seq. ID OJ991103_09.0225.C22 

Strand + 

End 6824 

Method AAT/NAP 

End 6824 

Score 104 



2881. .2912, 4094. .4460, 6745. .6824 



6393 



GI Descrip. (AL021711) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 6118 Seq. ID 

Gene No. 12895 Strand 

Start 1287 End 

Name OJ991103_09 . 0225 . C22 . o2 . gp Method 

Start 1287 End 

GI none Score 

Exons 1287.. 1409 



OJ991103_09.0225.C22 

1409 
AAT/GAP 
1409 
188 ta 



Seq. No. 6118 Seq. ID 

Gene No. 12896 Strand 

Start 5905 End 

Name OJ991103_09 . 0225 . C22 . ol . tm Method 

Start 3977 End 

GI none Score 

Exons 3977.. 4327, 3991.. 4290 



OJ991103_09.0225.C22 
6325 

TBLASTX: Maize 

4327 

221 



Seq. No. 6118 Seq. ID 

Gene"'- No. 12896 Strand 

Start 5905 End 

Name OJ991103_09 . 0225 . C22 . o2 .gs Method 

Start 5905 End 

GI none Score 

Exons 5905.. 5928, 6299.. 6325- 



OJ991103_09.0225.C22 

6325 
GENSCAN 
6325 
.79 



Seq. No. 6119 Seq. ID 

Gene No. 12897 Strand 

Start 7 9 End 

Name 0 J9 9061 3_3 6.0204.Cl.ol.gs Method 

Start 7 9 End 

GI none Score 

Exons 79.. 295, 364.. 478 



OJ990613_36.0204.C1 
478 

GENSCAN 

478 

.59 



Seq. No. 6120 Seq. ID 

Gene No. 12898 Strand 

Start 5 End 

Name OJ990613_36 . 0204 . C2 . ol . np Method 

Start 5 End 

GI 2586123 Score 

Exons 5..67, 96.-396 

GI Descrip. (U89511) b-keto acyl reductase [Allium porrum] 



OJ990613_36.0204 .C2 
+ 

404 

AAT/NAP 
396 
242 



Seq. No. 6120 Seq. ID 

Gene No. 128 98 Strand 

Start 5 End 

Name 0 J9 9 0 6 1 3_3 6.0204.C2.ol.gs Method 

Start 79 End 

GI none Score 

Exons 79.. 394 



OJ990613_36.0204 .C2 
+ 

404 

GENSCAN 

394 

.95 



Seq. No. 6120 Seq. ID 

Gene No. 12898 Strand 

Start 5 End 

Name OJ990613_36 . 0204 . C2 . ol . tm • Method 

Start 83 End' 

GI none Score 



OJ990613_36.0204 .C2 
+ 

404 

TBLASTX: Maize 

404 

227 



6394 



Exons 



83.-367, 87. .404, 351. .404 



Seq. No. 6120 Seq v ID 

Gene No. 12898 Strand 

Start 5 End 

Name OJ990613_36 . 0204 . C2 . ol . ts Method 

Start 141 End 

GI none Score 

Exons 141.. 395 



OJ990613_36.0204 
+ 

404 

TBLASTX: Soybean 

395 

183 



C2 



Seq. No. 6121 Seq. ID 

Gene No. 12899 Strand 

Start 195 End 

Name OJ990613_36 . 0204 . C4 . ol . gs Method 

Start 195 End 

GI none Score 

Exons 195.. 253 



OJ990613_36.0204.C4 
253 

GENSCAN 

253 

.95 



I y 



Seq. No. 6122 Seq. ID 

Gene No. 12900 Strand 

Start 322 End 

Name OJ990613_36. 0204 .C5.ol.gp Method 

Start 322 End 

GI LIB3477-003-P1-K1-E9- Score 

Exons 322.. 356, 460.. 534 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990613_36.0204.C5 
+ 

534 

AAT/GAP 

534 

100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



6122 

12901 

9572 

OJ990613_36.0204.C5.o3.gs 

9572 

none 



Seq. ID OJ990613_3"6.0204.C5 



Strand 
End 

Method 
End . 
Score 



+ 

11348 
GENSCAN 
11348 
.72 



9572.. 9640, 9874.. 10078, 10127 .. 10383/ 11259.. 11348 



6122 Seq. ID 

12901 Strand 
9572 End 
OJ990613_36 . 0204 . C5 . o2 . gp Method 
10100 End 
86158_1.R1084 Score 
10100. .10450 

'5295936/dbj IAB026295.2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ990613_36.0204.C5 
+ 

11348 
AAT/GAP 
10450 
553 



6122 Seq. ID 

12901 Strand 
9572 End 
OJ990613_36 . 0204 . C5 . o3 . gp Method 
10100 End 
86158_1.R1084 Score 
10100. .10450 

' 5295936/dbj | ABO 2 6295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, .chromosome 6, clone : P0 681 F10, complete sequence' 



OJ990613_36.0204.C5 
+ 

11348 
AAT/GAP 
10450 
555 



6395 



Seq. No. 


6122 






Seq. ID 


OJ990613_ 


36.0204 


.C5 


Gene No. 


12902 






Strand 


+ 






otart 


13853 






End 


15917 






Name 


OJ990613 36. 0204. C5. 


o4 .gs 


Method 


GENSCAN 






Start 


13853 






End 


15917 






GI 


none 






Score 


.48 






Exons 


13853. 


.13911, 13959. 


.14018, 


14097. .14205, 14335. 


.14460, 






15509. 


.15573, 15669. 


.15706, 


15712. .15917 






Seq. No. 


6122 






oeq. ID 




36.0204 


.C5 


Gene No . 


12903 






Strand 


+ 






Start 


22811 






End 


24181 






Name 


OJ990613 36. 0204. C5. 


o6.gs 


Method 


GENSCAN 






Start 


22811 






End 


24181 






GI 


none 






Score 


.8 






Exons 


22811. 


.22932, 24052. 


.24181 










Seq. No. 


6122 






Seq. ID 


OJ990613_ 


36.0204 


.C5 


Gene No. 


12904 






Strand 


+ 






Start 


27774 






End 


34461 






Name 


OJ990613 36. 0204. C5 . 


08 . gs 


Method 


GENSCAN 






Start 


27774 






End 


33287 ■ 






GI 


none 






Score 


.61 






Exons 


27774. 


.28047, 28971. 


.29080, 


29343. .29^ 


104, 30256. 


.30617, 






31038. 


.31252, 32041. 


.32074, 


32128. .32492, 32536. 


.32638, 






33223. 


.33287 












Seq. No. 


6122 






Seq. ID 


OJ990613_ 


36.0204 


.C5 


Gene No. 


12904 






Strand 


-+ 






Start 


27774 






End 


34461 






Name 


OJ990613 36. 0204. C5. 


o4 . gp 


Method 


AAT/GAP 






Start 


27817 






End 


29209 






GI 


762 3. 


R1084 




Score 


834 






Exons 


27817. 


.28047, 28997. 


.29209 











t 'J GI Descrip. 



'2130089/pir MS65042 6.0e-23 2-oxoglutarate/malate translocator 
(clone OMT103) , mitochondrial membrane - proso millet 
>gi_110074 3_dbj_BAA08105_ (D45075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6122 Seq. ID 

12904 Strand 
27774 End 
OJ990613_36.0204 .C5.o2.np Method 
27898 End 
2130089 Score 
27898. .28047, 28997 .. 29080, 
31038. .31252, 31346.. 31399 

2-oxoglutarate/malate translocator (clone OMT103), mitochondrial 
membrane - proso millet gi 1 1100743 | dbj I BAA08105 | (D45075) 
2-oxoglutarate/malate translocator [Panicum miliaceum] 



OJ990613_36.0204 .C5 
+ 

34461 
AAT/NAP 
31399 
1226 

29343. .29404, 30256 .. 30617, 



6122 Seq. ID 

12904 Strand 

27774 End 

OJ990613_36, 0204 . C5 . o3 . np Method 

28790 End 

6069646 Score 



OJ990613_36.0204.C5 
+ 

34461 
AAT/NAP 
34461 
167 



6396 



Exons 28790. .28826, 32093 ... 32484 , 34417.. 34461 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6122 Seq. ID 

12904 Strand • 

27774 End 

OJ990613_36 . 0204 . C5 . o5 . gp Method 

29810 End 

762 1.R1084 Score 



OJ990613_36.0204.C5 
+ 

34461 
AAT/GAP 
31231 
1036 



29810. .29858, 30232 .. 30617 , 31038.. 31231 

'2130089/pir | IS65042 1.0e-152 2-oxoglutarate/malate translocator 
(clone OMT103), mitochondrial membrane - proso millet 
>gi_1100743_dbj_BAA08105_ (D45075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-6122 - Seq. ID 

12904 Strand 

27774 End 

OJ990613_36.0204.C5.o6.gp Method 

30230 . End 

762 1.R1084 Score 



OJ990613_36.0204.C5 
+ 

34461 
AAT/GAP 
31651 
1640 



30230. .30617, 31038 31252, 31346.. 31651 

1 2130089/pir | IS65042 1.0e-152 2-oxoglutarate/malate translocator 
(clone OMT103) , mitochondrial membrane - proso millet 
>gi_11007 43_dbj_BAA08105_ (D45075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] ' 



Seq. No. 6122 Seq. ID OJ990613_36 . 0204 . C5 

Gene No. 12904 Strand + 

Start 27774 ' End 34461 

Name OJ990613_36 . 0204 . C5 . o7 . gp Method AAT/GAP 

Start 30323 " End 31673 

GI 762_1.R1084 Score 1542 

Exons 30323. .30617, 31038 .. 31252, 31346.. 31673 

GI Descrip. ' 2130089/pir | | S65042 1.0e-152 2-oxoglutarate/malate translocator 
(clone OMT103), mitochondrial membrane - proso millet 
>gi_1100743_dbj_BAA08105_ (D45075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] 1 



Seq. No. 


6122 








Seq. ID 


OJ990613_ 


_36. 


0204 


.C5 


Gene No. 


12904 








Strand 


+ 








Start 


27774 








End 


34461 








Name 


OJ990613 36.0204 


.C5 


.08 


.gp 


Method 


AAT/GAP 








Start 


31988 








End 


32378 








GI 


3135538 








Score 


696 








Exons 


31988. .32378 


















Seq. No. 


6122 








Seq. ID 


OJ990613_ 


_36. 


0204 


■ C5 


Gene No. 


12905 








Strand 


+ 








Start 


42658 








End 


54173 








Name - 


OJ990613 36.0204 


.C5 


.o9 


.gp 


Method 


AAT/GAP 








Start 


42628 








End 


42986 








GI 


63612 1.R1084 








Score 


663 









6397 



Exons 42628.-42986 

GI Descrip. '2586127 5.0e-18 (U89510) b-keto acyl reductase [Hordeum 
vulgare] ' 





Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204 


.C5 




Gene No. 


12905 




Strand 


+ 








Start 


42658 




End 


54173 








Name 


OJ990613 36. 0204. C5. 


oll.gs 


Method 


GEN SCAN 








Start 


42658 




End 


45928 








GI 


none 




Score 


.82 








Exons 


At^onn 


.45222, 


45465. .45928 








Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204 


.C5 




Gene No. 


12905 




Strand 


+ 








Start 


42658 




End 


54173 








Name 


OJ990613 36. 0204. C5. 


o6.np 


Method 


AAT/NAP 








Start 


42673 




End 


50320 








GI 


2586127 




Score 


780 








Exons 


42673.-43343, 48447. 


.48516, 


50072. .50320 








GI Descrip. 


(Uo9olU) b-Jceto acyl 


. reductase [Hordeum vulgare] 








Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204 


.C5 




Gene No. 


12905 




Strand 


+ 








Start 


42658 




End 


54173 








Name 


OJ990613 36. 0204. C5. 


613. gs 


Method 


GENSCAN 






':. t 
■ t cr 


Start 


50096 




End 


54173 






rfl 


GI 


none 




Score 


.4 






t ST 


Exons 


CAOOC CrtOnfl 


.51369, 


51472. .51508, 52729. 










53277. .53412, 53449. 


.53559, 


53667. .53810, 54016. 


.54173 




i e 
i : E 

, =i 


Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204 


.C5 


sr 


Gene No. 


12906 




Strand 


+ 






i La 


Start 


55122 




End 


55286 








Name 


OJ990613 36. 0204. C5. 


o!4 .gs 


Method 


GENSCAN 






r=j 


Start 


55122 




End 


55286 






'""J 


GI 


none 




Score 


.59 








Exons 


55122.. 55286 














Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204 


.C5 


C3 


Gene No. 


12907 




Strand 


+ 






j.J 


Start 


72784 




End 


75880 








Name 


OJ990613 36. 0204. C5 . 


olO . np 


Method 


AAT/NAP 








Start 


72763 




End 


75880 








GI 


3482916 




Score 


1127 








Exons 


72763.-74636, 75850. 


.75880 












GI Descrip. 


(AC003970) Hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204 


.C5 




Gene No. 


12907 




Strand 


+ 








Start 


72784 




End 


75880 








Name 


OJ990613 36. 0204. C5. 


ol8.gs 


Method 


GENSCAN 








Start 


72784 




End 


74652 








GI 


none 




Score 


.99 








Exons 


72784. .74652 














Seq. No. ■;" 


6122 




Seq. ID 


'OvJ990613_ 


36.0204 


.C5 




Gene No. 


12908 




Strand 









6398 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



826 End 6163 

OJ990613_36 . 0204 .C5.ol.np Method AAT/NAP 

826 End 6163 

584892 Score 329 

826. .941, 1047. .1207, 1287. .1432, 1532. .1589, 5398. .5442, 

6088. .6163 

SERINE CARBOXYPEPTIDASE I PRECURSOR (CARBOXYPEPTIDASE C) 
gi I 629805 Ipir M S43516 serine carboxypeptidase I - rice 
gi|409580|dbj IBAA04510.il (D17586) serine carboxypeptidase 
[Oryza sativa] 



6122 - Seq. ID 

12909 Strand 

7110 End 

OJ990613_36.0204 .C5.o2.gs Method 

7110 End 

none Score 
7110. .7214, 7500. .7688 



OJ990613_36.0204.C5 

7688 
GENSCAN 
7688 
.79 



Seq. Nb t . 

Gene No. 

Start 

Name 
C3 Start 
a GI 
.IZ Exons 



6122 Seq. ID 

12910 Strand 

18241 End 

OJ990613_36.0204 .C5.o5.gs Method 

18241 * End 

none Score 
18241.. 18726 



OJ990613_36.0204.C5 

18726 
GENSCAN 
18726 . 
.54 



*y Seq. No. 6122 Seq. ID 

□ Gene No. 12911 Strand 

ij Start 26044 End 

Name OJ990613_36 . 0204 . C5 . o7 . gs . Method 

If* Start 26044 End 

~ GI none Score 

3 Exons 26044. .26204, 26260.. 26332 



OJ990613_36.0204.C5 

26332 
GENSCAN 
26332 
.62 



! *j Seq. No. 6122 Seq. ID 

i s I Gene No. 12912 Strand 

!V Start 33857 End 

If Name OJ990613_36. 0204 .C5 .o9. gs Method 

□ Start 33857 End 

Q GI none Score 

Exons 33857.. 34009 



OJ990613_36.0204.C5 

34009 
GENSCAN 
34009 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



6122 Seq. ID 

12913 Strand 
37335 End 39567 

OJ990613_36 . 0204 . C5 . o5 . np Method AAT/NAP 

37335 End 39567 

2213632 Score 567 

37335. .37375, 38493 .. 38626, 38882.. 39567 
(AC000103) F21J9.24 [Arabidopsis thaliana] 



OJ990613 36. 0204. C5 



6122 Seq. ID 

12914 Strand 

48570 End 

OJ990613_36.0204 .C5.ol2.gs Method 

48570 End 



OJ990613_36.0204.C5 

49404 

GENSCAN 

49404 



6399 






GI 


none 




Score 


.84 








Exons 


48570. .48695, 48766 


. .48918, 


49054 . .49404 








Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204. 


C5 




Gene No. 


12915 




Strand 










otaiL 


jDI 




End 


55804 








Name 


OJ990613 36. 0204. C5 


. o7 . np 


Method 


AAT/NAP 








Start 


52361 




End 


55804 








GI 


5902444 




Score 


820 








Exons 


52361. .53609, 55758 


. .55804 












GI Descrip. 


(AB030283) GAG-POL ; 


precursor [Oryza sativa] 








Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204. 


C5 




Gene No. 


12916 




Strand 










Start 


56422 




End 


65849 








Name 


OJ990613_36.0204.C5 


. olb . gs 


Method 


GENSCAN 








Start 






End 


65781 








GI 


none 




Score 


.75 








Exons 


56422. .56612, 56642 


c c n o c 


56794. .57073, 58036. 


.58060, 








58644 . .58689, 58816 


. . 58929, 


59245. .59366, 59470. 


..59541, 








60773. .60922, 64368 


. . 64503, 


64569. .64713, 64872. 


. 64974, 








65088. .65287, 65354 


. . 65499, 


65603. .65781 








Seq. No. 


6122 




Seq. ID * 


OJ990613_ 


36.0204. 


C5 




Gene No. 


12916 




Strand 










o tar u 


0 D4 ZZ 




End 


65849 








Name 


OJ990613 36. 0204. C5 


.08 .np 


Method 


AAT/NAP 






.S S5. 


Start 


56519 




End 


57042 






; s 


GI 


4895198 




Score 


232 






!, Li 


Exons 


56519. .56556, 56642 


. .56740, 


56829. .57042 






iTs 


GI Descrip. 


(AC007661) unknown ] 


protein 


[Arabidopsis thaliana] 




! =r 


Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204. 


C5 




Gene No. 


12916 




Strand 








u 


Start 


56422 




End 


65849 






V 1 


Name 


OJ990613 36. 0204. C5 


,ol0 .gp 


Method 


AAT/GAP 






I s * 


C+- a r-+- 


57889 




End 


61058 








GI 


15766 1.R1084 




Score 


1391 






i := l 


Exons 


57889. .58215, 58644 


. .58689, 


58816. .58929, 59245. 


.59366, 




la el 




59470. .59541, 60773 


. .60870, 


61037. .61058 








GI Descrip. 


f 3169175/gb|AAC17818.1| 2.0e-36 (AC004401) putative serine 






carboxypeptidase I 


[Arabidopsis thaliana] 1 








Seq. No. 


6122 




Seq. ID 


OJ990613_ 


36.0204. 


C5 




Gene No. 


12916 




Strand 










Start 


56422 




End 


65849 








Name 


OJ990613 36. 0204. C5 


. 0 9 . np 


Method 


AAT/NAP 








Start 


58135 




End 


65727 








(~* x 


6119535 




Score 


722 








Exons 


58135. .58215, 58644 


. .58689, 


58816. .58929, 59245. 


.59366, 








59470. .59600, 64358 


. .64439, 


64554. .64675, 64839. 


.64974, 








65088. .65287, 65354 


. .65499, 


65603.. 65727 








GI Descrip. 


(AC011560) putative 


glucose 


acyltransf erase [Arabidopsis 






thaliana] 














Seq. No. 


6122 




Seq. ID' 


OJ990613_ 


36.0204. 


C5 




Gene No. 


12916 




Strand 









6400 



Start 


56422 




End 


65849 


Name 


OJ990613 36. 0204. C5. 


oil .gp 


Method 


AAT/GAP 


Start 


64599 




End 


64991 


GI 


none 




Score 


317 


Exons 


64599. .64670, 64744. 


.64781, 


64872. .64991 


Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204.C5 


Gene No. 


12916 




Strand 




Start 


56422 




End 


65849 - 


Name 


OJ990613 36. 0204. C5. 


ol2..gp 


Method 


AAT/GAP 


Start 


65113 




End 


65849 


GI 


25125 1.R1084 




Score 


999 


Exons 


65113. .65287, 65354. 


. 65499, 


65603. . 65849 


GI Descrip. 


, 3169174/gb|AAC17817 


.11 4.0e 


-30 (AC004401) putative serine 



carboxypeptidase I [Arabidopsis thaliana] 1 



u 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



m Seq. No. 
=; Gene No. 
Start 
Name 
y Start 
! ! * GI 
hJ Exons 



6122 
12917 
69961 

OJ990613_36.0204.C5.o 

791 

none 

791. .904, 795. .911, 7 
1014. .1217, 1162.. 120 
1372.. 1401; 58132. .58 
58813. .58959, 58813.. 
59245. .59373, 59247.. 
64365. .64454, 64553. . 
64868. .64981, 64870. . 
65352. .65420, 65353.. 



3 . tm 



98. .911 
9, 1285 
218, 58 
58926, 
59366, 
64672, 
64980, 
65421, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990613 36. 0204. C5 



71626 

TBLASTX: Maize 
65468 
92 

, 799. .912, 1008. .1121, 1012. .1143, 
..1353, 1286.. 1354, 1357.. 1401, 
145. .58222, 58644 .. 58688, 
58815. .58940, 59217 .. 59252, 
59470. .59541, 59471 .. 59530, 
64560. .64676, 64585 .. 64671, 
65088. .65288, 65122 .. 65289, 
65424. .65468 

Seq. ID OJ990613_36.0204.-C5 
Strand 

End 71626 

Method TBLASTX: Cress 

End 65667 

Score 71 



6122 
12917 
69961 

OJ990613_36.0204.C5.o2.tc 
798 
none 

798. .923, 1032. .1217, 1078. .1209, 1285. .1431, 1286. .1366, 
1531. .1584, 64569. .64673, 64 867 64 980, 65088 .. 65288 , 
65158. .65295, 65352 .. 654 98 , 65353 65433, 65602.. 65667 



Seq. No. 6122 

Gene No. 12917 

Start 69961 

Name OJ990613_36 . 0204 . C5 . o3 . ts 

Start 798 

GI none 
Exons 



Seq. ID OJ990613_36.0204.C5 
Strand 

End 71626 

Method TBLASTX : Soybean 

End 65667 

Score 65 



798. .923, 826. .903, . 1035. .1217, 1078. .1209, 1285. .1431, 
1286. .1366, 1531. .1584, 64569 .. 64 673, 64862 .. 64 990, 
64870. .65013, 648 92 .. 65011 , 65088 .. 65288 , 65158 .. 65295, 
65352. .65498, 65353 .. 65433, 65602.. 65667 



Seq. No. 6122 " Seq. ID 

Gene No. 12917 Strand 

Start 69961 End 

Name OJ990613_36 . 0204 . C5 . 08 . tw Method 

Start 801 End 



OJ990613_36.0204.C5 

71626 • 
TBLASTX: Wheat 
65262 



6401 



GI 

Exons 



none * * Score 62 

801. .944, 802. .933, 1015. .1170, 1053. .1181, 64575 6467 6, 
64873. .64977, 65088 65261, 65134.. 65262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6122 
12917 
69961 

OJ990613_36.0204.C5.ol.ts 
27955 



none 

27955. 

28988. 

30242. 

31031. 



.27999, 27957. 

.29080, 28996. 

.30619, 30247. 

.31147, 31036. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990613 36. 0204. C5 



71626 

TBLASTX: Soybean 
31147 
73 

28050, 27982. .28053, 
29411, 29342. .29404, 
.30552, 30269. .30610, 30348 .. 30623, 
.31146 



.27998, 27979 
.29085, 29340 



Seq. No. 6122 Seq. ID 

Gene No. 12917 Strand 

Start* 69961 End 

Name OJ990613_36 . 0204 . C5 . ol . tc Method 

Start 27960 End 

GI none Score 

Exons 27960. .28055, 27961 .. 28053, 28952 29083, 28988 

29340. .29411, 29342 .. 29410, 30242 30487 , 30247 

30488. .30619, 304 90 .. 30552, 31031 .. 31072 , 31045 

. 31071. .31238, 31076. .31255, 31340. .31402 



OJ990613 36. 0204. C5 



71626 

TBLASTX: Cress 
31402 
152 



.29080, 
.30417, 
.31257, 



Seq. No. 

Gene No. 
p Start 
id Name 
1,3 Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6122 Seq. ID 

12917 Strand 
69961 End 
OJ990613_36.0204 .C5.o2.tm Method 
27967 End 
none Score 

27967. .28053, 27969 28055, 28988 29080 , 28990 

29340. .29405, 29342 .. 29404 , 30242 .. 30619, 30248 

31024. .31251, 31031. .31255, 31036 31257 , 31339 
31340. .31405 



OJ990613 36. 0204. C5 



71626 

TBLASTX: Maize 
31405 
135 



.29085, 
.30610, 
.31395, 



6122 

12917 

69961 

OJ990613_36.0204.C5.ol.tw 

31022 

none 

31022. .31264, 31022 .. 31255, 
31340. .31408 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990613_36.0204.C5 
71626 

TBLASTX: Wheat 

31408 

372 



31030. .31257, 31042 312 66, 



Seq. No. 6122 
Gene No. . 12917 

Start 69961 

Name OJ990613_36 . 0204 . C5 . o4 . ts 

Start 31147 

GI none 

Exons 31147. .31257, 31148 .. 31255, 31340.. 31411 



Seq. ID OJ990613_36.0204 .C5 



Strand 
End 

Method 

End 

Score 



71626 

TBLASTX : Soybean ' 
31411 
177 



Seq. No. 
Gene No. 
Start" 



6122 

12917 

69961 



Seq. ID 
. Strand 
End 



OJ990613 36. 0204. C5 



71626 



6402 




Name 


OJ990613 36. 0204. C5. 


06. tm 


Method 


TBLASTX: Maize 




Start 


32106 




End 


32698 




GI 


none 




Score 


193 




Exons 


32106. .32483, 32483. 


.32698 








Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 




Name 


OJ990613 36. 0204. C5 . 


06. tw 


Method 


TBLASTX: Wheat 




Start 


32340 




End 


32778 




GI 


none 




Score 


119 




Exons 


32340. .32489, 32483. 


.32641, 


32621. .32734, 32719.. 32778 




Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 




Name 


OJ990613 36. 0204. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


37412 




End 


37712 




GI . 


none 




Score 


153 




Exons 


37412. .37567, 37423. 


.37563, 


37566. .37712 




Seq. No. 


6122 




Seq. ID 


. OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 




Name 


OJ990613 36. 0204. C5. 


o7 . tm 


Method 


TBLASTX: Maize " 




Start 


38896 




End 


39133 




GI 


none 




Score 


117 




Exons 


38896. .39096, 38945. 


.39094, 


38956. .39099, 39077.. 39133 




Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 




Name 


OJ990613 36. 0204. C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


. 38908 




End 


39272 




GI 


none 




Score 


130 




Exons 


38908. .39090, 38923. 


.39090, 


39095. .39271, 39105.. 39272 




Seq". No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 




Name 


OJ990613 36. 0204. C5. 


o5.tm 


Method 


TBLASTX: Maize 




Start 


39149 




End 


39888 




GI 


none 




Score 


46 




Exons 


39149. .39214, 39204. 


.39269, 


39215. .39268, 39320 .. 39418, 






39343. .39687, 39497. 


.39700, 


39766. .39888 




Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 




Name 


OJ990613 36. 0204. C5. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


39403 




End 


39861 




GI 


none 




Score 


75 




Exons 


39403. .39687, 39488. 


.39625, 


39766. .39861 




Seq. No. 


6122 




Seq. ID 


■OJ990613_36.0204 


.C5 


Gene No. 


12917 




Strand 






Start 


69961 




End 


71626 





6403 






Name " 


OJ990613 36. 0204. C5 


.o4 . tm 


Method 


TBLASTX: Maize 






Start 


42711 




End 


50293 






GI 


none 




Score 


241 






Exons 


42711. .42983, 42712 


. .42984, 


42994. .43029, 43036 .. 43353, 








48447. .48518, 48448 


. .48531, 


50069. .50293, 50074.. 50244 






Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


-C5 






1 9Q1 7 




Strand 








Start 


69961 




End 


71626 






Name 


OJ990613 36. 0204. C5 


.08. ts 


Method 


TBLASTX: Soybean 






Start 


42711 




End 


43041 






GI 


none 




Score 


45 






Exons 


42711. .42821, 42712 


. .42822, 


42826. .43041, 42831. .42872 






Seq. No. 


6122 




- Seq. ID 


OJ990613_36.0204 


-C5 




UCllC 1NU . 


1 7 




Strand 








Start 


69961 




End 


71626 






Name 


OJ990613 36. 0204. C5 


.o4 . tc 


Method 


TBLASTX: Cress 






Start 


42826 




End 


43245 






GI 


none 




Score 


187 






Exons 


42826. .43041, 43048 


. .43245 










Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 




Gene No. 


12917 




Strand 






St 




OZ7 Z7D.L 




End 


71626 




;n 


Name 


OJ990613 36. 0204. C5 


.o5.ts 


Method 


TBLASTX : Soybean 




"il 


Start 


43090 




End 


50266 




a? 

««. 


GI 


none 




Score 


181 






Exons 


43090. .43344, 48448 


. 1*48531, 


50028. .50261, 50069 .. 50266, 




. u 




50074.. 50265 










id 
; ; t 

y 


Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 




Gene No. 


12917 




Strand 








Q-|-a r 4- 
OUal U 






End 


71626 




j af 

■ E 


Name 


OJ990613 36. 0204. C5 


. o7 . tw 


Method 


TBLASTX: Wheat 




f . S 

H 


Start 


48447 




End 


50272 




: 


GI 


none 




Score 


97 




3 


Exons 


48447. .48518, 48448 


. .48531, 


50027. .50242, 50069 50272, 








50074. .50265 










. —! 


Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 






1 9Q1 7 

X£j X 1 




Strand ' 








Start 


69961 




End 


71626 






Name 


OJ990613 36. 0204. C5 


. 06 . tc 


Method 


TBLASTX: Cress 






Start 


56518 




End 


56981 






GI 


none 




Score 


150 






Exons 


56518. .56559, 56639 


. .56725, 


56829. .56981 






Seq. No. 


6122 




Seq. ID 


OJ990613_36.0204 


.C5 




Gene No. 


12917 




Strand 








Start 


69961 




End 


71626 






Name 


OJ990613 36. 0204. C5 


.o7.ts 


Method 


TBLASTX : Soybean 






Start 


58132 




End 


59366 






GI 


none 




Score 


98 






Exons 


58132. .58218, 58148 


. .58219, 


58644. .58697, 58815 .. 5894 0, 








58816. .58950, 59247 


. .59321, 


59331. .59366 





6404 




Seq. No. 


6122 








Seq. ID 


OJ990613 


_36.0204 


.C5 


Gene No. 


12917 








Strand 








Start 


69961 








End 


71626 






Name 


OJ990613 36. 0204. C5. 


ol7 .gs 


Method 


GENSCAN 






Start 


69961 








End 


71626 






GI 


none 








Score 


.65 






Exons 


69961. 


.70179, 


71119. 


.71285, 


71337. .71398, 71583 


. .71626 




Seq. No. 


6122 








Seq. ID 


OJ990613 


_36.0204 


.C5 


Gene No. 


12918 








Strand 








Start 


72887 








End 


74612 






Name 


OJ990613 36. 0204. C5 . 


ol . tm 


Method 


TBLASTX:] 


Maize 




Start 


72887 








End 


74594 






GI 


none 








Score 


77 






Exons 


72887. 


.73015, 


72901. 


. f ouo o, 


72957. .73073, 73081 


. . folio, 






73087. 


.73164, 


73108. 


.73281, 


73108. .73272, 73326 


. .73442, 






73327. 


.73443, 


73381. 


.73545, 


73429. .73545, 73444 


. .73638, 






73456. 


.73545, 


73477. 


.73638, 


73567. .73845, 73603 


. .73767, 






73633. 


.74034, 


73744. 


.74274, 


73744. .74070, 73878 


. .74240, 






74257. 


.74577, 


74268. 


.74594 










Seq. No. 


6122 








Seq. ID 


OJ990613 


_36.0204 


.C5 


Gene No. 


12918 








Strand 








Start 


72887 








End 


74612 






Name 


OJ990613 36. 0204. C5. 


o3 . tc 


Method 


TBLASTX : i 


Cress 




Start 


72934 








End 


74160 






GI 


none 








Score 


91 






Exons 


72934. 


.73074, 


72946. 


T o o rt c 

. 73095, 


72946. .73095, 73087 


h o i o c 






73105. 


.73266, 


73111. 


.73374, 


73198. .73452, 73204 


. .73359, 






73272. 


.73559, 


73291. 


.73596, 


73315. .73485, 73321 


. .73596, 






73342. 


.73617, 


73363. 


.73545, 


73369. .73638, 73477 


. .74064, 






73555. 


.73746, 


73702. 


.73977, 


73854. .74012, 73918 


. .74160, 






74035. 


.74145 














Seq. No. 


6122 








Seq. ID 


OJ990613 


_36.0204 


.C5 


Gene No. 


12918 








Strand 








Start 


72887 








End 


74612 






Name 


OJ990613 36. 0204. C5. 


06 . ts 


Method 


TBLASTX:, 


Soybean 




Start 


72937 








End 


73988 






GI 


none 








Score 


81 






Exons 


72937. 


.73068, 


73090. 


.73188, 


73315. .73443, 73405 


. .73545, 






73426. 


.73596, 


73606. 


.73968, 


73618. .73827, 7386,0 


. .73988 




Seq. No. 


6122 








Seq. ID 


OJ990613 


J36.0204 


.C5 


Gene No. 


12918 








Strand 








Start 


72887 








End 


74612 






Name 


OJ990613 36. 0204. C5. 


o3 . tw 


Method 


TBLASTX : 1 


iVheat 




Start 


73087 








End 


74226 






GI 


none 








Score 


73 






Exons 


'73087. 


.73188, 


73093. 


.73266, 


73186. .73359, 73315 


. .73467, 






73372. 


.73593, 


73405. 


.73593, 


73465. .73653, 73606 


. .73821, 






73708. 


.74178, 


73887. 


.74012, 


74002. .74118, 74052 


. .74183, 






74179. 


.74226 














Seq. No. 


6122 








Seq. ID 


OJ990613 


_36.0204 


.C5 


Gene No. 


12918 








Strand 








Start 


72887 








End 


74612 







6405 



Name 


OJ990613 36. 0204. C5. 


o2. ts 


Method 


TBLASTX : 


Soybean 




Start 


74038 




End 


74577 






GI 


none 




Score 


177 






Exons 


74038. .74259, 74272. 


.74577, 


74274. .74534, 74362 


. .74544 




Seq. No. 


6122 




Con T n 


kJU .7 _7 U O J. J 


_36.0204 


.C5 


Gene No. 


±z y i c 




C 4- ranr j 








Start 


72887 






74 fil 9 

f rt \J i C. 






Name 


OJ990613 36. 0204. C5. 


o5. tc 






Cress 




Start 


74347 




End 


l 4 \j X £. 






GI 


none 




Score 


221 






Exons 


74347. .74610, 74349. 


.74612 










Seq. No. 


6123 




Seq. ID 


OJ990613 


_36.0204 


.C6 


Gene No. 


12919 




Strand 


+ 






Start 


322 




End 


19341 






Name 


OJ990613 36. 0204. C6. 


ol . gs 


Method 


GEN SCAN 






Start 


322 




End 


19251 






GI 


none 




Score 


.54 






Exons 


322. .382, 545. .677, 


948. .1083, 4894.. 


5170, 5384 


. .5569, 






5822. .6157, 6706. .6854, 8288 


..8446, 8544. .8655, 


8740. .8859, 




10459. .10616, 11616. 


.11650, 


11744. .11900, 12853 


. .12945, 






13320. .13459, 14563. 


.14633, 


15786. .15869, 17032 


. .17145, 






17472. . 17739, 18114. 


.19251 











r! s 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



6123 Seq. ID 

12919 Strand 

322 End 19341 

OJ990613_36. 0204 . C6 . ol . gp Method AAT/GAP 

5894 End 16294 

14604_1.R1084 Score 3344 
5894. .6063, 8288. .8446, 8544. .8655, 8740. .8859, 

11251. .11419, 11609. .11650, 1174 4 .. 11900 , 12706 



OJ990613_36.0204 .C6 
+ 



10459. .10616, 
.12759, 



12853. .12945, 13320 .. 13459, 14563 .. 14 633, 1578 6 .. 15869, 
15984. .16294 

'3763916 1.0e-145 (AC004450) unknown protein [Arabidopsis 
thaliana] >gi_4 531439_gb_AAD22124 . 1_AC006224_6 (AC006224) 
unknown protein [Arabidopsis thaliana] 1 



OJ990613_36.0204.C6 
+ 

19341 
AAT/NAP 
16087 
1079 



6123 Seq. ID 

12919 Strand 
322 ' End 
OJ990613_36.0204 .C6.o2.np Method 
5908 End 
6850311 Score 
5908. .6063, 8288.-8446, 8544. .8655, 8740. .8859, 10459 .. 10611, 
11243. .11423, 11613. .11650, 11744.-11900, 12706 .. 12759, 
12853. .12945, 13320 .. 13459, 14563 .. 14 633 , 1578 6 .. 15869, 
15984. .16087 

(AC009999) Contains similarity to a vacuolar sorting receptor 
homolog from Arabidopsis thaliana gb|U79959. 



6123 Seq. ID 

12919 Strand 

322 End 

OJ990613_36.0204 .C6.o3.np Method 

18161 End 



OJ990613_36.0204 ,C6 
+ 

19341 

AAT/NAP 

19341 



6406 



GI 6862923 Score 332 

Exons 18161. .18767, 18805.. 19341 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6123 

12920 

24238 

OJ990613_36.0204.C6.o4 .np 

24238 

3935152 



Seq. ID OJ990613_36.0204.C6 

Strand + 

End 28598 

Method AAT/NAP 

End 28598 

Score 1653 



24238. .25035, 25112 .. 25285, 25905 .. 26066, 2 6780 .. 26922, 
27291. .27366, 274 63.-27635, 277 14 .. 27795, 28181 .. 28270, 
28499. .28598 



GI Descrip. (AC005106) T25N20.16 [Arabidopsis thaliana] 



Seq. No. 6123 

Gene No. 12920 

Start 24238 

Name OJ990613_36.0204.C6.o3.gs 

Start 26795 

GI none 

Exons 26795. .26922, 27291 .. 27366, 
28181.. 28258 



Seq. ID OJ990613_36.0204 ,C6 

Strand + 

End 28598 

Method GENSCAN 

End .28258 

Score .73 
27463.-27635, 27714 .. 27795, 



t-rz 

i y 



's =r 

! y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



:; _ Seq. No. 

tj Gene No. 

\J Start 

U Name 

: = Start 

"it GI 

! *<=? Exons 



6123 Seq. ID 

12921 Strand 

3312 End 

OJ990 613_36 . 0204 . C6 . ol . np Method 

3312 End 

6721547 Score 
3312. .3418 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ990613_36.0204.C6 

3418 
AAT/NAP 
3418 
91 



6123 

12922 

22694 

OJ990 

8279 

none 

8279. 

8541. 

10452 

11248 

11615 

12702 

12850 

13320 

15785 

15805 

15983 



613 36.0204.C6.o3.tm 



.8449, 
.8654, 
. .10616 
. .11313 
. .11650 
. .12761 
. .12945 
. .13478 
. .15865 
. .15885 
. .16084 



8286. .8 
8737. .8 
10459 
11309 
11729 
12705 
13318 
14556 
15786 
15961 



444, 82 
763, 87 
. .10617 
. .11419 
. .11905 
. .12761 
. .13455 
. .14633 
. .15866 
. .16077 



Seq. ID OJ990613_36.0204.C6 
Strand 

End 28268 
Method TBLASTX: Maize 
End 16084 
Score 238 
87. .8445, 8525. .8656, 8541. .8672, 
39. .8855, 8742. .8855, 10451 .. 10618, 
, 10460. .10621, 11245. .11313, 
11313. .11420, 11610. .11651, 
11742. .11900, 12685. .12756, 
12774, 12847. .12951, 
13390, 13320. .13460, 
14634, 14561. . 14635, 
15867, 15797. .15871, 



12706 
13319 
14560 
15787 
15967 



,16077, 15983. .16081, 



Seq. No. 6123 Seq. ID 

Gene No. 12922 Strand 

Start 22694 End 

Name' OJ990613_36 . 0204 . C6 . o5 . ts Method - 

Start 8279 End 

GI none Score 



OJ990613_36.0204.C6 
28268 

TBLASTX : Soybean 

10595 

121 



6407 



Exons * 8279.-8449, 8553.. 8654, 8556.. 8672, 8739.. 8843, 8739.. 8810, 

10452. .10595, 10457.. 10591 



Seq. No. 6123 

Gene No. 12922 

Start 22694 

Name OJ990613_36 . 0204 .C6 .ol . tw 

Start 11263 

GI none 
Exons 



Seq. ID OJ990613_36.0204.C6 
Strand 
End 

Method 
End 
Score 



28268 

TBLASTX: Wheat 

11782 

61 



11263. .11313, 11263. .11304, 11309 114 19, 11313 .. 11420, 
11607. .11651, 11612. .11638, 11741.. 11782 





Seq. No. 


6123 






Seq. ID 


OJ990613_36.0204 




Gene No. 


12922 






Strand 






Start 


22694 






End 


28268 




Name 


OJ990613 36. 0204. C6 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


18159 






End 


19179 




GI 


none 






Score 


108 




Exons 


18159. 


.18284, 18160 


. .18297, 


18484. .18576, 18679 18750, 






18844. 


.18906, 19003 


. .19179 








Seq. No. 


6123 






Seq. ID 


OJ990613_36.0204 




Gene No. 


12922 






Strand 




p 


Start 


22694 






End 


28268 




Name 


OJ990613 36. 0204. C6 


.o3.ts 


Method 


TBLASTX : Soybean 


' — 


Start 


18483 






End 


19260 




GI 


none 






Score 


76 


i y 


Exons 


18483. 


.18575, 18484 


. .18576, 


18622. .18750, 18678 .. 1874 9, 


□ 




18844. 


.18906, 19003 


. .19179, 


19180. .19260 


y 
i.i 


Seq. No. 


6123 






Seq. ID 


OJ990613_36.0204 




Gene No. 


12922 






Strand 




f ij 


Start 


22694 






End 


28268 


ti 


Name 


OJ990613 36. 0204. C6 


.o2 .gs 


Method 


GEN SCAN 


Q 


Start 


22694 






End " 


26033 


; : i 


GI 


none 






Score 


.57 


!. JL 


Exons 


22694. 


.23361, 24291 


. .24885, 


25136. .25277, 25621 25727 , 






25974. 


.26033 








!=<=* 

: ; 
=r 


Seq. No. 


6123 






Seq. ID 


OJ990613_36.0204 


Si 
; : 
_i 


Gene No. 


12922 






Strand 






Start 


22694 






End 


28268 




Name 


OJ990613 36. 0204. C6' 


.'o2.tc 


Method 


TBLASTX: Cress 




Start 


24280 






End 


24591 




GI 


none 






Score 


139 




Exons 


24280. 


.24369, 24288 


. .24368, 


24429. .24590, 24430. .24591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6123 Seq. ID 

12922 Strand 

22694. End 

OJ990613_36.0204 .C6.o5.tm Method 

24280 End 

none Score 



OJ990613_36.0204.C6 
28268 

TBLASTX: Maize 

24504 

142 



24280. .24369, 24288.-24 368, 24429 .. 24503, 24430. .24504 



Seq. No. 
Gene No. 



6123 
12922 



Seq. ID OJ990613_36.0204 .C6 
Strand 



6408 



! ss * 
! ==? 

V 5 

M 



Start 


22694 








End 


28268 




Name 


OJ990613 36. 0204. C6. 


o4 . ts 


Method 


TBLASTX : 


Soybean 


Start 


24280 








End 


24573 




GI 


none 








Score 


122 




Exons 


24280. 


.24369, 


24429. 


.24569, 


24430. .24573 




Seq. No. 


6123 








Seq. ID 


OJ990613 


_36.0204 


Gene No. 


12922 








Strand 






Start 


22694 








End 


28268 




Name 


OJ990613 36. 0204. C6. 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


24504 








End 


26922 




GI 


none 








Score 


148 




Exons 


24504. 


.24587, 


24505. 


.24591, 


24664. .25038, 24664 


. .25053, 




25098. 


.25283, 


25102. 


.25311, 


25139. .25288, 25904 


. .26068, 




25905. 


.26069, 


26776. 


.26862, 


26777. .26914, 26777 


. .26905, 




26778. 


.26906, 


26779. 


.26922 








Seq. No. 


6123 








Seq. ID 


OJ990613 


_36.0204 


Gene No. 


12922 








Strand 






Start 


22694 








End 


28268 




Name 


OJ990613 36. 0204. C6. 


ol.tc 


Method 


TBLASTX: 


Cress 


Start 


24727 








End 


27567 




GI 


none 








Score 


172 




Exons 


24727. 


.24876, 


24735. 


.24857, 


24976. .25029, 25111 


. .25311, 




25139. 


.25288, 


25904. 


.26068, 


25905. .26069, 26777 


. .26920, 




26779. 


.26922, 


27270. 


.27371, 


27271. .27381, 27459 


. .27536, 




27463. 


.27504, 


27526. 


.27567 








Seq. No. 


6123 








Seq. ID 


OJ990613 


_36.0204 


Gene No. 


12922 








Strand 






Start 


22694 








End 


28268 




Name 


OJ990613 36. 0204. C6. 


oz . ts 


Method 


TBLASTX: 


Soybean 


Start 


24766 








End 


25949 




GI 


none 








Score . 


62 




Exons 


24766. 


.24900, 


24783. 


.24890, 


24783. .24905, 24784 


. .24909, 




24922. 


.25038, 


25087. 


.25311, 


25113. .25280, 25139 


. .25288, 




25905. 


.25949 












Seq. No. 


6123 








Seq. ID 


OJ990613 


_36.0204 


Gene No. 


12922 








Strand 






Start 


22694 








End 


28268 




Name 


OJ990613 36. 0204. C6. 


ol . ts 


Method 


TBLASTX: 


Soybean 


Of ~ v4- 

btart 


26770 








End 


28267 




GI 


none 








Score 


111 




Exons 


26770. 


.26862, 


26777. 


.26920, 


26779. .26922, 26814 


. .26921, 




27270. 


.27389, 


27271. 


.27381, 


27459. .27635, 27460 


. .27639, 




27463. 


.27639, 


27690. 


.27797, 


27712. .27795, 28159 


. .28263, 




28181. 


.28267 












Seq. No. 


6123 








Seq. ID 


OJ990613 


_36.0204 


Gene No. 


12922 








Strand 






Start 


22694 








End 


28268 




Name 


OJ990613 36. 0204. C6. 


o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


27270 








End 


28268 




GI 


none 








Score 


95 




Exons 


27270. 


.27371, 


27281. 


.27367, 


27285. .27371, 27289 


. .27372, 




27459. 


.27635, 


27460. 


.27639, 


27463.-27639, 27711 


. .27806, 



,C6 



6409 



hi 



111 

. =i Seq. No. 

^f. Gene No. 

ry Start 

j; Name 

C3 Start 

Cl GI 

; B " Exons 



27712. .27795, 28159 .. 28260, 28178 28267 , 28179 .. 28259, 
28179. .28268, 28180 .. 28260, 28181.. 28267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6124 

12923 

1 

OJ990613_36.0204.C7.ol.np 
1 

2244772 



Seq. ID OJ990613_36.0204 .C7 

Strand + 

End 3029 

Method AAT/NAP 

End 2759 

Score 828 • 



1..21, 548. .706, 786. .1049, 1784 .. 1888, .2616 .. 2759 
(Z97335) transport protein [Arabidopsis thaliana] 



Seq. No. 6124 

Gene No. 12923 

Start 1 

Name OJ990613_36 . 0204 . C7 . ol . tc 

Start 542 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



u 



Seq. ID OJ990613_36.0204.C7 

Strand + 

End 3029 

Method TBLASTX : Cress 

End 1010 

Score 83 



542. .706, 543. .707, 544. .708, 544. .708, 545. .709, 783. .926, 
785. .907, 927. .1010, 927. .995 



6124 

12923 

1 

OJ990613_36.0204.C7.ol.ts 

542 

none 



Seq. ID OJ990613_36.0204.C7 

Strand + 

End 3029 

Method TBLASTX : Soybean 

End 2771 

Score 62 



542. .628, 543. .629, 544. .708, 545. .709, 782. .1045, 783. .1049, 
924. .1049, 1807. .1884, 1808. .1888, 2613. .2771, 2615. .2767 



6124 

12923 

1 

OJ990613_36.0204.C7.ol.tm 

543 

none 



Seq. ID OJ990613_36.0204.C7 

Strand + 

End 3029 

Method TBLASTX : Maize 

End 2960 

Score 230 



543. .707, 544. .708, 544. .708, 545. .709, 761. .1045, 783. .1049, 
783. .1049, 1781. .1882, 1807. .1887, 1808. .1888, 2600. .2767, 
2612. .2857, 2613. .2774, 2774. .2818, 2889. .2942, 2889. .2960, 
2890. .2946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6124 

12923 

1 

OJ990613_36.0204 .C7 .ol.gs 

545 

none 



Seq. ID OJ990613_36.0204 .C7 

Strand + 

End 3029 

Method GENS CAN 

End 2762 

Score . 92 



545. .706, 786. .1049, 1784. .1888, 2616. .2762 



6124 

12923 

1 

OJ990613_36.0204 .C7.ol.gp 
579 

4756 1.R1084 



Seq. ID OJ990613_36.0204.C7 
Strand + 
End 3029 
Method AAT/GAP 
End 3029 
_ Score 1734 

579. .706, 786. .1049, 1784. .1888, 2616. .3029 
f 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 



6410 



[Arabidopsis thaliana] ' 

Seq. No. 6124 

Gene No. 12923 

Start 1 

Name OJ990613_36'. 0204 . C7 . o2 . tc 

Start 1808 

GI none 
Exons 



Seq. ID OJ990613_36.0204.C7 

Strand + 

End 3029 

Method TBLASTX : Cress 

End 27 62 

Score 111 



1808.. 1888, 2612.. 2758, 2613.. 2762, 2613.. 2759 



Seq. No. 6125 Seq. ID 

Gene No. 12924 Strand 

Start 81 End 

Name OJ990613_36 . 0204 . C8 . ol . gs Method 

Start 81 End 

GI none Score 

Exons 81.. 252 



OJ990613_36.0204.C8 
+ 

252 

GEN SCAN 

252 

.58 



Seq. No. 6126 Seq. ID 

Gene No. 12925 Strand. 

Start 201 End 

Name OJ990923_14 . 0228 . CI . ol . gs Method 

Start 201 End 

GI none * Score 

Exons 201.. 302 



OJ990923_14.0228.C1 
+ 

302 

GENSCAN 

302 

.77 



Seq. No. 6127. Seq. ID OJ990923_14 . 0228 . C5 

Gene No. 12926 Strand + 

Start 1 End 976 

Name OJ990923_14 . 0228 . C5 .ol . np Method AAT/NAP 

Start 1 End 976 

GI 6069646 Score 381 

Exons 1..976 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



^ Seq. No. 


6127 






Seq. ID 


OJ990923_14.0228 


.C5 


Q Gene No. 


12926 






Strand 


+ 




Start 


1 






End 


976 




Name 


OJ990923 


14. 0228. C5, 


.ol. tm 


Method* 


TBLASTX: Maize 




Start 


490 






End . 


769 




GI 


none 






Score 


297 




Exons 


490. .645, 


494. .769 










Seq. No. 


6127 






Seq. ID 


OJ990923_14.0228 


.C5 


Gene No. 


12926 






Strand 


+- 




Start 


1 






End 


976 




Name 


OJ990923 


14. 0228. C5. 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


499 






End 


850 




GI 


none 






Score 


149 




Exons 


499. .666, 


503. .685, 


803. .850 








Seq. No. 


6127 






Seq. ID 


OJ990923_14.0228 


.C5 


Gene No. 


12926 






Strand 


+ 





6411 



Start 
Name 
Start 
GI 

Exons 



OJ990923_14 . 0228 .C5.ol.gs 

562 

none 

562. .750 



End - 
Method 
End 
Score 



976 

GENSCAN 

750 

.65 



OJ990923_14.0228.C6 
+ 

3633 
AAT/NAP 
3633 
157 



Seq. No. 6128 Seq. ID 

Gene No. 12927 Strand 

Start 3364 End 

Name OJ990923_14 . 0228 . C6 . ol . np Method 

Start 3364 * End 

GI 6069646 Score 

Exons 3364.. 3633 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



La 

m 

fE 

Q 



Seq. No. 


6128 




Seq. ID 


OJ990923_14 .0228.C6 


Gene No. 


12928 




Strand 




Start 


689 




End 


1013 


Name 


OJ990923 14. 0228. C6 


. ol . gs 


Method. 


GENSCAN 


Start 


689 




End 


1013 


GI 


none 




Score 


196 


Exons 


689. .781, 852. .1013 








Seq. No. 


6128 




Seq. ID 


OJ990923_14 .0228.C6 


Gene No. 


12929 




Strand 




Start 


1419 




End 


7429 


Name 


OJ990923 14. 0228. C6 


. o2 .gs 


Method 


GENSCAN 


Start 


1419 




End 


7429 


GI 


none 




Score 


.49 


Exons 


1419. .1657, 3125. .3232, 3384. 


.3490, 6353.. 6494, 7360. .7429 


Seq. No. 


6129 




Seq. ID 


OJ990923_14.0228.C7 


Gene No. 


12930 




Strand 




Start 


389 




End 


1415 


Name 


OJ990923 14. 0228. C7 


. ol . gs 


Method 


GENSCAN 


Start 


389 




End 


1415 


GI 


none 




Score 


. 6 


Exons 


389. .548, 618. .708, 


839. .1415 






Seq. No. 


6130 




Seq. ID 


OJ990923_14.0228.C8 


Gene No. 


12931 




Strand 




Start ' 


1 




End 


555 


Name 


OJ990923 14. 0228. C8 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


555 


GI 


4678208 




Score 


484 


Exons 


1..328, 471. .555 








GI Descrip. 


(AC007134) putative 


sugar transporter 


[Arabidopsis thaliana] 


Seq. No. 


6130 




Seq. ID 


OJ990923_14.0228.C8 


Gene No. 


12931 




Strand 




Start 


1 




End 


555 


Name 


OJ990923 14. 0228. C8 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


543 



6412 



GI 

Exons 



none 

1..306, 2. .301, 472.-543 



Seq. No. 6130 

Gene No. 12931 

Start 1 

Name OJ990923_14 . 0228 .C8 . ol . tm 

Start 1 

GI none 

Exons 1..306, 2.. 301, 472.. 543 



Score 



238 



Seq. ID OJ990923_14.0228.C8 
Strand 

End 555 

Method T BLAS TX : Ma i z e 

End 543 

Score* 302 



Seq. No. 6130 

Gene No. 12931 

Start 1 ' 

Name OJ990923_14 . 0228 .C8 . ol . gs 

Start 65 

GI none 

Exons 65..328 



Seq. ID OJ990923_14.0228.C8 
Strand 

End 555 

Method GENSCAN 

End 328 

Score . 9 



Seq. No. 6131 

Gene No. 12932 

Start 182 

Name OJ990923_14 . 0228 .Cll . ol . gp 

Start 182 

GI none 

Exons 182.. 619 



Seq. ID OJ990923_14. 0228. Cll 

Strand + 

End 619 

Method AAT/GAP 

End 619 

Score 718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



No. 



y Seq. ™ 

Gene No 
Q Start 
i ! g Name 
^ Start 
^ GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



6131 

12932 

182 

OJ990923_14 .0228. Cll. ol.gs 

205 

none 

205. .313, 570. .608 

6132 

12933 

1206 

OJ990923_14 . 0228 .C12 . ol .gs 

1206 

none 



Seq. ID OJ990923_14. 0228. Cll 

Strand + 

End 619 

Method GENSCAN 

End 608 

Score .53 



Seq. ID OJ990923_14.0228.C12 

Strand + 

End 3684 

Method GENSCAN 

End 3116 

Score .72 



1206. .1335, 1415. .1597, 1697. .2480, 2492. .3116 



6132 
12933 
1206 

OJ990923_14.0228.C12.ol.gp 

1413 

48291_1.R1084 
1413. .1597, 1697. .2102 

•1778093 3.0e-48 (U64902) putative sugar transporter; member of 
major facilitative superfamily; integral membrane protein [Beta 
vulgaris] ' 



Seq. ID OJ990923_14.0228.C12 

Strand + 

End 3684 

Method AAT/GAP 

End 2102 

Score 1073 



6132 

12933 

1206 



Seq. ID OJ990923_14 .0228.C12 
Strand + 
End 3684 



6413 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990923_14 . 0228 . C12 . ol . np Method AAT/NAP 
1438 End 3301 

1778095 Score 1569 

1438.. 1597, 1697.. 3092, 3235.. 3301 

(U64903) putative sugar transporter; member of major 
facilitative superfamily; integral membrane protein [Beta 
vulgaris] 



6132 
12933 
1206 

OJ990923_14 . 0228 . C12 . o3 . gp 
2733 

87881_1.R1084 
2733. .3684 

, 2464913/emb|CAB16808.1| 2.0e-20 
protein [Arabidopsis thaliana] ' 



Seq. ID OJ990923_14.0228.C12 

Strand + 

End 3684 

Method AAT/GAP 

End 3684 

Score 1760 



(Z99708) sugar transporter like 



6132 

12934 

7489 

OJ990923_14.0228.C12.o3.gs 

7489 

none 



Seq. ID OJ990923 14.0228.C12 



Strand 
End 

Method 

End 

Score 



+ 

9019 
GENSCAN 
9019 
.92 



7489. .7549, 8008. .8218, 8278. .8359, 8474. .9019 



6132 

12935 

9594 

OJ990923_14 . 0228 . C12 . o4 . gs 

9594 

none 

9594. .10724 



Seq. ID OJ990923_14.0228.C12 

Strand + 

End 13945 

Method GENSCAN 

End 10724 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



6132 Seq. ID OJ990923_14 . 0228 . C12 

12935 Strand + 

9594 End 13945 

OJ990923_14 . 0228 . C12 . o3 . np Method AAT/NAP 

10140 End 13942 

6630696 Score 6552 ' 

10140. .13942 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



6132 

12935 

9594 

OJ990923_14 . 0228 . C12 . o4 . gp 
10182 

101595_1.R1084 

10182. .10883, 10999.. 11074 

'3047066 3.0e-15 (AF058825). 



Seq. ID OJ990923_14.0228.C12 

Strand + 

End 13945 

Method AAT/GAP 

End 11074 

Score 1440 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



6132 
12935 



Seq. ID OJ990923_14.0228.C12 
Strand + 



6414 



ru 



Start 


9594 






End 


13945 


Name 


OJ990923 14.0228.C12. 


o5. 


.gs 


Method 


GENSCAN 


Start 


12149 






End 


13945 


GI 


none 






Score 


.52 


Exons 


12149. .13945 










Seq. No. 


6132 






Seq. ID 


OJ990923 


Gene No. 


lzy Jb 






Strand 


+ 


Start 


16309 






End 


16783 


Name 


OJ990923 14.0228.C12. 


o5. 


. gp 


Method 


AAT/GAP 


Start 


16309 






End 


16783 


GI 


none 






Score 


814 


Exons 


16309. .16783 










Seq. No. 


. 6132 






Seq. ID 


OJ990923 


Gene No . 


■ iz y j / 






btrana 


+ 


Start 


16882 






End 


17431 


Name 


OJ990923 14.0228.C12. 


o6, 




Method 


AAT/GAP 


Start 


16882 






End 


17431 


GI 


none 






Score 


1023 


Exons 


16882. .17431 










Seq. No. 


6132 






Seq. ID 


OJ990923 


Gene No. 


12938 






Strand 




Start 


2231 






End 


'2616 


Name 


OJ990923 14.0228.C12. 


o2. 


• gp 


Method 


AAT/GAP 


Start 


2231 






End 


2616 


GI 


uC-osrocyp002h08al 






Score 


746 


Exons 


2231. .2616 











GI Descrip. 



! =_ Seq. No. 

Q Gene No. 

: u Start 

j.r Name 

! '~ Start 
GI 

hJ Exons 



? 4 678208/gb|AAD26954.1|AC007134_12 7.0e-27 
sugar transporter [Arabidopsis thaliana] ' 



(AC007134) putative 



6132 

12939 

3935 

OJ990923_14.0228.C12.o2.tm 

1513 

none 



OJ990923 14.0228.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1513. .1596, 1524. .1601, 1695. .2111, 1696. .2142, 2047. .2139, 
2057. .2140, 4910. .5356, 4911. .5357, .5499.. 5603, 18595 .. 18747, 
18733. .19014 



19282 

TBLASTX: Maize 

19014 

104 



Seq. No. 6132 

Gene No. 12939 

Start 3935 

Name OJ990923_14 . 0228 . C12 . ol . ts 

Start 1519 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C12 
Strand 

19282 

TBLASTX : Soybean 
19282 
98 



End 

Method 
End 
Score 

1519. .1596, 1521. .1601, 1695. .2240, 1696. .2364, 2376. .2474, 
2377. .2475, 2465. .2662, 2478.-2696, 2700.. 3086, 2723. .2980, 
4007. .4327, 4008. .4331, 4358. .4630, 4391. .4675, 4470. .4676, 
4685. .5356, 4686. .5402, 5499. .5570, 18218 .. 18358, 18280 .. 184 11, 
18595. .18753, 18596 .. 18718, 18739. . 19050, 18770 .. 18973, 
19196. .19282 



Seq. No. 
Gene No. 



6132 
12939 



Seq. ID OJ990923_14.0228.C12 
Strand 



6415 














End 


19282 




Name 


OJ990923 14 


.0228. 


,C12.o4 


-tc 


Method 


TBLASTX: 


Cress 


Start 


1543 








End 


19279 




GI 


none 








Score 


85 




Exons 


1543. .1596, 


1545. 


.1601, 


1695. 


.1904, 1696.. 1902, 


5150. .5356, 




5193. .5357, 


5499. 


.5564, 


19196 


. .19279 






Seq. No. 


6132 








Seq. ID 


OJ990923 


_14.0228.C12 


bene ino . 










Strand 






Start 


3935 








End 


19282 




Name 


OJ990923 14 


.0228. 


C12.o4 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2070 








End 


18708 




GI 


none 








Score 


382 




Exons 


2070. .2240, 


2071. 


.2352, 


4700. 


.4981, 4701. .4982, 


18595. .18708 


Seq. No. 


6132 








Seq. ID 


OJ990923 


_14.0228.C12 


Gene No. 


12939 








Strand 






oiart 










End 


19282 




Name 


OJ990923 14 


.0228. 


C12.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2101 








End 


18708 




GI 


none 








Score 


237 




Exons 


2101. .2370, 


2115. 


.2237, 


2350. 


.2472, 2376. .2474, 


2377. .2475, 




4569. .467.6, 


4571. 


.4675, 


4679. 


.4951, 4806.. 4937, 


18601. .18708 


Seq. No. 


6132 








Seq. ID 


OJ990923 


_14.0228.C12 


Gene No. 


12939 








Strand 






Start 


3935 








End • 


19282 




Name 




• UZZO . 


L,J. Z . O J. 


. IIR 


Method 


TBLASTX: 


Maize 


Start 


2142 








End 


18411 




GI 


none 








Score 


283 




Exons 


2142. .2240, 


2143. 


.2358, 


2353. 


.2475, 2367.. 2477, 


2370. .2477, 




2465. .3112, 


2466. 


.3152, 


3941. 


.4321, 4011.. 4322, 


4328. .4693, 




4337. .4663, 


4697. 


.4909, 


4701. 


.4910, 18218. .18400, 18274. .184 


Seq. No. 


6132 








Seq. ID 


OJ990923 


_14.0228.C12 


Gene No. 


12939 








Strand 






Olail 










End 


19282 




Name 


OJ990923 14 


.0228. 


C12.p5 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2480 








End 


4565 




GI 


none 








Score 


197 




Exons 


2480. .2716, 


2481. 


.2699, 


2759. 


.2788, 2760.. 2789, 


4259. .4288, 




4356. .4565, 


4400. 


.4564 










Seq. No. 


6132 








Seq. ID 


OJ990923 


_14.0228.C12 


uene ino. 










Strand 






Start 


3935 








End 


19282 




Name 


OJ990923 14 


.0228. 


C12.o3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2817 








End 


4231 




GI 


none 








Score 


268 




Exons 


2817. .3092, 


2840. 


.2980, 


2970. 


.3038, 4010. .4231, 


4023. .4208 


Seq. No. 


6132 








Seq. ID 


OJ990923 


_14 .0228.C12 


Gene No. 


12939 








Strand 






Start 


3935 








End 


19282 




Name 


OJ990923 14 


.0228. 


C12.o2. 




Method 


GENSCAN 




Start 


3935 






End 


5585 




GI 


none 








Score 


.89 





6416 




Exons 


3935.. 5355, 5498.. 5585 








Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


12939 




Strand 






otart 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


.o2 .np 


Method 


AAT/NAP 




Start 


3941 




End 


5624 




GI 


4678208 




Score 


1472 




Exons 


3941.. 5355, 5498.-5624 








GI Descrip. 


(AC007134) putative 


sugar transporter 


[Arabidopsis thaliana] 


Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


12353 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10034 




End 


10431 




GI 


none 




Score 


128 




Exons 


10034. .10132, 10035. 


. 10169, 


10146. .10430, 10220. .10411, 






10249. .10431 










Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


i o c\ *3 o 

12353 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


.06. tm 


Method 


TBLASTX: Maize 




Start 


10182 




• : , End 


10490 




GI 


n : one 




Score 


317 




Exons 


10182. .10490, 10229. 


. 10411, 


10282. .10425, 10311.. 10487 




Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


123 jy 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11013 




End 


11357 




GI 


none 




Score 


376 




Exons 


11013. .11285, 11014. 


. 11286, 


11015. .11287, 11015. .11287, 






11316. .11357 










Seq. No. 


Ol 52 




Seq. ID 


OJ990923_14.0228 


- Clz 


Gene No. 


12939 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


11331 




End 


11711 




GI 


none 




Score 


88 




Exons 


11331. .11480, 11463. 


.11711 








Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


12939 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


11469 




End 


11933 




GI 


none 




Score 


300* 




Exons 


11469. .11933 










Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


12939 




Strand 






Start 


3935 




End 


• 19282 




Name 


OJ990923 14.0228.C12 


. 06 . tw 


Method 


TBLASTX: Wheat 





6417 




Start 


11576 




End 


11775 




GI 


. none 




Score 


265 




Exons 


11576. .11773, 11577. 


.11774, 


11584. .11775, 11584. .11775 




Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


-C12 


Gene No. 


iz y 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 -14.0228.C12 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11721 




End 


12119 




GI 


none 




Score 


199 




Exons 


11721. .11942, 11723. 


.11938, 


11946. .12119 




Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


12939 




Strand 






Start 


3935 




End 


19282 




Name 


ujyyuyzj 14.uzzo.u1z 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11776 




End 


12523 




GI 


none 




Score 


261 




Exons 


11776. .12129, 11777. 


.12136, 


11780. .1214 5, 11784. .1214 6, 






12121. .12240, 12131. 


.12523, 


12131. .12241, 12132. .12455, 






12334. .12519, 12341. 


.12523 








Seq. No. 


6132 




Seq. ID- 


OJ990923_14.0228 


.C12 


Gene No. 


12939 




Strand 












End 


19282 




Name 


OJ990923 14.0228.C12 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12443 




End 


12907 




GI 


5509260 




Score 


389 




Exons 


1'2443. .12907, 12538. 


.12699, 


12593. .12793 




GI Descrip. 


- 










Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No . 


iz y j y 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12536 




End 


12796 




GI 


none 




Score 


291 




Exons 


12536. .12796, 12538. 


.12708 








Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


-C12 


Gene No . 


i z y o y 




Strand 






Start 


3935. 




End 


19282 




Name 


OJ990923 14.0228.C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12577 




End 


13042 




GI 


none 




Score 


355 




Exons 


12577. .12708, 12578. 


.13042, 


12713. .12793, 12829.. 12882 




Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


-C12 


Gene No . 


iz y^y 




Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12578 




End 


13123 




GI 


none 




Score 


320 




Exons 


12578. .12922, 12595. 


.12759, 


12917. .13123 




Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228 


.C12 


Gene No. 


12939 




Strand 







6418 




b ran 






End 


19282 




Name 


OJ990923 14.0228.C12. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12976 




End 


13327 




GI 


none 




Score 


141 




Exons 


12976. .13140, 12977.. 


13135, 


13135. .13323, 13136 .. 13324 , 






13145. .13327 










Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228. 


C12 


Gene No. 






Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13103 




End 


13475 




GI 


none 




Score 


358 




Exons 


13103. .13474, 13126.. 


13473, 


13227. .13475 




Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228. 


C12 


Gene No. 


12939 




Strand 






btart 






End 


19282 




Name 


OJ990923 14.0228.C12. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


13331 




End 


13806 




GI 


none 




Score 


105 




Exons 


13331. .13405, 13332. . 


13391, 


13336. .13404, 13420. .13806, 






13421. .13801 










Seq. No. 


6132 




Seq. ID 


OJ990923_14.0228. 


C12 


Gene No; 






Strand 






Start 


3935 




End 


19282 




Name 


OJ990923 14.0228.C12. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


13337 




End 


13678 




GI 


none 




Score 


97 




Exons 


13337. .13450, 13372.. 


13440, 


13469. .13678, 13474.. 13599 




Seq. No. 


6133 




Seq. ID 


OJ990923_14.0228. 


C13 


v^ene wo. 






Strand 


+ 




Start 


403 




End 


3504 




Name 


OJ990923 14.0228.C13. 


ol . gs 


Method 


GEN SCAN 




Start 


403 




End 


3504 




GI 


none 




Score 


.4 




Exons 


403. .414, 2556.-2683, 


2741. 


.3036, 3175 


..3265, 3308.. 3504 


Seq. No. 


6133 




Seq. ID 


OJ990923_14.0228. 


C13 


Gene No. 


12941 




■ Strand 








261 




End 


3051 




Name 


OJ990923 14.0228.C13. 


ol . gp 


Method 


AAT/GAP 




Start 


261 


End 


3051 




GI 


28754 1.R1084 




Score 


922 




Exons 


261. .499, 1231. .1384, 


2937. 


.3051 






GI Descrip. 


'3935169 5.0e-12 (AC004557) 


F17L21.12 


[Arabidopsis thaliana] 


Seq. No. 


6133 




Seq. ID 


OJ990923_14.0228. 


C13 


Gene No. 


12941 




Strand 






Start 


261 




End 


3051 




Name 


OJ990923 14.0228.C13. 


ol .np 


Method 


AAT/NAP 




Start 


456 




End 


1387 




GI 


3935169 




Score 


209 




Exons 


456.. 499, 1231.. 1387 










GI Descrip. 


(AC004557) F17L21.12 


[Arabidopsis thaliana] 





6419 






beq. wo. 






oeq. iu 




pi ^ 




Gene No. 


12941 




Strand 








Start 


261 




End 


3051 






Name 


OJ990923 14 


.0228.C13.ol.tm 


Method 


TBLASTX: Maize 






Start 


1230 




End 


1385 






GI 


none 




Score 


171 






Exons 


1230. .1385, 


1232.. 1384, 1233 


. .1385 








Seq. No. 


6134 




Seq. ID 


OJ990923_14.0228 


-C14 






12942 




Strand 


+ 






Start 


177 




End 


5198 






Name 


OJ990923 14 


.0228.C14.ol.np 


Method 


AAT/NAP 






Start 


177 




End 


4109 






GI 


5902444 




Score 


953 






Exons 


177. .230, 2076. .2291, 2413..' 


4109 








GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


6134 




Seq. ID 


OJ990923_14.0228 






Gene No. 


12942 




Strand 


+ 






Start 


177 




End 


5198 






Name 


OJ990923 14 


.0228.C14.o2.tw 


Method 


TBLASTX: Wheat 






Start 


2493 




End 


2840 




i. -J 


GI 


none 




Score 


74 




k3 


Exons 


2493. .2606, 


2516.. 2569, 2595 


..2840, 2612. .2785 






Seq. No. 


6134 




Seq. ID 


OJ990923_14.0228 


.C14 


1 i=f 




12942 




Strand 


+ 






Start 


177 




End 


5198 




: , s 
Ls 


Name 


OJ990923_14 


.0228.C14.o2.np 


Method 


AAT/NAP 






Start 


ZDDZ 




End 


5198 




I'll 


GI 


6498434 




Score 


117 






Exons 


2652. .2698, 


4571.. 4788, 5031 


. .5198 






i? 


GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 




: r cr 

''J 


Seq. No. 


6134 




Seq. ID 


OJ990923_14.0228 


.C14 




Gene No . 


12942 




Strand 


+ 




;t 


Start 


177 




End 


5198 






Name 


OJ990923 14 


.0228.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


3474 




End 


4211 






GI 


none 




Score 


124 






Exons 


3474. .3656, 


3485.. 3655, 3693 


..3929, 3695. .3919, 4076. .4165, 






4077. .4166, 


4098.. 4211, 4106 


. .4171 








Seq. No. 


6135 




Seq. ID 


OJ990923JL4.0228 


.C15 




bene ino . 


12943 




Strand 


+ 






Start 


1925 




End 


11102 






Name 


OJ990923 14 


.0228.C15.o2.np 


Method 


AAT/NAP 






Start 


1925 




End 


5953 






GI 


5902445 




Score 


1175 






Exons 


1925. .3166, 


5906. .5953 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


6135 




Seq. ID 


OJ990923_14.0228 


.C15 




Gene No. 


12943 




Strand 


+ 






Start 


1925 




End 


11102 






Name 


OJ990923 14 


.0228.C15.o2.gs 


Method 


GENSCAN 





6420 





Start 


5409 




End 


11102 




GI 


none 




Score 


.64 




Exons 


5409.. 5493, 6655.. 6761, 


8052. .8142, 9019. .9251, 9394. .9540, 






10590. .10662, 10728. .10879, 


10972. .11102 




Seq. No. 


6135 




Seq. ID 


OJ990923_14 . 0228 .C15 




Gene No. 


12y4 J 




Strand 


+ 




Start 


i a o c 

1925 




End 


i i i no 

11 1U2 




Name 


OJ99Q92J 14 . 0228 . C15 . oj 


.np 


Method 


AAT/NAP 




Start 


DO /2 




End 


*7 q i a 
i y lb 




GI 


£T O A C A A 

ddo0d99 




Score 


o2 




Exons 


6572. .ddOo, /ojy. . /yib 










GI Descrip. 


(Aruuuyoy) nypotneticai 


protein [Oryza 


sativa ] 






gil 6721536 | db j (BAA89566 


.11 


(AP001073) : 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


oloo 




Seq. ID 


/""iTAAAAOO 1/1 nOOQ /"'IQ 

uj yyuy2o 14.u220.cio 




Gene No. 


12943 




Strand 


+ 




Start 


T A A C 

1925 




End 


1 1 T A O 

1 1 1U2 




Name 


/"VTAAAAOO 1 >1 AAOO f~i 1 C « Vl 

OJ990923 14 . U22o . Clo . o4 


.np 


Method 


AAI / NAr 




Start 


O A A H 

804 6 




End 


O A O O 

84 82 




GI 


6539570 




Score 


1 O A 

124 




Exons 


8046. .8247, 8409.. 8482 








:* *"I 

•1 K? 


GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


6135 




Seq. ID 


OJ990923_14.0228.C15 




Gene No. 


12944 




Strand 




fU 


Start 


930 




End 


4980 




Name 


OJ990923 14.0228.C15.ol 


.np 


Method 


AAT/NAP 


1 *5 


Start 


930 




End 


4980 


; =| 


GI 


4680183 




Score 


133 


'h =r 


Exons 


930. .1019, 4957. .4980 








: cy 


GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


6135 




Seq. ID 


OJ990923_14.0228.C15 




Gene No. 


12944 




Strand 






Start 


930 




End 


4980 




Name 


OJ990923 14.0228.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1912 




End 


2219 




GI 


none 




Score 


96 


□ 


Exons 


1912.. 2034, 1913.. 2035, 


2037. .2219, 2060. .2218, 2061. .2219 




Seq. No. 


6135 




Seq. ID 


OJ990923_14 . 0228 .C15 




Gene No. 


12944 




Strand 






Start 


930 




End 


4980 




Name 


OJ990923 14.0228.C15.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2033 




End 


2351 




GI 


none 




Score 


357 




Exons 


2033.. 2341, 2037. .2351 










Seq. No. 


6135 




Seq. ID 


OJ990923_14.0228.C15 




Gene No. 


12944 




Strand 






Start 


930 




End ■ 


4980 




Name 


OJ990923 14.0228.C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2220 




End 


2639 




GI 


none 




Score 


420 




Exons 


2220.. 2639, 2450.. 2638 









6421 



OcCj . WO . 


D ± jO 








oeq. iu 


OTQQnQ9^ 14 H99P 


pi ^ 


Gene No. 


12944 








Strand 






Start 


930 








End 


4980 




Name 


OJ990923 14 


.0228 


.C15.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2406 








End 


2750 




GI 


none 








Score 


291 




Exons 


2406. .2750, 


2415 


. .2462, 


2450. 


.2722 






oeq. NO. 


DUD 








oeq. iu 


PiTQQnQ9*3 1 A H99Q 


pi ^ 

• CIO 


Gene No. 


12944 








Strand 






Start 


930 








End 


4980 




Name 


OJ990923 14 


.0228 


.CIS.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2412 








End 


2648 




GI ■ 


none 








Score 


218 




Exons 


2412. .2648, 


2510 


. .2638 










oeq. NO. 


01 .30 








Can T n 

oeq. id 


nTQQHQ9^ 1 A H99R 


PI R 
.LI J 


Gene No. 


12944 








Strand 






Start 


930 








End 


4980 




Name 


OJ990923 14 


.0228 


.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2799 








End 


3145 




GI 


none 








Score 


82 




Exons 


2799. .2930, 


2942 


. .3145 










Seq. No. 


6136 








Seq. ID 


OJ990923_14.0228 


.C17 


Por*io KT/"\ 










Strand 






Start 


1 








End 


597 




Name 


OJ990923 14 


.0228 


.C17.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


597 




GI 


5902444 








Score 


769 




Exons 


1. .597 














GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




oeq • ino . 


0 JL jD 








Seq. ID 


OJ990923_14.0228 


.Li / 


Gene No. 


12945 








Strand 






Start 


1 








End 


597 




Name 


OJ990923 14 


.0228 


.C17.ol 


.gs 


Method 


GENSCAN 




Start 


205 








End 


594 




GI 


none 








Score 


.98 




Exons 


205. .594 














Seq. No. 


6137 








Seq. ID" 


OJ990923_14 .0228 


.C19 


ucUc LNO . 


1 9Q4 

xz y± d 








Strand 


+ 




Start 


1 








End 


642 




Name 


OJ990923 14 


.0228 


.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


642 




GI 


6721515 








Score 


89 




Exons 


1..276, 621 


. .642 












GI Descrip. 


(AP001072) 


Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


6137 








Seq. ID 


OJ990923_14.0228 


.C19 


Gene No. 


12946 








Strand 


+ 




Start 


1 








End 


642 




Name 


OJ990923 14 


.0228 


.C19.ol, 


.gs 


Method 


GENSCAN 




Start 


112 








End 


300 




GI 


none 








Score 


.97 





6422 



Exons 



112. .300 



Seq. No. 6137 

Gene No. 1294 6 

Start 1 

Name OJ990923_14 . 0228 . C19 . ol . tm 

Start 348 

GI none 

Exons 348.. 641, 436.. 633, 448.. 642 



Seq. ID OJ990923_14 .0228.C19 

Strand + 

End 642 

Method TBLASTX: Maize 

End 642 

Score 207 



□ 

i 3 R 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6137 
12946 
1 

OJ990923_14.0228.C19.o2.np 
369 

4680209 
369. .642 

(AF114171) unknown [Sorghum bicolor] 



Seq. ID OJ990923_14 .0228.C19 
Strand + 

642 

AAT/NAP 
642 
116 



End 

Method 
End 
Score 



6138 

12947 

319 

OJ990923_14 . 0228 . C21 . ol . gs 

319 

none 

319. .660 

6138 

12947 

319 

OJ990923_14 . 0228 . C21 . ol . tw 

319 

none 



Seq. ID OJ990923_14 .0228.C21 
Strand 

End 720 

Method GEN SCAN 

End 660 

Score .85 



Seq. ID OJ990923_14.0228.C21 
Strand 

End 720 

Method TBLASTX : Wheat 

End 717 

Score 63 



319. .393, 325. .399, 392. .577, 409. .612, 413. .526, 450. .578, 
631.. 717, 637.. 717 



Seq. No. 6138 

Gene No. 12947 

Start 319 

Name OJ990923_14 . 0228 . C21 . ol . tm 

Start 325 

GI none 

Exons 325. .720, 326.. 718 



Seq. ID OJ990923_14 .0228 .C21 
Strand 

End 720 

Method TBLASTX: Maize 

End 720 

Score 290 



Seq. No. 6138 

Gene No. 12947 

Start 319 

Name OJ990923_14 . 0228 .C21 . ol . gp 

Start 412 

GI 83775_1.R1084 

Exons 412.. 720 

GI Descrip. ' 4538911/emb | CAB39648 . 1 | 2.0e-18 (AL049482) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990923_14.0228.C21 
Strand 

End 720 

Method AAT/GAP 

End 720 

Score 541 



Seq. No. 
Gene No. 
Start 



6139 

12948 

1 



Seq. ID OJ990923_14 .0228.C22 
Strand 

End 540 



6423 



Name 


OJ990923 14 .0228 .C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


540 






GI 


5902448 


Score 


892 






Exons 


1. .540 










GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


Dioy 


beq. ±u 


OJ990923_14 


.0228 


.C22 




1 9Q4R 

1£ yio 


Strand 








Start 


± 


Cjna 


540 






Name 


OJ990923 14.0228.C22.ol.gs 


Method 


GENSCAN 






Start 


166 


End 


540 






GI 


none 


Score 


.87 






Exons 


1 DO . . DH U 










Seq. No. 


CI "5 Q 


beq. ±u 


OJ990923_14 


.0228 


.C22 






C 4- y- -> t-1 H 








Start 


1 


Lna 


540 






Name 


OJ990923 14.0228.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


181 


End 


363 






GI 


none 


Score 


65 






Exons 












Seq. No. 


ci a n 

DI4U 


beq. lu 


OJ990923_14 


.0228 


.C24 


UCilC LNvJ . 


1 0 Q A Q 

± z y *t y 


otrana 








Start 


1 *5 


hina 


481 






Name 


ujyyuy^o lfi . uzzo . 01 . gs 


Method 


GENSCAN 






Start 


13 


End 


481 






GI 


none 


Score 


.84 






Exons 


13. .116, 459. .481 










Seq. No. 


6141 


Seq. ID 


OJ990923_14 


.0228 


.C26 


Gene No. 


12950 


Strand 


T 






Start 


1 


End 


249 






Name 


OJ990923 14.0228.C26.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


249 






GI 


4680186 


Score 


271 






Exons 


1. .249 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


6142 


Seq. ID 


OJ990923JL4 


.0228 


.C28 


Gene No. 


12951 


Strand 


+ 






Start 


1 


End 


508 






Name 


OJ990923 14.0228.C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


508 






GI 


4678208 


Score 


388 






Exons 


1..98, 241. .508 










GI Descrip. 


(AC007134) putative sugar transporter 


[Arabidopsis 


thaliana] 


Seq. No. 


6142 


Seq. ID 


OJ990923_14 


.0228 


.C28 


ociie LNO • 


12951 


Strand 


+ 






Start 


1 


End 


508 






Name 


OJ990923 14.0228.C28.ol.gs 


Method 


GENSCAN 






Start 


11 


End 


500 






GI 


none 


Score 


.86 






Exons 


11. .98, 241. .500 










Seq. No. 


6142 


Seq. ID 


OJ990923JL4 


.0228 


.C28 



6424 



Gene No. 


1 O O C 1 

12951 






Strand 


+ 




Start 


1 






End 


508 




Name 


OJ990923 14 


.0228.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


26 






End 


506 




GI 


none 






Score 


88 




Exons 


26. .97, 226 


..303, 239.. 


505, 


240. .506 






Seq. No. 


6142 






Seq. ID 


OJ990923_14.0228 


.C28 


Gene No. 


12951 






Strand 


+ 




Start 


1 






End 


508 




Name 


OJ990923 14 


.0228.C28.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


26 






End 


506 




GI 


none 






Score 


85 




Exons 


26. .97, 194 


..505, 240.. 


506 








Seq. No. 


6142 






Seq. ID 


OJ990923_14.0228 


.C28 


Gene No. 


12951 






Strand 


+ 




Start 


1 






End 


508 




Name 


OJ990923 14 


.0228.C28.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


32 - 






End 


446 




GI 


none 






Score 


82 




Exons 


32. .97, 239 


..403, 240.. 


446 








Seq. No. 


6143 






Seq. ID 


OJ990923_14.0228 


.C29 


Gene No. 


12952 






Strand 






otart 


1 






End 


yi / 




Name 


OJ990923 14 


.0228.C29.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


577 




GI 


6907089 






Score 


924 




Exons 


1. .577 












GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


6143 






Seq. ID 


OJ990923_14.0228 


.C29 


Gene No. 


12952 






Strand 






Start 


1 






End 


917 




Name 


OJ990923 14 


.0228.C29.ol 


. gs 


Method 


GENSCAN 




Start 


7 






End 


917 




GI 


* none 






. Score 


.7 




Exons 


7.. 596, 805 


..917 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6144 
12953 
1 

OJ990923_14 . 0228 . C30 . ol . np 
1 

6498441 
1..173, 504. .705 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990923_14.0228.C30 

Strand + 

End 705 

Method AAT/NAP 

End 705 

Score 586 



6144 

12953 

1 

OJ990923_14 . 0228 . C30 . ol . gs 
82 

none 



Seq. ID OJ990923_14.0228.C30 

Strand + 

End 705 

Method GENSCAN 

End'^ ; 67 0 - 

Score .53 



6425 



Exons 82.. 670 



Seq. No. 


6144 


Seq. ID 


OJ990923_14.0228 


.C30 


Gene No. 


12953 


Strand 


+ 




Start 


1 


End 


705 




Name 


OJ990923 14.0228.C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


388 


End 


705 




GI 


none 


Score 


247 




Exons 


388. .561, 389. .703, 389. .700, 


583. .705 






Q /-* 

oeq . ino . 


D 1 4 Z) 


Seq. ID 


OJ990923JL4.0228 




Gene No. 


12954 


Strand 


+ 




Start 


1 


End 


1333 




Name 


OJ990923 14.0228.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1330 




GI 


5902444 


Score 


1893 




Exons 


1. .1330 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


6145 


Seq. ID 




.C33 


Gene No. 


12954 


Strand 


+ 




Start 


1 


End 


1 o o o 

1333 




Name 


OJ990923 14.0228.C33.ol.gs 


Method 


r* T7 1 VT C 7\ XT 

GEN SCAN 




Start 


74 


End 


1 33 3 




GI 


none 


Score 


. 44 




Exons 


74. .122, 136. .274, 647. .1333 








Seq. No. 


6145 


Seq. ID 


OJ990923_14.0228 


.C33 


Gene No. 


12955 


Strand 


+ 




Start 


1397 


End 


1768 




Name 


OJ990923 14-0228. C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


665 


End 


1459 




GI 


none 


Score 


143 




Exons 


665. .841, 886. .1122, 890. .1120, 1169.. 


1459, 1225.. 1440 




Seq. No. 


6145 


Seq. ID 


OJ990923_14.0228 


.C33' 


Gene No. 


12955 


Strand 


+ 




Start 


1397 


End 


1768 




Name 


OJ990923 14.0228.C33.o2.tm 


Method 


TBLASTX: Maize 




Start 


973 


End 


1168 




GI 


none 


Score 


186 




Exons 


973. .1119, 974. .1168 








oeq • lnu . 


6145 


Seq. ID 


OJ990923_14.0228 


. Ljj 


Gene No. 


12955 


Strand 


+ 




Start 


1397 


End 


1768 




Name 


OJ990923 14.0228.C33.o2.np 


Method 


AAT/NAP 




Start 


1397 


End 


1768 




GI 


5902445 


Score 


593 




Exons 


1397. .1768 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] ' 




Seq. No. 


6145 


Seq. ID 


OJ990923_14.0228 


.C33 


Gene No. 


12955 


Strand 


+ 




Start 


1397 


End 


1768 




Name 


OJ990923 14.0228.C33.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1460 


End 


1767 





6426 



C3 



'==7 



GI 


none 




Score 


106 




Exons 


1460. .1756, 1461.. 1766, 


1462. 


.1767 






Seq. No. 


6145 




Seq. ID 


OJ990923_14.0228 


.C33 


Gene No. 


12955 




Strand 


+ 




Start 


1397 




End 


1768 




Name 


OJ990923 14.0228.C33.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1470 




End 


1767 




GI 


none 




Score 


287 




Exons 


1470. .1763, 1471.. 1767 










Seq. No. 


6146 




Seq. ID 


OJ990923 14.0228 


.C34 


Gene No. 


12956 




Strand 


+ 




Start 


1 




End 


2188 




Name 


OJ990923 14.0228.C34.ol, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2188 




GI 


5902445 




Score 


3477 




Exons 


1. .2188 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


6146 




Seq. ID 


OJ990923_14 .0228 


.C34 


Gene No. 


12957 




Strand 


*~ 




Start 


2521 




End 


4712 




Name 


OJ990923_14 . 0228 . C34 . o4 , 


. tw 


Method 


TBLASTX: Wheat 




Start ' 


2 




End 


322 




GI 


none 




Score 


55 




Exons. 


2. .145, 3. .149, 5. .319, 


227. . 


322 






Seq. No. 


6146 




Seq. ID 


OJ990923_14 .0228 


.C34 


Gene No. 


12957 




Strand 


** 




Start 


2521 




End 


4712 




Name 


OJ990923 14.0228.C34.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


314 




End 


702 




GI 


none 




'Score 


87 




Exons 


314. .418, 322. .408, 454, 


. .702, 


458. .700 






Seq. No. 


6146 




Seq. ID 


OJ990923_14.0228 


.C34 


Gene No. 


12957 




Strand 






Start 


2521'" 




End 


4712 




Name 


OJ990923 14.0228.C34.o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


323 




End 


754 




GI 


none 




Score 


411 




Exons 


323. .754, 328. .669 










Seq. No. 


6146 




Seq. ID 


OJ990923_14.0228 


.C34 


Gene No. 


12957 




Strand 






Start 


2521 




End 


4712 




Name 


OJ990923 14.0228.C34 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


377 




End 


649 




GI 


none 




Score 


128 




Exons 


377. .547, 551. .649 










Seq. No. 


6146 




Seq. ID 


OJ990923_14.0228 


.C34 


Gene No. 


12957 




Strand 






Start 


2521 




End 


4712 




Name 


OJ990923 14.0228.C34.o5. 


tw 


. t Method 


TBLASTX: Wheat 




Start 


761 




'End 


1060 





6427 




GI 


none 










Score 


130 


Exons 


761. . 


895, 928.. 1059, 962 


!. .1060 




Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 




12957 










55 1~ r And 




Start 


2521 










FnH 


4712 


Name 


OJ990923 14 


. 0228 


C34 ol 


tm 


Mpfhod 


TBLASTX: Maize 


Start 


1057 










End 


1420 


GI 


none 










O ^ -L C 


446 


Exons 


1057. 


.1380, 


1058 


. .1381, 


1373. 


.1420 




Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 


bene inu . 


12957 










Strand 




Start 


2521 










End 


4712 


Name 


OJ990923 14 








Method 


TBLASTX: Wheat 


Start 


1061 










End 


1452 


GI 


none 










Score 


413 


Exons 


1061. 


.1222, 


1063 


. .1374, 


1064. 


.1450, 1259.. 1450, 1405. .1452 


Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 


bene ino . 


12957 










Strand 




Start 


2521 










End 


4712 


Name 


OJ990923 14 


n??a 


■ \~fj*± • \j i ■ 


i-m 


Method 


TBLASTX: Maize 


Start 


1522 










End 


1795 


GI 


none 










Score 


99 


Exons 


1522. 


.1620, 


1523 


. .1621, 


1612. 


.1686, 1616.. 1699, 1709. .1795 


Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 


bene ino . 


12957 










Strand 




Start 


2521 










End 


4712 


Name 


OJ990923 14 


. 0228 


. C34 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1565 










End 


2179 


GI 


none 










Score 


342 


Exons 


1565. 


.2056, 


1585 


. .1674, 


1715. 


.1744, 1726. .1929, 2048. .2179 


Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 


bene lnu • 


. 12957 










Strand 




Start 


2521 










End 


4712 


Name 


OJ990923 14 


n??8 






Method 


TBLASTX: Maize 


Start 


- 1877 










End 


2140 


GI 


none 










Score 


* 165 


Exons 


1877. 


.2059, 


1999 


. .2058, 


2038. 


.2139, 2039. .2140 


Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 


bene lnq . 


12957 










Strand 




Start 


2521 










End 


4712 


Name 


"OJ990923 14 


n99ft 




gs 


Method 


GENSCAN 


Start 


2521 










End 


4497 


GI 


none 










Score 


.64 


Exons 


2521. 


.2946, 


3479 


. .3678, 


3966. 


.4102, 4179.. 4497 


Seq. No. 


6146 










Seq. ID 


OJ990923_14.0228.C34 


Gene No. 


12957 










Strand 




Start 


2521 










End 


4712 


Name 


OJ990923 14 


.0228 


.C34.o2. 


np 


Method 


AAT/NAP 


Start 


2533 










End 


4712 


GI 


6691716 








Score 


1309 



6428 



Exons 2533.. 2972, 3046.. 3159, 3302.. 3404, 3479.. 3666, 3744.. 3939, 

4016.. 4102, 4179.. 4348, 4558.. 4712 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 6147 Seq. ID 

Gene No. 12958 Strand 

Start 1 End 

Name OJ990923_14 . 0228 . C35 . ol . np Method 

Start 1 End 

GI 5902448 Score 

Exons 1. .469 

GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. 6147 Seq. ID 

Gene No. 12958 Strand 

Start 1 End 

Name OJ990923_14 . 0228 . C35 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 508 



OJ990923_14.0228.C35 
508 

AAT/NAP 

469 

757 



OJ990923_14.0228.C35 
508 

GEN SCAN 

508 

.58 



Seq. No. 6147 Seq. ID 

Gene No. 12958 ' Strand 

Start 1 End 

Name OJ990923_14 . 0228 . C35 . ol . tw Method 

Start 110 End 

GI none Score 

Exons 110.. 292, 111.. 278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6148 Seq. ID 

12959 Strand 

1 End 

OJ990923_14 . 0228 . C39 . ol . np Method 

1 End 

1363528 Score 
1..226, 838. .874 
gag protein - maize gi 1507845 
mays] 

6148 Seq. ID 

12959 Strand 

1 End 

OJ990923_14 . 0228 . C39 . ol . gs Method 

54 End 

.none Score 
54. .248, 379. .537, 590. .856 



OJ990923_14.0228.C35 
508 

TBLASTX: Wheat 

292 

65 



OJ990923_14.0228.C39 
874 

AAT/NAP 

874 

92 



(U11059) gag gene product [Zea 



OJ990923_14.0228.C39 
874 

GENSCAN 

856 

.8 



Seq. No. 6149 Seq. ID 

Gene No. 12960 Strand 

Start 17 End 

Name OJ990923_14 . 0228 . C40 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 139 



OJ990923_14.0228.C40 
139 

GENSCAN 

139 

.48 



6429 



f 1 



Seq. No. 


6150 


Seq. ID 


OJ990923_14 


.0228. 


C41 






OIL ClllU 








Start 


333 


End 


449 






Name 


OJ990923 14.0228. C41.ol.gs 


Method 


GENSCAN 






Start 


333 


End 


449 






GI 


none 


Score 


.46 






Exons 


333. .449 










Seq. No. 


6151 


Seq. ID 


OJ990923_14 


.0228. 


C43 


uene wo. 


1 9Q^9 

1Z JOi 


O L. L ailU. 








Start 


592 


End 


1029 






Name 


OJ990923 14 . 0228 . C43 . ol . gs 


Method 


GENSCAN 






Start 


592 


End 


1029 






GI 


none 


Score 


.54 






Exons 


592.. 781, 917. .1029 










Seq. No. 


6152 


Seq. ID 


OJ990923_14 


.0228. 


C44 


Carta XT r\ 




OUI cillvJ. 








Start 


624 


End 


1877 






Name 


OJ990923 14 . 0228 . C44 . ol . gs 


Method 


GENSCAN 






Start 


624 


End 


1877 






GI 


none 


Score 


.73 






Exons 


624.-739, 900. .1044, 1329.. 


1465, 1616., 


.1877 






Seq. No. 


6152 


Seq. ID 


OJ990923_14 


.0228. 


C44 


Gene No. 


. 12964 


Strand 








tj Lai u 


1469 


End 


1909 






Name 


OJ990923 14 . 0228 . C44 . ol . np 


Method 


AAT/NAP 






Start 


1469 


End 


1909 






GI 


5042454 


Score 


68 






Exons 


1469. .1536, 1886. .1909 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


6153 


Seq. ID 


OJ990923_14 


.0228. 


C46 


Gene No. 


12965 


S'trand 








Start 


10 


End 


377 






Name 


OJ990923 14.0228.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


10 


End 


377 






GI 


none 


Score 


210 






Exons 


10. .204, 11. .367, 60. .326, 


134. .334, 256.-342, 330 


. .368, 






332. .376, 333. .377 











Seq. No. 6154 

Gene No. 12966 

Start 141 

Name OJ990923_14 . 0228 . C47 . ol . gp 

Start 141 

GI uC-osflcyp033a04bl 

Exons 141. .515 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3 
DNA, chromosome 1, clone : P0711E10 * 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923_ 
+ 

515 

AAT/GAP 

515 

614 



14 .0228.C47 



Oe-59 Oryza sativa genomic 



Seq. No. 6154 Seq. ID 

Gene No. 12967 Strand 

Start 2774 End 

Name OJ990923_14 . 0228 . C47 . o2 . gs Method 

Start 2774 End 



OJ990923_14.0228.C47 
+ 

3672 

GENSCAN 

3i60 



6430 





GI 


none 




Score 


.98 




Exons 


2774. .3160 










Seq. No. 


6154 




Seq. ID 


OJ990923 




Gene No. 


12967 




Strand 


+ 






2774 




End 


3672 




Name 


OJ990923 14.0228.C47.o2, 


.np 


Method 


AAT/NAP 




Start 


2774 




End 


3672 




GI 


5902444 




Score 


437 




Exons 


2774.. 3208, 3652.. 3672 










GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 




.Seq. No. 


6154 




Seq. ID 


u j y y u y £ 3 




bene iNo . 


12968 




Strand 






Start 


71 




End 


1 QAQ 




Name 


OJ990923 14.0228.C47.ol, 


.gs 


Method 


r 1 u 1 w c r* a m 




Start 


71 




End 


1 OTfl 




GI 


none 




Score 


. D I 




Exons 


71. .272, 371. .424, 562., 


.679, 


961. .1035, 


1117. .1 




Seq. No. 


6154 




Seq. ID 






Gene No. 


12968 




Strand 






O Lai L 


71 




End 


-1 0 n q 




Name 


OJ990923 14.0228.C47.ol, 


.np 


Method 


AA1 / NAtr 


, ^ 


Start 


561 




End 


i juy 




GI 


6815052 




Score 




fft 


Exons 


561. .679, 961. .1035, 1117. .1309 




: E? 
,;a 


GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 


;. _s 

LLJ 


Seq. No. 


6155 




Seq. ID 


OJ990923 


=.3 


bene wo . 


12969 




Strand 


+ 


: s i ; 


Start 


813 




End 


914 




Name 


OJ990923 14 .0228.C49.ol, 


.gs 


Method 


GEN SCAN 


:S 


Start 


813 




End 


914 




GI 


none 




Score 


.53 




Exons 


813. .914 










Seq. No. 


6155 




Seq. ID 


OJ990923 




Gene No. 


12970 




Strand 






Start 


1305 




End 


1381 




Name 


OJ990923 14.0228.C49.ol, 


.gp 


Method 


AAT/GAP 




Start 


1305 




End 


1381 




GI * 


4715767 




Score 


124 




Exons 


1305. .1381 









GI Descrip. 6006355/dbj | AP000559. 1 | AP000559 1.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 



Seq. No. 6156 

Gene No. 12971 

Start 872 

Name OJ990923_14 . 0228 . C50 . ol . gs 

Start 872 

GI none 

Exons 872.. 981, 1148.. 2183, 2407.. 2747, 2847.. 3249, 3361.. 3563, 
4346.-4557, 4572. .4649 



Seq. ID OJ990923_14.0228.C50 
Strand. 

End 4 64 9 

Method ' GEN SCAN 

End 4 64 9 

Score . 6 



Seq. No. 



6156 



Seq. ID OJ990923_14.0228.C50 



6431 




Gene No. 


12971 








Strand 






Start 


872 








End 


4649 




IN CHUG 




0298 




.np 


Method 


AAT/NAP 




Start 


1150 








End 


3556 




GI 


6561973 








Score 


823 




Exons 


1150. .1419, 


1639 


. .1950, 


2432. 


.2622, 2683.. 2747, 


2847. .3249, 




3361. .3391, 


3458 


. .3556 










GI Descrip. 


(AL132979) 


zinc 


finger 


protein [Arabidopsis thaliana] 


Seq. No. 


6156 








Seq. ID 


OJ990923 


1 A H99ft PRO 
X H . UZZo . LDU 


uene iNO . 










Strand 






Start 


872 








End 


4649 




Name 


OJ990923 14 


.0228 


.CSO.ol 


.gp 


Method 


AAT/GAP 




Start 


1865 








End 


2632 




GI 


none 








Score 


972 




Exons 


1865. .2183, 


2407 


. .2632 










Seq. No. 


6156 








Seq. ID 


OJ990923 




Gene No. 


12972 








Strand 






C 4- -j -w-4- 


fin*7 q 








End 


7863 




Name 


OJ990923 14 


.0228 


.C50.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1759 








End 


2189 




GI 


none 








Score 


70 




Exons 


1759. .1851, 


1760 


. .1852, 


i qi n 
loiu. 


.1908, 1912. .2184, 


1 Q1 ij Ol 

lyifi . . z J.Z t> , 




2025. .2189 














Seq. No. 


6156 








Seq. ID 


OJ990923 


1 A H99Q n^n 
1*1 . UZZO .tDU 


Gene No. 


12972 








Strand 








OU / _7 








End 


7863 




Name 


OJ990923 14 


.0228 


.CSO.ol 


. LC 


Method 


TBLASTX: 


Cress 


Start 


2687 








End 


3391 




GI 


none 








Score 


88 




Exons 


2687. .2749, 


2846 


. .2953, 


9ft A 1 


.2969, 2951. .3067, 


z y dz . . judo , 




3113. .3172, 


3141 


. .3173, 


J J.D / . 


.3250, 3168. .3248, 




Seq. No. 


6156 








Seq. ID 


OJ990923 


_14.0228.C50 




1 9Q79 

J. Z ¥ I Z 








Strand 






Start 


6079 








End 


7863 




Name 


OJ990923 14 


.0228 


.CSO.ol 


4- m 


Method 


TBLASTX : 


Mai ze 


Start 


2705 








End 


3254 




GI 


none 








Score 


56 




Exons 


2705. .2749, 


2708 


. .2749, 


Zo 4 O . 


.3253, 2847. .3254 




Seq. No. 


6156 








Seq. ID 


OJ990923 


_14.0228.C50 




1 9Q7 9 








Strand 






Start 


6079 








End 


7863 ' 




Name 


OJ990923 14 


.0228 


.CSO.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2867 








End 


3208 




GI 


none 








Score 


164 




Exons 


2867. .3067, 


2868 


. .3056, 


3113. 


.3208, 3117. .3206 




Seq. No. 


6156 








Seq. ID 


OJ990923 


_14.0228.C50 


Gene No. 


12972 








Strand 






Start 


6079 








End 


7863 




Name 


OJ990923 14 


.0228 


,C50.o2 


.gs 


Method 


GENSCAN 




Start 


6079 








End 


7863 




GI 


none 








Score 


.49 





6432 



Exons 



6079. .6171, 7729..7863 



Seq. No. 6157 

Gene No. 12973 

Start 693 

Name OJ990923_14 . 0228 . C51 . ol . gs 

Start 693 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C51 
Strand 

End 11358 

Method GENSCAN 

End 11358 

Score . 68 



693. .953, 1247. .1411, 2132. .2254, 2409. .2582, 3250.. 3322, 
4081. .4174, 4517. .4622, 5300. .5393, 5471. .5552, 5751. .5864, 
6091. .6220, 6300. .6408, 7473. .7609, 7839. .8053, 8916. .9023, 
11256. .11358 



Seq. No. 6157 

Gene No. 12973 

Start 693 

Name OJ990923_14 . 0228 . C51 . ol . gp 

Start 1108 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C51 
Strand 

End 11358 

Method AAT/GAP 

End 24 63 

Score 776 



1108. .1384, 2132. .2254, 2409. .2463 



! U 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



6157 

12973 

693 

OJ990923_14.0228.C51.o3.tm 

1218 

none 



Seq. ID OJ990923_14 .0228.C51 
Strand 

End 11358 ... 

Method TBLASTX: Maize 

End 3335 

Score. 217 



1218.. 1412, 1223.. 1387, 1224.. 1391, 2109.. 2255, 2124.. 2255, 
2132.. 2263, 2132.. 2257, 2392.. 2583, 2406.. 2582, 2409.. 2594, 



S- ii 




3214. .3333, 


3248 


. .3334, 


3249. 


.3335 




!. t 
t =7 

i s !S 


Seq. No. 


6157 








Seq. ID 


OJ990923_14.0228.C51 


; t? 


Gene No. 


12973 








Strand 




•:z 


Start 


693 








End 


11358 


Name 


OJ990923 14 


.0228 


.C51.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


1223 








End 


1376 


u 


GI 


none 








Score 


120 


. "t 

■is* 


Exons 


1223. .1375, 


1251 


. .1376 










Seq. No. 


6157 








Seq. ID 


OJ990923_14.0228.C51 


□ 


Gene No. 


12973 








Strand 






Start 


693 








End 


11358 




Name 


OJ990923 14 


.0228 


.C51.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1229 








End 


1388 




GI 


none 








Score 


156 




Exons 


1229. .1387, 


1230 


. .1388 










Seq. No. 


6157 








Seq. ID 


OJ990923_14.0228.C51 




Gene No. 


12973 








Strand 






Start 


693 








End 


11358 




Name 


OJ990923 14 


.0228 


.C51.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2112 








End 


2552 




GI 


none 








Score 


136 




Exons 


2112. .2240, 


2130 


. .2255, 


2131. 


.2241, 2132. .2257, 2392. .2550, 






2406. .2552 














Seq. No. 


6157 








Seq. ID 


OJ990923_14 . 0228 . C51 



6433 



Gene No. 12973 
Start 693 

Name OJ990923_14 . 0228 . C51 . ol . tm 

Start 4078 
GI none 

Exons 4078.. 4176, 4081.. 4170, 4083. 

4515. .4574, 4516. .4590, 4517. 

4590. .4640, 5300. .5404, 5301. 

5629.. 5739, 5636.. 5737 



Strand 
End 

Method 
End 
Score 

.4181, 4514 
.4591, 4588 



11358 

TBLASTX: Maize 
5739 
159 

4573, 4515. .4589, 
4623, 4589. .4627, 



.5393, 5473.-5553, 5474. .5554, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6157 

12973 

693 

OJ990923_14. 

4506 

none 

4506. .4574, 
5489. .5554, 



0228.C51.ol.ts 



4593. .4640, 
5629. .5757, 



5300. 
5636. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5398, 5301, 
.5758 



OJ990923_14.0228.C51 
11358 

TBLASTX : Soybean 
5758 
44 

,5393, 5473.-5553, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

: „ Exons 

GI Descrip. 

ru 
p 

j,i Seq. No. 
! S Gene No. 
Start 
Name 
;s Start 

Exons 
Lj T GI Descrip. 



ru 



6157 Seq. ID- OJ990923_14 . 0228 . C51 

12973 Strand 

693 End 11358 

OJ990923_14 . 0228 . C51 . o3 . gp Method AAT/GAP 

5249 End 5769 

29315_1.R1084 Score 515 

5249.. 5393, 5471.. 5552, 5634.. 5769 

1 6006355/dbj | AP000559.il AP000559 1.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone : P0493C11 1 



6157 Seq. ID 

12973 Strand 
693 End 
OJ990923_14.0228.C51.o2.gp Method 
5300 End 
29315JL.R1084 Score 
5300.. 5393, 5471.. 5552, 5634.. 5692 

1 6006355/dbj | AP000559.il AP000559 1.0e-17 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



OJ990923_14.0228.C51 

11358 
AAT/GAP 
5692 
371 



Q Seq. No. 6157 

Q Gene No. 12973 

Start 693 

Name OJ990923_14 . 0228 .C51.ol.tc 

Start 7271 

GI * none 

Exons 7271.. 7384, 7272.. 7385, 
7533.. 7604, 7833.-7898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_14:0228.C51 
11358 

TBLASTX: Cress 

7898 

93 



7466..7S28, 7467. .7523, 7532. .7609, 



Seq. No. 6157 
Gene No. 12973 
Start 693 

Name OJ990923_14 . 0228 .C51 .o3. ts 

Start 7271 
GI none 

Exons 7271. .7318, 7312. .7347, 7314. 

7465. .7590, 7470. .7604, 7475. 
7971. .8042, 8008. .8031 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 14.0228.C51 



11358 

TBLASTX : Soybean 
8042 
39 

7397, 7316. .7348, 7346. .7381, 
7609, 7833. .7946, 784-3. .7950, 



6434 



ru 

.: s=. 

U 

La 



!3 



I J 



Seq. No. 


6157 








Seq. ID 


OJ990923 


_14.0228.C51 


oene no . 


1 9Q7 








Strand 






Start 


693 








End 


11358 




Name 


OJ990923 14. 


0228. 


C51.o2- 


tm 


Method 


TBLASTX: Maize 


Start 


7556 








End 


9037 




GI 


none 








Score 


97 




Exons 


7556. .7612, 


7558. 


.7608, 


7833. . 


,8057, 7834.. 7971, 


7837. .8058, 




7886. .8059, 


8008. 


.8064, 


8870. . 


,8974, 8870.. 9037 




O64. NO. 


fil R7 








Seq. ID 


OJ990923 


_14.0228.C51 


Gene No. 


12973 








OH 0.1 LKJ. 






Start 


693 








FnH 

L-iUKJL 






Name 


OJ990923 14. 


0228. 


C51.o4. 


gp 




aat /nap 




Start 


7854 








FnH 


Q1 1 Q 




GI 


2428077 










70S 




Exons 


7854. .8050, 


8916. 


.9119 










oeq. NO. 


£1 ^7 
OJ.D / 








Seq. ID 


OJ990923 


_14 .0228.C51 


Gene No. 


12973 








c+- rA nH 






Start 


693 










1 1 ^Rft 




Name 


OJ990923 14. 


0228. 


C51.o5. 


gp 


lie? LIlv-HJ. 


aat /rap 




Start 


9760 










±\J\J H O 




GI 


3762751 














Exons 


9760. .10048 














O f^. \T/-\ 

beq. no. 


£1 R7 
DID / 








Seq. ID 


OJ990923 


_14.0228.C51 


Gene No. 


12973 








Strand 






Start 


693 








End 


11358 




Name 


OJ990923 14. 


0228. 


C51.o6. 


gp 


Method 


AAT /GAP 




Start 


10692 








End 


10984 




GI 


2442618 








Score 


525 




Exons 


10692. .10984 














Seq. No. 


6158 


- 






Seq. ID 


OJ990923 


_14.0228.C52 


(~* and \T/-"\ 


1 9Q74 








Strand 


+ 




Start 


2007 








End 


6415 




Name 


OJ990923 14. 


0228. 


C52.ol. 


gs 


Method 


GENS CAN 




Start 


2007 








End 


6415 




GI 


none 








Score 


.51 




Exons 


2007. .2253, 


2276. 


.2629, 


310'5.-. 


.3201, 4094. .4293, 


6117. .6202, 




6326. .6415 














Seq. No. 


6158 








Seq. ID 


OJ990923 


_14.0228.C52 


Gene No. 


12975 








Strand 






Start 


1 








End 


4075 




Name 


OJ990923 14. 


0228. 


C52.ol. 


np 


Method 


AAT /NAP 




Start 


1 








End 


4075 




GI 


6755382 








Score 


1063 




Exons 


1..454, 1968 


..2270, 2298 


I..2572, 4054.. 


4075 





GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



RuvB-like protein 2 gi | 452124 9 | dbj | BAA7 6297 . 1 | (AB013912) DNA 
helicase [Mus musculus] 



6158 

12976 

7107 

OJ990923 14.0228.C52.ol.tm 



Seq. ID OJ990923_14.0228.C52 
Strand 

End 9267 

Method TBLASTX : Mai ze 



6435 



Start 
GI 

Exons 



2 End 447 

none Score 61 

2. .85, 3. .62, 60. .305, 68. .301, 302. .442, 303. .332, 304. .447, 
305. .442, 390. .446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6158 

12976 

7107 

OJ990923_14 . 0228 . C52 . ol . ts 
2 

none 



Seq. ID OJ990923_14.0228.C52 
Strand 

End 9267 

Method TBLASTX : Soybean 

End 2165 

Score 50 



2. .55, 3. .56, 68. .241, 90. .242, 242. .301, 246. .305, 302. .457, 
304. .459, 305. .457, 1967. .1999, 1995. .2066, 1999. .2058, 
2093. .2164, 2094. .2165 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6158 

12976 

7107 

OJ990923_14 . 0228 . C52 . o2 . tm 

1967 

none 



Seq. ID OJ990923_14.0228.C52 
Strand 

End 9267 

Method TBLASTX : Mai ze 

End 2484 

Score 4 8 



1967. .1999, 1971. .2000, 1995. .2114, 1996. .2091, 2093. .2164, 
2094.. 2165, 2165.. 2209, 2166.. 2288, 2167.. 2298, 2181.. 2270, 
2266:-.2418," 2376. .2417, 2413.. 2484, 2418.. 2483 



6158 

12976 

7107 

OJ990923_14.0228.C52.o2.ts 

2371 

none 



Seq. ID OJ990923_14.0228.C52 
Strand 

End 9267 

Method TBLASTX : Soybean 

End 2574 

Score 56 



2371. .2418, 2376. .2417, 2416. .2574, 2418. .2573 



6158 

12976 

7107" 

OJ990923_14.0228.C52.ol.tc 

2416 

none 

2416. .2574, 2418. .2573 



Seq. ID OJ990923_14.0228.C52 
Strand 

End 9267 

Method TBLASTX : Cress 

End 2574 

Score 143 



Seq. No. 6158 

Gene No. 12976 

Start 7107 

Name OJ990923_14 . 0228 . C52 . o2 . gs 

Start 7107 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C52 
Strand 

End 9267 

Method GENSCAN 

End 9267 

Score . 66 



7107.. 7291, 7697.. 7758, 9060.. 9267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6159 

12977 

1 

OJ990923_14.0228.C53.ol.np 
1 

6143887 



Seq. ID OJ990923_14.0228.C53 

Strand + 

End 3089 

Method AAT/NAP 

End 2508 

Score 732 



1..307, 1522. .1683, 2152. .2508 

(AC010718) unknown protein [Arabidopsis thaliana] 



6436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6159 
12977 
1 

OJ990923_14 . 0228 . C53 . ol . gp 
107 

569509 
107. .231 

4538911/emb|CAB39648.1| 2.0e-18 (AL049482) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ990923_14.0228.C53 

Strand + 

End 3089 

Method AAT/GAP 

End 231 

Score 232 



6159 

12977 

1 

OJ990923_14.0228.C53.ol.gs 

122 

none 



Seq. ID OJ990923_14.0228.C53 

Strand + 

End 3089 

Method GEN SCAN 

End 3089 ' 

Score .72 



122.-307, 1522. .1683, 2152. .2460, 2791. .2952, 2967. .3089 



Seq. ID OJ990923_14.0228.C53 

Strand + 

End 3089 

Method AAT/GAP 

End 28'05 

Score 1194 



6159 
12977 
1 

OJ990923_14 . 0228 . C53 . o2 . gp 
2152 

55494_1.R1084 
2152. .2805 

1 5042155/emb | CAB44674 . 1 1 1.0e-12 (AL078620) putative protein 
[Arabidopsis thaliana] 1 



6159 

12978 

5599 

OJ990923_14.0228.C53.o2.gs 

5599 

none 

5599.. 6276, 6583.. 7005 



Seq. ID OJ990923_14.0228.C53 

Strand + 

End 7005 

Method GENSCAN 

End 7005 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6159 
12978 
5599 

OJ990923_14.0228.C53.o2.np 
5770 
6277254 
5770.. 6276, 6583.. 7002 

(AB03424 9) geranylgeranyl pyrophosphate synthase [Croton 
sublyratus] 



Seq. ID OJ990923_14 .0228.C53 

Strand + 

End 7005 

Method AAT/NAP 

End 7002 

Score 973 



6159 
12978 
5599 

OJ990923_14.0228.C53.o3.gp 
6581 

LIB3432-039-P1-K1-F12 
6581. .6946 

•3885426 3. 0e-48 (AF020041) geranylgeranyl pyrophosphate 
synthase [Helianthus annuus] ' 



Seq. ID OJ990923_14.0228.C53 

Strand +' 

End 7005 

Method AAT/GAP 

End 6946 

Score 706 



6437 



"Seq-.\Nq.. 6159 ' .Seq. ID 

Gene No. 12979 Strand 

Start 11414 End 

Name OJ990923_14 . 0228 . C53 . o4 . gp Method 

Start 11414 End 

GI 5038679 Score 

Exons 11414.. 11817 



O J 9 9 ■ 6 9 2 3_1 4 :Q 2 2 8 . C 5 3 

+ . . 

11817 

AAT/GAP 

11817 

736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6159 

12980 

10406 

OJ990923_14.0228.C53.o3.tc 
89 

none 



Seq. ID OJ990923_14.0228.C53 
Strand 

End 13900 

Method TBLASTX : Cress 

End 1602 

Score 64 



89. .307, 90. .173, 103. .318, 107. .310, 1524. .1601, 1525. .1602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6159 

12980 

10406 

OJ990923_14.0228.C53.ol.tm 
90 

none 



Seq. ID OJ990923_14.0228.C53 
Strand 

End 13900 
Method TBLASTX: Maize 
End 2553 
Score 290 

90. .179, 104. .307, 107. .307, 1521. .1682, 1522. .1683, 1523. .1684, 
2152. .-2439, 2154.. 2417, 2406.. 2513, 2412.. 2513, -2431.. 2553, 
2513. .2548, 2526.-2552 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6159 

12980 

10406 

OJ990923_14.0228.C53.o2.ts 

221 

none 



Seq. ID OJ990923_14 .0228 .C53 
Strand 

End 13900 

Method TBLASTX : Soybean 

End 2514 

Score 96 



221. .286, 223. .285, 1522. .1680, 1524. .1682, 2151. .2369, 
2155. .2514, 2157. .2384 



6159 

12980 

10406 

OJ990923_14.0228.C53.o2.tc 

2191 

none 



Seq. ID OJ990923_14.0228.C53 
Strand 

End 13900 

Method TBLASTX : Cress 

End 2532 

Score 309 



2191. .2532, 2191. .2373, 2193. .2384 



Seq. No. 6159 

Gene No. 12980 

Start 10406 

Name OJ990923_14 . 0228 . C53 . ol . tc 

Start 5788 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C53 
Strand 

End 13900 

Method TBLASTX : Cress 

End 7049 

Score 74 



5788. .5868, 5869. .6162, 5907. .6149, 6204. .6278, 6205. .6291, 
6618. .7049, 6619. .7005 



Seq. No. 6159 

Gene No. 12980 

Start 10406 

Name OJ990923_14 . 0228 . C53 . o4 . tm 

Start ■ 5788 



Seq. ID OJ990923_14.0228.C53 
Strand 

End 13900 

Method TBLASTX: Maize 

End 6033 



6438 





none 








Score 


205 


Exons 


5788. .6033, 


5889. 


.6023 








Seq. No. 


6159 








Seq. ID 


OJ990923_14 . 0228 .C53 


Gene No. 


12980 








Strand 




OLdrT. 


lUftUD 








End 


13900 


Name 


OJ990923 14 


.0228. 


C53.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6013 








End 


7005 


GI 


none 








Score 


146 


Exons 


6013. .6162, 


6015. 


.6134, 


6204. 


.6278, 6205.. 6285, 6618.. 7001, 




6619. .7005 












Seq. No. 


6159 








Seq. ID 


OJ990923_14 .0228.C53 


bene jno . 


1 £. :7 0 U 








Strand 




Start 


10406 








End 


13900 


Name 


OJ990923 14 


.0228. 


C53.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6102 








End 


6632 


GI 


none 








Score 


272 


Exons 


6102. .6278, 


6103. 


.6285, 


6576. 


.6632, 6577.. 6630 


Seq. No. 


6159 








Seq. ID 


OJ990923_14.0228.C53 


Gene No. 


12980 








Strand 




Start 


10406 








End 


13900 


Name 


OJ990923 14 


.0228. 


C53.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6649 








End 


7003 


GI 


none 








Score 


476 


Exons 


6649. .7002, 


6654. 


.6998, 


6665. 


.7003 





m 

H Seq. No. 

W Gene No. 

Q Start 

I s jl Name 

Start 

U ! GI 

!s=? Exons 

H 

.J Seq. No. 

Gene No. 
[li Start 

Name 



Start 
GI 

Exons 



6159 

12980 

10406 

OJ990923_14.0228.C53.o3.gs 

10406 

none 



Seq. ID OJ990923_14.0228.C53 
Strand 

End 13900 

Method GENSCAN 

End 13900 

Score .73 



10406. .10833, 10868. .10963, 11972 .. 12091 , 12626 .. 12730, 
13786. .13900 



6160 

12981 

226 

OJ990923_14 . 0228 .C54 . ol .gs 

226 

none 

226. .2307, 2313. .3434 



Seq. ID OJ990923_14.0228.C54 

Strand + 

End 4 4 61 

Method GENSCAN 

End 3434 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



6160 

12981 

226 

OJ990923_14 . 0228 . C54 . ol . np 
404 

6862939 

40.4. .2930, 2976. .3368, 4408, 



Seq. ID OJ990923_14 .0228 .C54 
Strand + 

4461 
AAT/NAP 
4461 
1069 



End 

Method 
End 
Score 
.4461 



(AC019018) unknown protein [Arabidopsis thaliana] 



6160 

12982 

6975 



Seq. ID OJ990923_14.0228.C54 
Strand + 
End 8650 



6439 






Name 


OJ990923 14 


.0228.C54.o3 


■* * 
. gs .: * - 


Method 


GENSCAN 






Start 


6975 






End 


8650 






GI 


none 






Score 


.56 






Exons 


6975. ,8650 














Seq. No. 


6160 






Seq. ID 


OJ990923_14.0228 


.C54 




Gene No. 


12983 






Strand 








Start * 


5324 






End 


6532 






Name 


OJ990923 14 


.0228.C54.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


2104 






End 


2322 






GI 


none 






Score 


195 






Exons 


2104 . .2322, 


2172. .2318 








* 




Seq. No. 


6160 






Seq. ID 


OJ990923_14.0228 


.C54 




Gene No . 


12983 






Strand 








Start 


5324 






End 


6532 






Name 


OJ990923 14 


.0228.C54.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


3030 






End 


3326 






GI 


none 






Score 


182 






Exons 


3030. .3173, 


3041. .3151, 


3237. , 


3326 








Seq. No. 


6160 






Seq. ID 


OJ990923_14 . 0228 


.C54 




Gene No t 


12983 






Strand 








Start 


5324 






End 


6532 






Name 


OJ990923 14 


.0228.C54.o2 


.gs 


Method 


GENSCAN 






Start 


5324 






End 


6532 




!*y 


GI 


none 






Score 


. 93 






Exons 


5324 . . 6532 














Seq. No. 


6160 






Seq. ID 


OJ990923_14.0228 


.C54 




Gene No. 


12983 






Strand 






l*y 


Start 


5324 






End 


6532 






Name 


OJ990923 14 


.0228.C54.o2 


.np 


Method 


AAT/NAP 






Start 


5327 






End 


6532 




" 


GI 


5103193 






Score 


2115 




"4 


Exons 


5327. .6532 












s * 


GI Descrip. 


(AP000342) 


transposase 


of TnlO [Plasmid R100] 




. "1 




gi | 5738084 | 


gb|AAD50242. 


1IAF162223 1 (AF162223) ISlO-left 


a £7 




transposase 


[Shigella flexneri] 






s=s 


Seq. No. 


6160 






Seq. ID 


OJ990923JL4.0228 


.C54 




Gene No . 


12984 






Strand 








Start 


6492 






End 


6642 






Name 


OJ990923 14 


.0228.C54.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


6492 






End 


6642 






GI 


none 






Score 


177 






Exons 


6492. .6611, 


6492. . 6611, 


6493. . 


6642, 6494.. 6637 






Seq. No. 


6161 






Seq. ID 


OJ990923_14.0228 


.C55 




Gene No . 


12985 






Strand 








Start 


642 






End 


679 






Name 


OJ990923 14 


.0228.C55.ol 


.gs 


Method 


GENSCAN 






Start 


642 






End 


679 






GI 


none 






Score 


.51 






Exons 


642. .679 














Seq. No. 


6162 






Seq. ID 


OJ990923_14.0228 


.C58 



6440 




f!pnp No 


12986 








Strand 


+ 




Start 


203 








End 


1651 




Name 


OJ990923 14 


.0228 


.C58.ol 


.gs 


Method 


GENSCAN - 




Start 


203 








End 


1651 




GI 


none 








Score 


.94 




Exons 


203. .378, 805. .1651 










Seq. No. 


61 69 

Dl OZ 








Seq. ID 


OJ990923_14.0228 


.C58 




1 9Qft7 








Strand 






Start 


1 ft 4 7 








End 


4172 




Name 


OJ990923 14 


.0228 


.C58.o2 


.gs 


Method * 


GENSCAN 




Start 


1847 








End 


4053 




GI 


none 








Score 


.93 




Exons 


1 ft 4 7 94 ft ^ 


9 C \6Q 
Z D O J 


. .3426, 


3442. 


.4053 






Seq. No. 


61 69 
O X OZ 








Seq. ID 


OJ990923_14 .0228 


.C58 


Gene No. 


1 9Qft7 

X Z J O f 








Strand 






Start 


1 ft A 7 
X O ft / 








End 


4172 




Name 


OJ990923 14 


.0228 


.C58.ol 


.,np - 


Method 


AAT/NAP 




Start 


2229 






End 


4172 




GI 










Score 


1670 




Exons 


999Q 4179 
z ZZ 7 . . 4 X / Z 














GI Descrip. 


f aim^ qi 1 
u fi ./ x x u j 


prpol 


[Zea mays] 








Seq. No. 


61 69 




'•* ' • 




Seq. ID 


OJ990923_14.0228 


.C58 




1 9QR 7 
X Z _70 / 








Strand 






Start 


1847 








End 


4172 




Name 


OJ990923 14 


.0228 


C58 o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


99ft 9 

Z Z O Z 








End 


2713 




GI 


none 








Score 


114 




Exons 


99ft9 9R1 9 


9 9ft Q 


. .2456, 


2512. 


.2712, 2513.. 2713 




Seq. No. 


61 69 








Seq. ID 


OJ990923_14.0228 


.C58 




1 9Qft7 








Strand 






Start 


1847 








End 


4172 




Name 


OJ990923 14 


.0228 


.C58.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


971 ^ 








End 


2904 




GI 


none 








Score 


73 




Exons 


971 "\ 9QD4 
£ / lJ . . Z :?U fi , 


9767 
Z / D / 


. .2892 










Seq. No. 


61 69 
0 x oz 








Seq. ID 


OJ990923_14 .0228 


.C58 




1 9 Qft 7 

XZ Z70 / 








Strand 






Start 


1847 








End 


4172 




Name 


OJ990923 14 


.0228 


.C58.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2963 








End 


3363 




GI 


none 








Score 


61 




Exons 


2963. .3055, 


2980 


. .3363, 


3170. 


.3313 






Seq. No. 


6162 








Seq. ID 


OJ990923_14 .0228 


.C58 


UCilC V*\J ■ 


12987 








Strand 






Start 


1847 








End . 


4172 




Name 


OJ990923 14 


.0228 


.C58.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2989 








End 


3408 




GI 


none 








Score 


198 




Exons 


2989. .3408, 


3095 


. .3355 










Seq. No. 


6162 








Seq. ID 


OJ990923_14 .0228 


.C58 



6441 



Q 

IE 

















Gene No . 


12987 








Strand 




Start 


1847 








End 


4172 


Name 


OJ990923 14. 


0228 


.C58.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3082 








End 


3465 


GI 


none 








Score 


196 


Exons 


3082 3465. 


3095 


. . 3355. 


3336 


. .3419 




Sea No 


6162 








Sea ID 


OJ990923 14 0228 


\J e IX V-/ ■ 


12987 








Strand 




Start 


1847 








End 


4172 


Name 


OJ990923 14. 


0228 


.C58.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3493 








End 


3850 


GI 


none 








Score 


247 


F. von ^ 

U *V*u/l 1 O 


3493 3849 


3494 


3850 








Sea No 


6162 








Seq. ID 


OJ990923 14 0228 


r^pnp No 


12987 








Strand 




Start 


1847 








End 


4172 . 


Name 


OJ990923 14. 


0228 


-C58-ol 


■ tw 


Method 


TBLASTX: Wheat 


Start 


3523 








End 


3951 


GI 


none 








Score 


277 


DAvll O 


3523 3951 


3524 


3919 


364 9 


3735 




Sea No 


6163 








Seq. ID 


OJ990923 14 0228 


VJ e 11^ i-i w • 


12988 








Strand 




Start 


11 








End 


605 


Name 


OJ990923 14. 


0228 


.C59.ol 


.gs 


Method 


GENSCAN 


Start 


11 








End 


605 


GI 


none 








Score 


. 95 


Exon ^ 

M-mt Xh/ 1 1 kj 


11 . . 605 












Sea. No. 


6164 








Seq. ID 


OJ990923 14 0228 


Gene No 

we lie 11U • 


12989 








Strand 


+ 


Start 


634 








End 


663 


Name 


OJ990923 14. 


0228 


-C6O.0I 


.gs 


Method 


GENSCAN 


Start 


634 








End 


663 


GI 


none 








Score 


. 4 4 


P, von 


634 663 












Qpn No 


6165 








Seq. ID 


OJ990923 14 0228 

vU Zs Zs \J ZJ c~ J- *± » \J \J 


Gene No 


12990 








Strand 


+ 


Start 


1 








End 


1350 


Name 


OJ990923 14. 


0228 


,C62.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1350 


GI 


1076360 








Score 


324 


Exons 


1..115, 299. 


.574 


, 673..' 


786, 


1320. .1350 





GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



oleoyl- [acyl-carrier-protein] hydrolase (EC 3.1.2.14) - 
Arabidopsis thaliana gi | 2129530 | pir | | S69195 acyl- (acyl carrier 
protein) thioesterase (clone TE 1-1) - Arabidopsis thaliana 
gi | 634003 | emb | CAA85387 | (Z36910) acyl- (acyl carrier protein) 
thioesterase [Arabidopsis thaliana] 



6165 Seq. ID 

12990 Strand 

1 End 

OJ990923JL4 . 0228 .C62 . ol . gs Method 

4 9 End 



OJ990923_14.0228.C62 
+ 

1350 

GENSCAN 

786 



6442 



GI 

Exons 



. none 

49. .115, 172. .661, 673. .786 



Score 



.48 



Seq. No. 6165 . 

Gene No. 12990 

Start 1 

Name OJ990923_14 . 0228 .C62 . ol . tw 

Start 281 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C62 

Strand + 

End 1350 

Method TBLASTX : Wheat 

End 575 

Score 239 



281. .442, 282. .440,. 438.-575, 440. .568, 510. .575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6165 

12990 

1 

OJ990923_14 . 0228 . C62 . ol . tc 

311 

none 



Seq. ID OJ990923__14.0228.C62 

Strand + 

End 1350 

Method TBLASTX: Cress 

End 786 

Score 280 



311. .574, 312. .575, 673. .786, 674. .784 



m 



ru gi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 



Seq. No. 
: * Gene No. 
l! I Start 
hJ Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Gi 

Exons 

GI Descrip. 



6165 

12990 

1 

OJ990923_14 . 0228 . C62 . ol . tm 

311 

none 



Seq. ID OJ990923_14 .0228.C62 

Strand + 

End 1350 

Method TBLASTX : Mai ze 

End 786 

Score 261 



311. .559, 312. .575, 673. .786, 674. .784 



6165 

12990 

1 

OJ990923_14.0228.C62.ol.ts 

312 

none 



Seq. ID OJ990923_14.0228.C62 

Strand + 

End 1350 

Method TBLASTX : Soybean 

End 786 

Score 281 



312. .575, 314. .571, 673.-786, 674. .784 



6166 
12991 
623 

"OJ990923_14.0228.C63.ol.np 
623 

5852084 
- 623. .783 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990923_14 .0228.C63 
Strand 

End 783 

Method AAT/NAP 

End 783 

Score 7 9 



6167 
12992 
1 

OJ990923_14 . 0228 . C64 . ol . np 
1 

6957729 
1..64, 609. .895 

(AC021640) putative tyrosyl-tRNA synthetase [Arabidopsis 
thaliana] 



Seq. ID OJ990923_14.0228.C64 

Strand + 

End 8 95 

Method AAT/NAP 

End 895 

Score 206 



Seq. No. 
Gene No. 
Start 



6167 

12992 

1 



Seq. ID OJ990923__14.0228.C64 
Strand + 
End 8 95 



6443 



Name 


OJ990923 14.0228.C64.ol 


.gs 


Method 


GENSCAN 








Start 


550 




End 


871 








GI 


none 




Score 


.79 








Exons 


550. .871 














Seq. No. 


6167 




Seq. ID 


OJ990923_ 


14. 


0228. 


C64 


Gene No. 


12992 




Strand 


+ 








Start 


1 




End 


895 








Name 


OJ990923 14.0228.C64.ol 


.gp 


Method 


: AAT/GAP 








Start 


551 




End 


895 








GI 


uC-osflM202066hl0bl 




Score 


670 








Exons 


551. .895 














GI Descrip. 


• 468064 9/gb | AAD27714 . 1 1 AF132939_1 9 . Oe- 


-11 (AF132939 


') CGI 


-04 




protein [Homo sapiens] 1 














Seq. No. 


6168 




Seq. ID 


OJ990923_ 


14. 


0228. 


C66 


Gene No. 


12993 




Strand 


- 








OLdlL 


1639 




End 


1760 








Name 


OJ990923 14.0228.C66.ol 


.np 


Method 


AAT/NAP 








Start 


1639 




End 


1760 








GI 


6498436 




Score 


162 








Exons 


x boy . . l / du 














GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


6169 




Seq. ID 


OJ990923_ 


14. 


0228. 


C67 


Gene No. 


12994 




Strand 


+ 








Start 


325 




End 


477 








Name 


OJ990923 14.0228.C67.ol 


.gs 


Method 


GENSCAN 








Start 


325 




End 


477 








GI 


none 




Score 


*"7 A 

. 74 








Exons 


325. .477 














Seq. No. 


6170 




Seq. ID 


OJ990923_ 


14. 


0228. 


C68 


Gene No. 


12995 




Strand 


+ 








OUail 


34 




End 


901 








Name 


OJ990923 14.0228.C68.ol 


.np 


Method 


AAT/NAP 








Start 


34 




End 


901 








GI 


5902448 




Score 


438 








Exons 


34. .901 














GI Descrip. 


(AB030283) orf3 [Oryza 


sativa^ 


1 










Seq. No. 


6170 




Seq. ID 


OJ990923_ 


14. 


0228. 


C68 


Gene No .• 


12995 




Strand 


+ 








Start 


34 




End 


901 








Name 


OJ990923 14.0228.C68.ol 


.gs 


Method 


GENSCAN 








Start 


88 




End 


548 








GI 


none 




Score 


.63 








Exons 


88. .339, 408. .548 














Seq. No. 


6171 




Seq. ID 


OJ990923_ 


14 . 


0228. 


C70 


Gene No. 


12996 




Strand 










Start 


445 




End 


850 








Name 


OJ990923 14.0228.C70.ol 


.gp 


Method 


AAT/GAP 








Start 


445 




End 


850 








GI 


none 




Score 


750 








Exons 


445. .850 















6444 




Seq. No. 


6172 






-Seq. ID 


OJ990923_14.0228 


.C71 


Gene No . 


i^y y / 






o rrana 


+ 




Start 


507 






End 


713 




Name 


OJ990923 


14 .0228.C71 


.ol .gs 


Method 


GENSCAN 




Start 


507 






End 


713 




GI 


none 






Score 


.49 




Exons 


507. .713 












Seq. No. 


6173 






Seq. ID 


OJ990923_14.0228 


.C72 


Gene No. . 


12998 






Strand 






Start 


1 






End 


811 




Name 


OJ990923 


14 .0228.C72 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


811 




GI 


none 






Score 


246 




Exons 


1..219, 2 


..226, 116. 


.223, 419 


..556, 419. .595, 523. .588, 






698. .769, 


699. .770, 


710. .769, 


721. .789, 


784. .810, 785.. 


811 



ru 



if 



Seq. No. 6173 Seq. ID OJ990923_14 . 0228 . C72 

Gene No. 12998 Strand 

Start ■ 1 End 811 

Name OJ990923_14 . 0228 . C72 . ol . gp Method AAT/GAP 

Start 1 End 712 

GI 696_1.R1084 Score 1005 

Exons 1..219, 337.. 712 

GI Descrip. 1 584 681/sp | Q07215 | 1A11_0RYSA 0.0e+00 

1-AMINOCYCLOPROPANE-l-CARBOXYLATE SYNTHASE 1 (ACC SYNTHASE 1) 
(S-ADENOSYL-L-METHIONINE METHYLTHIOADENOSINE-LYASE 1) >gi_294702 
(M96672) 1-aminocyclopropane-l-carboxylate synthase [Oryza 
sativa] ' 



Seq. No. 


6173 




Seq. ID 


OJ990923_14.0228. 


C72 


Gene No. 


12998 




Strand 






Start 


1 




End 


811 




Name 


OJ990923 14 


.0228.C72.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


582 




GI 


none 




Score 


239 




Exons 


1..219, 2.. 


247, 337. .483, 535 


. .582 






Seq. No. 


6173 




Seq. ID 


OJ990923_14.0228. 


C72 


Gene No. 


12998 




Strand 






Start 


1 




End 


811 




Name 


OJ990923 14 


.0228 .C72.ol. tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


582 




GI 


none 




Score 


192 




Exons 


1..219, 2.. 


160, 4. .210, 119.. 


223, 197. 


.247, 337. .453, . 44 


8. . 


Seq. No. 


6173 




Seq. ID 


OJ990923_14.0228. 


C72 


Gene No. 


12998 




Strand 






Start 


1 




End 


811 




Name 


OJ990923 14 


.0228.C72.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


582 




GI 


131388 




Score 


585 




Exons 


1..219, 337 


. .582 









GI Descrip. 



.582 



OXYGEN-EVOLVING ENHANCER PROTEIN 1 PRECURSOR (OEE1) (33 KD 
SUBUNIT OF OXYGEN EVOLVING SYSTEM OF PHOTOSYSTEM II) (33 KD 
THYLAKOID MEMBRANE PROTEIN) gi | 100831 | pir | | SI 62 60 photosystem II 
oxygen-evolving complex protein 1 - common wheat x Sanduri wheat 



6445 



gi I 21844 | emb I CAA40670 | (X57408) 33kDa oxygen evolving protein 
of photosystem II [Triticum aestivum] 



Seq. No. 6173 Seq. ID 

Gene No. 12998 Strand 

Start 1 End 

Name OJ990923_14 . 0228 .C72 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16.. 219, 337.. 582 



OJ990923_14.0228.C72 
811 

GEN SCAN 

582 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6174 Seq. ID 

12999 Strand 

1 End 

OJ990923_14.0228.C73.ol.np Method 

1 End 

4929312 Score 
1..23, 1166. .1411 

(AF145045) TATC [Arabidopsis thaliana] 

6174 Seq. ID 

12999 Strand 

1 End 

OJ990923_14.0228.C73.ol.gs Method 

395 ■ End 

none Score 
395. .542, 1136. .1362 



OJ990923_14.0228.C73 
+ 

1411 
AAT/NAP 
1411 
292 



OJ990923_14.0228.C73 
+ 

1411 
GEN SCAN 
1362 
.61 



Seq. No. 6174 Seq. ID 

Gene No. 12999 Strand 

Start 1 End 

Name OJ990923_14 . 0228 . C73 . ol . gp Method 

Start 1135 End 

GI none Score 

Exons 1135.. 1264 



OJ990923_14.0228.C73 
+ 

1411 
AAT/GAP 
1264 
232 



Seq. No. 6174 Seq. ID 

Gene No. 13000 Strand 

Start 1320 End 

Name OJ990923_14 . 0228 . C73 . ol . tm Method 

Start 1168 .End 

GI none Score 

Exons 1168.. 1410, 1171.. 1410 



OJ990923_14.0228.C73 
1411 

TBLASTX: Maize 

1410 

370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



6174 Seq. ID OJ990923_14 . 0228 . C73 

13000 Strand 

1320 End 1411 

OJ990923_14 . 0228 .C73 . o2 . gp Method AAT/GAP 

1320 End 1411 

1191_1.R1084 Score 115 

1320. .1411 

, 4929312/gb|AAD33946.1|AF145045_l 1.0e-71 (AF145045) TATC 
[Arabidopsis thaliana] 1 



6175 

13001 

1 



Seq. ID OJ990923_14.0228.C74 
Strand + 
End - 514 



6446 



Name 


OJ990923 14.0228.C74/ol.np 


Method 


AAT/NAP 




Start 


1 


End 


514 




GI 


4929312 


* Score 


296 




Exons 


1..92, 303.. 514 








GI Descrip. 


(AF145045) TATC [Arabidopsis 


thaliana] 






Seq. No. 


6175 


Seq. ID 


OJ990923_14.0228 


.C74 


Gene No. 


13002 


Strand 






Start 


279 


End 


610 




Name 


OJ990923 14.0228.C74.ol.gp 


Method 


AAT/GAP 




Start 


279 


End 


610 




GI 


1191 1.R1084 


Score 


558 




Exons 


279. .610 








GI Descrip. 


'4929312/gb|AAD33946.1|AF145045 1 1 . Oe- 


-71 (AF145045) TATC 




[Arabidopsis thaliana] ' 








Seq. No. 


6175 


Seq. ID 


OJ990923_14.0228 


.C74 




13002 


Strand 


- 




Start 


279 


End 


610 




Name 


O.TQQOQ?^ 1 A H99R CIA ol rrq 


Mp-i-hnH 


VJ £j IN O ^xiiN 




Start 


323 


End 


472 




GI 1 


none 


Score 


.48 




Exons 


323. .472 








Seq. No. 


6175 


Seq. ID 


OJ990923_14.0228 


.C74 




13002 


Strand 


- 




Start 


279 


End 


610 




Name 




ruts L.11UL1 


TRT.A^TX • Ma -i 7P 

1 DiinO i. /\ . 1*1 Cl _L c 




Start 


348 


End 


523 




GI 


none 


Score 


58 




Exons 


348. .383, 349. .513, 356. .523 








Seq. No. 


6176 


Seq. ID 


OJ990923_14.0228 


.C76 


Gene No 


13003 


Strand 


+ 




Start 


45 


End 


253 




Name 


OJ990923 14.0228.C76.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


253 




GI 


none 


Score 


.75 




Exons 


45. .253 








Seq. No. 


6177 


Seq. ID 


OJ990923_14.0228 


.C78 


Gpne No 


13004 


Strand 






Start 


391 


End 


1633 




Name 


OJ990923 14.0228.C78.ol.gs 


Method 


GENSCAN 




Start 


391 


End 


1299 




GI 


none 


Score 


.61 




Exons 


391.. 1299 








Seq. No. 


6177 


Seq. ID 


OJ990923_14.0228 


.C78 


Gene No. 


13004 


Strand 






Start 


391 


End 


1633 




Name 


OJ990923 14.0228.C78.ol.np 


Method 


AAT/NAP 




Start 


410 


End 


1633 




GI 


6016874 


Score 


425 





Exons 410.. 763, 998.. 1154, 1542.. 1633 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D2507 6 (R3116 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 



6447 



transposase. (P03010) [Oryza sativa] 



Seq. No. 6177 Seq. ID 

Gene No. 13004 Strand 

Start 391 End 

Name OJ990923JL4 . 0228 . C78 . ol . tm Method 

Start 460 End 

GI none Score 

Exons 460.. 705, 461.. 709 



OJ990923_14.0228.C78 
1633 

TBLASTX: Maize 
.709 
242 



Seq. No. 6177 Seq. ID 

Gene No. 13004 Strand 

Start 391 End 

Name OJ990923_14 . 0228 . C78 . ol . ts Method 

Start 4 91 End 

GI none Score 

Exons 491.. 694, 493.. 699, 1135.. 1242 



OJ990923_14.0228.C78 
1633 

TBLASTX : Soybean 

1242 

90 





Seq. No. 


6177 


Seq. ID 


OJ990923_14.0228.C78 




Gene No. 


13004 


Strand 






Start 


391 


End 


1633 




Name 


OJ990923 14.0228.C78.o3.tm 


Method 


TBLASTX: Maize 




Start 


921 


End 


1288 




GI 


none 


Score 


38 




Exons 


921. .1031, 935. .1267, 940. .1287, 1082., 


.1288, 1084. .1269 


m 


Seq. No. 


6177 


Seq. ID 


OJ990923_14.0228.C78 




Gene No. 


13004 


Strand 






Start 


391 


End 


1633 




Name 


OJ990923 14.0228.C78.o2.tm 


Method 


TBLASTX: Maize 




Start 


1325 


End 


1611 


ry 


GI 


none 


Score 


83 




Exons 


1325. .1423, 1327. .1440, 1327. 


..1425, 1429. .1596, 1430. .1609, 






1432. .1611 






H 


Seq. No. 


6178 


Seq. ID 


OJ990923_14.0228.C79 


I'* 


Gene No. 


13005 . 


Strand 






Start . 


1 


End 


1732 




Name 


OJ990923 14.0228.C79.ol.np 


Method 


AAT/NAP 


1, J 


Start 


1 


End 


1732 




GI 


6016874 


Score 


196 




Exons 


1..81, 646. .901, 1539. .1732 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to ; 






region of the predicted gene. 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 





Seq. No. 6178 

Gene No. 13006 

Start 6702 

Name OJ990923_14 . 0228 .C7 9. o2 . tm 

Start 434 

GI none 
Exons 



Seq. ID OJ990923_14.0228.C79 
Strand 

End 8376 

Method TBLASTX: Maize 

End 820 

Score 64 



434. .472, 465. .533, 467. .529, 470. .571, 545. .619, 566. .820, 
598. .819, 626. .820 



Seq. No. 
Gene No. 



6178 
13006 



Seq. ID OJ990923_14.0228.C79 
Strand 



6448 



Start 


6702 








End 


8376 


Name 


OJ990923 14 


.0228 


.C79.o2 


.gs ' 


Method 


GENSCAN 


Start 


6702 








End 


7629 


GI 


none 








Score 


.99 


Exons 


6702. .6995, 


7084 


. .7433, 


7551. 


.7629 




Seq. No. 


6178 








Seq. ID 


OJ990923 


Gene No. 


13006 








Strand 




Start 


6702 








End 


8376 


Name 


OJ990923 14 


.0228 


.C79.o2 


.np 


Method 


AAT/NAP 


Start 


6719 








End 


8376 


GI 


4218004 








Score 


274 


Exons 


6719. .6876, 


6914 


. .6995, 


7084. 


.7428, 8296.-8376 



GI Descrip. (AC006135) .putative homeodomain transcription factor 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
iLJ Start 
□ Name 
i\i Start 

* b= * Exons 

ru 

a Seq. No. 

£1 Gene No. 

v] Start 

: ~f Name 

|s f Start 

hi GI 

i!3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6178 

13006 

6702 

OJ990923_14.0228.C79.ol.tm 

6933 

none 



6178 

13006 

6702 

OJ990923_14.0228.C79.ol.ts 

7081 

none 

7081. .7329, 7175. .7249 

6178 

13006 

6702 

OJ990923_14.0228.C7 9.ol.tc 

7120 

none 

7120.. 7329, 7175.. 7228 

6178 
13006 - 
6702 

OJ990923_14 . 0228 . C79 . ol . tw 

7129 

none 

7129. .7329, 7175. .7252 

6178 

13006 

6702 

OJ990923_14.0228.C79.ol.gp 

7551 

2311279 

7551. .7833 



Seq. ID OJ990923_14.0228.C79 
Strand 

End 8376 

Method TBLASTX: Maize 

End 7329 

Score 64 



6933. .7004, 7067. .7258, 7081. .7329 



Seq. ID OJ990923_14.0228.C79 
Strand 

End 8376 

Method TBLASTX : Soybean 

End 7329 

Score 65 



Seq. ID OJ990923_14.0228.C79 
Strand 

End 8376 

Method TBLASTX: Cress 

End 7329 

Score 74 



Seq. ID OJ990923_14.0228.C79 
Strand 

End 8376 

Method TBLASTX : Wheat 

End 7329 

Score 7 6 



Seq. ID OJ990923_14.0228.C79 
Strand 

End 8376 

Method AAT/GAP 

End 7833 

Score 4 98 



Seq. No. 



6179 



Seq. ID OJ990923_14 .0228.C80 



6449 



Gene No. 13007 Strand + 

Start 2017 End 2423 

Name OJ990923_14 . 0228 . C80 . o2 . gp Method AAT/GAP 

Start 2017 End 2423 

GI LIB3432-059-P1-K1-D8 Score 702 

Exons 2017.. 2423 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 6180 

Gene No. 13008 

Start 23 

Name OJ990903_13 . 0225 . CI . ol . gs 

Start 23 

GI none 

Exons 23.. 118 



Seq. ID OJ990903_13.0225.C1 

Strand 

End 118 

Method GENSCAN 

End 118 

Score . 55 



Seq. No. 6180 

Gene No. 13009 

Start 109 

Name OJ990903__13 . 0225. CI .ol .gp 

Start 109 

GI 21474JL.R1084 

Exons 109.. 256 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990903_13.0225.C1 
Strand 

256 

AAT/GAP 
256 
232 



End 

Method 

End 

Score 



Seq. No. 6181 

Gene No. 13010 

Start 1 

Name OJ990903_13 . 0225 . C2 . ol . gp 

Start 1 

GI none 

Exons 1..256, 675.. 857, 958.. 1020 

Seq. No. 6181 

Gene No. 13010 

Start 1 

Name OJ990903_13 . 0225 . C2 . ol . gs 

Start 85 

GI none 

Exons 85.. 256, 675.. 857, 958..101E 



Seq. ID . OJ990903_13.0225.C2 
Strand 

End 1020 
Method AAT/GAP 
End 1020 
Score 934 



Seq. ID OJ990903_13.0225.C2 
Strand 

End 1020 

Method GENSCAN 

End 1018 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6181 

13010 

1 

OJ990903_13.0225.C2.ol.tm 

164 

none 



Seq. ID OJ990903_13.0225.C2 
Strand 

End 1020 

Method TBLASTX : Mai ze 

End 866 

Score 139 



164. .256, 164. .259, 165. .272, 674. .703, 679. .699, 710. .811, 
710. .859, 723. .866 



Seq. No. 6182 

Gene No. 13011 

Start 1 

Name OJ990903_13 . 0225 . C4 . ol . np 

Start . 1 



Seq. ID OJ990903_13.0225.C4 

Strand + 

End. 965 

Method AAT/NAP 

End 942 



6450 



GI 


6437558 


Score 


332 


Exons 


1..249, 850. .942 






GI Descrip. 


(AC011623) putative ATPase 


(ISW2-like) 


[Arabidopsis thai 


Seq. No. 


6182 


Seq. ID 


OJ990903_13. 0225.1 


C ana XI f\ 


i t 

lJUli 


otianu 


4. 


Start 


1 


End 


965 


Name 


OJ990903 13.0225.C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


19 


End 


249 


GI 


none 


Score 


200 


Exons 


19. .150, 28. .159, 142. .249, 


153. .176 


- 


Seq. No. 


6182 


Seq. ID 


OJ990903_13.0225.< 


bene ino . 




Strand 


+ 


Start 


1 


End 


965 


Name 


OJ990903 13.0225.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


19 


End 


965 


GI 


none 


Score 


383 


Exons 


19. .183, 28. .249, 35. ,241, 


841. .960, 849. .965, 856. .960 


Seq. No. 


6182 








i i 


Of- -r-a n H 




Start 


1 




J O D 


Name 


OJ990903 13.0225.C4 .ol.ts 


rue triuu 


TRT AQTY • ^nuhpan 
i d J-irio i a . ooyx-?ecixi 


Start 


27 


Hi 11 Li 


9 A Q 


GI 


none 


Score 


1 91 


Exons 


27. .173, 28. .249, 37. .177, 


39. .182 




Seq. No. 


6182 


Seq. ID 


OJ990903_13.0225.< 


bene lno . 


1JU11 


Strand 


+ 


Start 


1 


End 


965 


Name 


OJ990903 13.0225.C4.ol.gs 


Method 


GENSCAN 


Start 


40 


End 


960 


GI 


none 


Score 


.99 


Exons 


40. .249, 850. .960 






Seq. No. 


6183 


Seq. ID 


OJ990903_13.0225.< 


bene lno . 


i 9 

IjU . 


Strand 


+ 


Start 


196 


End 


735 


Name 


OJ990903 13.0225.C6.ol.gs 


Method 


GENSCAN 


Start 


196 


End 


735 


GI 


none 


Score 


.99 


Exons 


196. .735 






Seq. No. 


6183 


Seq. ID 


OJ990903_13.0225." 


Gene No. 


13012 


Strand 


+ 


Of arl" 
O Ldl L. 


196 


End 


735 


Name 


OJ990903 13.0225.C6.ol.np 


Method 


AAT/NAP 


Start 


218 


End 


468 


GI 


6957706 


Score 


133 


Exons 


218. .468 






GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


6184 


Seq. ID 


OJ990903_13. 0225J 


Gene No. 


13013 


Strand 


+ 


Start 


1 


End 


658 


Name 


OJ990903 13.0225.C7.ol.np 


Method 


AAT/NAP 
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Start 
GI 

Exons 

GI Descrip. 



End 
Score 



658 
735 



6815062 
1..30, 96.-383, 477. .658 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



* s - • 

I 37 



ry 



Seq... No. 


6184 






Seq. ID 


OJ990903_13.0225 


.C7 


Gene No. 


13013 






Strand 


+ 




Start 


1 






End 


658 




Name 


OJ990903 


13. 0225. C7 


.ol ,gs 


Method 


GENSCAN 




Start 


103 






End 


373 




GI 


none 






Score 


.87 




Exons 


103. .373 












Seq. No. 


6184 






Seq. ID 


OJ990903_13.0225 


.C7 


Gene No. 


13013 






Strand 


+ 




Start 


1 






End 


658 




Name 


OJ990903 


13. 0225. C7 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


211 






End 


588 




GI 


none 






Score 


218 




Exons 


211. .396, 


213. .389, 


481. .564, 


559. .588 






Seq. No- 


6185 






Seq. ID 


OJ990903_13.0225 


.C8 


Gene No. 


N " 13014 






Strand 


+ 




Start 


1 






End 


354 




Name 


OJ990903 


13. 0225. C8 


. ol.np 


Method 


AAT/NAP 




Start 


1 






End 


354 




GI 


6815062 






Score 


299 





Exons 

GI Descrip. 



Q Seq. No. 

! :j Gene No. 

ii Start 

' H Name 

l \i Start 

U GI 

Q Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..36, 136. .354 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



6186 

13015 

334 

OJ990903JL3.0225.C9.ol.gs 

334 

none 

334. .587, 669. .761 

6187 

13016 

1274 

OJ990903_13. 0225. C10. ol.gs 

1274 

none 

1274. .1353, 1548. .1674 

6188 

13017 

1 

OJ990903_13. 0225. Cll. ol.np 
1 

5903104 

1..81, 379. .1256, 1377. .1454 



Seq. ID OJ990903_13.0225.C9 
Strand 

End 7 61 

Method GENSCAN 

End 7 61 

Score .78 



Seq. ID OJ990903_13. 0225. C10 
Strand 

End 1674 

Method' GENSCAN 

End 167 4 

Score .56 



Seq. ID OJ990903JL3. 0225. Cll 

Strand + 

End 1454 

Method AAT/NAP 

End 1454 

Score 489 



6452 




GI Descrip. (AC008017) Highly similar to non int'e-r mediate filament IFA 
binding protein [Arabidopsis thaliana] 

gi|6598866|gb|AAF18720.1|AC010556_16 (AC010556) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 


6188 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 








Strand 


+ 




Start 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


.ol 


. gs 


Method 


GENSCAN" 




art 


49 








End 


1414 




GI 


none 








Score 


.58 




Exons 


49. .1272, 


1375. .1414 












Seq. No. 


6188 " 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 








Strand 


+ 




Start 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


. o3 


. tm 


Method 


TBLASTX: Maize 




Cfarf 


151 








End 


447 




GI 


none 








Score 


301 




Exbns 


151. .252, 


153. .443, 


154 


. .447 


, 352.. 444 






Seq. No. 


6188 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 








Strand 


+ 




Start ; - 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


.ol 


. tm 


Method 


TBLASTX: Maize 




J Lax L. 


448 

*4 *i O 








End 


718 




GI 


none 








Score 


353 




Exons 


448. .717, 


454. .600, 


486 


. .716 


, 590.. 718 






Seq. No. 


6188 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 








Strand 


+ 




Start 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


477 








End 


777 




GI 


none 








Score 


369 




Exons 


477. .776, 


481. .777 












Seq. No. 


6188 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 








Strand 


+ 




Start 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


.ol 


.tc 


Method 


TBLASTX: Cress 




Cfarf 
OLoi L 












771 




GI 


none 








Score 


66 




Exons 


481. .552, 


561. .698, 


562 


. .771 








Seq. No. 


6188 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 . 








Strand 


+ 




Start 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


919 








End 


1248 




GI 


none 








Score 


323 




Exons 


919. .1248 


, 937. .1167 


, 1094.. 


1207 






Seq. No. 


6188 








Seq. ID 


OJ990903_13.0225 


.Cll 


Gene No. 


13017 








Strand 


+ 




Start 


1 








End 


1454 




Name 


OJ990903 


13.0225.C11 


.o2 


.tc 


Method 


TBLASTX: Cress 
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Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



919 
none 

919. .1146, 931. .1146 

6188 

13017 

1 

OJ990903_13.0225.Cll.o2.tm 

961 

none 



End 
Score 



1146 
216 



Seq. ID OJ990903_13.0225.C11 
Strand 
End 

Method 
End 
Score 



+ 

1454 

TBLASTX: Maize 

1430 

50 



961. .999, 976. .1008, 1003. .1164, 1006. .1227, 1016. .1222, 
1221. .1274, 1228. .1254, 1232. .1282, 1392. .1430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6189 Seq. ID 

13018 Strand 
286 End 
OJ990903_13 . 0225 . C14 . ol . gs Method 
286 End 
none Score 
286. .372, .1073. .1348, 1789. .1875 

6190 Seq. ID 

13019 Strand 
127 End 
OJ990903_13 . 0225 . C16 . ol . gs Method 
127 End 
none Score 
127. .468 



OJ990903_13.0225.C14 
+ 

1875 
GEN SCAN 
1875' 
.63 



OJ990903 13.0225.C16 



468 

GEN SCAN 

468 

.69 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6191 . Seq. ID 

13020 Strand 

153 End 
OJ990903_13 . 0225 . C19 . ol . gs Method 

153 End 

none Score 

153. .336, 728. .1296 



OJ990903_13.0225.C19 
+ 

1296 
GEN SCAN 
1296 
.83 



6192 
13021 
1 

OJ990903_13.0225.C20.ol, np 
1 

6907106 
1. .276 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_ 
+ 

1128 
AAT/NAP 
276 
218 



13.0225.C20 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6192 
13021 
1 

OJ990903_13.0225.C20.ol.gs 
27 

none 

27. .143, 294. .366, 772. .939, 1018. .1128 



Seq. ID OJ990903_13.0225.C20 

Strand + 

End 1128 

Method GEN SCAN 

End 1128 

Score .76 



6192 
13021 



Seq. ID OJ990903_13.0225.C20 
Strand + 



6454 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



1128 
AAT/GAP 
494 
324 



OJ990903JL3 . 0225 . C20 . ol . gp 
152 

15591_1.R1084 
152. .172, 264. .494 

, 5257255/dbj I AP000364.il AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 • 



6193 Seq. ID 

13022 Strand 
1 End 
OJ990903_13.0225.C23.ol.gp Method 
1 End 
29916_1.R1084 Score 
1. .375 

'4314378/gb|AAD15588| 2.0e-65 (AC006232) putative lipase 
[Arabidopsis thaliana] >gi_5306262_gb_AAD41994 . 1_AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] ' 



OJ990903_13.0225.C23 
+ 

375 

AAT/GAP 

375 

730 



6193 Seq. ID 

13022 Strand 

1 End 
OJ990903_13 . 0225 . C23 . ol . gs Method 

243 End 

none Score 
243. .323 



OJ990903_13.0225.C23 
+ 

375 

GEN SCAN 

323 

.71 



Seq. No. 6194 Seq. ID OJ990903_13 . 0225 . C24 

Gene No. 13023 Strand + <: 

Start 618 End 1124 

Name OJ990903_13 . 0225 .C24 . ol . gp Method AAT/GAP 

Start 618 End 1124 

GI 29916_1.R1084 Score 976 

Exons 618. .1124 

GI Descrip. • 4314378/gb | AAD15588 | 2.0e-65 (AC006232) putative lipase 

[Arabidopsis thaliana] >gi_5306262_gb_AAD41994 . 1_AC006233_5 
(AC006233) putative lipase [Arabidopsis thaliana] ' 





Seq. No. 


6194 


Seq. ID 


OJ990903_ 


1 


Gene. No. 


13023 


Strand 


+ 




Start 


618 


End 


1124 


. Name 


OJ990903 13.0225.C24 


.ol.np Method 


AAT/NAP 




Start 


618 


End 


924 




GI 


6691210 


Score 


114 




Exons 


618. .924 








GI Descrip. 


(AC007508) F1K23.15 


[Arabidopsis thaliana] 




Seq. No. 


6194 


Seq. ID 


OJ990.903_ 




Gene No. 


13024 


Strand 






Start 


167 


End 


1010 




Name 


OJ990903 13.0225.C24 


.ol.gs Method 


GENSCAN 




Start 


167 


End 


902 




GI 


none 


Score 


.41 




Exons 


167. .338, 770. .902 








Seq. No. 


6194 


Seq. ID 


OJ990903_ 




Gene No. 


13024 


Strand 





6455 



ru 



Start 


167 




End 


1010 


Name 


OJ990903_13.0225.C24.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


616 




End 


957 


GI 


none 




Score 


373 


Exons 


616. .852, 617. .853, 639 


. .887, 


639. .866, 


905. . 949, 906. .944, 




907 . . 957, 907 . . 948 








Seq. No. 


6194 




Seq. ID 


OJ990903_13. 0225.C24 


Gene No. 


13024 




Strand 




Start 


167 




End 


1010 


Name 


OJ990903_13.0225.C24.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


616 




End 


1010 


GI 


none 




Score 


435 


Exons 


616. .882, 617. .883, 617 


. .883, 


618. .884, 


886. . 945, 889. .999, 




915. . 1010, 946. . 999 








Seq. No. 


6194 




Seq. ID 


OJ990903_13. 0225.C24 


Gene No. 


13024 




Strand ' 




Start 


167 




End 


1010 


Name 


OJ990903 13.0225.C24.ol 


-ts 


Method 


TBLASTX : Soybean 


Start 


617 




End 


838 


GI 


none 




Score 


41 


Exons 


617. .661, 680. .838, 682 


. .834 






Seq. No. 


6195 




Seq. ID 


OJ990903_13. 0225.C25 


Gene No . 


13025 




Strand 


+ 


Start 


1 




End 


481 


Name 


OJ990903 13 . 0225 .C25 .ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


481 


GI 


6630699 




Score 


68 


Exons 


1..28, 405. .481 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi | 6721536 | dbj | BAA89566 


.11 (AP001073) hypothetical protein 




[Oryza sativa] 








Seq. No. 


6195 




Seq. ID 


OJ990903_13.0225.C25 


Gene No. 


13026 




Strand 


+ 


Start 


607 




End 


1033 


Name 


OJ990903_13.0225.C25.o2 


.np 


Method 


AAT/NAP 


Start 


607 


End 


1033 


GI 


6539570 




Score 


183 


Exons 


607- . .'804, 962. .1033 








GI Descrip. . 


(AP000836.) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


6195 




Seq. ID 


OJ990903_13.0225.C25 


Gene No. 


13026 




Strand 


+ 


Start 


607 




End 


1033 


Name 


OJ990903 13.0225.C25.ol 


.gs 


Method 


GENSCAN 


Start 


649 


End 


791 


GI 


none 




Score 


.8 


Exons 


649. .791 








Seq. No. 


6195 




Seq. ID 


OJ990903_13.0225.C25 


Gene No. 


13027 




Strand 




Start 


1752 




End 


2083 


Name 


OJ990903 13.0225.C25.o2 


.gs 


Method 


GENSCAN 


Start 


1752 




End 


2083 



6456 




GI 


none 


Score 


.72 






Exons 


1752.. 1926, 1932.. 2083 










Seq. No. 


6196 


Seq. ID 


OJ990903_ 


13.0225 


.C28 




13028 










Start 


572 


End 


647 






Name 


OJ990903 13.0225.C28.ol.gs 


Method 


GENSCAN 






Start 


572 


End 


647 






GI 


none 


Score 


.92 






Exons 


572. .647 










Seq. No. 


6197 


Seq. ID 


OJ990903_ 


13.0225 


.C29 


Gene No. 


13029 


Strand 


+ 






Start 


318 


End 


441 






Name 


OJ990903 13.0225.C29.ol.gp 


Method 


AAT/GAP 






Start 


318 


End 


441 






GI 


25490 1.R1084 


Score 


193 






Exons 


318. .441 










GI Descrip. 


•3327957 8.0e-10 (AF060490) TLS-associated protein TASR 


-2 [Mus 




musculus] >gi 3327976 (AF067730) TLS-associated 


protein 


TASR- 2 




[Homo sapiens] ' 










Seq. No. 


6197 


Seq. ID 


OJ990903_ 


13.0225 


.C29 


Conp No 


13030 


Strand 








Start 


147 


End 


709 






Name 


OJ990903 13.0225.C29.ol.gs 


Method 


GENSCAN 






Start 


147 


End 


709 






GI 


none 


Score 


.6 






Exons 


147. .216, 371. .514, 666. .709 










Seq. No. 


6198 


Seq. ID 


OJ990903_ 


13.0225 


.C30 


npnp Wo 


13031 


Strand 


+ 






Start 


6142 


End 


7564 






Name 


OJ990903 13.0225.C30.o3.gs 


Method 


GENSCAN 






Start 


6142 


End 


7564 






GI 


none 


Score 


. 67 






Exons 


6142. .6996, 7010. .7564 










Seq. No. 


6198 


Seq. ID 


OJ990903_ 


13.0225 


.C30 


Gene No. 


13031 


Strand 


+ 






Start 


6142 


End 


7564 






Name 


OJ990903 13.0225.C30.o2.np 


Method 


AAT/NAP 






Start 


6145 


End 


7434 






GI 


6633841 


Score 


674 






Exons 


6145.. 6837, 6931.. 7434 










GI Descrip. 


(AC008047) F2K11.25 [Arabidopsis thaliana] 






Seq. No. 


6198 


Seq. ID 


OJ990903_ 


13.0225 


.C30 


Gene No. 


13032 


Strand 








Start 


1 


End 


3880 






Name 


OJ990903 13.0225.C30.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3880 






GI 


6437558 . 


Score 


2263 






Exons 


1..80, 166. .385, 591. .664, 74! 


3. . 1029, 


1121. . 1255 


, 1387. 


.1608, 




1695.. 1874, 1971. .2068, 2188. 


.2300, 2822. .2925, 


3066. .3176, 



3661. .3880 

GI Descrip. (AC011623) putative ATPase (ISW2-like) [Arabidopsis thaliana] 



6457 



:5 

u 

5.1 
: =• 

C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



[J Seq. No. 

Gene No. 
| s y Start 
\[j Name 
fjl Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6198 Seq. ID 

13032 Strand 

1 End 

OJ990903_13 . 0225 . C30 . ol . tc Method 

1 End 

none Score 



OJ990903_13.0225.C30 
3880 

TBLASTX: Cress 

681 

48 



1..81, 2. .79, 3. .92, 162. .254, 163. .255, 165. .254, 233. .388, 
234. .386, 239. .388, 580. .681 



6198 

13032 

1 

OJ990903_13.0225.C30.ol.tm 
2 

none 

2. .82, 2. .79, 6. .92, 162. .230, 
234. .389, 235. .393, 580. .666, 
746. .790, 751. .792, 785. .1006, 
1118.. 1261, 1120.. 1257, 1358.. 
1378. .1611, 1448. .1609, 1688.. 
1699. .1875, 1699. .1875, 1971.. 
2182. .2301, 2186. .2302, 2187.. 
2821.. 2925, 2822.. 2926, 3068.. 



Seq. ID OJ990903_13.0225.C30 
Strand 

End 3880 

Method TBLASTX : Mai ze 

End 3185 

Score 114 

163. .255, 165. .278, 233. .388, 
586. .669, 588. .680, 745. .792, 

792. .1031, 793. .1032, 794. .1030, 
1402, 1362.. 1607, 1378.. 1608, 
1873, 1695. .1874, 1695. .1874, 
2063, 1971.. 2066, 1972.. 2067, 
2303, 2820. .2924, 2821. .2925, 
3166, 3147. .3185 



6198 
13032 
1 

OJ990903_13.0225.C30.ol.ts 
2 

none 



Seq. ID OJ990903_13.0225.C30 
Strand 

3880 

TBLASTX: Soybean 
2926 
92 



End 

Method 
End 
Score 

2. .91, 2. .79, 162. .227, 163. .255, 165. .278, 233. .388, 234. .389, 
239. .391, 241. .393, 580. .681, 584. .661, 588. .671, 746. .790, 
792. .1031, 793. .1032, 794. .1030, 800. .1048, 810. .1031, 
1105. .1257, 1118. .1261, 1157. .1261, 1357. .1572, 1359. .1574, 
1363. .1611, 1448. .1603, 1695. .1874, 1696. .1839, 1971. .2066, 
1972.. 2067, 2186.. 2224, 2276.. 2302, 2833.-2925, 2846.. 2926, 
2855.. 2926 



6198 

13032 

1 

OJ990903_13.0225.C30.ol.gs 

166 

none 



Seq. ID OJ990903_13.0225.C30 
Strand 

End 3880 

Method GENS CAN 

End 3858 

Score .79 



166. .228, 252. .385, 772. .1056, 1121. .1255, 1387. .1608, 
1695. .1874, 1971. .2068, 2188. .2300, 2822.-2925, 3066. .3188, 
3523.-3858 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6198 Seq. ID 

13032 Strand 

1 End 

OJ990903_13 . 0225 . C30 . o2 . tc Method 

767 End 

none Score 



OJ990903_13 . 0225 . C30 
3880 

TBLASTX: Cress 

1527 

95 



767.-883, 790. .906, 792. .902, 793. .969, 794. .913, 913. .1032, 
917. .1030, 917. .1051, 987. .1031, 1105. .1185, 1118. .1237, 



6458 








1155.. 1232, 


1160. 


.1237, 


1393. 


. 1527 






Seq. No. 


6198 








Seq. ID 


OJ990903_13. 0225.C30 




Gene No. 


13033 








Strand 






Start 


6172 








End 


7435 




Name 


OJ990903_13. 


0225. 


C30.O2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6172 








End 


6954 




GI 


none 








Score 


93 




Exons 


6172. . 6291, 


6250. 


.6330, 


6294 . 


.6428, 6340.. 6429, 6432.. 6539, 






6433. .6540, 


6594 . 


.6728, 


6601. 


.6858, 6883..69S4 




Seq. No. 


6198 








Seq. ID 


OJ990903_13.0225.C30 




Gene No. 


13033 








Strand 






Start 


6172 








End 


7435 




Name 


OJ990903 13. 


0225. 


C30.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6172 








End 


6567 




GI 


none 








Score 


143 




Exons 


6172. . 6561, " 


6173. 


. 6373, 


6175. 


.6567, 6264.. 6566 




Seq. No. 


6198 








Seq. ID 


OJ990903_13.0225.C30 




Gene No. 


13033 








Strand 






Start 


6172 








End 


7435 




Name 


OJ990903 13. 


0225. 


C30.o2 


. tm 


Method 


TBLASTX: Maize 


i : 


Start 


6586 








End 


7435 


'.3 


GI 


none 








Score 


209 


-Ft 


Exons 


6586. .6780, 


6625. 


.6858> 


6879. 


.6974, 6904.. 7005, 7007.. 7270, 


i e ;S 

i y 




7018. .7347, 


7295. 


.7435 










Seq. No. 


6198 








Seq. ID 


OJ990903_13.0225.C30 




Gene No. 


13033 








Strand 




J 3 


Start 


6172 








End 


7435 


r L| 


Name 


OJ990903 13. 


0225. 


C30.O4 


.tc 


Method 


TBLASTX: Cress 




Start 


6670 








End 


6972 


.„ 


GI 


none 








Score 


183 


'< J 


Exons 


6670. .6861, 


6811. 


. 6972 








|. ri- 


Seq. No. 


6198 








Seq. ID 


OJ990903_13.0225.C30 




Gene No. 


13033 








Strand 






Start 


6172 








End 


7435 


C3- 


Name 


OJ990903 13. 


0225. 


C30.o3 


. ts' 


Method 


TBLASTX : Soybean 


:* 1 
'scr 


Start 


6958 








End 


7417 




GI 


none 








Score 


46 




Exons 


6958. .7005, 


7003. 


.7098, 


7010. 


.7276, 7132.. 7272, 7319.. 7417 




Seq. No. 


6198 








Seq. ID 


OJ990903_13.0225.C30 




Gene No. 


13033 








Strand 






Start 


6172 








End 


7435 




Name 


OJ990903 13. 


0225. 


C30.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


7063 








End 


7435 




GI 


none 








Score 


177 




Exons 


7063. .7110, 


7064. 


.7273, 


7132. 


.7266, 731 


.6. .7435 




Seq. No. 


6199 








Seq. ID 


OJ990903_13.0225.C31 




Gene No. 


13034 








Strand 


+ 




Start 


* 1 








End 


888 




Name 


OJ990903 13. 


0225. 


C31.ol 


.np 


Method * 


AAT/NAP 




Start 


1 








End 


888 



6459 




GI 


5042454 


Score 


193 








Exons 


1..73, 315. .482, 828. .888 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


6199 


Seq. ID 


OJ990903_ 


13. 


0225 


.C31 


Gene No. 


13035 


Strand 


+ 








Start 


8097 


End 


8758 








Name 


OJ990903 13.0225.C31.o2.gs 


Method 


GENSCAN 








Start 


8097 


End 


8758 








GI 


none 


Score 


.53 








Exons 


8097. .8202, 8595..8758 












Seq. No. 


6199 


Seq. ID 


OJ990903_ 


13. 


0225 


.C31 


Gene No. 


13036 


Strand 


+ 








Start 


10281 


End 


11222 








Name 


OJ990903 13.0225.C31.o3.gs 


Method 


GENSCAN 








Start 


10281 ~ 


End 


11222 








GI 


none 


Score 


. 47 








Exons 


10281. .10307, 10647. .11222 












Seq. No. 


6199 


Seq. ID 


OJ990903_ 


13. 


0225 


.C31 


Gene No. 


13037 


Strand 


+ 








Start 


11184 


End 


11325 








Name 


OJ990903 13.0225.C31.ol.gp 


Method 


AAT/GAP 








Start 


11184 


End 


11325 








GI 


21474 1.R1084 


Score 


219 








Exons 


11184. .11325 













" s jj GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 



thaliana] 1 



J 



Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 


Gene No. 


13038 


Strand 






Start 


6502 


End 


17017 




Name 


OJ990903 13.0225.C31.o2.np 


Method 


AAT/NAP 




Start 


6502 


End 


15333 




GI 


4680204 


Score 


1047 




Exons 


6502.. 6539, 11675 .. 11774 , 


12125. .12344 


, 12441. .12614, 






12724. .13822, 13897. .15333 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 


Gene No. 


13038 


Strand 






Start 


6502 


End 


17017 




Name 


OJ990903 13.0225.C31.ol.tc 


Method 


TBLASTX: Cress 




Start 


10815 


End 


11039 




GI 


none 


Score 


190 




Exons 


10815. .11039, 10841.. 11038 








Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 


Gene No. 


13038 


Strand 






Start 


6502 


End 


17017 




Name 


OJ990903 13.0225.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


10815 


End 


11036 




GI 


none 


Score 


190 




Exons 


10815. .11036, 10841. .11035 








Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 



6460 



1,5 



! y 

! 3= ! 



□ 













Gene No. 


13038 


Strand 






Start 


6502 


End 


17017 




Name 


OJ990903_13.0225.C31.o4.gs 


Method 


GENSCAN 






1 1 CI Q 


End 


16894 




GI 


none 


Score 


.59 




Exons 


11619. .11804, 11884. .11982, 


12077. .12149, 12234. .12344, 






12441. . 12614, 12724. .13555, 


13681. .13822, 13897 .. 15318, 






16294. . 16384, 16396 .. 16754 , 


16804 . .16894 




Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 


Gene No. 


13038 


Strand 






o cart 




End 


17017 




Name 


OJ990903 13.0225.C31.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12275 


End 


12797 




GI 


none 


Score 


66 




Exons 


12275. .12346, 1244 6 .. 12628, 


12453. .12578, 12717. .12797 




Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 


Gene No. 


13038 


Strand 






Start 


6502 


End 


17017 




Name 


UUi7i?Ui?UJ iJ.UZZj.tJl.Ol.CW 


Method 


TBLASTX: Wheat 




Start 


14287 


End 


14690 




GI 


none 


Score 


42 




Exons 


14287. .14382, 14287 14457 , 


14420. .14587, 14452 .. 14 688, 






14539. . 14688, 14550 14 690, 


14580. .14690 




Seq. No. 


6199 


Seq. ID 


OJ990903_13.0225 


.C31 


Gene No. 


13038 


Strand 






Start 


6502 


End 


17017 




Name 


OJ990903 13.0225.C31.o3.np 


Method 


AAT/NAP 




Start 


14887 


End 


17017 






5032119 


Score 


115 




Exons 


14887. .15008, 16312 .. 16867 , 


16995. .17017 




GI Descrip. 


Ser/Arg-related nuclear matrix protein 


(plenty of prolines 




101-like) gi 13005587 (AF048977) Ser/Arg-related nuclear 


matrix 




protein [Homo sapiens] 








Seq. No. 


6200 


Seq. ID 


OJ990903_13.0225 


.C32 


Gene No. 


13039 


Strand 


+ 




Start 


880 


End 


1302 




Name 


OJ990903 13.0225.C32.o3.gp 


Method 


AAT/GAP 






880 


End 


1302 




GI 


LIB3431-028-P1-N1-A10 


Score 


693 




Exons 


880.. 1302 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


6200 


Seq. ID 


OJ990903_13.0225 


.C32 


Gene No. 


13040 


Strand 






Start 


11 


End 


4989 




Name 


OJ990903 13.0225.C32.ol.gp 


Method 


AAT/GAP 




Start 


11 


End 


4104 




GI 


342 1.R1084 


Score 


6230 




Exons 


11. .526, 636. .740, 859. .4104 








GI Descrip. 


M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 









6461 



Seq. No. 6200 

Gene No. 13040 

Start 11 

Name OJ990903_13 . 0225 .C32 .o2 . gp 

Start 11 

GI 342_1.R1084 

Exons 11.. 526, 636.. 740, 859.. 4108 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990903_13.0225.C32 
Strand 

End 4 989 

Method AAT/GAP 

End 4108 

Score 6235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6200 

13040 

11 

OJ990903_13 . 0225 . C32 . o5 . gp 
158 

342 1.R1084 



Seq. ID OJ990903_13.0225.C32 
Strand 

End 4 989 

Method AAT/GAP 

End 4250 

Score 6158 



158. .526, 636. .740, 859. .4250 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6200 

13040 

11 

OJ990903_13.0225.C32.o6.gp 
160 

342 1.R1084 



Seq. ID OJ990903_13.0225.C32 
Strand 

End 4 989 

Method AAT/GAP 

End . 4250 

Score 6154 



160. .526, 636. .740, 859. .4250 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6200 

13040 

11 

OJ990903_13 . 0225 . C32 . o7 . gp 
164 

342 1.R1084 



Seq. ID OJ990903_13.0225.C32 
Strand 

End 4 989 

Method AAT/GAP 

End 4250 

Score 6146 



164.. 526, 636.. 740, 859.. 4250 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 6200 

Gene No. 13040 

Start 11 

Name OJ990 903_13 . 0225 . C32 . ol . gs 

Start 849 

GI none 
Exons 



Seq. ID OJ990903_13.0225.C32 
Strand 

End 4 989 

Method GEN SCAN 

End 4254 

Score .52 

849. .1194, 1318. .1458, 1509. .1913, 2374. .2515, 2758. .3794, 
3803. .4254 



Seq. No. 6200 

Gene No. 13040 

Start 11 

Name OJ990903_13 . 0225 . C32 . ol . tw 

Start 996 
GI ' none 
Exons 



Seq. ID OJ990903_13.0225.C32 
Strand 

End 4989 * 

Method TBLASTX : Wheat 
End 2311 
Score 66 

996. .1088, 1077. .1157, 1172. .1282, 1360. .1401, 1427. .1489, 
1446. .1487, 1493. .1846, 1535. .1726, 1581. .1913, 1587. .1916, 



6462 








1896. .2303, 


1898 


. .2311, 


1900. 


.2310 






Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 




Gene No. 


13040 








Strand 








11 








End 


4989 




Name 


OJ990903 13 


.0225 


.C32.ol 


.np 


Method 


AAT/NAP 




Start 


1478 








End 


3442 




GI 


6742729 








Score 


2944 




Exons 


1478. .3442 














GI Descrip. 


(AF121139) : 


RIM2 


protein 


[Oryza sativa] 






Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 




Gene No. 


13040 








Strand 






jLdl L 


1 1 








End 


4989 




Name 


OJ990903 13 


.0225 


.C32.o2 




Method 


TBLASTX: Cress 




Start 


1576 








End 


2023 




GI 


none 








Score 


85 




Exons 


1576. .1827, 


1577 


. .1726, 


1 JOU . 


.1846, 1581. .1913, 1898. .2023, 






1900. .2019 














Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 














Strand 






Start 


11 








End 


4989 




Name 


OJ990903 13 


.0225 


.C32.o2 


. Lin 


Method 


TBLASTX: Maize 


hi 


Start 


1954 








End 


2268 




GI 


none 








Score 


69 


m 


Exons 


1954. .2184, 


1954 


. .2268, 


1 QB9 


.2257 






Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 


i. y 


Gene No. 


13040 








Strand 




: 1 
"Is* 


Start 


11 








End 


4989 


rLI 


Name 




099^ 




■f-t-T 

. tw 


Method 


TBLASTX: Wheat 




Start 


2312 








End 


2726 


rl 


GI 


none 








Score 


52 




Exons 


2312. .2374, 


2314 


. .2358, 


94 "3*3 


.2513, 2433.. 2519, 2473.. 2520, 






2519. .2548, 


2553 


. .2645, 


OCCT 

£.03 / • 


.2661, 2558. .2662, 2681. .2725, 


!: ^ 




2682. .2726 












: E 

'■I ST 


Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 


i i= i 


UCilC INtJ . 










Strand 






Start 


11 








End 


4989 




Name 


OJ990903 13 


.0225 


,C32.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2759 








End 


3001 




GI 


none 








Score 


67 




Exons 


2759. .3001, 


'2817 


. .2915 










Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 




belle viO ■ 










Strand 






Start 


11 








End 


4989 




Name 


OJ990903 13 


.0225 


.C32.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2831 








End 


3289 




GI 


none 








Score 


103 




Exons 


2831. .3025, 


3035 


. .3289, 


3035. 


.3277 






Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 




Gene No. 


13040 








Strand 






Start 


11 








End 


4989 



6463 




Name 


OJ990903 13 


.0225 


,C32.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2865 








End 


3334 


GI 


none 








Score 


173 


Exons 


2865. .3071, 


2865 


. .3074, 


2870. 


.3073, 2870.. 3094, 3074.. 3172, 




3075. .3167, 


3176 


. .3280, 


3180. 


.3269, 3281.. 3334, 3282.. 3326 


Seq. No. 


6200 








Seq. ID 


OJ990903 13 0225 C32 


uCUC INU • 


13040 








U U 1 CI i 1 \Ji 




Start 


11 








End 


4 989 


Name 


OJ990903 13 


.0225 


.C32.ol 


. tc 


Mp t hod 


TBLASTX • Cress 


Start 


3122 








End 


3470 


GI 


none 








Score 


88 


Exons 


3122. .3463, 


3141 


. .3278, 


3318. 


.3470 




Seq. No. 


■6200 








Seq. ID 


OJ990903_13.0225.C32 


Gene No. 


13040 








Strand 




Start 


11 








End 


4989 


Name 


OJ990903 13 


.0225 


.C32.o8 


an 


Method 


AAT/GAP 


Start 


3178 








End 


4704 


GI 


2310235 








Score 


292 


Exons 


3178. .3239, 


4115 


. .4254, 


4667. 


.4704 




GI Descrip. 


5852182/embl CAB55420 . 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


6200" 








Seq. ID 


OJ990903_13.0225.C32 


vJJ ~ 1 1 ~ LN W . 


13040 








Strand 




Start 


11 








End 


4989 


Name 


OJ990903 13 


.0225 


.C32 .ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3203 








End 


3632 


GI 


none 








Score 


121 


Exons 


3203. .3499, 


3221 


. .3445, 


3494. 


.3556, 3549.. 3632, 3557.. 3631 


Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 


("Zprip Mo 


13040 








Strand 




Start 


11 








End 


4989 


Name 


OJ990903 13 


.0225 


.C32.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


3553 








End 


3903 


GI 


none 








Score 


144 


Exons 


3553. .3741, 


3563 


. .3805, 


3564. 


.3812, 3733.. 3813, 3796.. 3903 


Seq. No. 


6200 








Seq. ID 


OJ990903_13.0225.C32 


Gene No. 


13040 








Strand 




Start 


11 








End 


4989 


Name 


OJ990903 13 


.0225 


.C32.o2 


. np 


Method 


AAT/NAP 


Start 


3925 








End 


4989 


GI 


5852182 








Score 


434 


Exons 


3925. .4254, 


4916 


. .4989 








GI Descrip. 


(AL117265) : 


zhb0012.1 [Oryza sativa] 




Seq. No. 


6201 








Seq. ID 


OJ990903_13.0225.C33 


Gene No. 


13041 








Strand 




Start 


90 








End 


183 


Name 


OJ990903 13 


.0225 


.C33.ol 


.gs 


Method 


GENSCAN 


Start 


90 








' End 


183 


GI 


none 








Score 


.62 


Exons 


90. .183 













6464 



Seq. * No. 


6202 








Seq. ID 


UCllC LNU . 










Oil dilvj. 


Start 


49 








End 


Name 


OJ990903 13. 


0225 


.C34.ol, 


.gs 


Method 


Start 


49 








End 


GI 


none 








Score 


Exons 


49. .206 










Seq. No. 


6202 








Seq. ID 












O LI CtllU 


Start 


5243 








End 


Name 


OJ990903 13. 


0225 


.C34.o3. 


.gs 


Method 


Start 


5243 








End 


GI 


none 








Score 


Exons 


5243. .5852, 


6346 


. .6509 






Seq. No. 


6202 








Seq. ID 


Gene No. 


13044 








Strand 


Start 


11277 








End 


Name 


OJ990903 13. 


0225 


.C34.o2, 


.np 


Method 


Start 


11277 








End 


GI 


2244926 








Score 


Exons 


11277. .11585 











OJ990903_13.0225.C34 
+ 

206 

GENSCAN 

206 

.46 



OJ990903_13.0225.C34 
+ 

6509 
GENSCAN 
6509 
.65 



OJ990903_13.0225.C34 
+ 

11585 
AAT/NAP 
11585 
315 



GI Descrip. (Z97339) glutaredoxin homolog tArabidopsis thaliana] 



Seq. No. 6202 Seq. ID 

Gene .No. 13045 Strand 

Start 1345 End 

Name OJ990903_13 . 0225 . C34 . o2 . gs Method 

Start 1345 End 

GI none Score 

Exons 1345.. 1491, 2755.. 2832 



OJ990903_13.0225.C34 

2832 
GENSCAN 
2832 
.54 



;; = Seq. No. 
^ Gene No. 
S 1 Start 
j: £ Name 
Start 
GI 

U 



hi 

5 ! ~ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6202 

13046 

7530 

OJ990903_13.0225.C34 ,o2.tm 

5273 

none 



Seq. ID OJ990903_13.0225.C34 
Strand 

End 11747 

Method TBLASTX : Mai ze 

End 5812 

Score 84 



5273. .5386, 5378. .5482, 5501. .5545, 5588. .5812 

OJ990903 13.0225.C34 



6202 
13046 
7530 

OJ990903_13 . 0225 . C34 . o4 . gs 

7.530 

none 

7530.. 7677, 7739.. 7799, 8031 



Seq. ID 
Strand 
End 

Method 

End 

Score 



11747 
GENSCAN 
11701 
.51 



,8121, 8150. .8209, 9306. .9448, 



9495.-9686, 10902 .. 11063, 11354.. 11701 



Seq. No. 6202 

Gene No. 13046 

Start 7530 

Name OJ990903_13 . 0225 . C34 . ol . gp 

Start 11114 

GI 1631_1.R1084 

Exons 11114.. 11747 



Seq. ID OJ990903_13.0225.C34 
Strand 

End 11747 

Method AAT/GAP 

End 11747 

Score 1229 



6465 



GI Descrip. 


, 2244926/emb ICAB10348.il 5. 


Oe-29 (Z97339) glutaredoxin 


homo log 




[Arabidopsis thaliana] ' 








Seq. No. 


6202 




Seq. ID 


OJ990903_13.0225 


.C34 


Genp No 


13046 




Strand 






Start 


7530 




End 


11747 




Name 


OJ990903 13.0225.C34.ol.tc 


Method 


TBLASTX: Cress 




Start 


11268 




End 


11588 




GI 


none 




Score 


179 




Exons 


11268. 


.11453, 11454. .11588, 


11456. .11584 




Seq. No. 


6202 




Seq. ID 


OJ990903_13.0225 


.C34 


Reno No 


13046 




Strand 






Start 


7530 




End 


11747 




Name 


OJ990903 13.0225.C34.ol.tm 


Method 


TBLASTX: Maize 




Start 


11276 




End 


11594 




GI 


none 




Score 


225 




Exons 


11276. 


.11359, 11277. .11459, 


11442. .11594, 11447. .11587 




Seq. No. 


6202 




Seq. ID 


OJ990903JL3.0225 


.C34 


Gene No. 


13046 




Strand 






Start 


7530 




End 


11747 




Name 


OJ990903 13.0225.C34.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11277 




End 


11588 




GI 


none 




Score 


187 




Exons 


11277. 


.11423, 11291. .11371, 


11424. .11588, 11450.. 11584 





l.y 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6203 

13047 

126 

OJ990903_13.0225.C35.ol.np 
126 

133435 



Seq. ID OJ990903_13.0225.C35 
Strand + 
End 4052 
Method AAT/NAP 
End 4052 
Score 4 48 
126. .188, 1070. .1355, 4029. .4052 

DNA- DIRECT ED RNA POLYMERASE BETA 1 CHAIN gi | 66983 | pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta 1 -! chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi | 226690 | prf | | 1603356Q RNA polymerase 
beta'-l [Oryza sativa] 



j Seq.. No. 


6203 


Seq. ID 


OJ990903 


Gene No. 


13047 


Strand 


+ 


Start 


126 


End 


4052 


Name 


OJ990903 13.0225.C35.ol.gs 


Method 


GENSCAN 


Start 


242 


End 


1408 


GI 


none 


Score 


.92 


Exons 


242. .269, 699. .879, 1158. .1351, 1406.. 


1408 


Seq. No. 


6203 


Seq. ID 


OJ990903 


Gene No. 


13048 


Strand 




Start 


1622 


End 


3542 


Name 


OJ990903 13.0225.C35.o2.gs 


Method 


GENSCAN 


Start 


1622 


End 


3542 


GI 


none 


Score 


.55 


Exons 


1622. .1950, 2744. .2799, 2820.. 


2914, 3075.. 3278, 


Seq. No. 


6203 ■ 


Seq. ID 


OJ990903 



6466 



J3 I E 

i y 



ru 



■■tsi 





1304 9" 




551" ranri 




Start 


5161 




End 


6588 


Name 


OJ990903 13.0225.C35.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1070 




End 


1362 


GI 


none 




Score 


398 


Exons 


1070.. 1354, 1072.. 1362, 


1084. 


.1353 




Seq. No. 


6203 




Seq. ID 


OJ990903_13.0225.C35 


Gene No. 


13049 




Strand 




Start 


5161 




End 


6588 


Name 


OJ990903 13.0225.C35.ol 


• gp 


Method 


AAT/GAP 


Start 


4989 




End 


6588 


GI 


11553 1.R1084 




Score 


821 


Exons 


4989.. 5262, 5632.. 5814, 


6566. 


.6588 




GI Descrip. 


, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 








Seq. No. 


6203 




Seq. ID 


OJ990903_13.0225.C35 


Gene -No. 


13049 




Strand 




Start 


JlOl 




End 


6588 


Name 


OJ990903 13.0225.C35.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5160 




End 


5796 * 


GI 


none 




Score 


105 


Exons 


5160. .5264, 5161. .5268, 


5161. 


.5265, 5162.. 5269, 5632. .5796, 




5632.-5742, 5636.. 5761 








Seq. No. 


6203 




Seq. ID 


OJ990903_13.0225.C35 


flpmp No 


13049 




Strand 




Start 


5161 




End 


6588 


Name 


OJ990903 13.0225.C35.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5161 




End 


5800 


GI 


none 




Score 


76 


Exons 


5161. .5268, 5161. .5265, 


5590. 


.5742, 5609.. 5800, 5633.-5755 


Seq. No. 


6203 




Seq. ID 


OJ990903_13.0225.C35 


f^fanp No 


13049 




Strand 




Start 


5161 




End 


6588 


Name 


OJ990903 13.0225.C35.o3 


.gs 


Method 


GENSCAN 


Start 


5161 




End 


5799 


GI 


none 




Score 


.87 


Exons 


5161.. 5262, 5632.. 5799 








Seq. No. 


6203 




Seq. ID 


OJ990903_13.0225.C35 


Gene No. 


13049 




Strand 




Start 


5161 




End 


6588 


Name 


OJ990903 13.0225.C35.o2 


.np 


Method 


AAT/NAP 


Start 


5164 




End 


6588 


GI 


2281115 




Score 


361 


Exons 


5164. .5262, 5632. .5801, 


6552. 


.6588 




GI Descrip. 


(AC002330) putative cullin-like 1 protein [Arabidopsis thali; 


Seq. No. 


6204 




Seq. ID 


OJ990903_13.0225.C36 


Gene No. 


13050 




Strand 




Start 


1 




End 


2165 


Name 


OJ990903 13.0225.C36.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


102 



6467 



!,1 



C3 

LiJ 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11553_1.R1084 Score 204 

1. .102 

'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



6204 

13050 

1 

OJ990903_13 . 0225 . C36 . o3 . tc 
1 

none 



Seq. ID OJ990903_13.0225.C36 



Strand 
End 

Method 

End 

Score 



2165 

TBLASTX: Cress 

432 

122 



1..78, 3. .182, 6. .113, 231. .293, 233. .292, 344. .430, 364. .432 



6204 

13050 

1 

OJ990903_13 . 0225 . C36 . ol . tm 
1 

none 



OJ990903 13.0225.C36 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..78, 1..138, 3. .140, 231. .293, 233. .292, 344. .526, 363. .515, 
365. .526, 597. .683, 598. .684, 756. .797, 758. .799, 1044. .1106, 
1045. .1107, 1188. .1268, 1189. .1287, 1200. .1307, 1347. .1442, 
1348. .1443, 1348. .1443, 1349. .1450, 1350. .1448, 1647. .1700, 
1648. .1695, 1695.. 1724, 1696. .1725, 1808.. 1831 



2165 

TBLASTX: Maize 

1831 

129 



6204 

13050 

1 

OJ990903_13.0225.C36.ol.np 
1 

2281115 



Seq. ID OJ990903_13.0225.C36 
Strand 

End 2165 

Method AAT/NAP 

End 2029 

Score 939 



1..138, 234. .289, 365. .514, 597. .703, 1037. .1106, 1185. .1265, 
1351. .1440, 1647. .1724, 1946. .2029 



£3 GI Descrip. (AC002330) putative cullin-like 1 protein [Arabidopsis thaliana] 

Seq. No. . 6204 Seq. ID OJ990903_13 . 0225 . C36 

|a * Gene No. 13050 Strand 

W Start 1 End 2165 

Q Name OJ990903JL3 . 0225 . C36 . ol . ts Method TBLASTX: Soybean 

Q Start 3 End 2133 

GI none Score 103 

Exons 3. .140, 4. .78, 6. .161, 8. .145, 23i : .'".293, 233. .292, 344. .526, 

345. .530, 363. .515, 365. .517, 592. .684, 597. .683, 756. .794, 
758. .793, 1044. .1106, 1045. .1107, 1185. .1268, 1186. .1287, 
1187. .1270, 1329. .1445, 1348. .1443, 1349. .1450, 1349. .1450, 
1647. .1724, 1648. .1725, 1656. .1727, 1672. .1725, 1803. .1880, 
1807. .2007, 1808. .2011, 1814. .2008, 2083. .2133* 2087. .2125 



Seq. No. 6204 Seq; ID 

Gene No. 13050 Strand 

Start 1 End 

Name OJ990903_13 . 0225 . C36 . ol . gs Method 

Start 18 End 

GI none Score 
Exons 



OJ990903_13.0225.C36 

2165 
GENSCAN 
2133 
.83 



18. .138, 234. .289, 365. .514, 597. .683, 1044. .1106, 1185. .1265, 
,1647. .1724, 1808. .2011, 2086. .2133 



6468 



Seq. No. 6204 

Gene No. 13050 

Start 1 

Name OJ990 903_13 . 0225 . C3 6 . o2 . tc 

Start 479 

GI none 

Exons 479.. 526, 590.. 664, 594.. 686, 
1185.. 1268, 1186.. 1287, 1344. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 13.0225.C36 



2165 

TBLASTX: Cress 
1443 
57 

597. .683, 1047.. 1106, 1051.. 1107, 
1442, 1348. .1443, 1349. .1441 



Seq. No. 6204 

Gene No. 13050 

Start 1 

Name OJ990903_13 . 0225 . C36 . ol . tc 

Start 1647 

GI none 

Exons 1647.. 1724, 
1808. .2020 



1648.. 1728, 1807. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1914, 



OJ990903 13.0225.C36 



2165 

TBLASTX: Cress 
2020 
50 

1807.. 1923, 1808.. 1930, 



Seq. No. 
Gene No. 
Start 
Name 
:=== Start 

";i gi 

*=£ Exons 

\\\\ 

Pj Seq. No. 

rg Gene No. 

u\ Start 

* : ~ Name 

w Start 

i'y gi 

Exons 



6204 

13050 

1 

OJ990903_13.0225.C36.o2. 

1831 

none 



Seq. ID OJ990903_13.0225.C36 



tm 



Strand 
End 

Method 

End 

Score 



2165 

TBLASTX: Maize 

2165 

192 



1831.. 2004, 1832.. 2011, 1832.. 2011, 2083.. 2133, 2091.. 2165 



6205 Seq. ID 

13051 Strand 

5735 End 

OJ990903_13 . 0225 . C37 . o2 . gs Method 

5735 End 

none Score 



OJ990903_13.0225.C37 
+ 

15741 
GENSCAN 
15741 
.7 



5735.. 5903, 6386.. 6524, 8155.. 8273, 9619.. 9670, 9902.. 10087, 
10216. .10315, 11648. .11695, 11777 .. 11980, 12438 .. 12518, 
12598. .12660, 13686 .. 13772, 13875 .. 14024 , 14 103 .. 14158, 
14265. .14547, 14761 .. 14904, 15005 15223, 15300 .. 15467, 
15640.. 15741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



6205 

13051 

5735 

OJ990903_13.0225.C37.o3.np 

9957 

2281115 



Seq. ID OJ990903_13.0225.C37 

Strand + 

End 15741 

Method AAT/NAP 

End 15738 

Score 1875 



9957. .10087, 1021 6 .. 10315, 11344 .. 11529, 11777 .. 11842 , 
12055. .12132, 12247. .12336, 12438 .. 12518 , 12598 .. 12 660, 
13660. .13772, 13875 .. 14 024 , 14103 .. 14158, 14265 .. 14547, 
14761. .14904, 15005. .15223, 15300 .. 154 67 , 15640. .15738 
(AC002330) putative cullin-like 1 protein [Arabidopsis thaliana] 



Seq. No. 6205 Seq. ID 

Gene No. 13052 Strand 

Start 20133 End 

Name OJ990903_13 . 0225 . C37 . 06 . np" Method 

Start 20133 End 

GI 4063770 Score 



OJ990903_13.0225.C37 
+ 

25358 
AAT/NAP 
23561 
111 



6469 



J 



Q 

"4 



Exons 


20133. .20153, 21652 .. 21724 , 23237.. 23561 






GI Descrip. 


(AB004906) transposase [Ipomoea purpurea] 






Seq. No. 


6205 


Seq. ID 


OJ990903 


_13. 


0225 


Gene No. 


13052 


Strand 


+ 






Start 


20133 


End 


25358 






Name 


OJ990903 13.0225.C37 ,o5.gs 


Method 


GENSCAN 






Start 


23404 


End 


25194 






GI 


none 


Score 


. 53 






Exons 


23404. .23466, 23980. .25194 










Seq. No. . 


6205 


Seq. ID 


OJ990903 


_13. 


0225 


Gene No. 


13052 


Strand 








Start 


20133 


End 


25358 






Name 


OJ990903 13.0225.C37 .ol.gp 


Method 


AAT/GAP 






Start 


24187 


End 


25358 






GI 


29585 1.R1084 


Score 


2276 






Exons 


24187. .25358 










GI Descrip. 


, 2055230/dbj IBAA19769I 2.0e-17 (AB000130) SRC2 


[Glycine 


Seq. No. 


6205 


Seq. ID 


OJ990903 


_13. 


0225 


Gene No. 


13052 


Strand 


+ 






Start 


20133 


End 


25358 






Name 


OJ990903 13.0225.C37.o7.np 


Method 


AAT/NAP 






Start 


24295 


End 


25197 






GI 


2055230 


Score 


343 






Exons 


24295. .24818, 24893. .25197 










GI Descrip. 


(AB000130) SRC2 [Glycine max] 










Seq. No. 


6205 


Seq. ID 


OJ990903 


_13. 


0225 


Gene No. 


13053 


Strand 








Start 


1 


End 


3017 






Name 


OJ990903 13.0225.C37.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3008 






GI 


2281115 


Score 


282 






Exons 


1..41, 2678. .2780, 2878. .3008 










GI Descrip. 


(AC002330) putative cullin-like 1 protein [Arabidopsis 


Seq. No. 


6205 


Seq. ID 


OJ990903 


_13. 


0225 


Gene No. 


13053 


Strand 








Start 


1 


End 


3017 






Name 


OJ990903 13.0225.C37.ol.gs 


Method 


GENSCAN 






■Start 


1771 


End 


3017 






GI 


none 


Score 


.79 






Exons 


1771. .1854, 2681. .2780, 2878. 


.3017 








Seq. No. 


6205 


Seq. ID 


OJ990903 


_13. 


0225 


Gene No'. 


13054 


Strand 








Start 


7125 


End 


9272 






Name 


OJ990903 13.0225.C37.o2.np 


Method 


AAT/NAP 






Start 


7125 


End 


9272 






GI 


2586082 


Score 


687 






Exons 


7125. .7872, 9050.. 9272 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


6205 


Seq. ID 


OJ990903 


JL3. 


0225 


Gene No. 


13055 


Strand 









6470 



Start 
Name 
Start 
GI 

Exons 



16266 

OJ990903_13. 
2678 
none 
2678. . 
9972. . 
11777. 
12053. 
12419. 
13572. 
13873. 
14256. 
14749. 
15294. 



0225.C37.o2.ts 



2119, 
10136, 
.11980 
.12127 
.12514 
.13616 
.13962 
.14516 
.14925 
.15467 



2679.. 2783, 287 
10217. .10342, 



11792. 
12054. 
12441. 
13685. 
14094. 
14257. 
14763. 
15307, 



11980, 
12131, 
12518, 
13750, 
14159, 
14553, 
14900, 
,15465, 



End 20827 
Method TBLASTX 
End 15732 
Score 66 
1..3005, 2871.. 3005, 
11343. .11531, 11344. 
11794. .11982, 11821 
12055. .12126, 12229 
12573. .12659, 12595 
13689. .13772, 13872 
14094. .14159, 14101 
14264. .14476, 14337 
15002. .15229, 15002 
15365. .15493, 15631 



Soybean 



2884. .3006, 

11532, 

.11988, 

.12339, 

.12660, 

.14027,. 

.14160, 

.14546, 

.15244, 

.15732 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



6205 

.13055 

16266 

OJ990903_13 . 0225 . C37 . o5 . tm 

2678 . 

none 



Seq. ID OJ990903_13.0225.C37 
Strand 

End 20827 

Method TBLASTX : Maize 

End ' 11956 

Score 92 



2678. .2779, 2679. .2783, 2679. .2801, 2871. .2993, 2871. .3005, 
2878.. 3006, 3069.. 3131, 9972.. 10136, 9975.. 10088, 10217 .. 10342 , 
10225. .10275, 11337 11525, 11344 .. 11532, 11362 .. 11532 , 
11777. .11956, 11808. .11951, 11816. .11956 



m Seq. No. 

HI Gene No. 

:=5 Start 

Name 

W start 

W GI 

fjj Exons 



^ Seq. No. 

Gene No. 
M Start 
:,3 Name 

Start 

Exons 



6205 

13055 

16266 

OJ990903_13.0225.C37.o3.tc 

2678 

none 



Seq. ID OJ990903_13.0225.C37 



Strand 
End 

Method 

End 

Score 



20827 

TBLASTX: Cress 

10342 

39 



2678. .2779, 2679. .2717, 2748. .2783, 2871. .3005, 2874. .3005, 
2878. .3006, 9972. .10136, 10213 .. 10275, 10217. .10342 



6205 
13055 
16266 

OJ990903_13 . 0225 . C37 . o7 . tm 
8708 
none - 

8708.. 8809, 8822.. 8992, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8823. .8993 



OJ990903_13.0225.C37 
20827 

TBLASTX: Maize 

8993 

73 



OJ990903 13.0225.C37 



Seq. No. 6205 . Seq. ID 

Gene No. 13055 Strand 

Start 16266 End 

Name OJ990903_13 . 0225 . C37 . o4 . tc Method 

Start 11452 End ■ 

GI none Score 

Exons 11452. .11532, 11777 .. 11980, 11834 .. 11974 , 12051 12131, 
. 12055.. 12126 



20827 

TBLASTX: Cress 

12131 

90 



Seq. No. 6205 Seq. ID 

Gene No. 13055 Strand 

Start • 16266 End 

Name OJ990903_13 . 0225 . C37 . o2 . tm Method 

Start 11957 End 



OJ990903_13.0225.C37 
20827 

TBLASTX: Maize 
15749 



6471 




GI none 

Exons 11957. .11980, 

12229. .12339, 
12597. .12659, 
13858. .13941, 
14257. .14553, 
14760. .14906, 
15000. .15224, 
15298. .15480, 
15659. .15748 



12055. .12084, 
12366. .12395, 
13683. .13757, 
13872. .14027, 
14337. .14549, 
14760. .14897, 
15002. .15229, 
15298*. .15465, 



Score 41 
12101. .12157, 
12419. .12514, 
13685. .13750, 
13874. .13954, 
14465. .14668, 
14761. .14907, 
15002. .15244, 
15631. .15732, 




12136. .12174, 
12441. .12515, 
13689. .13772, 
14094. .14159, 
14749. .14904, 
14765. .14923, 
15294. .15467, 
15639. .15749, 



Seq. ID OJ990903_13.0225.C37 
Strand 

End 20827 

Method TBLASTX : Mai ze 

End 13368 

Score 105 

13216. .13305, 13221. .13301, 13303 13368 , 13303.. 13362 



Seq. No. 6205 

Gene No. 13055 
Start ■ 16266 

Name OJ990903_13 . 0225 . C37 . 08 . tm 

Start 13216 

GI none 
Exons 



- Seq. No. 6205 

Gene No. 13055 

Start 16266 

Name OJ990903_13 . 0225 . C37 . o2 . tc 

Start 13959 * 

GI none 

'*\± Exons 13959. .14027, 

^ 14306. .14533, 

flJ 15002. .15088, 

C5 15365. .15493, 



14094. 
14337. 
15116. 



14159, 
14546, 
15229, 



Seq. ID 
Strand 
End 

Method 

•End 

Score 
14257. .14280, 
14749. .14904, 
15179. .15247, 



OJ990903 13.0225.C37 



20827 

TBLASTX: Cress 
15732 
92 

14263. .14553, 
14763. .14885, 
15294. .15467, 



15631. .15732 



Seq. No. 6205 

Gene No. 13055 

Start 16266 

Name OJ990903_13 . 0225 . C37 . ol . tw 

Start 14351 

GI none 
Exons 



Seq. ID OJ990903_13.0225.C37 
Strand 

End 20827 

Method TBLASTX : Wheat 

End 15127 ■ 

Score 109 



14351. .14548, 14352 .. 1454 9, . 14355 .. 1454 9, 14356 14553, 
14748. .14873, 14749 ... 14 904 , 14761 .. 14904, 15000 15101, 
15002. .15127, 15002. .15115, 15049.. 15126 



Seq. No. 6205 

Gene No. 13055 

Start 16266 

Name OJ990903_13 . 0225 . C37 . o3 . tw 

Start 15170 • 

GI none 
Exons 



Seq. ID OJ990903_13.0225.C37 



Strand 
End 

Method 

End 

Score 



20827 

TBLASTX: Wheat 

15749 

83 



15170. .15229, 15294. .15467, 15310 .. 15486, 15310 .. 154 65 , 
15365. .15493, 15631 .. 15732, 15648 .. 15749, 15656.. 15748 



Seq. No. 6205 

Gene No. 13055 

Start 16266 

Name OJ990903_13 . 0225 . C37 . ol . tm 

Start 16254 

GI none 

Exons 16254. .16490, 16275 .. 164 81, 
17373. .17630, 17406 .. 17558, 



Seq. ID OJ990903_13.0225.C37 
Strand 

End 20827 

Method TBLASTX : Maize 

End 17855 

Score 109 
16764. .17252, 16849 17526, ' 
17551. .17622, 17784 .. 17855 . 



6472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6205 
13055 
16266 

OJ990903_13.0225.C37.ol.tc 
16258 



OJ990903 13.0225.C37 



none 

16258. 

17310. 

18118. 

18736. 



Seq. ID 
• Strand 
?End 

_ Method 

End 
Score 

16428, 16266. .16490, 16758 .. 17252, 16954 17625, 
17675, 17784. .17858, 17980 .. 18051, 18057 184 67, 
18390, 18535. .18684, 18546 .. 18686, 18702 18938, 
18942, 18895. .19017, 18933.. 19019 



20827 

TBLASTX: Cress 

19019 

110 



Seq. No. 6205 

Gene No. 13055 

Start 16266 

Name OJ990903_13 . 0225 . C37 . ol . ts 

Start 16266 

GI - none 

Exons 16266. .16481, 16770 17252, 
17359. .17625, 17373 .. 17 630, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 13.0225.C37 



20827 

TBLASTX : Soybean 
18176 
279 

16852. .17265, 17283 .. 174 62, 
17790. .17858, 18108.. 18176 



I u 



Seq. No. 6205 Seq. ID OJ990903_13 . 0225 . C37 

Gene No. 13055 Strand 

Start 16266 ; End 20827 

Name OJ990903_13 . 022*5 .C37 . o3vgs Method GENSCAN 

Start 16266 End 20827. 

GI none Score . 93 

Exons 16266. .17635, 17738 17855, 17998 18050, 18065 .. 19043, 
20753. .20827 



Seq. No. 6205 Seq. ID 

hi Gene No. 13055 Strand 

fiJ Start 16266 End 

, 3 Name OJ990903_13 . 0225 . C37 . o4 . tw Method 

Start 16266 End 

GI none Score 

'" 4 Exons 16266.. 16496 



OJ990903_13 . 0225 . C37 
20827 

TBLASTX: Wheat 

16496 

206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



6205 Seq. ID 

13055 Strand 

16266 End 

OJ990903_13 . 0225 . C37 . o4 . np Method 

16269 End 

6513926 Score 



OJ990903_13.0225.C37 

20827 
AAT/NAP 
19908 
2294 



16269. .17635, 17738 17855, 17998 ... 18050, 18134 .. 184 45, 
18545. .19032, 19853.. 19908 

(AC011664) putative potassium transporter [Arabidopsis thaliana] 

OJ990903 13.0225.C37 



6205 
13055 
16266 

OJ990903_13.0225.C37.o6.tm 

17995 

none 



17995. .18051, 18057. ,18269, 18118 
6205 Seq 



Seq. ID 
Strand 

End 20827 

Method TBLASTX : Mai ze 

End 18269 

Score 125 
18267 



ID OJ990903 13.0225.C37 



6473 



i'iS 



Gene No . 


13055 




Strand 




Start 


16266 




End 


20827 


Name 


OJ990903 13.0225.C37 


. o4 . ts 


Method 


TBLASTX : Soybean 


Start 


18177 




End 


18449 


GI 


none 




Score 


116 


Exons 


18177. .18449, 18181. 


.18447 






Seq. No. 


6205 




Seq. ID 


OJ990903_13.0225 


Gene No. 


13055 




Strand 




Start 


16266 




End 


20827 


Name 


OJ990903 13.0225.C37 


.o4 . tm 


Method 


TBLASTX: Maize 


Start 


18273 




End 


19004 


GI 


none 




Score 


87 


Exons 


18273. .18467, 18274. 


.18543, 


18546. .18677, 18 687 .. 18878 , 




18736. .18912, 18933. 


.19004, 


18934. .18999 


Seq. No. 


6205 




Seq. ID 


OJ990903_13.0225 


q@j^@ No . 


13055 




Strand 




Start 


16266 




End 


20827 


Name 


OJ990903 13.0225.C37 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


18535 




End 


18804 


GI 


none 




Score 


93 


Exons 


18535. .18648, 18546. 


.18674, 


18690. .18803, 18733.. 18804 


Seq. No. 


6205 




Seq. ID 


OJ990903JL3.0225 


Gene No. 


13055 




Strand 




Start 


16266 




End 


20827 


Name 


OJ990903 13.0225.C37 


,o3.ts 


Method 


TBLASTX: Soybean 


Start 


18546 




End 


19013 


GI 


none 




Score 


94 


Exons 


18546. .18656, 18547. 


.18648, 


18702. .18! 


B03, 18739. . 18807, 




18799. .18909, 18801. 


.18926, 


18931. .19011, 18933. .19013 


Seq. No. 


6205 




Seq. ID 


OJ990903_13.0225 


Gene No. 


13055 




Strand 




Start 


16266 




End 


20827 


Name 


OJ990903 13.0225.C37 


. o5 . np 


Method 


AAT/NAP 


Start 


19375 


End 


20800 


GI . 


5852084 




Score 


91 


Exons 


19375. .19458, 20733.' 


.20800 






GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 




Seq. No. 


6205 




Seq. ID 


OJ990903_13.0225 


Gene No. 


13056 




Strand 




Start 


24297 




End 


25197 


Name 


OJ990903 13.0225.C37 


.o3.tm 


Method 


TBLASTX: Maize 


Start 


24297 




End 


25197 


GI 


none 




Score 


534 


Exons 


24297. .24719, 24298. 


.24720, 


24950. .25027, 24 972 .. 25061 , 




25102. .25197, 25133. 


.25195, 


25138. .25197 


Seq. No. 


6205 




Seq. ID 


OJ990903_13.0225 


Gene No. 


13056 




Strand 




Start 


24297 




End 


25197 


Name 


OJ990903 13.0225.C37 


.o5 . ts 


Method 


TBLASTX: Soybean 


Start 


24298 




End 


24666 


GI 


none 




Score 


103 



6474 



Exons 



24298. .24405, 24433 .. 24489, 24520. .24666 



Seq. No. 6206 Seq. ID OJ990903_13 . 0225 . C39 

Gene No. 13057 Strand + 

Start 7829 End 11131 

Name OJ990903_13 . 0225 . C39 . o2 . gp Method AAT/GAP 

Start 7768 End 8197 

GI LIB3479-006-Q6-K1-B11 Score 640 

Exons 7768.. 8197 

GI Descrip. ' 5734 616/dbj I AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 6206 

Gene No. 13057 

Start 7829 

Name OJ990903_13 . 0225 . C39 . o3 . gs 

Start 7829 

GI none 
Exons 



Seq. ID OJ990903_13.0225.C39 

Strand + 

End .11131 

Method GENSCAN 

End 11131 

Score .66 



7829.. 7969, 8137.. 8230, 9867.. 9928, 10796.. 11131 



.3 =3. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6206 

13058 

24661 

OJ990903 

24661 

none 



13.0225.C39.o6.gs 



Seq. ID OJ990903_13.0225.C39 



Strand 
End 

Method 

End 

Score 



+ 

26174 
GENSCAN 
26174 
.52 



24661. .24671, 25387 .. 254 98, 26001.. 26174 



Seq. No. 6206 Seq. ID 

Gene No. 13059 Strand 

Start 5509 End 

Name OJ990903_13 . 0225 . C39 . o2 . gs Method 

Start 5509 End 

GI ,none Score 

Exons 5509.. 5987, 6205. .6253, 6547. .6696 



OJ990903_13.0225.C39 

7978 
GENSCAN 
6696 
.91 



Seq. No. 6206 

Gene No. 13059 

Start 5509 

Name OJ990903_13 . 0225 . C39 . ol .np 

Start 5515 

GI 1170092 

Exons 5515.. 5987, 6205.. 6253, 6547. 
GI Descrip. GLUTATHIONE S-TRANSFERASE IV 



OJ990903 13.0225.C39 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6702 
(GST-IV) 

gi|1076807|pir| IS52037 glutathione transferase (EC 2.5.1.18) 27K 
chain - maize gi 1529015 (CJ12679) glutathione S-transf erase IV 
[Zea mays] gi | 695789 | emb | CAA56047 | (X79515) glutathione 
transferase [Zea mays] gi | 1094866 | prf | | 2106424A glutathione 
S-transferase: ISOTYPE=IV [Zea mays] 



7978 . 
AAT/NAP 
6702 
612 

(GST-27) (GST CLASS PHI) 



Seq. No. 6206 Seq. ID 

Gene No. 13059 Strand 

Start 5509 End 

Name OJ990903_13 . 0225 . C39 . ol . gp Method 

Start 5550 End 

GI 16273_2.R1084 Score 

Exons 5550.. 5987, 6205.. 6253, 6547.. 6771 



OJ990903_13 . 0225 . C39 

7978 
AAT/GAP 
6771 
1324 



6475 



GI Descrip. ' 1170092/sp | P4 6420 | GTH4_MAIZE 2.0e-66 GLUTATHIONE S-TRANSFERASE 

IV (GST-IV) (GST-27) (GST CLASS PHI) >gi_1076807_pir S52037 

glutathione transferase (EC 2.5.1.18) 27K chain - maize 
>gi_529015 (U12679) glutathione S-transf erase IV [Zea mays] 
>gi_695789_emb_CAA56047_ (X79515) glutathione transferase [Zea 

mays] >gi_1094866_prf 2106424A glutathione 

S-transf erase: ISOTYPE=IV [Zea mays]' 





Seq. No. 


6206 


Seq. ID 


OJ990903_ 


13.0225. 


C39 




Gene No. 


13059 


Strand 


— 








Start 


5509 


End 


7978 








Name 


OJ990903 13.0225.C39.o2.np 


Method 


AAT/NAP 








Start 


5729 


End 


7978 








GI 


6539570 


Score 


205 








Exons 


5729.. 5914, .7561.. 7634, 7793.. 7978 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6206 


Seq. ID 


OJ990903_ 


13.0225. 


C39 




Gene No. 


13060 


Strand 










Start 


8114 


End 


8196 








Name 


OJ990903 13.0225.C39.o3.np 


Method 


AAT/NAP 








Start 


8114 


End 


8196 






.r =. 


GI 


6630699 


Score 


96 








Exons 


8114. .8196 










: =r 


GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






cn 




gi| 6721536 Idbj |BAA89566.1| 


(AP001073) 


hypothetical protein 


m 




[Oryza sativa] 










';=? 


Seq. No. 


6206 


Seq. ID 


OJ990903_ 


13.0225. 


C39 


Sg Li 


Gene No. 


13061 


Strand 










Start 


14239 


End 


18396 






i 3 !i 

a 


Name 


OJ990903 13.0225.C39.o4.gs 


Method 


GEN SCAN 






Start 


14239 


End 


18396 








GI 


none 


Score 


.63 






'"' ! 


Exons 


14239. .14333, 15554 15590, 


17241. .17426, 18394. 


.18396 






Seq. No. 


6206 


Seq. ID 


OJ990903_ 


13.0225. 


C39 


. =t 
:. : 

S =3- 


Gene No. 


13062 


Strand 








Q 


Start 


20243 


End 


23086 








Name 


OJ990903 13.0225.C39.o5.gs 


Method 


GENSCAN 








Start 


20243 


End 


23047 








GI 


none 


Score 


.96 








Exons 


20243. .20868, 21179. .21352, 


22267. .22282, 22692. 


.22869, 








22986.. 23047 












Seq. No. 


6206 


Seq. ID 


OJ990903_ 


13.0225. 


C39 




Gene No. 


13062 


Strand 










Start 


20243 


End 


23086 








Name 


OJ990903 13.0225.C39.o4.np 


Method 


AAT/NAP 








Start 


20249 


End ■ 


23086 








GI 


1854443 


Score 


1076 








Exons 


20249. .20868, 21179 .. 21350, 


22613. .22869, 22986. 


.23086 






GI Descrip. 


(D83970) CPRD8 protein [Vigna unguiculata] 








Seq. No. 


6206 


Seq. ID 


OJ990903_ 


13.0225. 


C39 




Gene No. 


13062 


Strand 










Start 


20243 


End 


23086 







6476 



Name 


OJ990903 13.0225.C39.o3.gp 


. Method AAT/GAP 


Start 


20287 


End 21322 


GI 


19180 1.R1084 


Score 1395 


Exons 


20287. .20868, 21179. .21322 




GI Descrip. 


, 3882356/gb|AAC78441.1| 2 . Oe 


-77 (U924 60) 12-oxophytodienoat< 




reductase OPR2 [Arabidopsis 


thaliana] ' 


Seq. No. 


6206 


Seq. ID OJ990903_13. 0225.C39 


Gene No . 


13063 


Strand 


Start 


28018 


End 30581 


Name 


OJ990903 13.0225.C39.o7.gs 


Method GENSCAN 


Start 


28018 


End 29445 


GI 


none 


Score .8 


Exons 


28018. .28264, 28335 28650, 


28706. .2884 6, 2898 6. .29445 


Seq. No. 


6206 


Seq. ID OJ990903_13.0225.C39 


Gene No. 


13063 


Strand 


Start 


28018 


End 30581 


Name 


OJ990903 13 . 0225 . C39 . o5 . np 


Method AAT/NAP 


Start 


28027 


End 30581 


GI 


3882356 


Score 935 


Exons 


28027. .28632, 28706 28879, 


28980. .29109, 2934 1 .. 29488 , 




30504.. 30581 




GI Descrip. 


(U924 60 ) 12-oxophytodienoate 


reductase OPR2 [Arabidopsis 



thaliana] gi | 6143903 | gb IAAF04449 . 1 | AC010718_18 (AC010718) 
12-oxophytodienoate reductase (OPR2) [Arabidopsis thaliana] 



Seq. No. 


6206 








Seq. ID 


OJ990903_13.0225.C39 


Gene No. 


13064 








Strand 




Start 


31754 








End 


38039 


Name 


OJ990903 13. 


0225 


.C39.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5466 








End 


6696 


GI 


none 








Score 


153 


Exons 


5466. .5510, 


5528 


. .5743, 


5542. 


.5901, 572 


I8..5766, 5836. .5919, 




5939. .5995, 


5941 


. .5988, 


6194. 


.6262, 6547.. 6696, 6547.. 6696 


Seq. No. 


6206 








Seq. ID 


OJ990903_13.0225.C39 


Gene No. 


13064 








Strand 




Start 


31754 








End 


38039 


Name 


OJ990903 13. 


0225 


.C39.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5542 








End 


6262 


GI 


none 








Score 


154 


Exons 


5542. .5808, 


5543 


. .5740, 


5818. 


.5988, 5839.. 5982, 5948.. 6028, 




6194. .6262 












Seq. No. 


6206 








Seq. ID 


OJ990903_13.0225.C39 


Gene No. 


13064 








Strand 




Start 


31754 








End 


38039 


Name 


OJ990903 13. 


0225 


.C39.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5555 








End 


6696 


GI 


none 








Score 


93 


Exons 


5555. .5740, 


5557 


. .5988, 


6194. 


.6259, 6547. .6696 


Seq. No. 


6206 








Seq. ID 


OJ990903_13.0225 .C39 


Gene No. 


13064 








Strand 




Start 


31754 








' End 


38039 


Name 


OJ990903 13. 


0225 


,C39.o2 


.ts 


Method 


TBLASTX : Soybean 



6477 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



5672 End 6259 

none Score 80 

5672. .5740, 5674. .5898, 5941. .5988, 6179. .6259 



6206 

13064 

31754 

OJ990903_13.0225.C39.o3.tw 

6547 

none 

6547. .6714, 6547. .6708 

6206 

13064 

31754 

OJ990903_13.0225.C39.ol.ts 
20261 
none 
20261. 
21177. 
21280. 
22979. 
28335. 
28996. 
30464. 



Seq. ID OJ990903_13.0225.C39 
Strand 

End 38039 

Method TBLASTX : Wheat 

End 6714 

Score 197 



.20515, 20270. 

.21272, 21178. 

.21363, 21298. 

.23044, 28036. 

.28616, 28704. 

.29103, 28997. 
.30547 



20518, 
21267, 
21345, 
28287, 
28805, 
29104, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
20567. .20869, 



OJ990903 13.0225.C39 



38039 

TBLASTX: Soybean 
30547 
96 

20568. .20870, 



21184. .21276, 2127 9 .. 21356, 
22622. .22678, 22677 .. 22871, 



28037. .28168, 
28705. .28779, 



28334. .28639, 
28824. .28865, 



29347. .29493, 29348 .. 294 91, 



6206 

13064 

31754 

OJ990903_13.0225.C39.ol.tc 
20273 
none 
20273. 
20568. 
22613. 
22816. 
28037. 
28704. 
29347. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 13.0225.C39 



.20515, 20292. 

.20870, 21177. 

.22678, 22614. 

.22872, 22968. 

,28168, 28096. 

,28805, 28824. 

,29493, 29348. 



20396, 
21266, 
22679, 
23033, 
28221, 
28865, 
29491, 



6206 

13064 

31754 

OJ990903_13.0225.C39. 

20291 

none 

20291. .20518, 20294.. 
21177. .21275, 21178.. 
22622. .22681, 22677.. 
22979. .23038, 22980.. 
28325. .28639, 28338.. 
28813. .28866, 28824., 
29003. .29128, 29347., 

6206 

13064 

31754 



ol . tm 



20515, 
21276, 
22871, 
23033, 
28616, 
28865, 
29493, 



38039 

TBLASTX: Cress 
30547 
117 

20466. .20510, 20567 .. 208 69, 
21178.. 21261, 21279. .21356, 
22677. .22871, 22681 .. 22731 , 
22979. .23038, 28036 .. 28287 , 
28334. .28639, 28335 .. 28 607 , 
28984. .29109, 28985 .. 29110, 
30494.. 30547 

Seq. ID OJ990903_13.0225.C39 

Strand^:.. 

End 38039 

Method TBLASTX : Maize 

End 29493 

Score 155 
20567. .20869, 20568 .. 20870, 
21279. .21356, 21280 2134 5, 
22681. .22731, 228 16 .. 22872 , 
28033. .28287, 28061 .. 28168 , 
28704. .28751, 28704 .. 28790, 
28996. .29109, 28997 .. 29110, 
29348. .29491 

Seq. ID OJ990903_13.0225.C39 
Strand 

End 38039 



6478 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990903_13 . 0225 . C39 . o2 . tw 

22625 

none 



Method TBLASTX : Wheat 



End 
Score 



29491 
91 



22625.-22678, 22626 22730, 22638.-22679, 22677 22871, 
22813. .22872, 22968 23039, 2297 9 .. 23032, 28994 29110, 
28996. .29109, 29347 294 90, 29348.. 29491 



6206 Seq. ID 

13064 Strand 

31754 End 
OJ990903_13 . 0225 . C39 . o3 . tm Method 

25232 End 

none Score 
25232. .25432 



OJ990903_13.0225.C39 
38039 

TBLASTX : Maize 

25432 

200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6206 Seq. ID 

13064 Strand 
31754 End 38039 

OJ990903JL3 . 0225 . C39 . 08 . gs Method GENS CAN 
31754 End 37493 

hone Score .72 

31754. .31876, 33016 .. 33093, 33160 .. 33318 , 33478 

34041. .34243, 34248 .. 34295, 34359 .. 34 4 90, 34753 

34866. .34986, 35079 .. 35337 , 354 14 .. 35712 , 35804 

36012. .36179, 36354 .. 36633, 36706 .. 36856, 37296 



OJ990903 13.0225.C39 



.33584, 
.34834, 
.35929, 
.37493 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903 13.0225.C39 



6206 
13064 
31754 

OJ990903_13.0225.C39.o5.gp 
32090 

LIB3431-045-P1-N1-A10 
32090. .32199, 33562.. 33905 

f 5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



38039 
AAT/GAP 
33905 
821 



6206 

13064 

31754 

OJ990903_13.0225.C39.o6.np 

34009 

5441880 

34009. .34243, 34359 34490, 
35414. .35712, 36264 .. 36599, 



OJ990903 13.0225.C39 



Seq. ID 
Strand 

End 38039 
Method AAT/NAP 
End 38039 
Score 2878 
34737. .34834, 35079 .. 35337 , . 
36705. .36856, 37416.. 38039 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



6206 

13064 

31754 

OJ990903_13.0225.C39.o6.gp 
35087 

LIB3475-007-P1-K1-G8 
35087. .35337, 35414.. 35586 
'5441880/dbj | BAA82378.il 5. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_13.0225.C39 

38039 
AAT/GAP 
35586 
793 



0e-75 (AP000367) EST C28 952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 



6479 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 6207 Seq. ID OJ990903_ 

Gene No. 13065 Strand + 

Start 202 End 326 

Name OJ990903_13 . 0225 . C40 . ol . gs Method GENSCAN 

Start 202 End 326 

GI none Score .71 

Exons 202.. 326 



13.0225.C40 



Seq. No. 6208 Seq. ID 

Gene No. 13066 Strand 

Start 85 End 

Name OJ990903_13 . 0225 . C4 5 . ol . gs Method 

Start 85 End 

GI none Score 

Exons 85.. 187 



OJ990903_13.0225.C45 
+ 

187 

GENSCAN 

187 

.44 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



i.j Seq. No. 
; L 1 Gene No. 
HI Start 

Name 
L Start 

I- "X 

M GI 
"'••4 Exons 

GI Descrip. 



6209 .Seq. ID OJ990903_13 . 0225 . C47 

13067 ' Strand 

1 End 664 

OJ990903_13 . 0225 . C47 . ol . gp Method AAT/GAP 

1 End 664 

260_1.R1084 Score 1051 

I. .197, 309. .664 

f 121476/sp|P14323|GLU4_ORYSA 0.0e+00 GLUTELIN PRECURSOR 

>gi_82470_pir S07640 glutelin precursor (clone 5b-l) - rice 

>gi_20232_emb_CAA33838_ (X15833) precursor (AA -24 to 475) 
[Oryza sativa] 1 

6209 Seq. ID OJ990903_13 . 0225 . C47 

13067 Strand 

1 End 664 

OJ990903_13 . 0225 . C47 . ol . np Method AAT/NAP 

1 End 636 

121476 Score 912 

1..197, 309. .636 

GLUTELIN PRECURSOR gi | 82470 | pir | | S07 640 glutelin precursor 
(clone 5b-l) - rice gi 1 20232 | emb | CAA33838 | (X15833) precursor 
(AA -24 to 475) [Oryza sativa] 



j ^ Seq. No. 


6209 




Seq. ID 


OJ990903_13.0225.C47 


Gene No. 


13067 




Strand 




Start 


1 




End 


664 


Name 


OJ990903 13.0225.C47.ol 


. gs 


Method 


GENSCAN 


Start 


9 




End 


570 


GI 


none 




Score 


.65 


Exons 


9. .197, 309. .570 








Seq. No. 


6209 




Seq. ID 


OJ990903_13.0225.C47 


Gene" No. 


13068 




Strand ' 




Start . 


1709 




End 


2086 


Name 


OJ990903 13.0225.C47.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


492 


GI 


none 




Score 


88 


Exons 


1..90, 2. .91, 143. .199, 


163. 


.198, 307. 


.432, 308. .400, 415. .492 



6480 



I a 



Seq. No. 


6209 


Seq. ID 


OJ990903_13.0225.C47 


npnp Wo 


13068 


Strand 




Start 


1709 


End 


2086 


Name 


OJ990903 13.0225.C47.ol.tc 


Method 


TBLASTX: Cress 


Start 


4 


End 


507 


GI 


none 


Score 


64 


Exons 


4. .66, 4. .99, 8. .100, 8. .124, 


151. .198, 


155.. 220, 307.. 507 


Seq. No. 


6209 


Seq. ID 


OJ990903_13.0225.C47 




13068 


Strand 




Start 


1709 


End 


2086 


Name 


OJ990903 13.0225.C47.o2.gs 


Method 


GENSCAN 


Start 


1709 


End 


2086 


GI 


none 


Score 


.84 


Exons 


1709.. 1797, 2015.. 2086 






Seq. No. 


6210 


Seq. ID 


OJ990903_13.0225.C50 


Gene No. 


13069 


Strand 


+ 


Start 


1362 


End 


1461 


Name 


OJ990903 13.0225.C50.ol.gp 


Method 


AAT/GAP 


Start 


1362 


End 


1461 


GI 


LIB3477-003-P1-K1-E9 


Score 


121 


Exons 


1362. .1461 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


6211 


Seq. ID 


OJ990903_13.0225.C52 


Gene No. 


13070 


Strand 


+ 


Start 


1 


End 


845 


Name 


OJ990903 13.0225.C52.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


845 


GI 


5306262 


Score 


218 


Exons 


1..185, 279. .561, 808. .845 






GI Descrip. 


(AC006233) putative lipase [Arabidopsis thaliana] 


Seq. No. 


6211 


Seq. ID 


OJ990903_13.0225.C52 


Gene No. 


13070 


Strand 


+ 


Start 


1 


End 


845 


Name 


OJ990903 13.0225.C52.ol.tw 


Method 


TBLASTX: Wheat 


Start 


34 


End 


382 


GI - 


none 


Score 


121 


Exons 


34. .114, 38. .112, 38. .115, 103. .150, 104. .187, 107. .193, 




273.-374, 276. .377, 281. .382, 


322. .375 




Seq. No. 


6211 


Seq. ID 


OJ990903_13.0225.C52 


Gene No. 


13070 


Strand 


+ 


Start 


1 


End 


845 


Name 


OJ990903 13.0225.C52.ol.gp 


Method 


AAT/GAP 


Start 


36 


End 


552 


GI 


29916 1.R1084 


Score 


763 


Exons 


36.. 185, 279.. 552 






GI Descrip. 


M314378/gb|AAD15588 | 2.0e-65 


(AC006232) putative lipase 




[Arabidopsis thaliana] >gi 5306262 gb. AAD4 1994 . 1 AC006233 5 




(AC006233) putative lipase [Arabidopsis 


; thaliana] ' 


Seq. No. 


6211 


Seq. ID 


OJ990903_13.0225.C52 



6481 




Gene No. 


13070 




Strand 


+ 


Start 


1 




End 


845 


Name 


OJ990903 


13.0225. C52 . ol . gs 


Method - 




Start 


147 




End 


ceo 
552 


GI 


none 




Score 


. 99 


Exons 


147 . . 185, 


O *7 c\ ceo 

279 . . 552 






Seq. No. 


6211 




Seq. ID 


OJ 990903 13.0225. C52 


Gene No. 


13070 . 




Strand 


+ 


Start 


1 




End 


845 


Name 


OJ990903 


13.0225. Coz . ol . tm 


Metnod 


I bLAb l a : Ma i z e 


Start 


272 




End 


c c c 

555 


GI 


none 




Score 


>n a 

4 /0 


Exons 


O ^ o ceo 

272 . . 553, 


O T O C C X O "7 Vl CCC 

273.. 554, 274. .555 






Seq. No. 


6211 




Seq. ID 


OJ 99UyUo 1j. U^iO.tOz: 


Gene No. 


13070 




Strand 


+ 


Start 


1 




End 


845 


Name 


OJ990903_ 


13 . 0225 . Co 2 . 02 . tw 


Method 


TBLASTX : Wneat 


Start 


o e> o 

383 




End 


ceo 

559 


GI 


none 




Score 


TOO 

loo 


Exons 


O O O r r 

383 . . 559/ 


O O A C C yl 

384 . . 554 






Seq. No. 


6212 




Seq. ID 


/-\ TA AA A A O TO AOOC -y^CO 

OJ 990903 13.0225. C53 


Gene No. 


13071 




■ Strand 


+ 


Start 


876 




End 


3307 


Name 


OJ990903 


TO O O O C PC O „ 1 „ — 

13 . 0225 . C53 . ol . gs 


Method 


GENSCAN 


Start 


876 




End 


O O f\1 

3307 


GI 


none 




Score 


. 62 


Exons 


O 1 C A AH 

876 . . 997 , 


o *7 o o o n x onrtT 

2732. .3046, 309/.. 


o o m 

330 / 




Seq. No. 


6212 




Seq. ID 


/■\TO.o.nnno to aooc oco 

OJ990903 13 . 0225 . C53 


Gene No. 


13072 




Strand 




Start 


306 




End 


663 


Name 


OJ990903 


13.0225.C53.ol.np 


Method 


AAT/NAP 


Start 


306 




End 


663 


GI 


4584355 




Score 


204 


Exons 


306. .663 








GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


Seq. No. 


6213 




Seq. ID 


OJ990903_13. 0225.C57 


Gene No. 


13073 




Strand 


+ 


Start 


38 




End 


520 


Name 


OJ990903 


13.0225.C57.ol.np 


Method 


AAT/NAP 


Start 


' 38 




End 


520 


GI 


3882356 




Score 


63 


Exons 


38. .269, 


501. .520 






GI Descrip. 


(U92460) 


12-oxophytodienoate 


reductase 


0PR2 [Arabidopsis 




thaliana] 


gil 6143903|gb|AAF04449.1|AC010718 18 (AC010718) 




12-oxophytodienoate reductase (OPR2) [Arabidopsis thaliana] 


Seq. No. 


6213 




Seq. ID 


OJ990903JL3. 0225.C57 


Gene No. 


13073 




Strand 


+ 


Start 


38 




End 


520 


Name 


OJ990903 


13.0225.C57.ol.gs 


Method 


GENSCAN 


Start 


163 




End 


331 


GI 


none 




Score 


.-5 



6482 



Exons 


163.. 331 








Seq. No. 


6214 


Seq. ID 


OJ990603_01.0228 


.C4 


Gene No. 


13074 


Strand 






Start 


11 


End 


811 




Name 


OJ990603 01.0228.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


11 


End 


811 




GI 


none 


Score 


85 




Exons 


11. .91, 11. .55, 83. .406, 110 


..469, 542 


..640, 542. .640, 


647. .811, 




648. .755 








Seq. No. 


6214 


Seq. ID 


OJ990603_01.0228 


.C4 


Gene No . 


13074 


Strand 






Start 


11 


End 


811 




Name 


OJ990603 01.0228.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11 


End 


655 




GI 


none 


Score 


95 




Exons 


11. .55, 110. .364, 114. .224, 


569. .655 






Seq. No. 


6214 


Seq. ID 


OJ990603_01.0228 


.C4 


Gene No . 


13074 


Strand 






Start 


11 


End 


811 




Name 


OJ990603 01.0228.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


80 


End 


400 




GI 


none 


Score 


248 




Exons 


80. .400, 110. .397 








Seq. No. 


6215 


Seq. ID 


OJ990603_01.0228 


.C6 


Gene No. 


13075 


Strand 






Start 


296 


End 


540 




Name 


OJ990603 01.0228.C6,ol.gp 


Method 


AAT/GAP 




Start 


296 


End 


540 




GI 


uC-osflcyp033a04bl 


Score 


414 




Exons 


296. .540 








GI Descrip. 


, 6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sati-va genomic 




DNA, chromosome 1, clone : P0711E10 ■ 






Seq. No. 


6216 


Seq. ID 


OJ990603_01.0228 


.C19 


Gene No . 


13076 


Strand 






Start 


643 


End 


884 




Name 


OJ990603 01.0228.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


643 


End 


884 




GI 


none 


Score 


207 




Exons 


643. .879, 703. .846, 771. .884 








Seq. No. 


6217 


Seq. ID 


OJ990603_01.0228 


.C26 


Gene No . 


13077 


Strand 






Start 


2760 


End 


3336 




Name 


OJ990603 01.0228.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2760 


End 


3123 




GI 


none 


Score 


304 




Exons 


2760. .2864, 2764. .3123, 2889 


. .3122 






Seq. No. 


6217 


Seq. ID 


OJ990603_01.0228 


.C26 


Gene No. 


13077 


Strand 






Start • 


2760 . 


End 


3336 




Name 


OJ990603 01.0228.C26.ol.tm 


Method 


TBLASTX: Maize 





6483 






Start 


3003 




End 


3336 






GI 


none 




Score 


209 






Exons 


3003.. 3191, 3004.. 3336, 


3004. 


.3288 








Seq. No. 


6218 




Seq. ID 


OJ990603_01.0228 


.C27 




Gene No. 


13078 




Strand 








Start 


21 




End 


341 






Name 


OJ990603 01.0228.C27.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


21 




End 


341 






GI 


none 




Score 


124 






Exons 


21. .206, 246. .341, 263.. 


340 










Seq. No. 


6218 




Seq. ID 


OJ990603_01.0228 


.C27 




CJpnp No 


13079 




Strand 








Start 


345 




End 


1214 






Name 


OJ990603 01.0228.C27.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


345 




End 


827 






GI 


none 




Score 


529 






Exons 


345. .827, 449. .784 












Seq. No. 


6218 




Seq. ID 


OJ990603_01.0228 


.C27 




Gene No 


13079 




Strand 








Start 


345 




End 


1214 






Name , 


OJ^90603 01.0228.C27.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


357 




End 


646. ' 






GI 


none 




Score 


302 




(S n 

i-i : 


Exons 


357. .644, 455. .646 










L _j 


Seq. No. 


6218 




Seq. ID 


OJ990603_01.0228 


.C27 




Gene No . 


13079 




Strand 






1 : I 


Start 


345 




End 


1214 




W 


Name 


OJ990603 01.0228.C27.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


714 




End 


1214 




:3 


GI 


none 




Score 


161 




i!3 


Exons 


714. .893, 879. .1214, 966 


1. .1169 








Seq. No. 


6218 




Seq. ID 


OJ990603_01.0228 


.C27 




Gene No. 


13079 




Strand 






hJ 


Start 


345 




End 


1214 






Name 


OJ990603 01.0228.C27.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


768 




End 


1163 




□ 


GI 


none 




Score 


57. 






Exons 


768. .800, 768. .812, 804. 


.1163 


, 804. .884 


[, 899.. 1162 






Seq. No. 


. 6218 




Seq. ID 


OJ990603_01.0228 


.C27 




Gene No 


13079 




Strand 








Start 


345 




End 


1214 






Name 


OJ990603 01.0228.C27.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


876 




End 


1178 






GI 


none 




Score 


382 






Exons 


876. .1178, 877. .978, 896 


;. .1177 








Seq. No. 


6218 




Seq. ID 


OJ990603_01.0228 


.C27 




Gene No. 


13080 ' 




Strand 








Start 


1179 




End 


1688 






Name 


OJ990603 01.0228.C27.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1179 




End 


1688 





6484 



GI 

Exons 



none Score 
1179. .1688, 1211. .1522, 1257. .1604 



Seq. No. 6218 Seq. ID 

Gene No. 13080 • Strand 

Start 1179 End 

Name OJ990603_01 . 0228 . C27 . o2 . ts Method 

Start 1203 End 

GI none Score 

Exons 1203.. 1430 



623 



OJ990603 _01 . 0228 .C27 
1688 

TBLASTX : Soybean 

1430 

198 



Seq. No. 6218 

Gene No. 13080 

Start 1179 

Name OJ990603_01 . 0228 . C27 . ol . tm 

Start 1251 

GI none 

Exons 1251.. 1604, 1253.. 1519, 1305, 

Seq. No. 6218 

Gene No. 13081 

Start 1692 

Name OJ990603_01 . 0228 . C27 . o4 . tw 

Start 1692 

GI none 

Exons 1692.. 1913, 1763.. 1864 

Seq. No. 6219 

Gene No. 13082 

Start 2 

Name OJ990603_01 . 0228 . C28 . ol . tw 

Start 2 

GI none 

Exons 2.. 229 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990603_01.0228.C27 
1688 

TBLASTX: Maize 

1616 

488 



1616, 1412. .1609 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990603_01.0228.C27 
1913 

TBLASTX: Wheat 

1913 

196 



OJ990603_01.0228.C28 
283 

TBLASTX: Wheat 

229 

225 



;;=: Seq. No. 6219 Seq. ID 

'"4 Gene No. 13082 Strand 

M Start 2 End 

; t 3 Name OJ990603_01 . 0228 . C28 . ol . tm Method 

^ Start 26 End 

GI none Score 

- Exons 26.. 250, 251.. 283 

Seq. No. 6220 Seq. ID 

Gene No. 13083 Strand 

Start 55 End 

Name OJ990603_01 . 0228 . C29 . ol . tw Method 

Start 55 End 

GI none Score 

Exons 55.. 201, 56.. 589, 63.. 407 

Seq. No. 6220 - Seq. ID 

Gene No. 13083 Strand 

Start . 55 End 

Name OJ990603J31 . 0228 . C29 . o2 . ts Method 

Start 55 End ■ 

GI none Score 



OJ990603_01.0228.C28 
283 

TBLASTX: Maize 

283 

220 



OJ990603_01.0228.C29 
589 

TBLASTX: Wheat 

589 

299 



OJ990603_01.0228.C29 
589 

TBLASTX : Soybean 

262 

133 



6485 



Exons 



55.. 138, 56.. 262, 57.. 251 



Seq. No. 6220 . 

Gene No. 13083 

Start 55 

Name OJ990603_01 . 0228 . C29 . o4 . tm 

Start 59 

GI none 

Exons 59.. 406, 87.. 407, 101.. 433 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 589 

Method TBLASTX : Mai ze 

End 433 

Score 156 



Seq. No. 6220 

Gene No. 13084 

Start 617 

Name OJ990603_01 . 0228 . C29 . ol . tm 

Start 617 

GI none 

Exons 617.. 970, 624.. 959 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 1042 

Method TBLASTX : Mai ze 

End 970 

Score 210 



Seq. No. 6220 

Gene No. 13084 

Start 617 

Name OJ990603_01 . 0228 . C2 9 . o2 . tw 

Start 617 

GI none 

Exons '617.. 1042, 624.. 959, 978.. 1040 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 1042 

Method TBLASTX : Wheat 

End 1042 

Score 265. 



fl Seq. No. 6220 

y Gene No. 13084 

~. Start 617 

1 Name OJ990603_01 . 0228 . C29 . o3 . ts 

y Start 788 

J GI none 

Li Exons 788.. 1036 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 1042 

Method TBLASTX : Soybean 

End 1036 

Score 212 



Seq. No. 6220 

Gene No. 13085 

Start 977 

Name OJ990603_01 . 0228 . C29 . o3 . tm 

Start 977 

GI none . 

Exons 977.. 1309, 978.. 1256 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 1453 

Method TBLASTX : Mai ze 

End 1309 

Score 142 



Seq. No. 6220 

Gene No. 13085 

Start 977 

Name OJ990603_01 . 0228 . C29 . o4 . tw 

Start 1043 

GI none 

Exons 1043.. 1306, 1044.. 1304 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 1453 

Method TBLASTX : Wheat 

End 1306 

Score 250 



Seq. No. 6220 

Gene No. 13085 

Start 977 

Name OJ990603_01 .0228 .C2 9.ol . ts 

Start 1058 

GI none 
Exons 



Seq. ID OJ990603_01.0228.C29 
Strand 

End 1453 

Method TBLASTX : Soybean 

End 1453 

-Score 189 



1058. .1309, 1068. .1301, 1364. .1417, 1374. .1415, 1421. .1453, 



6486 



1421. .1453 



Seq. No. 6220 Seq. ID 

Gene No. 13086 Strand 

Start 1364 End 

Name OJ990603_01 . 0228 .C29. o2 . tm Method 

Start 1364 End 

GI none Score 

Exons 1364.. 1807, 1374.. 1811 



OJ990603_01.0228.C29 
1877 

TBLASTX: Maize 

1811 

108 



Seq. No. 6220 Seq. ID 

Gene No. 13086 Strand 

Start 1364 End 

Name OJ990603_01 . 0228 . C29 . o3 . tw Method 

Start 1394 End 

GI none Score 

Exons 1394.. 1876, 1397.. 1852, 1437.. 1877 



OJ990603_01.0228.C29 
1877 

TBLASTX: Wheat 

1877 

223 



Seq. No. 6220 Seq. ID 

Gene No. 13086 Strand 

Start 1364 End 

Name OJ990603_01 . 0228 .C29. o4 . ts Method 

Start - 1526 End 

GI none Score 

Exons 1526.. 1840 



OJ990603_01.0228.C29 
1877 

TBLASTX : Soybean 

1840 

184 



\'Jl Seq. No. 6220 Seq. ID 

FU Gene No. 13087 Strand 

j«5 Start 1812 End 

! = 1 Name OJ990603_01 . 0228 .C29. o5 . tm Method 

! '_ Start 1812 End 

GI none Score 

Til Exons 1812.. 1967, 1814.. 2005 



OJ990603_01.0228.C29 
2005 

TBLASTX: Maize 

2005 

148 



Seq. No. 6220 Seq. ID 

Gene No. 13088 Strand 

Start 2009 End 

Name OJ990603_01 . 0228 . C29 . o5 . tw Method 

Start 2009 End 

GI none Score 

Exons 2009.. 2362 



OJ990603_01.0228.C29 
2362 

TBLASTX: Wheat 

2362 

259 



Seq. No. 6221 Seq. ID 

Gene No. 1308 9 Strand 

Start 260 End 

Name OJ990603_01 . 0228 . C30 . ol . tw Method 

Start 260 End 

GI none Score 

Exons 260.. 532, 260.. 568, 468.. 545 



OJ990603_01 . 0228 . C30 
568 

TBLASTX: Wheat 

568 

90 



Seq. No. 6222 Seq. ID 

Gene No. 13090 Strand 

Start 415 End 

Name OJ990603_01 . 0228 . C34 . o2 . gp Method 

Start 415 End 

GI uC-osroM202016al2al Score 

Exons 415. .530 



OJ990603_01.0228.C34 
530 

AAT/GAP 

530 

157 



6487 



GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 


6223 




Seq. ID 


OJ990603_01.0228.C36 


Gene No. 


13091 




Strand 




Start 


717 




End 


1310 


Name 


OJ990603 01.0228. 


C36..ol.ts 


Method 


TBLASTX: Soybean 


Start 


717 




End 


1310 


GI 


none 




Score 


103 


P. von q 


717. .797, 996. .1133, 1000. .1116, 1191.. 


1298, 1221.. 1310 


Seq. No. 


6223 




Seq. ID 


OJ990603_01.0228.C36 


Gene No. 


13091 




Strand 




Start 


717 




End 


1310 


Name 


OJ990603 01 0228 


ol tm 


Method 


TBLASTX: Maize 


Start 


996 ~~ 




End 


1310 


GI 


none 




Score 


181 




996.. 1160, 1000.. 


1158, 1001.. 


1297, 1002. .1298, 1215. .1310 


Seq. No. 


6223 




Seq. ID 


OJ990603_01 . 0228 . C36 


Gene No. 


13091 




Strand 




Start 


717 




End 


1310 


Name 


OJ990603 01 0228 




Method 


TBLASTX: Wheat 


Start 


996 _ 




End 


1310 


GI 


none 




Score 


81 




996.. 1109, 1000.. 


1122, 1179.. 


1298, 1190.. 1288, 1218.. 1310 


Seq. No. 


6224 




Seq. ID 


OJ990603_01.0228.C38 


Gene No. 


13092 




Strand 




Start 


27 




End 


273 


Name 


OJ990603 01.0228. 


C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


27 




End 


273 


GI 


none 




Score 


192 


Rxon 


27. .269, 28. .264, 


49. .273 






Seq. No. 


6225 




Seq. ID 


OJ990603_01.0228.C41 


Gene No. 


13093 




Strand 




Start 


109 




End 


505 


Name 


OJ990603 01.0228. 


C41.ol.tw 


Method 


TBLASTX: Wheat 


Start 


109 




End 


505 


GI 


none 




Score 


49 


Exons 


109. .501, 259. .468, 272. .505, 


297. .503 




Seq. No. 


6225 




Seq. ID 


OJ990603_01.0228.C41 


Gene No. 


13094 




Strand 




Start 


565 




End 


780 


Name 


OJ990603 01.0228. 


C41.ol.tm 


Method 


TBLASTX: Maize 


Start 


565, 




End 


780 


GI 


none 




Score 


53 



Exons 565.. 780, 566.. 613, 659.. 721 



Seq. No. 6226 Seq. ID 

Gene No. 13095 Strand 

Start 88 End 

Name OJ990603_01 . 0228 . C42 . ol . tw Method 

Start 88 End 

GI none Score 



OJ990603_01. 0228 .C42 
747 

TBLASTX: Wheat 

706 

110 



6488 




Exons 


88 . . 375/ 


89 . . 376, 352 . . 


c a c 

585, 


359 . . 706, 


361 . . 705 




Seq. No. 


6226 






Seq. ID 


/-\ T A A A A A f\ ~\ AOOO 

OJ990603_01 . 0228 


.C42 


Gene No. 


13095 






Strand 






Start 


88 






End 


747 




Name 


OJ990603 


01 . 0228 . C42 .ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


172 






End 


567 




GI 


none 






Score 


252 




Exons 


172 . . 567 












Seq. No. 


6226 






Seq. ID 


OJ990603_01 . 0228 


. C42 


Gene No. 


13095 






Strand 






Start 


88 






End 


747 




Name 


OJ990603 


01 . 0228 . C42 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


280 






End 


669 




GI 


none 






Score 


127 




Exons 


280 . . 669, 


322 . . 588, 386 


. . 652 








Seq. No. 


6226 






Seq. ID 


OJ990603_01 . 0228 


. C42 


Gene No. 


13095 






Strand 






Start 


88 






End 


747 




Name 


OJ990603 


01 . 0228 . C42.ol 


. tc 


Method 


(Tl ~ » T TV m\7 _ /— 1 _____ 

TBLASTX : Cress 




Start 


496 






End 


747 




GI 


none 






Score 


183 




Exons ■ 


496. .747 












Seq. No. 


6227 






Seq. ID 


a taaa/"Aa ~. i - i - > - - » 

OJ990603 01.0228 


. C47 


Gene No. 


13096 






Strand 






Start 


20 






End 


343 




Name 


y-\ T A A A /" A 1 

OJ990603_ 


01 . 0228 . C47 .o2 


. tw 


Method 


mnT tv fi m v _ r.Tl x_ 

TBLASTX : Wheat 




Start 


20 






End 


302 




GI 


none 






Score 


223 




Exons 


20. . 301, 


24 . . 302 










Seq. No. 


6227 






Seq. ID 


OJ990603_01 . 0228 


. C47 


Gene No. 


13096 






Strand 






Start 


20 






End 


343 




Name 


OJ990603 


01.0228.C4'7.ol 


.tm 


Method 


TBLASTX : Mai ze 




Start 


23 






End 


343 




GI 


none 






Score 


172 




Exons 


23 . . 328, 


26. .343, 30. .332 








Seq. No. 


6227 






Seq. ID 


OJ990603_01 . 0228 


. C47 


Gene No. 


13097 






Strand 






Start 


260 






End 


625 




Name 


OJ990603_ 


01.0228.C47.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


260 






End 


520 




GI 


none 






Score 


151 




Exons 


260. . 520, 


261. .515 










Seq. No. 


6227 






Seq. ID 


OJ990603_01 . 0228 


. C47 


Gene No. 


i oAm 

13097 






Strand 






Start 


260 






End 


625 




Name 


OJ990603 


01.0228.C47.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


284 






End 


601 




GI 


" none 






Score 


81 




Exons 


284. .427, 


28S..425, 428 


. .601 









6489 



Seq. No. 6227 

Gene No. 13097 

Start 260 

Name OJ990603_01 . 0228 .C47 . ol . tw 

Start 308 

GI none 

Exons 308. .619, 309.. 563, 314.. 595 



Seq. ID OJ990603_01.0228.C47 
Strand 

End 625 

Method TBLASTX : Wheat 

End 619 

Score 237 



Seq. No. 6227 

Gene No. 13097 

Start 260 

Name OJ990603_01 . 0228 .C47 . o2 . tm 

Start 344 

GI none 

Exons 344..62S, 345.. 548, 356. ,577 



Seq. ID OJ990603_01.0228.C47 
Strand 

End 625 

Method TBLASTX : Mai ze 

End 625 

Score 101 



Seq. No. 6228 

Gene No. 13098 

Start 458 

Name OJ990603_01 . 0228 . C50 . ol . tw 

Start 458 

GI none 

Exons 458.. 688, 509.. 640 



Seq. ID OJ990603_01.0228.C50 

Strand 

End 688 

Method TBLASTX : Wheat 

End 688 

Score 75 



; "1 
'is* 

ru 



Seq. No. 6229 

Gene No. 13099 

Start 98 

Name OJ990603_01 . 0228 . C51 . o2 . tw 

Start 98 

GI none 

Exons 98..29S, 114.. 296, 123.. 296 

Seq. No. 6229 

Gene No. 13100 

Start 345 

Name OJ990603_01 . 0228 . C51 . ol . tw 

Start 345 

GI none 

Exons 345.-542, 348.. 674 



Seq. ID OJ990603_01.0228.C51 
Strand 

End 296 

Method TBLASTX : Wheat 

End 296 

Score 198 



Seq. ID OJ990603_01.0228.C51 
Strand 

End 674 

Method TBLASTX : Wheat 

End 674 

Score 294 



Seq. No. 6229 

Gene No. 13100 

Start 345 

Name OJ990603_01 . 0228 . C51 . ol . tm 

Start 348 

GI none 

Exons 348.. 653, 348.. 557 



Seq. ID OJ990603_01.0228.C51 

Strand 

End 674 

Method TBLASTX : Mai ze 

End 653 

Score 243 



Seq. No. 6230 

Gene No. 13101 

Start 135 

Name OJ990603_01 . 0228 . C52 . ol . tm 

Start 135 

GI none 

Exons -135.. 161, 229.. 372, 233.-373 



Seq. ID OJ990603_01.0228.C52 

Strand - 

End 373 

Method TBLASTX : Mai ze 

End 373 

Score 122 



6490 




Seq. No. 


6231 


Seq. ID 


OJ990603_01.0228 


.C53 


Gene No . 


13102 


Strand 






Start 


180 


End 


538 




Name 


OJ990603 01.0228.C53.ol.tw 


Method 


TBLASTX: Wheat 




Start 


180 


End 


538 




GI . 


none 


Score 


185 




Exons 


180. .458, 202. .474, 476. .538 








Seq. No. 


6232 


Seq. ID 


OJ990603_01.0228 


.C55 


Gene No. 


13103 


Strand 


— 




Start 


710 


End 


776 




Name 


OJ990603 01.0228.C55.ol.gp 


Method 


AAT/GAP 




Start 


710 


End 


776 




GI 


4879016 


Score 


96 




Exons 


710. .776 








GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. .No. 


6232 


Seq. ID 


OJ990603_01.0228 


.C55 


Gene No. 


13104 * 


Strand 






Start 


1500 


End 


1881 




Name 


OJ990603 01.0228.C55.o2.gp 


Method 


AAT/GAP 




Start 


1500 


End 


1881 




GI 


uC-osflcyp033a04bl 


Score 


667 




Exons 


1500. .1881 









01 GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 • 



Seq. No. 


6233 










Seq. ID 


OJ990603_01.0228 


.C57 


Gene No. 


13105 










Strand 






Start 


10 










End 


372 




Name 


OJ990603 


_01. 


0228. 


C57.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


10 










End 


372 




GI 


none 










Score 


65 




Exons 


10. .372, 


263 


. .361 


, 268. 


.363 








Seq. No. 


6234 










Seq. ID 


OJ990603_01.0228 


.C61 


Gene No. 


13106 . 










Strand 






Start 


3 










End 


1290 




Name 


OJ990603 


_01. 


0228. 


C61.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3 










End 


410 




GI 


5509260 










Score 


316 




Exons 


3. .410, 


222; 


.389, 


332. . 


391 








GI Descrip. 


















Seq. No. 


6234 










Seq. ID 


OJ990603_01.0228 


.C61 


Gene No. 


13106 










Strand 






Start 


3 










End 


1290 




Name 


OJ990603 


_01. 


0228. 


C61.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


39 










End 


299 




GI 


none 










Score 


255 




Exons 


39. .299 
















Seq. No. 


6234 










\Seq. ID 


OJ990603_01.0228 


.C61 


Gene No. 


13106 










Strand 






Start 


3 










End 


1290 





6491 



Name 

Start 

GI 

Exons 



OJ990603_01 . 0228 . C61 . ol . tm Method TBLASTX : Maize 

81 End 545 

none Score 318 
81. .545, 216. .398, 332. .442 



Seq. No. 6234 

Gene No. 13106 

Start 3 End 

Name OJ990603_01 . 0228 . C61 . o2 . tw Method TBLASTX : Wheat 

Start 81 End 626 

GI none Score 

Exons 81. .425, 441. .626, 447. .596, 494. .616 



Seq. ID OJ990603_01.0228.C61 
Strand 

1290 



277 



Seq. No. 6234 

Gene No. 13106 

Start 3 

Name OJ990603_01 . 0228 . C61 . o2 . ts 

Start 482 

GI none 

Exons 482.. 685, 483.. 686, 685.. 825 



Seq. ID OJ990603_01.0228.C61 
Strand 

End 1290 

Method TBLASTX : Soybean 

End 825 

Score 207 



13 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6234 

13106 

3 



Seq. ID OJ990603_01.0228.C61 
Strand 

End 1290 



OJ990603 01.0228.C61.o2.tm Method TBLASTX : Maize 



697 
none 

697. .960, 742. .975, 747. .974 

6234 

13106 

3 

OJ990603_01.0228.C61.o3.ts 

826 

none 

826. .951, 970. .1194 



End 
Score 



975 
214 



Seq. ID OJ990603_01.0228.C61 
Strand 

End 1290 

Method TBLASTX : Soybean 

End 1194 

Score 91 



Seq. No. 
.1 Gene No. 
IZ : Start 
It Name' 
^ Start 

GI 

Exons 



6234 

13106 

3 



Seq. ID OJ990603_01.0228.C61 
Strand 

End 1290 



OJ990603 01.0228.C61.ol.tw Method TBLASTX: Wheat 



831 
none 



End 
Score 



1290 
77 



831. .878, 832. .906, 833. .904, 921. .1289, 921. .1280, 922. .1290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6235 
13107 
66 

OJ990603 01.0228.C65.ol.tm Method TBLASTX: Maize 



Seq. ID OJ990603_01.0228.C65 
Strand 

End 4 57 



66 

none 



End 
Score 



66..4S5, 70. .321, 87. .455, 367. .456 



456 
143 



Seq. No. 
Gene No. 
Start 
Name 



6235 Seq. ID OJ990603_01 . 0228 . C65 

13107 Strand 

66 End 457 

OJ990603 01.0228.C65.ol.tw Method TBLASTX: Wheat 



6492 



Hi 



: 1 



Start 


147 




End 


457 




GI 


none 




Score 


178 




Exons 


147. .455, 148. .456, 344 


. .457 








Seq. No. 


6236 




Seq. ID 


OJ990603_01.0228 


.C69 


Gene No. 


13108 




Strand 






Start 


370 




End 


522 




Name 


OJ990603 01.0228.C69.ol 


. CTD 


Method 


AAT/GAP 




Start 


370 




End 


522 




GI 


700189 




Score 


123 




Exons 


370. .448, 495.-522 










GI Descrip. 


5817110/embl CAB53671.il 


l.Oe- 


23 (AL110193) hypothetical 


protein 




[Homo sapiens] 










Seq. No. 


6237 




Seq. ID 


OJ000108_58.0228 


.C3 




13109 




Strand 


- 




Start 


904 




End 


1127 




Name 


OJ000108 58.0228.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


877 




End 


1020 




GI 


none 




Score 


132 




Exons 


877.. 1020, 878.. 1006 










Seq. No. 


6237 




Seq. ID 


OJ000108_58.0228 


.C3 




13109 

-L -J -L \J J 




Strand 






Start 


904 




End 


1127 




Name 


OJ000108 58.0228.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


904 




End 


1127 




GI 


2310876 




Score 


374 




Exons 


904. .1127 










Seq. No. 


6238 




Seq. ID 


OJ000108_58.0228 


.C6 




13110 




Strand 






Start 


6641 




End 


7033 




Name 


OJ000108 58.0228.C6.o6. 


tw 


Method 


TBLASTX: Wheat 




Start . 


6641 




End 


7033 




GI 


none 




Score 


55 




Exons 


6641. .6688, 6695.-6793, 


6712. 


.6792, 6760.. 6999, 6776.. 7033 


Seq. No. 


6238 




Seq. ID 


OJ000108_58.0228 


.C6 




13110 




Strand 






Start 


6641 




End 


7033 




Name 


OJ000108 58.0228.C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6683 




End 


6931 




GI 


none 




Score 


193 




Exons 


6683.. 6931, 6685. .6930 










Seq. No. 


6238 




Seq. ID 


OJ000108_58.0228 


• C6 


UC11C IN KJ • 


niii 




Strand 






Start 


7771 




End 


8257 




Name 


OJ000108 58.0228.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7771 




End 


8257 




GI 


none 




Score 


415 




Exons 


7771. .7944, 7772. .8257, 


7966. 


.8253 






Seq. No. 


6238 




Seq. ID 


OJ000108_58.0228 


;C6 


Gene No. 


13112 




Strand 






Start 


8421 




End 


8908 





6493 



Name 


OJ000108 58. 


0228. 


C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8421 






End 


8884 




GI 


none 






Score 


208 




Exons 


8421. .8864, 


8422. 


.8883, 8423 


. .8884 






Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


.C6 


Gpnp No . 


13112 






Strand 






Start 


8421 






End 


8908 




Name 


OJ000108 58. 


0228. 


C6.o3.ts 


Method 


TBLASTX: Soybean 




Start 


8462 






End 


8827 




GI 


none 






Score 


117 




Exons 


8462.-8686, 


8693. 


.8827 








Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


.C6 


Gene No . 


13112 






Strand 






Start 


8421 






End 


8908 




Name 


OJ000108 58. 


0228. 


C6.ol. tm 


Method 


TBLASTX: Maize 




Start 


8552 






End 


8908 




GI 


none 






Score 


393 




Exons" 


8552. .8908, 


8587. 


.8898, 8618 


..8908 






Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


.C6 


Gene No . 


13113 






Strand 






Start 


8935 






End 


9442 




Name 


OJ000108 58. 


0228. 


C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


8935 






End 


9319 




GI 


none 






Score 


353 




Exons 


8935. .9300, 


8936. 


.9319 








Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


.C6 


Gene No . 


13113 






Strand 






Start 


8935 






End 


9442 




Name 


OJ000108 58. 


0228. 


C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8993 






End 


9417 




GI 


none 






Score 


481 




Exons 


8993. .9412, 


8998. 


.9417 








Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


.C6 


Gene No . 


13113 






Strand 






Start 


8935 






End 


9442 




Name 


OJ000108 58. 


0228. 


C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9071 






End 


9442 




GI 


none 






Score 


274 




Exons 


9071. .9442, 


9088. 


.9231 








Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


-C6 


Gene No. 


13114 






Strand 






Start 


10043 






End 


10816 




Name 


OJ000108 58. 


0228. 


C6.o5. tw 


Method 


TBLASTX: Wheat 




Start 


10043 






End 


10501 




GI 


none 






Score 


234 




Exons 


10043. .10291 


., 10067. .10291, 


10132. .10305, 10352. .10501, 






10361. .10498, 10363.. 10500 








Seq. No. 


6238 






Seq. ID 


OJ000108_58.0228 


.C6 


Gene No. 


13114 






Strand 






Start 


10043 






End 


10816 





6494 



Name OJ000108_58 . 0228 . C6 . o2 . ts Method TBLASTX: Soybean 

Start 10190 End 10756 

GI 5666795 . Score 68 

Exons 10190. .10288, 10364 .. 10501, 10556.. 10756 

GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 6238 

Gene No. 13114 

Start 10043 

Name OJ000108_58 . 0228 -C6.o7.tw 

Start 10504 

GI none 
Exons 



Seq. ID OJ000108_58.0228.C6 
Strand 

End 10816 

Method TBLASTX : Wheat 

End 10816 

Score 192 



10504. .10680, 10517. .10705, 10556. .10816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6238 

13115 

11009 

OJ000108_58.0228.C6.o2.tm 

11009 

none 



Seq. ID OJ000108_58.0228.C6 
Strand 

End 11500 

Method TBLASTX : Maize 

End 11371 

Score 361 



11009. .11332, 11038. .11319, 11324. .11371 



Seq. No. 
, asa Gene No. 
~ Start ' 
; i3 Name 
m Start 

ry gi 

Exons 



6238 

13115 

11009 

OJ000108_58.0228.C6.o4.tw 

11146 

none 



Seq. ID OJ000108_58.0228.C6 
Strand 

End 11500 

Method TBLASTX : Wheat 

End 11500 

Score 365 



11146. .11202, 11147. .11500, 11248. .11496 



Seq. No. 6239 

U Gene No. 13116 

! 3 y Start 77 

, s Name OJ000108_58 . 0228 . C7 . ol . tm 

!U Start 77 

GI none 

y Exons 77.. 259, 82.. 258 



Seq. ID OJ000108_58.0228.C7 
Strand 

End 259 

Method TBLASTX : Mai ze 

End 259 

Score 192 



Seq. No. 6240 

Gene No. 13117 

Start 430 

Name OJ000108_58 . 0228 . C8 .ol . tc 

Start 286 

GI none 

Exons 286.. 633, 287.. 730, 392.. 634 



Seq. ID OJ000108_58.0228.C8 

Strand + 

End 771 

Method TBLASTX : Cress 

End 730 

Score 352 



Seq. No. 6240 

Gene No. 13117 

Start 430 

Name OJ000108_58 . 0228 . C8 . ol . ts 

Start 374 

GI none 

Exons 374.. 718, 383.. 634, 391.. 681 



Seq. ID OJ000108_58.0228.C8 

Strand + 

End 771 

Method TBLASTX : Soybean 

End 718 

Score 337 



Seq. No. 
Gene No. 
Start 



6240. 
13117 
430 



Seq. ID OJ000108_58.0228.C8 
Strand + 
End 771 



6495 



Name 


OJ000108 58.0228.C8 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


419 




End 


742 


GI 


none 




Score 


373 


Exons 


419. .742, 420. .704, 424 


. .705 






Seq. No. 


6240 




Seq. ID 


OJ000108_58 .0228 .C8 


Gene No. 


13117 




Strand 


+ 


Start 


430 




End 


771 


Name 


OJ000108 58.0228.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


430 




End 


771 


GI 


59584 1.R1084 




Score 


677 


Exons 


430. .771 








GI Descrip. 


'3738230/dbj IBAA33794 | 


l.Oe- 


22 (AB007790) DREB2A [Arabidopsis 



thaliana] >gi_4126706_dbj_BAA36705_ (AB016570) DREB2A 
[Arabidopsis thaliana] 1 





Seq. No. 


6241 




Seq. ID 


OJ000108_58.0228. 


C9 




Gene No. 


13118 




Strand 








Start 


3 




End 


1247 






Name. 


OJ000108 58. 0228. C9, 


.ol.tc 


Method 


TBLASTX : Cress 






Start 


3 




End 


243 






GI 


none 




Score 


215 






Exons 


3. .242, 4. .243 










3 — 


Seq. No. 


6241 




Seq. ID 


OJ000108_58.0228. 


C9 


hJ 


Gene No. 


13118 




Strand 








Start 


3 




End 


1247 




ru 


Name 


OJ000108 58. 0228. C9, 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


3 




End 


1247 






GI 


none 




Score 


77 




1 ,f 


Exons 


3. .419, 468. .512, 1017. .1148, 


1161. .1247 




y 

m 


Seq. No. 


6241 




Seq. ID 


OJ000108_58.0228. 


C9 




Gene No. 


13118 




Strand 








Start 


3 




End 


1247 




i i 


Name 


OJ000108 58. 0228. C9, 


. ol .tm 


Method 


TBLASTX: Maize 






Start 


160 




End 


1087 






GI 


none 




Score 


595 






Exons 


160. .573, 160. .573, 


162. .578, 


996. .1085, 1015. .1086, 1016. 






1017.. 1085 












Seq. No. 


6241 * 




Seq. ID 


OJ000108_58.0228. 


C9 




Gene No. 


13118 




Strand 








Start 


3 




End 


1247 






Name 


"OJ000108 58. 0228. C9, 


,o2.tc 


Method 


TBLASTX: Cress 






Start 


327 




End 


1202 






GI 


none 




Score 


165 






Exons 


327.. 578, 352.. 573, 


1015. .1122, 1017.. 


1202, 1023. .1202 





Seq. No. 6241 

Gene No. 13119 

Start 1199 

Name OJ000108_58 . 0228 . C9 . o2 . tm 

Start 1199 

GI none 

Exons 1199.. 1375, 1200.. 1376, 1200. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1391, 1201. .1392 



OJ000108_58.0228.C9 
1392 

TBLASTX: Maize 
1392 
127 



6496 



Seq. No. -~*" 6242 " Seq. ID 

Gene No. 13120 Strand 

Start 1 End 

Name OJ000108_58 . 0228 .CIO . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..280 



OJ000108_58. 0228. CIO 
280 

AAT/GAP 

280 

560 



Seq. No. 6242 Seq. ID 

Gene No. . 13121 Strand 

Start 2264 End 

Name OJ000108_58 . 0228 .C10 . ol . tm Method 

Start 2264 End 

GI none Score 
Exons 



OJ000108_58. 0228. C10 
3983 

TBLASTX: Maize 

3983 

83 



2264.. 2368, 2285.. 2452, 2656.. 2745, 2671.. 2748, 2829.. 2912, 

2831. .2914, 2834. .2914, 2836. .2925, 2840. .2899, 3582. .3782, 

3582. .3758, 3590. .3781, 3591. .3791, 3624. .3785, 3648. .3749, 

3860. .3895, 3882. .3983, 3884. .3982, 3884. .3934 



H.3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6243 Seq. ID 

13122 Strand 
7949 End 
OJ000108_58 . 0228 .C14 . o2 . gp Method 
7949 End 
LIB3477-003-P1-K1-E9 Score 
7949. .8050 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000108_58.0228.C14 
+ 

8050 
AAT/GAP 
8050 
138 



6243 
13123 
2620 

OJ000108_58.0228.C14.ol.ts 
2307 
none 

2307. .2489, 2311. .2490, 2491. .2598 



Seq. ID OJ000108_58.0228.C14 
Strand 
End 

Method 
End . 
Score 



2937 

TBLASTX : Soybean 

2598 

232 



:.3 Seq. No. 6243 

l'_ Gene No. 13123 

Start 2620 

Name OJ000108_58 . 0228 .C14 . ol . tc 

Start 2310 

GI none 
Exons 



Seq. ID OJ000108_58.0228.C14 
Strand 
End 

Method 
End 
Score 



2937 

TBLASTX: Cress 

2598 

250 



2310. .2489, 2314. .2490, 2497. .2598, 2499. .2591 



Seq. No. 


6243 






Seq. ID 


OJ000108_58.0228 


.C14 


Gene No. 


13123 






Strand 






Start 


2620 






End 


2937 




Name 


OJ000108 58 


.0228.C14.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2322 






End 


2598 




GI 


none 






Score 


268 




Exons 


2322. .2489, 


2323. .2490, 


2491. 


.2598, 2514.. 2588 




Seq. No. 


6243 






Seq. ID 


OJ000108_58.0228 


.C14 


Gene No. 


13123 






Strand 






Start 


2620 






End 


2937 





6497 



Name 

Start 

GI 

Exons 



OJ000108_58.0228.C14.ol.gp 

2620 

2280610 

2620. .2937 



Method AAT/GAP 
End 2937 



Score 



598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6243 

13124 

4384 

OJ000108_58. 

4384 

none 

4384. .4542, 
4399. .4551, 
4487. .4594, 
4579. .4734, 
4617. .4724, 
4775. .4885, 
4893. .5030, 



0228.C14.o2.tm 



4387.. 4536, 4390 

4399. .4548, 4419 

4539.. 4631, 4540 

4581. .4724, 4584 

4723.. 4881, 4726 

4782. .4841, 4889 
4923. .5024 



Seq. ID OJ000108_58.0228.C14 
Strand 

End 5047 

Method TBLASTX: Maize 

End 5047 

Score 67 

.4539, 4391.. 4537, 4394.. 4549, 
.4460, 4432. .4506, 4486. .4578, 
.4632, 4567.. 4719, 4575.. 4733, 
.4724, 4S94..4752, 4613.. 4723, 
.4806, 4745.-4867, 4775.. 4897, 
.5023, 4890.. 5015, 4892.. 5047, 



Seq. No. 
Gene No. 
Start 
Name 

Start 
U GI 

%1 Exons 

m 



'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6244 

13125 

6792 

OJ000108_58 . 0228 . C16 . o2 . tm 

6792 

none 



Seq. ID OJ000108_58.0228.C16 
Strand 

End 8005 

Method TBLASTX : Mai ze 

End • .8002 

'Score 88 



67-92.. 6848, 6793. .6846, 7489. .7554, 7490.. 7603, 7703.. 7786, 
7793.. 7828, 7946.. 8002 



6244 

13125 

6792 

OJ000108_58 . 0228 . C16 . ol . tw 

6796 

none 

6796. .6846, 
7929. .8000, 



OJ000108_58.0228.C16 
8005 

TBLASTX: Wheat 

8005 

64 



7492..75S7, 7493. 
7946. .8005 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7603, 7703.. 7744, 7787.. 7828, 



.624 4 

13126 

8090 

OJ000108_58 . 0228 . C16 . ol . tm 

8090 

none 



Seq. ID OJ000108_58.0228.C16 
Strand 

End 9226 

Method TBLASTX : Maize 

End 9226 

Score 62 



8090. .8134, 8090. .8134, 8230. .8295, 8230. .8295, 8234. .8302, 
8395.. 8562, 8400.. 8573, 8400.. 8579, 8401.. 8598, 8402.. 8605, 
8913.. 9008, 8914.. 9009, 8932.. 9009, 9119.. 9226, 9121.. 9225 



Seq. No. 6244 

Gene No. 13126 

Start 8090 

Name OJ000108_58 . 0228 . C16 . ol . ts 

Start 8258 

GI none 

Exons 8258.. 8302, 8258.. 8296, 8395. 

8919.. 9008, 9127.. 9207, 9128. 



Seq. ID OJ000108_58.0228.C16 
Strand 

End 9226 

Method TBLASTX : Soybean 

End 9208 

Score 64 

.8571, 8397. .8579, 8914. .9003, 
.9208 



Seq. No. 



6244 



Seq. ID OJ000108 58.0228.C16 



6498 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ 

'is* 

pi Seq. No. 

\'z Gene No. 

H Start 

LJ Name 

: L 3 Start 

m GI 

' ~ Exons 

Seq. No. 

"J Gene No. 

h£ Start 

L i Name 

^ Start 

! ==* Exons 



13126 



Strand 



8090 










End 


9226 






OJ000108 58. 


.0228. 


C16.ol 


.tc 


Method TBLASTX: 


Cress 




8400 










End 


9208 






none 










Score 


216 






8400. 


.8579, 


8401. 


.8571, 


8914. 


.9009, 


8940. .9005, 


9119. 


.9208, 


9121. 


.9204 
















6245 










Seq. 


ID OJ000108 


58.0228.C21 


13127 










Strand 






6036 










End 


7136 






OJ000108 58. 


.0228. 


C21.ol 


.tc 


Method TBLASTX: 


Cre s s 




3932 










End 


6100 






none 










Score 


69 






3932. 


.4075, 


3956. 


.4087, 


4091. 


.4585, 


4094. .4585, 


4106. 


.4309, 


4169. 


.4585, 


4187. 


.4522, 


4199. 


.4576, 


4232. .4576, 


4238. 


.4381, 


4241. 


.4450, 


4262. 


.4522, 


4280. 


.4585, 


4282. .4365, 


4301. 


.4477, 


4342. 


.4431, 


4376. 


.4546, 


4376. 


.4585, 


4661. .4765, 


4793. 


.4873, 


4976. 


.5047, 


4976. 


.5056, 


5030. 


.5242, 


5048. .5239, 


5048. 


.5230, 


5056. 


.5229, 


*j \j \j \j . 


. £~ \J Z) f 


■j \j • 


.5268, 


5099. .5245, 


5102. 


.5233, 


5102. 


.5230, 


5123. 


.5230, 


5135. 


.5233, 


5135. .5239, 


5135. 


.5245, 


5150. 


.5239, 


5165. 


.5386, 


5240. 


.5518, 


5246. .5530, 


5258. 


.5518, 


5267. 


.5470, 


5267. 


.5449, 


5297. 


.5530, 


5354 . .5539, 


5558. 


.5662, 


5765. 


.6055, 


5765. 


.5902, 


5765. 


.6100, 


5768. .6100, 


5791. 


.6099, 


5810. 


.6085, 


5816. 


.6100, 


5837. 


.6046, 


5855. .6016, 


5873. 


.6100, 


5990. 


.6100 
















6245 










Seq. 


ID OJ000108 


58.0228.C21 


13127 










Strand 






6036 










End 


7136 






OJ000108 58, 


.0228. 


C21.ol 


.tw 


Method TBLASTX: 


Wheat 




3944 










End 


6100 






none 










Score 


66 






3944. 


.4099, 


5267. 


.5518, 


5717. 


.6088, 


5857. .6087, 


5909. 


.6100 


6245 










Seq. 


ID OJ000108 


58.0228.C21 


13127 










Strand 






6036 










End 


7136 






OJ000108 58, 


.0228". 


C21.ol 


.ts 


Method TBLASTX: 


Soybean 


3953 










End 


6126 






none 










Score 


72 






3953. 


.4075, 


4091. 


.4429, 


4106. 


.4363, 


4175. .4435, 


4202. 


.4510, 


4313. 


.4573, 


4337. 


.4576, 


4373. 


-.4576, 


4400. .4582, 


4751. 


.4888, 


4976. 


.5230, 


5000. 


.5110, 


5060. 


.5095, 


5096. .5230, 


5111. 


.5239, 


5132. 


.5239, 


5141. 


.5239, 


5183. 


.5278, 


5192. .5251, 


5246. 


.5377, 


5252. 


.5530, 


5267. 


.5512, 


5267. 


.5512, 


5399. .5518, 


5570. 


.5611, 


5708. 


.6121, 


5735. 


.5962, 


5737. 


.6126, 


5765. .5962, 


5765. 


.5824, 


5774. 


.6040, 


5792. 


.6094, 


5855. 


.5956, 


5855. .6034, 


5861. 


.6037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6245 

13127 

6036 

OJ000108 58.0228.C21.ol.tm 



OJ000108 58.0228.C21 



Seq. ID 
Strand 
End 

_ Method 
4235 End 
none Score 88 

4235. .4501, 4301. .4585, 4322. .4435, 4376. .4513, 5057 
5059.. 5607, 5060.. 5608, 5359.. 5613, 5771.. 5836, 5855 



7136 

TBLASTX: Maize 
6157 



,5242, 
,6037, 



6499 



• 

5909.. 6046, 5939.. 6157 



Seq. No. 


6245 




Seq. ID 


OJ000108_58 . 0228 . C21 


Gene No. 


13127 




Strand 




Start 


6036 




End 


7136 


Name 


OJ000108_58 . 0228 . C21 . ol 


.gp 


Method 


AAT/GAP 


Start 


6036 




End 


7136 


GI 


2427608 




Score 


650 


Exons 


6036. . 6224, 6602. .6659, 


7004 


. . 7136 




Seq. No. 


6246 




Seq. ID 


OJ000108_58 . 0228 . C22 


Gene No. 


13128 




Strand 




Start 


18 




End 


981 


Name 


OJ000108 58 .0228 .C22.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


18 




End 


944 


GI 


none 




Score 


110 


Exons 


18. .218, 94. .168, 120.. 


272, 


148 . . 273, 


673 . .789, 675 . .791, 




870. . 944, 871. . 942 








Seq. No. 


" 6246 




Seq. ID 


OJ000108_58.0228.C22 


Gene No. 


13128 




Strand 




Start 


18 




End 


981 


Name 


OJ000108 58 .0228 .C22.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


93 




End 


981 


GI 


none 




Score 


101 


Exons 


93. .167, 94. .168, 193.. 


297, 


673 . .789, 


712 . . 789, 714 . . 824 , 




870. . 980, 871. . 981 








Seq. No. 


6247 




Seq. ID 


OJ000108_58.0228.C23 


Gene No. 


13129 




Strand 


+ 


Start 


1009 




End 


1853 


Name 


OJ000108 58.0228.C23.ol 


.gp 


Method 


AAT/GAP 


Start . 


1009 


End 


1853 


GI 


3766731 




Score 


930 


Exons 


1009.. 1245, 1349.. 1416, 


1542 


. .1853 




GI Descrip. 


2651302 7.0e-10 (AC002336) hypothetical protein [Arabidopsi 




thaliana] 








Seq. No. 


6247 




Seq. ID 


OJ000108_58 . 0228 . C23 


Gene No. 


13130 




Strand 




Start 


2316 




End 


4282 


Name 


OJ000108 58.0228.C23.o2 


.tm 


Method . 


TBLASTX: Maize 


Start 


99 




End 


710 


GI 


none 




Score 


101 


Exons 


99. .164, 100. .168, 101. 


.163, 


259. .390, 


267. .386, 476. .706, 




498.. 710, 500.. 703, 502 


. .705 






Seq. No. 


6247 




Seq. ID 


OJ000108_58.0228.C23 


Gene No. 


13130 




Strand 




Start 


2316 




End 


4282 


Name 


OJ000108 58.0228.C23.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


522 




End 


1423 


GI 


5605823 




Score 


153 


Exons 


522. .704, 527. .685, 801 


. .941 


, 806. .940, 1011. .1139, 1018. .1 




1162.. 1251, 1349. .1423 









GI Descrip. 2651302 4.0e-67 (AC002336) hypothetical protein [Arabidopsis 
thaliana] 



6500 



Seq. No. 6247 

Gene No. 13130 

Start 2316 

Name OJ000108_58 . 0228 . C23 . ol . tm 

Start 879 

GI none 
Exons 



Seq. ID OJ000108_58.0228.C23 
Strand 

End 4282 

Method TBLASTX: Maize 

End 1677 

Score 100 



879. .941, 881. .940, 1018. .1251, 1020. .1250, 1346. .1414, 
1347. .1415, 1347. .1415, 1348. .1419, 1349. .1471, 1534.. 1677, 
1539. .1619 



Seq. No. 6247 Seq. ID OJ000108_58 . 0228 . C23 

Gene No. 13130 Strand 

Start 2316 End 4282 

Name OJ000108_58 . 0228 .C23 . o2 .gp Method AAT/GAP 

Start 2316 End 4282 

GI 22365_2.R1084 Score 1498 

Exons 2316.. 2583, 2929.. 2988, 3075.. 3272, 3364.. 3548, 4166.. 4282 

GI Descrip. '2651302 7.0e-10 (AC002336) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 
f*? Name 
^ Start 
t% GI 

Exons 



6247 Seq. ID OJ000108_58 . 0228 . C23 

13130 Strand 

2316 End' 4282 

OJ000108_58 . 0228 . C23 . o2 . ts Method TBLASTX : Soybean 

2417 End 3531 

none Score 68 

2417. .2557, 2929. .2991, 3063. .3275, 3181. .3273, 3364. .3531 



Seq. No. 6247 

Gene No. 13130 

Start 2316 

Name OJ000108_58 . 0228 . C23 . ol . tc 

Start 2489 

GI none 
Exons 



Seq. ID OJ000108_58.0228.C23 
Strand 

End 4282 

Method TBLASTX : Cress 

End 3505 

Score 41 



2489. .2557, 2553. .2585, 2938. .2991, 2954.. 2992, 3063. .3275, 
3073.. 3276, 3364.. 3489, 3365.. 3505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6247 

13130 

2316 

OJ000108_58 . 0228 . C23 . o3 . tm 

3123 

none 



Seq. ID OJ000108_58.0228.C23 
Strand 

End 4282 
Method . TBLASTX: Maize 
End 3483 
Score 81 



3123. .3278, 3124. .3273, 3370. .3483, 3380. .3457 



6248 

13131 

141 

OJ000108_58 . 0228 . C25 . ol . tm 

141 

none 



Seq. ID OJ000108_58.0228.C25 
Strand 

End 1543 

Method TBLASTX : Mai ze 

End . 1543 

Score 80 



141. .248, 141. .248, 315. .461, 315. .461, 316. .462, 775.-828, 
777. .827, 995. .1114, 1005. .1091, 1006. .1119, 1371. .1532, 
1390.. 1533, 1405.. 1533, 1478.. 1543 



Seq. No. 



6249 



Seq. ID OJ000108_58.0228.C27 



6501 



. Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. "i 

lil Seq. No. 
=11 Gene No. 
,Z Start 
s 1 Name 

Start 
« J GI 
: y Exons 

GI Descrip. 

=~ Seq. No. 

^ Gene No. 

Start 

.3 Name 

«n Start 

% GI. 

! - Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 




13132 
248 

OJ000108_58.0228.C27.ol.gp 
248 

LIB3431-006-P1-K1-H11 

248. .415, 495. .581, 689. .720 

'225174/prf | U210248A 2-0e-ll 

6249 

13133 

2744 

OJ000108_58.0228.C27.o2.gp 

2744 

2796811 

2744..2872, 3408.. 3498 

6249 

13134 

5918 

OJ000108_58.0228.C27.ol.tm 

5918 

none 

5918.. 6001, 5922.. 6002, 5923. 
6145.. 6237, 6146.. 6241, 6767. 
6769.. 6963, 6769. .6927, 7365. 

6250 

13135 

1 

OJ000108_58.0228.C30.ol.gp 
1 

2799165 
1. .80 

225174/prf I I 1210248A 2.0e-ll 

6251 

13136 

3 

OJ000108_58.0228.C31.ol.tm 

3 

none 

3. .44, 6. .41, 104. .229, 111.. 

6252 

13137 

343 

OJ000118_20.0222.C2.ol.tm 

340 

none 

340. .432, 340. .399, 342. .431, 
1855.. 2055, 1856.. 2056, 1856. 

6252 

13137 

343 

OJ000118_20.0222.C2.ol.gs 
343 

6502 



Strand 


+ 




End 


720 




Method 


AAT/GAP 




End 


720 




Score 


517 




glutelin 


precursor [Oryza 


sativa 


Seq. ID 


OJ000108_58.0228 


.C27 


Strand 






End 


3498 




Method 


AAT/GAP 




End 


3498 




Score 


307 




Seq. ID 


OJ000108_58.0228 


.C27 


. Strand 






End 


7406 




Method 


TBLASTX: Maize 




End 


7406 




Score 


107 




.6003, 5938.. 6006, 6144.. 6239, 


.6931, 6767.. 6925, 6768.. 6941, 


.7406 






Seq. ID 


OJ000108_58.0228 


.C30 


Strand 






End 


80 




Method 


AAT/GAP 




End 


80 




Score 


152 




glutelin 


precursor [Oryza 


sativa] 


Seq. ID 


OJ00.0108_58.0228 


.C31 


Strand 






End 


233 




Method 


TBLASTX: Maize 




End 


233 




Score 


50 




233, 122. 


.232 




Seq. ID 


OJ000118_20.0222 


.C2 


Strand 


+ . 




End 


3226 




Method 


TBLASTX: Maize 




End 


2056 




Score 


131 




1192. .1335, 1198. .1326, 




.2056 






Seq. ID 


OJ000118_20.0222 


.C2 


Strand 


+ 




End 


3226 




Method 


GENS CAN 




End 


3226 





:GI 

Exons 



none Score .88 

343.. 430, 1199.. 1326, 1856.. 2060, 2370.. 2542, 2701.. 2919, 

3088. .3226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
, 3S * Start 
i: f Name 
^ Start 

i;n gi 

i 8 y Exons 

~£ 
I if 

""Z Sec 3- No - 

^ Gene No. 

rU Start 

i£ Name 

^ Start 

:;1 gi 

. ^ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6252 

13137 

343 

OJ000118_20.0222.C2.ol.gp 

1212 

none 



Seq. ID OJ000118_20.0222.C2 

Strand + 

End 3226 

Method AAT/GAP 

End 2427 

Score 708 



1212. .1326, 1856. .2060, 2370. .2427 



6252 

13137 

343 

OJ000118_20.0222.C2.ol.ts 

1949 

none 



Seq. ID OJ000118_20.0222.C2 

Strand + 

End 3226 

Method TBLASTX : Soybean 

End 3211 

Score 7 9 



1949. .2056, 2367. .2534, 2371. .2535, 2372. .2539, 2393.-2539, 
2725. .2871, 2737. .2871, 3016. .3180, 3017. .3178, 3182. .3211 



6252 

13137 

343 

OJ000118_20 . 0222 .C2 . o2 . tm 

2456 

none 



Seq. ID OJ000118_20.0222.C2 

Strand ' + 

End - 3226 

Method TBLASTX: Maize 

End 2923 

Score 127 



2456. .2542, 2459.-2542, 2629. .2652, 2704. .2742, 2721. .2918, 
2722.. 2919, 2722.. 2919, 2735.. 2923 



Seq. ID OJ000118_20.0222.C3 

Strand + 

End" 98 62 

Method AAT/GAP 

End 14 2 

Score 280 



6253 
13138 
1 

OJ000118_20.0222.C3.ol.gp 
1 

uC-osrocyp009bllbl 
1..142 

, 4678384/emb|CAB41116.1| 7.0e-23 (AL049656) putative protein 
[Arabidopsis thaliana] 1 



6253 
13138 
1 

OJ000118_20.0222.C3.ol.np 
1 

4678384 
1..593 

(AL049656) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000118_20.0222.C3 

Strand + 

End 98 62 

Method AAT/NAP 

End 593 

Score 762 



Seq. ID OJ000118_20.0222.C3 
Strand + 
End 98 62 

Method AAT/NAP 
End 9862 
Score 197 

1.-263, 444. .555, 5548. .5677, 6249. .6762, 9508. .9862 
extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 



6253 

13138 

1 

OJ000118_20.0222.C3.o3.np 
1 

1076802 



6503 



extensin-like protein [Zea mays] - gi 1 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 





Seq. No. 


6253 




Seq. ID 


OJ000118_20 . 0222 .C3 




Gene No. 


13138 




Strand 


+ 




Start 


1 




End 


9862 




Name 


OJ000118 20.0222.C3.ol 


.gs 


Method 


GENSCAN 




Start 


48 




End 


593 




GI 


none 




Score 


1 




Exons 


48. .593 










Seq. No. 


6253 




Seq. ID 


OJ000118_20.0222.C3 




Gene No. 


13139 




Strand 






Start 


388 




End 


784 




Name 


OJ000118 20.0222.C3.o2 


.gp 


Method 


AAT/GAP 




Start 


388 




End 


784 




GI 


uC-osrocyp009g02al 




Score 


734 




Exons 


388. .784 










GI Descrip. 


1 4 678384 /emb|CAB4 1116. 


11 2.0e 


-17 (AL049656) putative prote 






[Arabidopsis thaliana] 


f 








Seq. No. 


6253 




Seq. ID 


OJ000118_20.0222.C3 




Gene No. 


13140 




Strand 


- 






9'48 ' 




End 


S616 . . . •" 




Name 


0 JO 0 0 1 IS, 2 0 0 2 2 2 . 63 . o2 


:tc 


Method • 


TBLASTX: Cress 




Start 


2 




End 


182 




GI 


none 




Score 


237 


1=1 i 


Exons 


2. . 172, 3. . 182 








□ 
i . i 


Seq. No. 


6253 




Seq. ID 


OJ000118_20.0222.C3 




Gene No. 


13140 




Strand 


- 


'»3 


Start 


948 




End 


5616 


ry 

I; 


Name 


OJ000118 20.0222.C3.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


293 




End 


587 


b 


GI 


none 




Score 


340 




Exons 


293. .586, 294. .587 










Seq. No. 


6253 




Seq. ID 


OJ000118_20.0222.C3 


w 


Gene No. 


13140 




Strand 






Start 


948 




End 


5616 


ri 


Name 


OJ000118 20.0222;C3.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


297 




End 


590 




GI 


none 




Score 


187 




Exons - 


297. .536, 299. .433, 464. .508, 


515. .589, 


519. .590 




Seq. No. 


6253 




Seq. ID 


OJ000118_20.0222.C3 




Gene No. 


13140 




Strand 






Start 


948 




End 


5616 




Name 


OJ000118 20.0222.C3.o2 


.gs 


Method 


GENSCAN 




Start 


948 




End 


5616 




GI 


none 




Score 


.68 




Exons 


948. .1441, 1733. .1905, 


2008. . 


2372, 3381 


...3626, 4132. .4269, 






5521. .5616 










Seq. No. 


6253 




Seq. ID 


OJ000118_20.0222.C3 




Gene No. 


13140 




Strand 






Start 


948 




End 


5616 



6504 



Name OJ000118_20.0222.C3.o2.np Method AAT/NAP 

Start 948 End 5121 

GI 2494126 Score 996 

Exons 948.. 1172, 1260.. 1851, 1955.. 3294, 3352.. 3599, 4132.. 4327, 

4839.. 4965, 5043.. 5121 
GI Descrip. (AC002376) Contains similarity to Chlamydia outer membrane 

protein (gb|X53512). [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6253 Seq. ID 

13140 Strand 

948 End 

OJ000118_20 . 0222 . C3 . ol . tm Method 

2028 End 

none Score 



OJ000118 20. 0222. C3 



2028. 
2251. 



,2057, 
,2418 



2070.. 2111, 2112.. 2246, 



5616 

TBLASTX: Maize 
2418 
152 
2119. .2247, 



2202. .2417, 





Seq. No. 


6254 


Seq. ID 


OJ000118 


_20.0222.C4 




Gene No. 


13141 


Strand 


+ 






Start 


587 


End 


.800 






Name 


OJ000118 20.0222.C4.ol.gp 


Method 


AAT/GAP 






Start 


587 


End 


800 






GI 


2796803 


- Score 


363 






Exons ; _ . 


587. .800 


* *^>: 








Seq. No. 


6254 


Seq. ID 


OJ000118 


_20.0222.C4 


f t n 


Gene No. 


13142 


Strand 


+ 






Start 


2952 


End 


3917 






Name 


OJ000118 20.0222.C4.ol.np 


Method 


AAT/NAP 






Start 


2952 


End 


3917 






GI 


5903045 


Score 


240 






Exons 


2952.. 3081, 3495.. 3917 








ru 


GI Descrip. 


(AC008016) Similar to gb|AF108945 signal peptidase 18 kDa 






subunit from Homo sapiens 


. ESTs gb|H76629, gb | 


H7694 9 and 






gb|H76216 come from this 


gene. [Arabidopsis thaliana] 




Seq. No. 


6254 


Seq. ID 


OJ000118 


_20.0222.C4 




Gene No. 


13142 


Strand 


+ 






Start 


2952 


End 


3917 




ri 

'SST 


Name 


OJ000118 20.0222.C4.ol.gs 


Method 


GENSCAN 




Q 


Start 


3354 


End 


3881 






GI 


none 


Score 


.93 






Exons 


3354. .3881 









Seq. No. 


6254 


Seq. ID 


OJ000118_20.0222 


.C4 


Gene No. 


13143 


Strand 


+ 




Start 


4684 


End 


6522 




Name 


OJ000118 20.0222.C4.o2.np 


Method 


AAT/NAP 




Start 


4684 


End 


6522 




GI 


4512698 


Score 


461 




Exons 


4684.. 4706, 6068.. 6522 








GI Descrip. 


(AC006569) unknown protein 


[Arabidopsis 


. thaliana] 




Seq. No. 


6254 


Seq. ID 


OJ000118_20.0222 


.C4 


Gene No. 


13144 


Strand 






Start 


5483 


End 


6521 




Name 


OJ000118 20.0222.C4.o2.tm 


Method 


TBLASTX: Maize 





6505 






Start 


3524 








End 


3833 






GI 


none 








Score 


48 






Exons 


3524. .3544, 


3534. 


.3572, 


3626. 


.3736, 3627.. 3791, 


• 3774. .3833 




Seq. No. 


6254 








Seq. ID 


OJ000118 


_20.0222.C4 




Gene No. 


13144 








Strand 








Start 


5483 








End 


6521 






Name 


OJ000118 20. 


0222. 


C4.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3524 








End 


3833 






GI 


none 








Score 


48 






Exons 


3524. .3544, 


3534. 


.3572, 


3626. 


.3751, 3627. .3791, 


3774. .3833 






3776..3832 
















Seq. No. 


6254 








Seq. ID 


OJ000118 


_20.0222.C4 




Gene No . 


13144 








Str.and 








Start 


5483 








End 


6521 






Name 


OJ000118 20. 


0222. 


C4.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3534 








End 


3839 






GI 


none 








Score 


52 






Exons 


3534. .3575, 


3626. 


.3772, 

* 


3627. 


.3773, 3774.. 3833, 


3774. .3839 




Seq. No. „ 


6254 








Seq. ID 


OJ000118 


_20. 0222.C4 




Gene No . 


13144 








Strand 








Start 


5483 : 








End 


;6521 




=? 


Name 


OJ000118 20. 


0222. 


C4.o2. 


gs 


Method 


GENSCAN- 




J 


Start 


5483 








End 


6403 




i i 


GI 


none 








Score 


.52 




! I 


Exons 


5483. .5816, 


5818. 


.6245, 


6279. 


.6403 








Seq. No. 


6254 








Seq. ID 


OJ000118 


_20.0222.C4 




Gene No. 


13144 








Strand 








Start 


5483 








End 


6521 






Name 


OJ000118 20. 


0222. 


C4.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


6086 








End 


6521 






GI 


none 








Score 


101 






Exons 


6086. .6157, 


6087. 


.6158, 


6236. 


.6334, 6237.. 6449, 


6456. .6491 






6483. .6521 














3 


Seq. No. 


6254 








Seq. ID 


OJ000118 


_20.0222.C4 




Gene No. 


13144 








Strand 






St 


Start 


5483 








End 


6521 






Name 


OJ000118 20. 


0222. 


C4.ol. 


tin' 


Method 


TBLASTX: 


Maize 




Start 


6174 








End 


6521 






GI 


none 








Score 


63 






Exons 


6174. .6224, 


6212. 


.6520, 


6255. 


.6521 








Seq. No. 


6254 








Seq. ID 


OJ000118 


_20.0222.C4 




Ggne No. 


13144 








Strand 








Start 


5483 








End 


6521 






Name 


OJ000118 20. 


0222. 


C4.ol.' 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6255 








End 


6449 






GI 


none 








Score 


257 






Exons 


6255. .6377, 


6260. 


.6448, 


6261. 


. 6449 








Seq. No. 


6254 








Seq. ID 


OJ000118 


_20.0222.C4 




Gene No. 


13144 








Strand 








Start 


5483 








End 


6521 





6506 



Name 


OJ000118 20.0222.C4 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6345 




End 


6520 




GI 


none 




Score 


214 




Exons 


6345. .6518, 6380. .6520 










Seq. No. 


6255 




Seq. ID 


OJ000118_20.0222 


.C5 


Gene No. 


13145 




Strand 


+ 




Start 


1 




End 


1472 




Name 


OJ000118 20.0222.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1472 




GI 


4512698 




Score 


410 




Exons 


1..415, 1253. .1472 










GI Descrip. 


(AC006569) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


6255 




Seq. ID 


OJQ00118 20.0222 


.C5 


Gene No . 


13145 




Strand 


+ 




Start 


1 




End 


1472 




Name 


OJ000118 20.0222.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4 




End 


191 




GI 


none 




Score 


252 




Exons 


4. .129, 5. .190, 9. .191 










Seq. No. 


6255 




Seq. ID 


OJ000118 20.0222 


.C5 


Gene 'No. 


13145"- 




■ Strand" ' 


+ _ . 




Start 


1 




End 


1472 




Name 


OJ000118 20 0222 C5 ol 


ts 


Met hod 


TBLASTX : Soybean 




Start 


5 




End 


386 




GI 


none 




Score 


454 




Exons 


5. .382, 6. .386 










Seq. No. 


6255 




Seq. ID 


OJ000118_20.0222 


.C5 


Gene No . 


13145 




Strand 


"+ 




Start 


1 




End 


1472 




Name 


OJ000118 20.0222.C5.ol, 


gs 


Method 


GENSCAN 




Start 


12 




End . 


1453 




GI 


none 




Score 


.77 




Exons 


12. .415, 1309. .1453 










Seq. No. 


6256 




Seq. ID 


OJ000118_20.0222 


.C6 


Gene No. 


13146 




Strand 


+ 




Start 


200 




End 


271 




Name 


OJ000118 20.0222.C6.ol. 


gs 


Method 


GENSCAN 




Start 


200 




End 


271 




GI 


none 




Score 


.84 




Exons 


200. .271 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000118_20.0222.C7 



6257 
13147 
1 

OJ000118_20 . 0222 . C7 . ol . np 
1 , 
4512698 
1. .516 

(AC006569) unknown protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

591 

AAT/NAP 

516 

493 



Seq. No. 
Gene No. 



6257 
13147 



Seq. ID OJ000118_20.0222.C7 
Strand + 



6507 



Start 
Name 
Start 
GI 

Exons 



OJ000118_20.0222.C7.ol.gs 
46 

none 
46. .591 



End 

Method 

End 

Score 



591 

GENSCAN 

591 

.97 



Seq. No. 6257 

Gene No. 13148 

Start 2096 

Name OJ000118_20 . 0222 . C7 . ol . t s 

Start 2 

GI none 

Exons 2.. 67, 49.. 504, 78.. 500 

Seq. No. 6257 

Gene No. 13148 

Start 2096 

Name OJ000118_20 . 0222 . C7 . ol . tm 

Start 70 

GI none 

Exons 70.. 300, 78.. 299 



Seq. ID OJ000118_20.0222.C7 

Strand + 

End 2727 

Method TBLASTX : Soybean 

End 504 

Score 67 



Seq. ID OJ000118_20.0222.C7 

Strand + 

End 2727 

Method TBLASTX : Maize 

End 300 

Score ' 307 



End 

Method 
End 
Score 



Seq. No. 6257 

Gene No.. 13148 * - 

Start 2096 

Name OJ000118_20 . 0222 . C7 . ol . tc 

Start 318 

GI none 

Exons 318.. 509, 325.. 516 

=y Seq. No. 6257 

3 Gene No. 13148 

•jj Start 2096 

Name OJ000118_20 . 0222 . C7 . o2 . gs 

\^ Start 2096 

s ^ GI none 

'4 Exons 2096.. 2186, 2242.. 2389, 2538.. 2639 



Seq. ID OJ000118_20.0222.C7 
Strand - + 

2727 ' 

TBLASTX : Cress 
516 
182 



Seq. ID OJ000118_20.0222.C7 



Strand 
End 

Method 
End 
Score 



+ 

2727 
GENSCAN 
2639 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6257 
13148 
2096 

OJ000118_20.0222.C7.o2.np 
2244 
4322321 
2244. .2447, 2550. .2727 

"(AF080542) amino acid transporter [Nepenthes alata] 



Seq. ID OJ000118_20 . 0222. C7 

Strand + 

End - 2727 

' Method AAT/NAP 

End 2727 

Score 225 



6257 

13148 

2096 

OJ000118_20.0222.C7.o2.tc 

2246 

none 



Seq. ID OJ000118_20.0222.C7 

Strand + 

End 2727 

Method TBLASTX : Cress 

End 2613 

Score 147 



2246. .2359, 2247. .2369, 2413. .2442, 2563. .2613 



Seq. No. 
Gene No. 



6257 
13148 



Seq. ID OJ000118_20.0222.C7 
Strand + 



6508 





Start 


2096 






End 


2727 




Name 


OJ000118 20 


.0222.C7.o2. 


tm 


Method 


TBLASTX:: 




Start 


2246 






End 


2638 




GI 


none 






Score 


200 




Exons 


2246. .2371, 


2247. .2372, 


2357. 


.2401, 2375.. 2398, 






2404. .2445, 


2405. .2446, 


2557. 


.2613, 2557.. 2637, 




Seq. No. 


6258 






Seq. ID 


OJ000118 




Gene No. 


13149 






Strand 


+ 




Start 


1520 






End 


3193 




Name 


OJ000118 20 


.0222.C8.o2. 


np 


Method 


AAT/NAP 




Start 


1520 






End 


3193 




GI 


6069659 






Score 


95 




Exons 


1520. .1542, 


3070. .3193 










GI Descrip. 


(AP000616) 


hypothetical 


protein [Oryza 


sat iva ] 




Seq. No. 


6258 






Seq. ID 


OJ000118 




Gene No. 


13149 






Strand 


+ 




Start 


1520 






End 


3193 




Name 


OJ000118 20 


.0222.C8.ol. 


np 


Method 


AAT/NAP 




Start 


2363 






End 


2848 




GI 


6907088 






Score 


314 




Exons 


2363. .2502, 


2678. .2848 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 


: : £? 

rn 


Seq. No. 


6258 






Seq. ID 


OJ000118 




Gene No . 


13150 






Strand 






Start 


13 






End 


79 




Name 


OJ000118 20 


.0222.C8.ol. 


gs 


Method 


GENSCAN 


I ; r 


Start 


13 






End 


79 




GI 


none 






Score 


.79 


:p t s 

i u 


Exons 


13. .79 










is 


Seq. No. 


6258 






Seq. ID 


OJ000118 




Gene No . 


13151 






Strand 






Start 


1296 






End 


2443 




Name 


OJ000118 20 


.0222.C8.o2. 


gs 


Method 


GENSCAN 


; =3 


Start 


1296 






End 


2443 


.= t» 
i 3 


GI 


none . 






Score 


. 52 


l e5 T 
•par 


Exons 


1296. .1490, 


1861. .1913, 


2377. 


.2443 






Seq. No. 


6259 






Seq. ID 


OJ000118 




Gene No. 


13152 






Strand 


+ 




Start 


1 






End 


898 




Name 


OJ000118 20 


.0222.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


898 




GI 


6907086 






Score 


668 




Exons 


1..469, 533 


. .898 










GI Descrip. 


(AP001129) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


6259 






Seq. ID 


OJ000118 




Gene No. 


13152 






Strand 


+ 




Start 


1 






End 


898 




Name 


OJ000118 20 


.0222.C9.ol. 


gs 


Method 


GENSCAN 




Start 


44 






End 


555 




GI 


none 






Score 


.57 




Exons 


44 . .262, 305. .555 









6509 






Seq. No. 


6260 


Seq. ID 


OJ000118_20.0222 


.C10 




Gene No. 


13153 


Strand 


+ 






Start 


1960 


End 


3412 






Name 


OJ000118 20.0222.C10.ol.np 


Method 


AAT/NAP 






Start 


1960 


End 


3412 






GI 


122007 


Score 


122 






Exons 


I960.. 2099, 3379.. 3412 










GI Descrip. 


HI STONE H2A gi 1 100161 1 pir I I 


S11498 histone H2A - parsley 








gi| 20448 | emb | CAA37828 | (X53831) H2A histone protein (AA 


1 - 14! 






[Petroselinum crispum] 










Seq. No. 


6260 


Seq. ID 


OJ000118 20.0222 


.CIO 




Gene No. 


13154 


Strand 


+ 






Start 


6730 


End 


6983 






Name 


OJ000118 20.0222.C10.ol.gp 


Method 


AAT/GAP 






Start 


6730 


End 


6983 






GI 


2427946 


Score 


484 






Exons 


6730.. 6983 










Seq. No. 


6261 


Seq. ID 


OJ000118_20.0222 


.Cll 




Gene No. 


13155 


Strand 


+ 






Start 


1 


End 


1639 






Name. 


OJ00011B 20.0222.Cll.ol.np 


Method 


AAT/NAP 




,; ~ 


Start 


1 


End 


1639 




'is? 


GI 


4512698 


Score 


2005 




ft 5r 

ui 


Exons 


1..1639 








P ; 

: 

• E R 


GI Descrip. 


(AC006569) unknown protein 


[Arabidopsis thaliana] 




: c 
-J 


Seq. No. 


6261 


Seq. ID 


OJ000118_20.0222 


.Cll 




Gene No. 


13155 


Strand 


+ 






Start 


1 


End 


1639 




i U 


Name 


OJ000118 20.0222.Cll.ol.gs 


Method 


GENSCAN 




is 


Start 


45 


End 


1639 




:- ^ 


GI 


none 


Score 


.6 




■3=5 


Exons 


45-. .1639 










Seq. No. 


6261 


Seq. ID 


OJ000118_20.0222 


.Cll 




Gene No. 


13155 


Strand 


+ 




;==% 


Start 


1 ■ 


End 


1639 




.s a 
! i 


Name 


OJ000118 20.0222.Cll.ol.gp 


Method 


AAT/GAP 






Start- 


1178 


End 


1483 






GI 


428459 


Score 


612 






Exons 


1178. .1483 










GI Descrip. 


4512698/gb|AAD21751.1| 3.0e 


-35 (AC006569) hypothetical ] 


protein 






[Arabidopsis thaliana] 










Seq. No. 


6261 


Seq. ID 


OJ00011'8_20.0222 


.Cll 




Gene No. 


13156 


Strand 


+ 






Start 


1628 


End 


2055 






Name 


OJ000118 20-0222. Cll.o2.gp 


Method 


AAT/GAP 






Start 


1628 


End 


2055 






GI 


3767836 


Score 


765 






Exons 


1628. .2055 










Seq. No. 


6261 


Seq. ID 


OJ000118_20.0222 


.Cll 




Gene No. 


13157 


Strand 


+ 





6510 



'I J 

Pi I 



Start 


4927 




End 


6897 




Name 


OJ000118 20.0222.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


4927 




End 


6897 




GI 


6739283 




Score 


114 




Exons 


4927.. 5172, 6845.. 6897 










GI Descrip. 


(AF093547) abscisic acid responsive elements-binding factor 




[Arabidopsis thaliana] 










Seq. No. 


6261 




Seq. ID 


OJ000118_20.0222 


.Cll 


Gene No t 


13158 




Strand 


— 




Start 


3410 




End 


6848 




Name 


OJ000118 20.0222.Cll.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


206 




End 


499 




GI 


none 




Score 


360 




Exons 


206. .499, 212. .499 










Seq. No. 


6261 




Seq. ID 


OJ000118_20.0222 


.Cll 


Gene No. 


13158 




Strand 


— 




Start 


3410 




End 


6848 




Name 


OJ000118 20.0222.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


254 




End 


693 




GI 


none 




Score 


123 




Exons 


254. .355, 263. .394, 394 


. .576, 


407. .604 


, 416. .607, 614.. 


649, 




643.-693, 644. .691 - 






* 




Seq. No. 


6261 




Seq. ID 


OJ000118__20.0222 


.Cll 


Gene No . 


13158 




Strand 


— 




Start 


3410 




End 


6848 




Name 


OJ000118 20.0222.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


326 




End 


891 




GI 


none 




Score 


837 




Exons 


326. .889, 328. .891, 329 


. .889 








Seq. No. 


6261 




Seq. ID 


OJ000118__20.0222 


.Cll 


Gene No. 


13158 




Strand 


— 




Start 


3410 




End 


6848 




Name 


OJ000118 20 . 0222. CI 1 . o3 


. tc 


Method 


TBLASTX : Cress 




Start 


503 




End 


715 




GI 


none * : 




Score 


308 




Exons 


503.. 715, 503... 706, 553 


. .714 








Seq. No. 


6261 




Seq. ID 


OJ000118_20.0222 


.Cll 


Gene No . 


13158 




Strand 


- 




Start 


3410 




End 


6848 




Name 


OJ000118 20.0222.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


539 




End 


865 




GI 


none 




Score 


527 




Exons 


539. .865, 559. .855 










Seq. No. 


6261 




Seq. ID 


OJ000118_20.0222 


.Cll 


Gene No. 


13158 




Strand 






Start 


3410 




End 


6848 




Name 


OJ000118 20.0222.Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


716 




End 


1087 




GI ; , 


none 




Score 


511 




Exons 


716. .1054, 719. .1054, 1046. .1087 







6511 






Seq. No. 


6261 








'Seq. ID 


OJ000118_20. 0222 .Cll 




Gene No. 


13158 








Strand 






Start 


3410 








End 


6848 




Name 


OJ000118_20 


. 0222 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


866 








End 


1426 




GI 


none 








Score 


836 




Exons 


866. . 1426, 


903. . 


1271, 982. .1419 






Seq. No. 


6261 








Seq. ID 


OJ000118_20 . 0222 .Cll 




Gene No. 


13158 








Strand 






Start 


3410 








End 


6848 




Name 


OJ000118_20 


. 0222 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


962 








End 


1225 




GI 


none 








Score 


458 




Exons 


962. .1225, 


985 . . 


1224 










Seq. No. 


6261 








Seq. ID 


OJ000118_20 . 0222 .Cll 




Gene No. 


13158 








Strand 






Start 


3410 








End 


6848 




Name 


OJ000118_20 


.0222 


.Cll.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1240 








End 


1627 




GI 


none 








Score 


225 




Exons 


1240. . 1425, 


1247 


. .1480, 


1463. 


.1558, 1463. .1546, 1480. .1554, 


„ 

3 




1564 . . 1626, 


1565 


. .1627 








i 

n 


Seq. No. 


6261 








Seq. ID 


OJ000118_20. 0222. Cll 




Gene No. 


13158 








Strand 




ex 


Start 


3410 








End 


6848 




Name 


OJ000118_20 


. 0222 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 


y 


Start 


1344 








End 


1504 




GI 


none 








Score 


225 




Exons 


1344 . . 1502, 


1346 


. .1504 










Seq. No. 


6261 








Seq. ID 


OJ000118_20. 0222. Cll 


c 


Gene No. 


13158 








Strand 






Start 


3410 








End 


6848 




Name 


OJ000118_20 


. 0222 


.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 


_| 


Start 


1475 








End 


1648 


1 


GI 


none 








Score 


218 


=% 


Exons 


1475. . 1633, 


1478 


. . 1648, 


1480. 


.1647 






Seq. No. 


6261 








Seq. ID 


OJ000118_20. 0222. Cll 




Gene No. 


13158 








Strand 






Start 


3410 








End 


6848 




Name 


OJ000118_20 


. 0222 


.Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1515 








End 


1778 




GI 


none 








Score 


101 




Exons 


1515.. 1634, 


1516 


. . 1629, 


1517. 


.1639, 1737. .1778 




Seq. No. 


6261 








Seq. ID 


OJ000118_20. 0222. Cll 




Gene No. 


13158 








Strand 






Start 


3410 








End 


6848 




Name 


OJ000118 20 


.0222 


.Cll.o2 


,gs 


Method 


GEN SCAN 




Start 


3410 








End 


6848 




GI 


none 








Score 


.53 




Exons 


3410. .3541, 


4512 


. .4643, 


4657. 


.4695, 5268. .5482, 6773. .6848 



6512 



Seq. No. 


6261 


Gene No. 


13158 


Start 


3410 


Name 


OJ000118 20 


Start 


5018 


GI 


none 


Exons 


5018. .5224, 


Seq. No. 


6262 


Gene No. 


13159 


Start 


70 


Name 


OJ000118 20 


Start 


70 


GI 


none 


Exons 


70. .327 


Seq. No. 


6262 


Gene No. 


13160 


Start 


869 


Name 


OJ000118 20 


Start 


869 


GI 


none 


Exons 


869. .1816 


Seq. No. 


6262 


Gene No. 


13160 


Start 


869 


Name 


OJ000118 20 


Start 


881 


GI 


none 


Exons 


881. .1066, 




1350. .1454, 


Seq. No. 


6262 


Gene No. 


13160 


Start 


869 


Name 


OJ000118_20 


Start 


890 


GI 


3063445 " 


Exons 


890. .1904 


GI Descrip. 


(AC003981) 


Seq. No. 


6262 


Gene . 


13160 


Start 


869 


Name 


OJ000118 20 


Start 


971 


GI 


none 


Exons 


971.. 1072, : 


Seq. No. 


6262 


Gene No. 


13160 


Start 


869 


Name 


OJ000118 20 


Start 


1208 


GI 


none 


Exons 


1208. .1273, 



Seq. ID OJ000118_20.0222.C11 
Strand 

End 6848 

Method TBLASTX: Maize 

End 5224 

Score 188 



Seq. ID OJ000118_20.0222.C12 

Strand + 

End 327 

Method GENSCAN 

End 327 

Score .97 



Seq. ID OJ000118_20.0222.C12 
Strand 

End 1904 

Method GENSCAN 

End 1816 

Score .98 



Seq. ID OJ000118_20.0222.C12 
Strand 

End 1904 

Method TBLASTX : Soybean 

End 1898 

Score 109 



Seq. ID OJ000118_20.0222.C12 
Strand 

End 1904 

Method AAT/NAP 

End 1904 

Score 987 



Seq. ID OJ000118_20.0222.C12 
Strand 

End 1904 

22.C12.ol.tc Method TBLASTX : Cress 

End 1672 

Score 142 

971. .1072, 1170. .1328, 1172. .1339, 1343. .1672, 1431. .1574 

Seq. ID OJ000118_20.0222.C12 
Strand 

End 1904 

22.C12.ol.tm Method TBLASTX : Maize 

. End 1898 

Score 67 

1273, 1208. .1333, 1212. .1319, 1340. .1510, 1434. .1505, 



6513 



1505.. 1672, 1533.. 1649, 1763.. 1897, 1779.. 1898 



Seq. No. 


6262 




Seq. ID 


OJ000118_20.0222.C12 


Gene No. 


13160 




Strand 




Start 


869 




End 


1904 


Name 


OJ000118_20 . 0222 . C12 . ol , 


. tw 


Method 


TBLASTX: Wheat 


Start 


1277 




End 


1675 


GI 


none 




Score 


60 


Exons 


1277. .1510, 1341. .1442, 


1511. 


.1675 




Seq. No. 


6263 




Seq. ID 


OJ000118_20.0222.C13 


Gene No. 


13161 




Strand 




Start 


1 




End 


1625 


Name 


OJ000118 20.0222.C13.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1625 


GI 


3063445 




Score 


1405 


Exons 


1. .1625 








GI Descrip. 


(AC003981) F22013.7 [Arabidopsis thaliana] 


Seq. No. 


6263 




Seq. ID 


OJ000118_20.0222.C13 


Gene No. 


13161 




Strand 




Start 


1 




End 


1625 


Name . 


OJ000118 20.0222.C13.ol, 


.tc 


Method 


TBLASTX : Cress 


Start 


3 




End 


1454 


GI 


none 




Score 


111 


Exons 


3. .308, 3. .308, 6. .314, 


6. .116, 6. .308, 


6. .308, 69. .476", " 




141. .548, 210. .386, 213, 


. .620, 


283. .657, 


355. .669, 360. .977, 




366. .650, 402. .620, 417, 


. .668, 


423. .836, 


495. .872, 564. .1244 



639. .1010, 717. .1124, 717. .1379, 717. .917, 717. .1316, 789. .1196, 
819. .1010, 861. .1385, 903. .1124, 933. .1340, 957. .1214, 
1047. .1289, 1071. .1385, 1072. .1224, 1077. .1418, 1077. .1376, 
1146. .1319, 1149. .1418, 1149. .1403, 1239. .1379, 1242. .1454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6263 

13161 

1 

OJ000118_20.0222.C13.ol.tm 
3 

none 



OJ000118 20.0222.C13 



1625 

TBLASTX: Maize 

1403 

60 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3. .281, 3. .308, 3. .110, 54. .308, 57. .539, 59. .157, 138. .383, 
195. .467, 247. .756, 282. .572, 355. .600, 355. .801, 360. .755, 
366..668, 366. .623,- 414. .668, 427. .837, 429. .899, 501. .971, 
564. .836, 627. .911, 646. .807, 717. .1187, 717. .971, 771. .1010, 
777. .956, 833. .937, 843..962, 849. .962, 861. .1334, 895. .1224, 
915. .1187, 924. .1403, 925. .1167, 1006. .1161, 1059. .1361, 
1074. .1292, 1078. .1224, 1092. .1220, 1092. .1187, 1149. .1403, 
1288. .1383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6263 

13161 

1 

OJ000118_20.0222.C13.ol.ts 
3 

none 



OJ000118 20.0222.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3. .116, 6. .416, 6. .308, 6. .308, 6. .308, 6. .302, 6. .239, 36. .308, 
69. .314, 282. .668, 360. .668, 360. .548, 360. .485, 366. .959, 
399. .1094, 423. .821, 450. .1172, 459.-578, 573. .986, 639. .1010, 



1625 

TBLASTX: Soybean 

1412 

75 



6514 



646. .801, 711. .1316, 717. .1133, 747. .866, 759. .1403, 786. .11 
861. .1268, 933. .1340, 957. .1082, 978. .1412, 1036. .1176, 
1074. .1403, 1074. .1403, 1113. .1223, 1185. .1298 



Seq. No. 


6263 


Seq. ID 


OJ000118_20. 


, 0222 


.C13 


Gene No. 


13161 


Strand 


— 






Start 


1 


End 


1625 






Name 


OJ000118_20 .0222 .C13.ol.gs 


Method 


GENSCAN 






Start 


16 


End 


-1619 






GI 


none 


Score 


.88 






Exons 


16. .1619 










Seq. No. 


6263 


Seq. ID 


OJ000118_20. 


, 0222 


.C13 


Gene No. 


13161 


Strand 


— 






Start 


1 


End 


1625 






Name 


OJ000118_20.0222 .C13.ol.gp 


Method 


AAT/GAP 






Start 


1346 


End 


1563 






GI 


568953 


Score 


424 






Exons 


1346. .1563 










Seq. No. 


6264 


Seq. ID 


OJ000118_20. 


, 0222 


.C14 


Gene No. 


13162 


Strand 


+ 






Start 


924 


End 


3364 






Name 


OJ000118_.20.0222 .C14 .ol.gs 


Method 


GENSCAN 






Start 


924 


End 


3364 






GI 


none 


Score 


. 64 






Exons 


924.. 979, 1062. .1109, 2678.. 


2834, 3346 


. .3364 






Seq. No. 


6264 


Seq. ID 


OJ000118_20. 


,0222 


.C14 


Gene No. 


13162 


Strand 


+ 






Start 


924 


End 


3364 






Name 


OJ000118 20.0222.C14.ol.gp 


Method 


AAT/GAP 






Start 


1434 


End 


1502 






GI 


2312838 


Score 


74 






Exons 


1434 . . 1502 










GI Descrip. 


1420932/gb|U61383|ORU61383 7 


,0e-21 Oryza rufipogon 








4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


6265 


Seq. ID 


OJ000118_20. 


,0222 


.C15 


Gene ' No. 


■ 13163 


Strand 


+ 






Start 


70 


End 


1670 






Name 


OJ000118 20. 0222. C15. ol.gs 


Method 


GENSCAN 






Start 


70 


End 


1670 






GI 


none 


Score 


.49 






Exons 


70. .141, 194. .363, 388. .448, 


1566. . 1670 






Seq. No. 


6265 


Seq. ID 


OJ000118_20. 


,0222 


.C15 


Gene No. 


13164 


Strand 


+ 






Start 


2431 


End 


3190 






Name 


OJ000118 20.0222.C15.o2.gs 


Method 


GENSCAN 






Start 


2431 


End 


3190 






GI 


none 


Score 


.6 






Exons 


2431. .2517, 2618. .3190 










Seq. No. 


6265 


Seq. ID 


OJ000118_20. 


0222 


.C15 


Gene No. 


13164 


Strand 


+ 






Start - 


2431 


End . 


3190 







6515 



Name OJ000118_20.0222.C15.ol .np Method AAT/NAP 

Start 2827 End 3152 

GI 2959732 Score 269 

Exons 2827.. 3152 

GI Descrip. (Y13649) homologous to GATA-binding transcription factors 

[Arabidopsis thaliana] gi | 4895246 | gb IAAD32831 . 1 1 AC007659_13 
(AC007659) putative GATA-type zinc finger transcription factor 
[Arabidopsis thaliana] 



MS 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6265 Seq. ID 

13165 Strand 

3874 End 

OJ000118_20 . 0222 .C15.ol.tc Method 

2899 End 

none Score 
2899.. 3084, 2900.. 3130 

6265 Seq. ID 

13165 Strand 

3874 - K End 

OJ000118_20 . 0222 ; C15 . ol . tm Method 

2899 End 
none Score 
2899; .3093, 2900. .310.0 

6265 Seq. ID 

13165 Strand 

3874 End 

OJ000118_20 . 0222 .C15.ol.ts Method 

2900 End 
none Score 
2900.. 3100, 2902.. 3084 . 

6265 Seq. ID 

13165 Strand 

3874 End 

OJ000118_20 . 0222 . C15 . o3 . gs Method 

3874 End 

none Score 
3874. .3920, 4143. .4323, 4839.-4949 



OJ000118_20.0222.C15 
+ 

4949 

TBLASTX: Cress 

3130 

298 



OJ000118_20.0222.C15 
+ 

4949 

TBLASTX: Maize 

3100 

282 



OJ000118_20.0222.C15 
+ 

4949 

TBLASTX : Soybean 

3100 

287 



OJ000118_ 
+ 

4949 
GENSCAN 
4949 
.54 



20.0222.C15 



6266 
13166 ' 
1 

OJ000118_20.0222.C16.ol.np 
1 

6714316 



Seq. ID OJ000118_20.0222.C16 

Strand + 

End 2118 

Method AAT/NAP 

End 2109 

Score 502 



1..67, 728.. 808, 893. .1008, 1604. .2109 

(AC016972) unknown protein [Arabidopsis thaliana] 



6266 Seq. ID 

13166 Strand 

1 End 
OJ000118_20 . 0222 . C16 . ol . gs. Method 

893 End 

none Score 

893. .1008, 1604. .2118 



OJ000118_20.0222.C16 
+ 

2118 
GENSCAN 
2118 
.66 



6516 




Corf No 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13167 




Strand 


+ 




Start 


22891 




End 


24028 




Name 


OJ000118 20.0222.C16.o4 


.gs 


Method 


GENSCAN 




Start 


22891 




End 


24028 




GI 


none 




Score 


.98 




Exons 


22891. .23272, 23360 23521, 


23997. .24028 




Seq. No. 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gphp No 


13168 




Strand 






Start 


2559 




End 


5348 




Name 


OJ000118 20 0222 C16 o2 


.np 


Method 


AAT/NAP 




Start 


2556 ~~ 

£, *J •J U 




End 


5348 




GI 


6862925 




Score 


1244 




Exons 


2556 4700 5279 5348 










GI Descrip. 


(AC018907) hvt>othetical 


protein , [Arabidopsis thaliana] 




Can Mn 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13168 




Strand 


— { 




Start 


2559 




End 


5348 




Name 


OJ000118 20 0222 C16 o2 


.gs 


Method 


GENSCAN 




Start 


2559 ~ 




End 


4730 




GI 


none . 




Score 


.99 - 




Exons 


2559 4730 ^ * 












6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13169 




Strand 






Start 


5710 




End 


19123 




Name 


OJ000118 20.0222.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


728 




End 


1746 




GI 


none 




Score 


116 




Exons 


728. .808, 732. .809, 897 


..1010, 905. .1009, 1602. .1745, 1603. 


Seq. No. 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13169 




Strand 






Start 


5710 




End 


19123 




Name 


OJ000118 20.0222.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


732 




End 


2109 




GI 


none 




Score 


109 





□ Exons 732.. 809, 906.. 1031, 1603.. 1977, 1633.. 1986, 1992.. 2060, 

1993.. 2109 



Seq. No. 6266 

Gene No. 13169 

Start 5710 

Name OJ000118_20 . 0222.C16.o4 

Start 732 

GI none 

Exons 732.. 809, 749.. 808, 893 

Seq. No. 6266 

Gene No. 13169 

Start 5710 

Name OJ000118_20.0222.C16.o2 

Start 1605 

GI none 



Seq. ID OJ000118_20.0222.C16 
Strand 

End 19123 

. tc Method TBLASTX : Cress 

End 1683 

Score 120 
..1009, 894. .1010, 1600. .1683 

Seq. ID OJ000118_20.0222.C16 
Strand 

End 19123 

. tm Method TBLASTX : Mai ze 

End 1884 

Score 222 



6517 



Exons 1605.. 1883, 1607.. 1861, 1632.. 1880, 1633.. 1884 



Seq. No. 6266 

Gene No. 13169 

Start 5710 

Name OJ000118_20 . 0222 . C16.o3 . tc 

Start 1683 

GI none 

Exons 1683.. 1799, 1683.. 1787, 
1957.. 1977, 2005.. 2076 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_20.0222.C16 
19123 

TBLASTX: Cress 

2076 

65 



1684. .1950, 1684. .1923, 1893. .1976, 



Seq. No. 


6266 








Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13169 








Strand 






Start 


* 5710 








End 


19123 




Name 


OJ000118 20 


0222. 


C16.o4 


tm 


Method 


TBLASTX: Maize 




Start 


3693 








End 


3968 




GI 


none 








Score 


128 




Exons 


3693. .3944, 


3696. 


.3968, 


3697. 


.3957 






Seq. No. 


6266 








Seq. ID 


OJ000118_20;0222 


.C16 


Gene No. 


13169 








Strand 






Start 


5710 








End 


19123 




Name 


OJ000118 20 


0222. 


C16.o2 


tc 


Method 


TBLASTX: Cress 




Start 


4356 








End 


4583 




GI 


none 








Score 


191 




Exons 


4356. .4583, 


4357. 


.4569, 


4380. 


.4571 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6266 

13169 

5710 

OJ000118_20.0222.C16.o3.np 

5710 

4512703 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_20 . 0222 . C16 

19123 
AAT/NAP 
17777 
1334 

5710. .5739, 6617. .6688, 6772. .6879, 7067. .7201, 7936. .7986, 
8747.. 8821, 9990.. 10081, 10171 .. 1034 8 , 10440 10533, 
10718. .11221, 11357. .11559, 11598 .. 11698, 11965 .. 12024 , 
12800. .12891, 13086. .13260, 13899. .13997, 14028 .. 14124 , 
17690. .17777 

(AC006569) unknown protein [Arabidopsis thaliana] 



6266 
13169 
5710 

OJ000118_20.0222.C16.ol.gp 
6015 

LIB34 34-032-P1-K1-B3 
6015. .6175, 6623. .6688, 
1 4512698/gb | AAD217 51 . 1 1 
[Arabidopsis thaliana] 1 

6266 

13169 

5710 

OJ000118_20.0222.C16.o4 .ts 

6110 

none 



Seq. ID OJ000118__20.0222.C16 
Strand 

End 19123 

Method AAT/GAP 

End 7079 

Score 991 
6772. .7079 

3.0e-35 (AC006569) hypothetical protein 



Seq. ID OJ000118 20.0222.C16 



Strand 
End 

Method 

End 

Score 



19123 

TBLASTX : Soybean 

8979 . 

65 



6110. .6181, 6612. .6689, 6614. .6691, 6766. .6885, 6770. .6898, 



6518 



7067. .7204, 7933. .8004, 8744. .8821, 8745. .8822, 8895. .8966, 
8929. .8979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6266 

13169 

5710 

OJ000118 

6612 

none 



20.0222.C16.o5.tc 



Seq. ID OJ000118_20.0222.C16 
Strand 
End 

Method 
End 
Score 



19123 

TBLASTX: Cress 

7204 

72 



6612. .6689, 6614. .6691, 6766. .6885, 6770. .6898, 7064. .7204 



6266 

13169 

5710 

OJ000118 
8783 
none 
8783. 
9987. 
10151 



20.0222.C16.o3.tm 



Seq. ID OJ000118_20.0222.C16 
Strand 

End 19123 

Method TBLASTX : Maize 

End 10307 

Score 74 

.8978, 8894. .8989, 8929. .8979, 



8821, 8891.. 8977, 8892 

10085, 9988. .10077, 9989. .10084, 1014 8 .. 10306, 
.10297, 10162. .10299, 10164. .10307 



KJ 



Seq. No. 6266 

Gene No. 13169 

Start 5710 

Name OJ000118_20 . 0222 . CI 6 . 06 . tm 

Start 10308 

GI none 

Exons 10308. .10346, 10310 .. 10345, 
10688. .10858, 10718 .. 10885, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 20.0222.C16 



19123 . 
TBLASTX : Maize 
10887 
69 

10439. .10492, 10440 .. 10508, 
10723. .10887 



Seq. No. 6266 
Gene No. 13169 
Start ■ 5710 

Name OJ000118_20 . 0222 .CI 6 . ol . tm 

Start 11134 
GI none 
Exons 11134 
11357 

11652. .11702, 11654. .11707, 11956 .. 12027 , 11963 
11965. .12027, 12798. .12884, 12800 .. 12886, 12801 
13054 . .13122, 13054.. 13125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 20.0222.C16 



19123 

TBLASTX: Maize 
13125 
99 



.11229, 11137. .11226, 1134 7 .. 11559, 11349, 
,11557, 11358. .11558, 11359 .. 11559, 11648, 



11585, 
11707, 
12043, 
12884, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6266 Seq. ID 

13169 Strand 

5710 End 

OJ000118_20.0222.C16.o4.np Method 

16137 End 

2980806 Score 
16137. .16174, 17998. .19123 

(AL022197) putative protein [Arabidopsis thaliana] 



OJ000118_20.0222.C16 

19123 
AAT/NAP 
19123 
560 



6266 Seq. ID 

13169 Strand 

5710 End 

OJ000118_20 . 0222 . CI 6 . o5 . tm Method 

17867 End 

none Score 



OJ000118_20.0222.C16 
19123 

TBLASTX: Maize 

18250 

59 v 



6519 



Exons 17867. .18139, 17895 .. 18014 ,' 18063 .. 18125, 18170. .18250 



Seq. No. 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13169 




Strand 






Start 


5710 




End 


19123 




Name 


OJ000118 20.0222.C16 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


17886 




End 


18311 




GI 


none 




Score 


73 




Exons 


17886. .18119, 17894. 


.18142, 


18170. .18310, 18174. .18311 




Seq. No. 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13169 




Strand 






Start 


5710 




End 


19123 




Name 


OJ000118 20.0222.C16 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


17903 




End 


18709 




GI 


none 




Score 


65 




Exons 


17903. .18142, 17907. 


.18119, 


18170. .18340, 18180. .18341, 






18569. .18709 










Seq. No. 


6266 




Seq. ID 


OJ000118_20.0222 


-C16 


Gene No. 


13169 




Strand 






Start 


5710 




End 


19123 




Name 


OJ000118 20.0222.C16 


.o3.ts 


Method 


TBLASTX : Soybean 




Start. 


18503 




End 


18793 




GI 


none 




Score 


56 




Exons 


18503. .18610, 18504. 


.18611, 


18629. .18793, 18630.. 18791 




Seq. No. 


6266 




Seq. ID 


OJ000118_20.0222 


.C16 


Gene No. 


13170 




Strand 






Start 


23137 




End 


23540 




Name 


OJ000118 20.0222.C16 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


23137 




End 


23540 




GI 


none 




Score 


64 




Exons 


23137. .23220, 23140. 


.23247, 


23227. .23274, 23349 .. 23540, 






23356. .23517 










Seq. No. 


6267 




Seq. ID 


OJ000118_20.0222 


.C17 


Gene No. 


13171 




Strand 


+ 




Start 


1395 




End 


2071 




Name 


OJ000118 20.0222.C17 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


1295 




End 


1559 




GI 


none 




Score 


202 




Exons 


1295. .1546, 1308. .1559 








Seq. No. 


6267 




Seq. ID 


OJ000118_20.0222 


.C17 


Gene No. 


13171 




Strand 


+ 




Start 


1395 




End 


2071 




Name 


OJ000118 20.0222.C17 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


1305 




End 


1616 




GI 


none 




Score 


121 




Exons 


1305. .1463, 1461. .1616 








Seq. No. 


6267 




Seq. ID 


OJ000118_20.0222 


.C17 


Gene No. 


13171 




Strand 


+ 




Start 


1395 




End 


2071 




Name 


OJ000118 20.0222.C17 


. ol.gs 


Method 


GEN SCAN 




Start 


1395 




End 


2071 





6520 



GI none 

Exons 1395.. 2071 

Seq. No. 6268 

Gene No. 13172 

Start 277 

Name OJ000118_20 . 0222 . C18 .ol .gs 

Start 277 

GI none 

Exons 277.. 349, 546.. 919 

Seq. No. 6269 

Gene No. 13173 

Start 5115 

Name OJ000118_20.0222.C19.o2.gs 

Start 5115 

GI none 

Exons 5115.. 5190, 5297.. 5547, 5740. 

6622.. 6879, 7920.. 7952, 8081. 
8704. .8795 



Score 



.68 



Seq. ID OJ000118_20.0222.C18 
Strand 

End 919 

Method GENSCAN 

End 919 

Score .95 



Seq. ID OJ000118_20.0222.C19 

Strand + 

End 9024 

Method GENSCAN 

End 8795 

Score .73 

.5952, 6226.. 6323, 6440.. 6527, 
.8158, 8283. .8451, 8535. .8617, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6269 

13173 

5115 

OJ000118_20.0222.C19.o2.np 

5443 

4105798 



Seq. ID OJ000118_20.0222.C19 

Strand + 

End 9024 

Method AAT/NAP ' 

End 9024 

Score 597 



5443. .5516, 6440. .6527, 6622. .6681, 7920. .7952, 8081. .8158, 
8283. .8326, 8411. .8451, 8535. .8617, 8704. .8795, 8879. .9024 



,1 GI Descrip. (AF049930) PGP237-11 [Petunia x hybrida] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6269 

13173 Strand 

5115 End 

OJ000118_20 . 0222 . C19 . o2 . gp Method 

8699 End 

LIB3432-009-P1-K1-C1 Score 
8699.. 8795, 8879.. 8930 

1 4105798 4.0e-39 (AF049930) PGP237-11 



Seq. ID OJ000118_20.0222.C19 



+ 

9024 
AAT/GAP 
8930 
221 

[Petunia x hybrida] 1 



6269 

13174 

7 

OJ0.00118_20.0222.C19.ol.gs 
7 

none 



Seq. ID OJ000118_20.0222.C19 



Strand 
End 

Method 

End 

Score 



3822 
GENSCAN 
3822 
.5 



7. .236, 1451. .1529, 1600. .1691, 3130. .3306, 3816. .3822 



6269 Seq. ID 

13174 Strand 

7 End 

OJ000118_20 . 0222 . C19 . ol . tm Method 

976 End 

none Score 



OJ000118_20.0222.C19 
3822 

TBLASTX: Maize 

3214 

138 



976. .1164, 985. .1167, 989. .1168, 992. .1174, 996. .1175, 
1261. .1359, 1262. .1360, 1264. .1374, 1449. .1511, 1450. .1512, 
1451. .1513, 1597. .1692, 1600. .1680, 1605. .1691, 3131. .3214 



6521 



Seq. No. 6269 

Gene No. 13174 

Start 7 

Name OJ000118_20 . 0222 . C19 . ol . tw 

Start 982 

GI none 
Exons 



Seq. ID OJ000118_20.0222.C19 
Strand 

End 3822 

Method TBLASTX : Wheat 

End 1668 

Score 177 

1340, 1261.. 1359, 



982. .1167, 992.. 1168, 993. .1175, 1260 
1262. .1360, 1262. .1360, 1449. .1520, 1450. .1530, 1451. .1531, 
1452.. 1532, 1597.. 1668, 1600.. 1668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6269 

13174 

7 

OJ000118_20.0222.C19.ol.np 

1057 . 

6681330 



Seq. ID OJ000118_20.0222.C19 
Strand 

End 3822 

Method AAT/NAP 

End 3306 

Score 353 



1057.. 1167, 1261.. 1358, 1451.. 1529, 1600.. 1691, 3130.. 3306 
(AC015985) hypothetical protein [Arabidopsis thaliana] 



6269 

13174 

7 

OJ000118_20.0222.C19.ol.gp 
1132 

5758_1.R1084 
1132.. 1167, 1261.. 1358, 
1 4 9727 7 8 /gb | AAD34784 . 1 | 
melanogaster] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_20.0222.C19 
3822 

AAT/GAP . 

3409 

975 



1451. .1529, 1600. .1691, 3130. .3409 
3-0e-10 (AF132196) unknown [Drosophila 



6269 

13175 

6243 

OJ000118_20 . 0222 . C19 . o2 . tm 

6243 

none 



Seq. ID OJ000118_20.0222.C19 
Strand 

End 8 930 

Method TBLASTX : Mai ze 

End 8 930 

Score 4 6 



6243.-6329, 6244'. . 6336, . 6441 .. 6533, 6446.. 6550, 6619.. 6684, 

6624. .6683, 7883. .7954, 7917. .7955, 7917. .7955, 8080. .8160, 

8081. .8164, 8249.-8326, 8283. .8327, 8408. .8452, 8409. .8453, 

8533. .8616, 8534. .8617, 8540. .8617, 8703. .8783, 8704. .8790, 

8880.. 8930, 8882.. 8929 



Seq. No. 6269 Seq. ID 

Gene No. 13175 Strand 

Start 6243 End 

Name OJ000118_20 . 0222 . C19 . ol . tc Method 

Start 6437 End 

GI none Score 
Exons 



OJ000118_20.0222.C19 
8930 

TBLASTX: Cress 

8745 

171 



6437. .6532, 6438. .6533, 6619. .6684, 7914. .7955, 8080. .8157, 
8081. .8164, 8283. .8324, 8412. .8450, 8537. .8617, 8704. .8745 



Seq. No. 6269 Seq. ID 

Gene No. 13175 Strand 

Start 6243 End 

Name . OJ000118_20 . 0222 . CI 9 . ol . ts Method 

Start 6440 End 

GI none Score 



OJ000118_20.0222.C19 
8930 

TBLASTX : Soybean 

8930 

163 



6522 



Exons 



6440. .6526, 6441. .6527, 6619. .6684, 7917. .7955, 8080. .8157, 
8081. .8164, 8283. .8327, 8408. .8452, 8409. .8453, 8534. .8617, 
8534. .8617, 8703. .8783, 8704. .8796, 8877. .8930 



Seq. No. 6269 Seq. ID 

Gene No. 13175 Strand 

Start 6243 End 

Name OJ000118_20 . 0222 . C19 . o2 . tw Method 

Start 8301 End 

GI none Score 
Exons 



OJ000118_20.0222.C19 
8930 

TBLASTX: Wheat 

8918 

46 



8301. .8327, 8408. .8452, 8409. .8453, 8534. .8617, 8704. .8796, 
8877. .8918 



Seq. No. 6270 Seq. ID 

Gene No. 13176 Strand 

Start 115 End 

Name OJ000118_20 . 0222 . C20 . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115. .246 



OJ000118_20.0222.C20 
+ 

246 

GENSCAN 

246 

.54 



Seq. No. 

Gene No. 
□"Start 
. s% Name 

''li Start 

ill 

i !=* Exons 

C3 GI Descrip. 

u 



6270 
13177 
1 

OJ000118_20.0222.C20.ol.np 
1 

3236261 
1. .262 

(AC004 684) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID OJ000118_20.0222.C20 
Strand 

End 262 • 

Method AAT/NAP 

End 262 

Score 136 



I 


Seq. No. 


6270 


Seq. ID 


ojoooii8_; 


! y 


Gene No. 


13177 


Strand 






Start 


1 


End 


262 




Name 


OJ000118 20.0222.C20.ol.tc 


Method 


TBLASTX :C: 




Start 


38 


End 


201 




GI 


none 


Score 


68 




Exons 


38. .199, 43. .201, 43. .201 








Seq. No. 


6271 


Seq. ID 


OJ000118_ 


£ 

XT 


Gene No. 


13178 


Strand 


+ 




Start 


72 


End 


160 




Name 


OJ000118 12.0215.Cl.ol.gs 


Method 


GENSCAN 




Start 


72 


End 


160 




GI 


none 


Score 


.93 




Exons 


72. .160 








Seq. No. 


6272 


Seq. ID 


OJ000118_: 




Gene No. 


13179 


Strand 






Start 


1 


End 


1920 




Name 


OJ000118 12.0215.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


961 




GI 


479357 


Score 


546 




Exons 


1..670*, 758. .961 








GI Descrip. 


hypothetical protein 612 - 


maize transposon MuA2 






gi| 22375 | emb | CAA44165 | (X62251) ORF [Zea mays] 



12. 0215. C3 



6523 



Seq. No. 6272 Seq. ID 

Gene No. 13179 Strand 

Start 1 End 

Name OJ000118_12 . 0215 . C3 . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2. .148, 3. .137, 8. .145 



OJ000118_12.0215.C3 
1920 

TBLASTX: Maize 

148 

145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6272 

13179 

1 

OJ000118_12.0215.C3.ol.gs 
35 

none 



Seq. ID OJ000118_12.0215.C3 
Strand 

End 1920 

Method GEN SCAN 

End 1920 

Score .55 



35. .237, 475. .670, 761. .907, 965. .1170, 1457. .1571, 1806. .1920 



Seq. No. 6272 

Gene No. 13179 

Start 1 

Name OJ000118_12 . 0215 . C3 . ol . tm 

Start 150 

GI none 

Exons 150.. 437, 152.. 436 



Seq. ID OJ000118_12.0215.C3 
Strand 

End 1920 

Method TBLASTX : Mai ze 

End 4 37 

Score 250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6273 

13180 

1 

OJ000118_12.0215.C6.ol.np 
1 

5852180 



Seq. ID OJ000118_12.0215.C6 

Strand + 

End 3022 

Method AAT/NAP 

End 3022 

Score 394 



1..95, 815. .868, 1874. .1993, 2045. .2453, 2987. .3022 
(AL117265) zhbOOOlO.l [Oryza sativa] 



J 


Seq. No. 


6273 


Seq. ID 


OJ000118_12.0215.C6 




Gene No. 


13180 


Strand 


+ 




Start 


1 


End 


3022 




Name 


OJ000118 12.0215.C6.ol.gs 


Method 


GENS CAN 


=f 


Start 


815 


End 


1055 




GI 


none 


Score 


.51' 


_j 


Exons 


815. .868, 965. .1055 








Seq. No. 


6273 


Seq. ID 


OJ000118_12.0215.C6 




Gene No. 


13181 


Strand 






Start 


1 


End 


3022 




Name 


OJ000118 12.0215.C6.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3022 




GI 


1491621 


Score 


168 




Exons 


1..69, 1896. .3022 








GI Descrip. 


(Z78205) UL36 [Bovine herpesvirus 1] 


gi | 2653311 1 emb | CAA06097 






(AJ004801) very large virion 


protein 


(tegument ) [Bovine 



herpesvirus type 1.1] 



Seq. No. 6273 Seq. ID 

Gene No. 13181 Strand 

Start 1 End 

Name OJ000118_12 . 0215 . C6 . o2 . gs Method 

Start 1966 End 



OJ000118_12.0215.C6 

3022 
GEN SCAN 
2438 



6524 




GI 


none 




Score 


.56 




Exons 


1966. .2082, 2199. .2438 










Seq. No. 


6274 




Seq. ID 


OJ000118_12.0215 


-C7 


Gene No. 


13182 




Strand 






Start 


86 




End 


1324 




Name 


OJ000118 12.0215.C7.ol. 


gs 


Method 


GENSCAN 




Start 


86 




End 


1321 




GI 


none 




Score 


.73 




Exons 


86. .598, 626. . 1321 










Seq. No. 


6274 




Seq. ID 


OJ000118_12.0215 


.C7 


Gene No. 


13182 




Strand 






Start 


86 * 




End 


1324 




Name 


OJ000118_12.0215.C7.ol. 


np 


Method 


AAT/NAP 




Start 


89 




End 


1324 




GI 


4680179 




Score 


1669 




Exons 


89. .1030, 1064. .1324 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


6274 




Seq. ID 


OJ000118 12.0215 


.C7 


Gene No. 


13182 




Strand 






Start 


86 




End 


1324 




Name 


>©J'60 0118 12.0215.C7.-o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


134 




End 


467 




GI 


none 




Score 


137 




Exons 


134. .466, 198. .467 










Seq. No. 


6274 




Seq. ID 


OJ000118 12.0215 


.C7 


Gene No. 


13182 




Strand 






Start 


86 




End 


1324 




Name 


OJ000118 12.0215.C7.ol. 


tm 


Method 


TBLASTX * Ma i zp 




Start 


335 




End 


913 




GI 


none 




Score 


177 




Exons 


335. .754, 339. .749, 752 


.913, 


759. .905 






Seq. No. 


6274 




Seq. ID 


OJ000118_12.0215 


.C7 


Gene No. 


13182 




Strand 






Start 


86 




End 


1324 




Name 


OJ000118 12.0215.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4 67 




End 


1126 




GI 


none 




Score 


81 




Exons 


467. .1093, 470. .721, 588. .1037, 1064.. 


1126 




Seq. No. 


6274 




Seq. ID 


OJ000118_12.0215 


-C7 


Gene No . 


13182 




Strand 






Start 


86 




End 


1324 




Name 


OJ000118 12.0215.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


914 




End 


1064 




GI 


none 




Score 


75 




Exbns 


914. .1063, 942. .1064 










Seq. No. 


6274 




Seq. ID 


OJ000118_12.0215 


.C7 


Gene No. 


13182 




Strand 






Start 


86 




End 


1324 




Name 


OJ000118 12.0215.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1067 




End 


1321 





6525 



GI 

Exons 



none Score 
1067. .1321, 1075. .1212, 1077. .1319 



Sea. No. 


6274 


oeq. iu 


UJUUUllo 1Z. U^lJ 


. U / 


Ppnc» Mo 
o cue . 


1 *31 ft9 


o crana 






Start 


86 








Name 


OiTOOOl 1 ft 19 091 S P7 r»1 i-<s 


rae tnoa 


l niiAo i a : boyoean 




Start 


1084 ~ 


£j1 1U 


1 ?91 

u^i 




GI 


nunc 


Score 


ID/ 




Exons 


1084.. 1278, 1085.. 1321, 1086. 


.1313 






Sea No 


6274 


ocq • x 1J 


UU UUUlXO x z . uz x o 


. U / 


Pprip Mf\ 


13182 


o cr ana 






Start 


86 




1 "394 
X jZ ft 




Name 


OJ0001 1 8 19 091 S P7 n*3 i-w 


ritsLiioa . * " 


l dlho i a . wnea u 




Start 


1133 — 




X JZ 4 




GI 


none 


Score 


X / / 




P von q 


llJJ. • iJ^l/ XX-Jfi. , IjZZ, 11 J^. 


. X OZ H 






Seq. No. 


6275 


Seq. ID 


OJ000118_12.0215 


.C9 


Gpnp No 


13183 


Strand 






Start 


i 


End 


1542 




Naitie 


OJ0001 1 ft 19 fl?1 S PQ nl nn ' 


Method 


AAT/NAP 




Start 


1 ~~ 


End 


1542 




GI 


4680179 


Score 


2159 




Pvnnc 


1 1S49 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


6275 


Seq. ID 


OJ000118_12.0215. 


PQ 


vCHC L\\J ■ 


X J X O J 


Strand 






Start 


1 


End 


1542 




Name 


ojoooi i ft i? n9is pq nd i-w 


Method 


TBLASTX: Wheat 




Start 




End 


308 




GI 


none 


Score 


78 • 




Exons 


1.-108, 5. .109, 97. .300, 105. 


.308 






Sea. No 


6275 


Seq. ID 


OJ000118JL2.0215. 




VJCilC \J » 


1 ?1 ft ^ 


Strand 






Start 


1 


End 


1542 




Name 


OiTOOm 1 ft 19 091 R PQ r»1 ^-t-w 


Method 


TBLASTX: Wheat 




Start 


309 "~ ' '- v 


End 


812 




GI 


none 


Score 


350 




Exons 


309. .812, 343. .765 








Sea No 


6275 


Seq. ID 


OJ000118_12.0215. 






1 ^1 ft? 


Strand 






Start 




End 


1542 




Name 


o.toooi 1ft 19 ri9i r pq -t-m 

UUl/UUllO Xc. . UZX3.V^.7.0X. LIU 


Method 


TBLASTX: Maize 




Start 


326 


End 


741 




GI 


none 


Score 


165 




Exons 


326. .574, 375. .740, 387. .740, 


391. .741 






Seq. No. 


6275 


Seq. ID 


OJ000118_12.0215. 


C9 


Gene No. 


13183 


Strand 






Start 


1 


End 


1542 




Name 


OJ000118 12.0215.C9.ol.gp 


Method 


AAT/GAP 




Start 


415 


End 


1039 





6526 



PT 






Score 


1089 




Exons 


/lit; 1 ma 










tji uescrip. 


4jl£Zj//aD] idAA/j^jj.1| Z. 


ue 


89 (AB014746) polyprotein 


[ Hordeum 




vuigare j 










06C5. NO. 


t)Z /o 




oeq. iu 


UJUUUllo lz.UZlD 




Gene No. 


13183 




Strand 






Start 


1 




T-l „ _] 


lo4 z 




Name 






Method 


TBLASTX : Soybean 




0 tare 






r-> _ J 

hncl 








none 




Score 


0 1 
0 1 




Exons 


CC1 On*? I^O TQQ 

obi. .oUj, ooz. . /oy 










oeq. NO. 


ID 




Seq. ID 


OJUUUllo lZ.UzlD 




Gene No. 


13183 




Strand 






Start 


1 




End 


154 Z 




Name 


ujuuuiio iz . uz ij . uy . oz . tim 




Metnod 


TBLASTX : Maize 




btart 


III 




bna 


IZ / / 






none 




Score 


1 u 




Exons 


*7T7 1 HQ1 TQC QOQ QQQ 

/ / / . . iuyi; /oD. . yz y , 0 y 0 . . 


yoi 


1 nop 






oeq. NO. 


/ 3 




Seq. ID 


OJ000118_12.0215 


O Q 

. Ly 




1 ^1 ft ^ 




Strand 






Start 


1 




End 


1542 




Name 


OJ000118 12.0215.C9.o3.tw 




Method 


TBLASTX: Wheat 




Start 


813 




End 


1062 




GI 


none 




Score 


215 




Exons 


813. .1061, 829. .1062 











ijj Seq. No. 

Gene No. 

^ Start 

& Name 

is Start 

□ GI 

VI Exons 



6275 

13183 

1 

OJ000118_12.0215.C9.ol.ts 

818 

none 



Seq. ID OJ000118_12.0215.C9 
Strand 

End 1542 

Method TBLASTX : Soybean 

End 1223 

Score 57 



818. .961, 828. .1187, 829. .1104, H53..1185, 1191. .1223 



r !I Seq. No. 

Gene No. 
Q Start 
i;3 Name 

Start 
- GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.. No. 
Gene No. 



6275 

13183 

1 

OJ000118_12.0215.C9.o2.tw 

1065 

none 



Seq. ID ,OJ000118_12.0215.C9 
Strand 

End 1542 

Method TBLASTX : Wheat 

End 1427 

Score 116 



1065. .1259, 1067. .1255, 1075. .1284, 1084. .1278, 1089. .1286, 
1290. .1373, 1294. .1374, 1356. .1427 



6276 

13184 

1221 

OJ000118_12 . 0215 . C10 . o2 . np 

1221 

4680185 

1221.. 1333, 1769.. 1860, 2178. 



Seq. ID OJ000118_12. 0215. C10 

Strand + 

End 9291 

Method AAT/NAP 

End . 2416 

Score 209 
.2416 



(AF111709) unknown [Oryza sativa subsp. indica] 



6276 
13184 



Seq. ID OJ000118_12. 0215. C10 
Strand + 



6527 



-.3 



Start 
Name 
.Start 
GI 

Exons 



1221 

OJ000118_12. 0215. CIO. o2.gs 

1682 

none 

1682. .1776, 
4481. .4501, 



End 

Method 

End 

Score 



9291 
GENSCAN 
9291 
.59 



1832.. 2027, 2058. 
5147.. 5334, 6498. 



.2235, 2247. 
.6978, 7251, 



.2407, 
.7340, 





7905. .8106, 


8335.. 8454, 8980 


..9096, 9182. .9291 


Seq* No. 


6276 




Seq. ID 


OJ000118 


Gene No. 


13185 




Strand 


+ 


Start 


16577 




End 


17834 


Name 


OJ000118 12. 


0215. C10. o4.gs 


Method 


GENSCAN 


Start 


16577 




End 


17834 


GI 


none 




Score 


.75 


Exons 


16577. .16581 


, 17306. .17453, 


17571. .17834 


Seq. No. 


6276 




Seq. ID 


OJ000118 


Gene No. 


13186 




Strand 


+ 


Start 


33803 




End 


36125 


Name 


OJ000118 12. 


0215. C10. o7.gs 


Method 


GENSCAN 


Start 


33803 




End 


36125 


GI 


none 




Score 


.63 


Exons 


33803. .34171 


, 34271. .34750, 


35020. .35047, 35087 




35729.. 36125 








Seq. No. 


6276 




Seq. ID 


OJ000118 


Gene No. 


13186 




Strand 


+ 


Start 


33803 




End 


36125 


Name 


OJ000118 12. 


0215. C10. o6.np 


Method 


AAT/NAP 


Start 


35185 




End 


35903 


GI 


2522230 




Score 


330 



3447, 
7464 . 



.3714, 
.7648, 



35669, 



12. 0215. C10 



Exons 35185. .35903 

GI Descrip. (AB0074 67) retrotransposon-like gene; the first amino acid was 
determined to be leucine [Vicia faba] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ000118 12. 0215. C10 



6276 Seq. ID 

13187 Strand 

1 End 1504 

OJ000118_12. 0215. C10. ol.np Method AAT/NAP 

1 End 1504 

4680179 Score 1089 
1..382, 416. .1504 

(AF111709) polyprotein [Oryza sativa subsp. indica] 

6276 Seq. ID OJ000118_12 . 0215 . C10 

13188 Strand 

8610 End 9203 

OJ000118_12 . 0215 . C10 . ol . gp Method AAT/GAP 
8610 End 9203 . 

3761363 Score 855 

8610.. 9203 

58521707emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



6276 

13189 

9162 



Seq. ID 

Strand 

End 



OJ000118 12. 0215. C10 



15272 



6528 



Name OJ000118_12 . 0215 . CIO . o3 . np Method AAT/NAP 

Start 9162 End 15272 

GI 6063554 Score 204 

Exons 9162.. 9335, 9971.. 10000, 11258 11473, 11763. . 11957, 

15247. .15272 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


6276 


Seq. ID 


OJ000118_12.0215. 


C10 


Gene No. 


13189 


Strand 






Start 


9162 


End 


15272 




Name 


OJ000118 12.0215.C10.o3.gs 


Method 


GENSCAN 




Start 


10822 


End 


14670 




GI 


none 


Score 


.7 




Exons 


10822. .10974, 11071 .. 11140, 


11299. .11621, 12666. .12686, 






13984. .14117, 14182. .14463, 


14598. .14670 




Seq. No. 


6276 


Seq. ID 


OJ000118_12.0215. 


C10 


Gene No. 


13190 " 


Strand 






Start 


17301 


End 


17388 




Name 


OJ000118 12.0215.C10.o2.gp 


Method 


AAT/GAP 




Start 


17301 


End 


17388 




GI 


LIB3432-008-P1-K1-F11 


Score 


135 




Exons 


17301.. 17388 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


151 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 




Seq. No. 


6276 


Seq. ID 


OJ000118_12.0215. 


C10 


Gene No. 


13191 


Strand 






Start 


28099 ■ 


End 


32645 




Name 


OJ000118 12.0215.C10.o5.tw 


Method 


TBLASTX: Wheat 




Start 


98 


End 


475 




GI 


none 


Score 


86 




Exons 


98. .352, 159. .350, 440. .475 








Seq. No. 


6276 


Seq. ID 


OJ000118_12.0215. 


C10 


Gene No. 


13191 


Strand 






Start 


28099 


' End 


32645 




Name 


OJ000118 12.0215.C10.o3.tm 


Method 


TBLASTX : Maize 




Start 


713 


End 


1018 




GI 


none 


Score 


81 




Exons 


7 13.. 1018, 912.. 1004 








Seq. No. 


6276 


Seq. ID 


OJ000118_12.0215. 


C10 


Gene No. 


13191 


Strand 






Start 


28099 


End 


32645 




Name 


OJ000118 12.0215.C10.o3.tw 


Method 


TBLASTX: Wheat 




Start 


899 


End 


1261 




GI 


none 


Score 


147 




Exons 


899. .1261, 900.. 1259 








Seq. No. 


6276 


Seq. ID 


OJ000118_12.0215. 


C10 


Gene No. 


13191 


Strand 






Start 


„ 28099 


End 


32645 




Name 


OJ000118 12.0215.C10.o5.tm 


Method 


TBLASTX: Maize 




Start 


26598 


End 


27997 





6529 



!„1 t 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 
26598. 
26631. 
26760. 
26889. 
26916. 
27086. 
27128. 
27275. 
27311. 
27756. 

6276 

13191 

28099 

OJ000118_12. 0215. CIO. oS.np 

28073 

4680203 



26732, 
26702, 
26858, 
27029, 
27056, 
27241, 
27247, 
27391, 
27376, 
27839, 



26598. 
26631. 
26760. 
26892. 
26916. 
27095. 
27128. 
27275. 
27729. 
27899. 



.26708, 
.26714, 
.26888, 
.27035, 
.27056, 
.27241, 
.27271, 
.27382, 
.27839, 
.27955, 



Score 
26607 
26733 
26787 
26907 
26922 
27104 
27128 
27299 
27729 
27905 



66 
26732, 
26864, 
26870, 
27035, 
27074, 
27256, 
27256, 
27391, 
27833, 
27997 



26631. 
26736. 
26788. 
26907. 
26922. 
27107. 
27134 . 
27301. 
27748. 



.26714, 
.26870, 
.26862, 
.27035, 
.27071, 
.27247, 
.27274, 
.27399, 
.27837, 



Seq. ID OJ000118_12. 0215. C10 
Strand 

End 32645 

Method AAT/NAP 

End 32645 

Score 1967 



28073. .29010, 29286 .. 29514 , 29674 .. 31329, 32542.. 32645 
(AF114171) TNP2-like protein [Sorghum bicolor] 



6276 

13191 

28099 

OJ000118_12. 0215. C10. o6.gs 

28099 

none 



Seq. ID OJ000118_12. 0215. C10 
Strand 

End' 32645 

Method GEN SCAN 

End 31444 

Score .48 



28099. .29017, 29232 .. 29304 , 29509 29557 , 29734 29822, 
29853. .30182, 30318 .. 30859, 31206 .. 31329, 31432.. 31444 



6276 

13191 

28099 

OJ000118_12. 0215. C10. ol.tw 

28153 

none 



Seq. ID OJ000118_12. 0215. C10 
Strand 

End 32645 

Method TBLASTX : Wheat 

End 29402 

Score 75 



28153. .28272, 28273 .. 28377, 28274 .. 28378 , 28396 .. 284 4 9, 

28449. .28493, 28450 .. 28500, 2851 6 .. 28 647 , 28516 28 656, 

28526. .28657, 28654 28854 , 28664 28801 , 28859 29158, 

28861. .29160, 28870 29160, 29163 29402 , 29166 29255, 
29230. .29358 



6276 

13191 

28099 

OJ000118_12. 0215. C10. o2.ts 

28216 

none 

28216. .28464, 28280. .28462 



Seq. ID OJ000118_12. 0215. C10 
Strand 

End 32645 

Method TBLASTX : Soybean 

End 28464 

Score 95 



Seq. No. 6276 

Gene No. 13191 

Start 28099 

Name OJ000118_12 . 0215 . C10 . o2 . tc 

Start 28694 

GI . none 
Exons 



Seq. ID OJ000118_12. 0215. C10 
Strand 

End 32645 

Method TBLASTX: Cress 

End 29116 

Score ■ 44 



28694. .28801, 28696 .. 28854 , 28859 .. 29116, 28861.. 29112 



6530 




Seq. No. 


6276 




Seq. ID 


OJ000118_12.0215 


.C10 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. CIO 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


29047 




End 


29361 




GI 


none 




Score 


77 




Exons 


.29047. .29160, 29048. 


.29161, 


29163. .29360, 29230.. 29361 




Seq. No. 


6276 




Seq. ID 


OJ000118_12.0215 


. C10 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29537 




End 


29761 




GI 


none 




Score 


81 




Exons 


29537. .29761, 29552. 


.29746 








Sea No 


6276 




Seq. ID 


OJ000118_12.0215 


-C10 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


29842 




End 


30076 




GI 


none 




Score 


72 




Exons 


29842. .30075, 29851. 


.30051, 


29915. .30076 




Seq. No. 


6276 




Seq. ID 


OJ000118_12.0215 


.C10 


Gene No . 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


29911 




End 


30360 




GI 


none 




Score 


51 




Exons 


29911. .30105, 29914. 


.30105, 


29927. .30130, 30112 .. 30354 , 






30128. .30355, 30142. 


.30360 








Seq. No. 


6276 




Seq. ID 


OJ000118_12.0215 


.C10 


Gpnp No 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


29950 




End 


30294 




GI 


none 




Score 


74 




Exons 


29950. .30105, 29951. 


.30199, 


30149. .30244, 30151 .. 3024 6, 






30253. .30294 










Sea No 


6276 




Seq. ID 


OJ000118_12.0215 


. C10 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


30199 




End 


30546 




GI 


none 




Score 


105 




Exons 


30199. .30546, 30200. 


.30352, 


30392. .30541 




Seq. No. 


6276 




Seq. ID 


OJ000118_12.0215 


.C10 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


. o3 . ts 


Method 


'TBLASTX : Soybean 




Start 


30280 




End 


30547 




GI 


none 




Score 


125 





6531 



Exons 



30280. .30543, 30281.. 30547 



oeq. ino . 






Seq. ID 


OJ000118JL2.0215 


n n 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


30295 




End 


30975 




GI 


none 




Score 


91 




Exons 


30295. .30420, 30427. 


.30546, 


30440. .30550, 30559 30975, 






30686. .30886 










Seq. No. 


6276 




oeq. iu 




.C10 


Gene No. 


13191 




Strand 






Start 


28099 




End 


32645 




Name 


OJ000118 12. 0215. C10 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


30566 




End 


30850 




GI 


none 




Score 


198 




Exons 


30566. .30850, 30568. 


.30849 








Seq. No. 


6276 




Seq. ID 


OJ000118_12.0215 


.C10 


Gene No. 


13192 




C +- r3nr J 

OLianu 






Start 


35224 




End ' 


35595 




Name 


OJ000118 12. 0215. C10 


.o6.tw . • 


Method 


TBLASTX: Wheat 




Start 


35224 




" End 


35595 




GI 


none 




Score 


112 




Exons 


35224. .35367, 35410. 


.35595 








ot;q . LNU • 


6277 




Seq. ID 


OJ000118_12.0215 




Gene No. 


13193 






T 




Start 


1 




End 


302 




Name 


OJ000118 12.0215.C11 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


302 




GI 


6721515 




Score 


157 




Exons 


1. .302 










GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


6277 




oeq. ±u 




.Cll 


Gene No. 


13193 




Strand 


+ 




Start 


1 




End 


302 




Name 


OJ000118 12.0215.C11 


.ol . tm 


Method 


TBLASTX : Maize 




Start 


3 




End 


236 




GI 


none 




Score 


61 




Exons 


3. .50, 42. .236, 89.. 


235 








Seq. No. 


6278 




Seq. ID 


OJ000118_12.0215 


.C12 


Gene No. 


13194 




Strand 


+ 




Start 


174 




End 


419 




Name 


OJ000118 12.0215.C12 


. ol . gs 


Method 


GEN SCAN 




Start 


174 




End 


419 




GI 


none 




Score 


.99 




Exons 


174. .419 










Seq. No. 


6278 




Seq. ID 


OJ000118_12.0215 


.C12 


Gene No. 


13195 




Strand 






Start 


1390 




End 


1516 




Name 


OJ000118 12.0215.C12 


.ol.gp 


Method 


AAT/GAP 




Start 


1345 




End 


1516 





6532 




GI 


LIB3433-017-Q6-K1-B5 


Score 


320 


Exons 


1345. .1516 






GI Descrip. 


• 1330273/dbj I D85055 | RICSINE11 


2.0e-18 


Rice retroposon 




p-SINEl-r31 gene 1 






Seq. No. 


6278 


Seq. ID 


OJ000118_12.0215.C12 


uene iNo . 




oil axiu. 




Start 


1390 


End 


1516 


Name 


OJ000118 12.0215.C12.o2.gs 


Method 


GENSCAN 


Start 


1390 


End 


1515 


GI 


none 


Score 


.94 


Exons 


1390. .1515 






Seq. No. 


6278 


Seq. ID 


OJ000118_12.0215.C12 


Gene No. 


13196, 


Strand 




Start 


1427 


End 


1764 


Name 


OJ000118 12.0215.C12.ol.np 


Method 


AAT/NAP 


Start 


1427 


End 


1764 


GI 


1780757 


Score 


78 


Exons 


1427.. 1530, 1737.. 1764 






GI Descrip. 


(Y10291) highly expressed in 


proliferating cells [Arabidopsis 



thaliana] gi I 6587807 | gb | AAF18498 . 1 1 AC010924_11 (AC010924) 
Identical to gb|Y10291 GAG1 protein from Arabidopsis thaliana. 





Seq. No. 


6279 








Seq. ID 


OJ000118 


_12. 


0215 


.C13 




Gene No . 


13197 








otr ana. 


i 








i;n 


Start 


1066 








End 


1644 










Name 


OJ000118 12 


.0215 


.C13.o2 


. gs 


Method 


GENSCAN 










Start 


1066 








End 


1644 










GI 


none 








Score 


.96 










Exons 


1066. .1644 


















rl! 

i sf 


Seq. No. 


6279 








Seq. ID 


OJ000118 


_12. 


0215 


.C13 


i; 


Gene No. 


13198 








Strand 










i!3 


Start 


270 








End 


440 








H 


Name 


OJ000118 12 


.0215 


.C13.ol 


. gs 


Method 


GENSCAN ; 








i: S3 


Start 


270 








End 


440 










GI 


none 








Score 


.53 








I J 


Exons 


270. .440 




















Seq. No. 


6280 








Seq. ID 


OJ000118 


_12. 


0215 


.C14 




Gene No. 


13199 








Strand 


+ ■ 










Start 


400 








End 


1979 










Name 


OJ000118 12 


.0215 


.C14 .ol 


.gs 


Method 


GENSCAN 










Start 


400 








End 


1979 










GI 


none 








Score 


. . 62 










Exons 


400. .541, 1849.. 


1979 
















Seq. No. 


6280 








Seq. ID 


OJ000118 


_12. 


0215 


.C14 




Gene No. 


13200 








Strand 












Start 


2599 








End 


3146 










Name 


OJ000118 12 


.0215 


.C14 .o2 


. gs 


Method 


GENSCAN 










Start 


2599 








End 


3146 










GI 


none 








Score 


.42 










Exons 


2599. .2833, 


2960 


. .3146 
















Seq. No. 


6281 








Seq. ID 


OJ000118 


_12. 


0215 


.C15 



6533 



Gene No. 13201 Strand + 

Start 1678 End 1877 

Name OJ000118_12. 02 15 . C15 . o3 . gp Method AAT/GAP 

Start 1678 End 1877 

GI 2227_1.R1084 Score 298 

Exons 1678.. 1877 

GI Descrip. 1 6006355/dbj | AP000559 . 1 | AP000559 2.0e-56 Oryza sativa genomic 
DNA, chromosome 6, clone: P04 93C11 1 



Seq. No. 6281 

Gene No. 13202 

Start 1 

Name OJ000118_12. 02 15 . CIS . ol . gp 

Start 1 

GI 27195_1.R1084 

Exons 1..73, 174.. 424 

GI Descrip. ' 3738326 4.0e-09 (AC005170) putative nodulin [Arabidopsis 
thaliana] ' 



Seq. ID OJ000118_12. 0215. CIS 
Strand 

End 424 

Method AAT/GAP 

End 424 

Score 608 



Seq. No. 6281 

Gene No. 13203 

Start 1000 

Name OJ000118_12 . 0215 . CIS . o2 . gp 

Start 1000 

GI 38012_1.R1084 

Exons 1000.. 1078 

GI Descrip. ' 4097947/gb| U72255 | OSU72255 2 . Oe-23 - Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds' 



Seq. ID OJ000118_12. 0215. CIS 
Strand 

End 1078 

Method AAT/GAP 

End 1078 

Score 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6282 

13204 

1 

OJ000118_12.0215.C16.ol.np 
1 

6063554 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method AAT/NAP 

End 3406 

Score 275 



1..135, 1188. .1461, 1522.. 1600, 1753. .1892, 2537. .2567, 
3237. .3406 

(AP000615) ESTs AU075609 (C63344 ), C71850 (E04 64 ), C98611 (E04 64 ) 
correspond to a region of the predicted gene .;, hypothetical 
protein [Oryza sativa] 



Seq. No. 6282 

Gene No. 13204 

Start 1 

Name OJ000118_12 . 0215 . C16 . ol .gs 

Start 450 

GI none 
Exons 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method GEN SCAN 

End 12321 

Score .72 



450. .548, 1560. .1903, 1957. .2034, 2188. .2256, 3176. .3312, 
3895.. 4127, 8115.. 8164, 9209.. 9333, 10198 .. 10400 , 10455 .. 10619, 
10784. .10975, 11036 .. 11625, 11706.. 12321 



Seq. No. 6282 
Gene No. 13204 
Start 1 

Name OJ000118_12 .0215.C16.o2.np 

Start 8743 

GI " 6466937 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method AAT/NAP 

End 12618 

Score 762 



6534 



Exons -8743.. 8790, 10521.. 12618 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 6282 

Gene No. 13204 

Start 1 

Name OJ000118_12 . 0215 . C16 . o3 . tm 

Start 10467 

GI none 
Exons 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method TBLASTX : Maize 

End 10745 

Score 245 



10467. .10745, 10476 .. 10742, 10523.. 10744 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method TBLASTX : Maize 

End 11226 

Score 77 

10895. .10990, 10895. .10966, 11078 .. 11218 , 11092. .11226 



Seq. No. 6282 

Gene No. 13204 

Start 1 

Name OJ000118_12 . 0215 . CI 6 . o4 . tm 

Start 10895 

GI none 
Exons 



Seq. No. 

Gene No. 
{S q Start 
ls ;f Name 
O start 

i;n gi 

fjj Exons 

u 

i(l Seq. No. 

Gene No. 
!*J Start 
j'y Name 
<s Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



f 3 



6282 

13204 

1 

OJ000118_12.0215.C16.ol.tw- 

11857 

none 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method TBLASTX : Wheat 

End 12300 

Score 151 



11857. .12084, 11974 . .12081, 1207 6 .. 12300 , 12088. .12255 



.6282 

13204 

1 

OJ000118_12.0215.C16.ol.tm 

11881 

none 



Seq. ID OJ000118_l2.0215.C16 

Strand + 

End 12618 

Method TBLASTX : Maize 

End 12354 

Score 203 



11881. .12084, 11892.. 12077, 12070 .. 12354 , 12075. .12260 



6282 

13204 

1 

OJ000118_12.0215.C16.ol.ts 

12286 

none 

12286. .12618, 12405.. 12566 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method TBLASTX : Soybean 

End 12618 

Score* 284 



Seq. No. 6282 

Gene No. 13204 

Start 1 

Name OJ000118_12 . 0215 . C16 . o2 . tw 

Start 12349 

GI none 

Exons 12349. .12618 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method TBLASTX : Wheat 

End 12618 

Score 219 



Seq. No. 6282 

Gene No. 13204 

Start 1 

Name OJ000118_12 . 0215 . C16 . o2 . tm 

Start 12373 



Seq. ID OJ000118_12.0215.C16 

Strand + 

End 12618 

Method TBLASTX: Maize 

End 12618 



6535 



GI 

Exons 



none 

12373. .12618, 12402.. 12587 



Score 



246 



Seq. No. 6283 

Gene No. 13205 

Start 1 

Name OJ000118_12 . 0215 .C17 . ol .np 

Start 1 

GI 6466937 

Exons 1..1282, 1655.. 1690 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000118_12.0215.C17 

Strand + 

End 1690 

Method AAT/NAP 

End 1690 

Score 784 



Seq. No. 6283 

Gene No. 13205 

Start 1 

Name OJ000118_12 . 0215 . C17 . o2 . ts 

Start 15 

GI none 

Exons 15.. 164, 16.. 261 



Seq. ID OJ000118_12.0215.C17 

Strand + 

End 1690 

Method TBLASTX : Soybean 

End 261 

Score 189 



□ 



Seq. No. 6283 

Gene No. 13205 

Start 1 

Name OJ000118_12 . 0215 . C17 . ol . tw 

Start 16 

fy GI none 

i is s Exons 16. .456 



Seq. ID OJ000118_12.0215.C17 

Strand + 

End ■ 1690 

Method TBLASTX : Wheat 

End - 456 

Score 230 



Seq. No. 
;jf| Gene No. 
FU Start 

Name 
n Start 

;:i GI 

. ~* Exons 

Q Seq. No. 
□ Gene No. 
;;3 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6283 

13205 

1 



Seq. ID OJ000118_12.0215.C17 
Strand + 
End 1690 



OJ000118 12.0215.C17.o2.tm Method TBLASTX : Maize 



18 

none 



End 
Score 



477 
338 



18. .164, 19. .477, 121. .405, 282. .443 



6283 

13205 

1 

OJ000118_12.0215.C17.ol.gs 
64 

none 

64. .231, 340. .681, 748.. 1311 

6283 

13205 

1 

OJ000118_12.0215.C17.ol.ts 

735 

none 

735.. 1073, 754. .1074 



Seq. ID OJ000118_12.0215.C17 

Strand + 

End 1690 

Method GENSCAN 

End 1311 



Score 



.92 



Seq. ID OJ000118_12.0215.C17 

Strand + 

End 1690 

Method TBLASTX: Soybean 

End 1074 

Score 259 



Seq. No. 6283 

Gene No. 13205 

Start 1 

Name OJ000118 12 . 0215 . C17 . ol . tm 



Seq. ID OJ000118_12.0215.C17 

Strand + 

End 1690 

Method TBLASTX : Mai ze 



6536 





Start 


742 






End 


1272 




GI 


none 






Score 


439 




Exons 


742.. 1272, 813.. 


1265 










Seq. No. 


6283 






Seq. ID 


OJ000118_12.0215.C17 




Gene No. 








o trana 


+ 




Start 


1 






End 


1690 




Name 


OJ000118 12.0215 


.C17.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


922 






End 


1269 




GI 


none 






Score 


226 




Exons 


922. .1269 












Seq. No. 


6284 






Seq. ID 


OJ000118_12.0215.C18 




Gene No. 


13206 






Strand 


+ 




otiar l 


1 *50 
1 OC. 






End 


4379 




Name 


OJ000118 12.0215 


.C18.ol. 


gs 


Method 


GENSCAN 




Start 


132 






End 


4068 




GI 


none 






Score 


.57 




Exons 


132. .449, 1136.. 


1239, 1374.. 


1459, 2032 


..2140, 2263. .2362, 






2575.. 2616, 3129 


. .3225, 


3326 


..3481, 3581. .4068 




Seq. No. 


6284 






Seq. ID 


OJ000118_12.0215.C18 




Gene No.-i . 


13206 






Strand 


+ 




OLaiL 








End 


4379 




Name 


OJ000118 12.0215 


.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1852 






End 


4379 


n\ 


GI 


4680203 






Score 


1378 


:•=: 


Exons 


1852.. 1934, 3129 


. .4379 








1 li 


GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum 


bicolor] 


*1 

S3? 


Seq. No. 


6284 






Seq.- ID 


OJ000118_12.0215.C18 




Gene No. 


13206 






Strand 


+ 




Start 


132 






End 


4379 




Name 


OJ000118 12.0215 


.C18.ol. 


gp 


Method 


AAT/GAP 




Start 


3133 






End 


4379 




GI 


342 1.R1084 






Score 


1919 


.: cb 


Exons 


3133. .4379 










; ^ 


GI Descrip. 


, 4574406/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 protein [Oryza 


..^ 




sativa] 1 












Seq. No. 


6284 






Seq. ID 


OJ000118_12.0215.C18 




Gene No. 


13206 






Strand 


+ 




Of ivf 


132 






End 


4379 




Name 


OJ000118 12.0215 


.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3427 






End 


3828 




GI 


none 






Score 


99 




Exons 


3427.. 3579, 3503 


. .3565, 


3562 


..3807, 3570. .3806, 3571. .3828, 






3573.. 3815, 3581 


. .3823 










Seq. No. 


6284 






Seq. ID 


OJ000118_12.0215.C18 




Gene No. 


13206 






Strand 


+ 




Start 


132 






End 


4379 




Name 


OJ000118 12.0215 


.C18.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3595 






End 


3885 




GI 


none 






Score 


217 




Exons • 


■3595.. 3810, 3603 


. .3809, 


3820 


. .3885 





6537 




Seq. No. 


6284 






Seq. ID 


OJ000118_12.0215.C18 


Gene No. 


13206 






Strand 


+ 


start 


lo2 






End 


4379 


Name 


OJ000118 12 


.0215.C18.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4041 






End 


4375 


'GI 


none 






Score 


146 


Exons 


4041. .4163, 


4042. .4152, 


4042 


..4164, 4151. .4222, 4154. .4219, 




4155. .4223, 


4219. .4365, 


4220 


..4369, 4223. .4375 


Seq. No. 


628.4 






Seq. ID 


OJ000118_12.0215.C18 


Gene No. 


13206 






Strand 


.+ 


Start 


132 






End 


4379 


Name 


OJ000118 12 


.0215.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4042 






End 


4300 


GI 


none 






Score 


114 


Exons 


4042. .4152, 


4042. .4170, 


4154 


..4222, 4155. .4223, 4220. .4300 


Seq. No. 


6285 






Seq. ID 


OJOQOllo 12.021o.C19 


Gene No. 


13207 






Strand 


+ 


otart 


i 
i 






End 




Name 


OJ000118 12 


.0215.C19.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1279 


GI 


6742729 






Score 


1 O O O 

looo 


Exons 


1. .1279 










GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 




Seq. No. 


6285 






Seq. ID 


OJOUUllo 12.021o.C19 


Gene No . 


13207 






Strand 


+ 


Start 


1 






End 


1838 


Name 


OJ000118 12 


.0215.C19.ol 


.gs 


Method 


GENSCAN 


Start 


801 






End 


1838 


GI 


none 






Score 


. DO 


Exons 


801. .1838 










Seq. No. 


6285 






Seq. ID. 


OJ000118 12.0215.C19 


Gene No. 


13208 






Strand 




Start 


1457 






End 


1901 


Name 


OJ000118 12 


.0215.C19.ol 


.gp 


Method 


AAT/GAP 


Start . 


1457 






End 


1901 


-GI 


LIB3431-028 


-P1-N1-A10 




Score 


762 


Exons 


1457. .1803, 


1831. .1901 • 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] V 






Seq. No. 


6285 






Seq. ID 


OJ000118_12.0215.C19 


Gene No. 


13209 






Strand 




Start 


2918 






End 


3187 


Name 


OJ000118 12 


.0215.C19.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


61' 






End 


470 


GI 


none 






Score 


80 


Exons 


61.. Ill, 62 


..112, 132..: 


305, 


133. .351, 


379. .468, 384. .470, 




385. .468 










Seq. No. 


6285 






Seq. ID 


OJ000118_12.0215.C19 


Gene No. 


13209 






Strand 




Start 


2918 






End 


3187 


Name 


OJ000118 12 


.0215.C19.ol 


.tw 


Method 


TBLASTX: Wheat 



6538 




Start 471 End 1763 

GI none Score 14 9 

Exons 471. .704, 471. .692, 472. .705, 479. .706, 692. .1348, 693. .1364, 

693. .1349, 1357. .1398, 1358. .1402, 1362. .1403, 1406. .1501, 
1410. .1469, 1448. .1588, 1449. .1589, 1517. .1597, 1601. .1654, 
1602. .1682, 1671. .1763, 1697. .1762 



Seq. No. 6285 Seq. ID 

Gene No. 13209 Strand 

Start 2918 End 

Name OJ000118_12 . 0215 . C19 . ol . tm Method 

Start 514 End 

GI none Score 

Exons 514.. 690, 525.. 686, 692.. 802, 693.. 803 



OJ000118_12.0215.C19 
3187 

TBLASTX: Maize 

803 

147 





Seq. No. 


6285 


Seq. ID 


OJ000118_12.0215. 


C19 




Gene No. 


13209 


Strand 








o c a. i_ u 


2918 


FnH 


3187 






Name 


OJ000118 12.0215.C19.ol.tc 


Method 


TBLASTX: Cress 






Start 


734 


End 


1182 






GI 


none 


Score 


149 






Exons 


734. .1171, 734. .1177, 738.. 


1181, 738.. 


1181, 931. .1182 






Seq. No. 


6285 


Seq. ID 


OJ000118_12.0215. 


C19 


1.1 


Gene No. 


13209 


Strand 








Start 


2918 


End 


3187 






Name 


OJ000118 12.0215.C19.o2.gs 


Method 


GEN SCAN 




i=l | 


Start 


2918 


End 


3187 




: S 57 


GI 


none 


Score 


.99 




LU 


Exons 


2918.. 3021, 3039.. 3187 








i.l 

i s | | 


Seq. No. 


6286 


Seq. ID 


OJ000118_12.0215. 


C20 


i ST 


Gene No. 


13210 


Strand 


+ 






Start 


262 


End 


3611 




: : ~ 




OJ000118 12.0215.C20.ol.gs 


Method 


GEN SCAN 




* ^ 


Start 


262 


End 


3611 






GI 


none 


Score 


.72 






Exons 


262. .331, 1065.. 2264, 2360. 


.2588, 2674 


..3315, 3424.. 3611 




Seq. No. 


6286 


Seq. ID 


OJ000118_12.0215. 


C20 


a 


Gene No. 


13210 


Strand 


+ 






Start 


262 


End 


3611 






Name 


OJ000118 12.0215.C20.ol.np 


Method 


AAT/NAP 






Start 


828 


End 


2847 






GI 


4680204 


Score 


845 






Exons 


828. .2264, 2360. .2847 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


6286 


Seq. ID 


OJ000118_12.0215. 


C20 




Gene No. 


13211 


Strand 


+ 






Start 


4685 


End 


6761 






Name 


OJ000118 12.0215.C20.o2.gs 


Method 


GENSCAN 






Start 


4685 


End 


6761 






GI 


none 


Score 


.63 






Exons 


4685.. 4899, 6599.. 6761 










Seq. No. 


6286 


Seq. ID 


OJ000118_12.0215. 


C20 



6539 



KJ 





X J £, J. C 








Strand 






Start 


721* 








End 


7671 




Name 


OJ000118 12, 


.0215. 


C20.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1473 








End 


1874 




GI 


none 








Score 


209 




Exons 


1473. .1709, 


1473. 


.1667, 


1574. 


.1714, 1704. .1874, 1757. .1873 


Seq. No. 


6286 








Seq. ID 


OJ000118_12.0215 


.C20 


VJ Cl 1 vlT ivvj • 


X ± c. 








Strand 






Start 


7217 








End 


7671 




Name 


OJ000118 12, 


.0215. 


C20.O2. 


tw 


Method 


TBLASTX : Wheat 




Start 


1875 








End 


2560 




GI 


none 








Score 


65 




Exons 


1875. .1955, 


2196. 


.2267, 


2354. 


.2560, 2356.. 2544 




Seq. No. 


6286 








Seq. ID 


OJ000118_12.0215 


. C20 


OCllC IN . 


13212 








Strand 






Start 


7217 








End 


7671 




Name 


OJ000118 12. 


.0215. 


C20.O3. 


gs 


Method 


GENSCAN 




Start 


7217 








End 


7671 




GI 


none 








Score 


.68 




Exons 


7217. .7671 














Seq. No. 


6287 








Seq. ID 


OJ000118_12.0215 


.021 


Gene No. 


13213 








Strand 


+ 




Start 


163 








End 


6810 




Name 


OJ000118 12. 


.0215. 


C21.ol. 


gs 


Method 


GENSCAN 




Start 


163 








End 


6810 




GI 


none 








Score 


.61 




Exons 


163. .739, 863. .977, 1006 


i. . 1132, 1170.. 


1299, 1413.. 1602, 






2621. .2687, 


4628. 


.4858, 


5603. 


.5828, 6773. .6810 





i |j Seq. No. 

is Gene No. 

p Start 

=J E Name 

r„ Start 

l iJ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6288 
13214 
6497 

OJ000118_12.0215.C22.o4 .gs 
6497 
none 

649.7.. 6571, 6629.-6742 

6288 
13215 
87 

OJ000118_12.0215.C22.o2.np 
87 

5091513 

87. .112, 2702. .3007, 3167. .3295, 4026. .4849, 5693. .6067 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ000118_12.0215.C22 

Strand + 

End 6742 

Method GENSCAN 

End 6742 

Score . 91 



Seq. ID OJ000118_12.0215.C22 
Strand 

End 6077 

Method AAT/NAP 

End 6067 

Score 1145 



Seq. No. 6288 

Gene No. 13215 

Start 87 

Name OJ000118_12 . 0215 . C22 . ol . np 

Start 283 

GI 2664202 

Exons 283.. 508 

GI Descrip*. (AJ003217) GT2 [Arabidopsis thaliana] 



Seq. ID OJ000118_12.0215.C22 
Strand 

End 6077 

Method AAT/NAP 

End 508 

Score 78 



6540 





6288 








Seq. ID 


OJ000118 


Gene No. 


13215 








Strand 




Start 


87 








End 


6077 


Name 


OJ000118 12. 


0215. 


C22.ol. 


gs 


Method 


GENSCAN 


Start 


284 








End 


1970 


GI 


none 








Score 


.97 


Exons 


284. .436, 482. .527, 879. 


.927, 


1911. .1970 


oeq. in 0 . 


6288 








Seq. ID 


OJ000118 


Gene No. 


13215 








Strand 




Start 


ft 7 








End 


6077 


Name 


fiTnnm 1 ft i 9 


H91 R 


CO 9 r\0 


gs 


Method 


GENSCAN 


Start 










End 


3203 


GI 


none 








Score 


.74 


Exons 














jeq. IN O . 


0 O 








Seq. ID 


OJ000118 


Gene No. 


13215 








Strand 




Start 


87 








End 


6077 


Name 


OJ000118 12. 


0215. 


P99 


gs 


Method 


GENSCAN 


Start 


3661 








End 


6077 


GI 


none 








Score 


.76 


Exons 


3661. .4110, 


4169. 




4362. 


.4935, 5666.. 5841, 


Seq. No. 


6288 








Seq. ID 


OJ000118 


uene ino . 


13216 








Strand 




Start 


6939 








End 


11100 


Name 


OJ000118 12. 


0215. 


C22.05. 


gs 


Method 


GENSCAN 


Start 


6939 








End 


11078 


GI 


none 








Score 


.57 


Exons 


6939. .7268, 


7714. 


.7824, 


9091. 


.9269, 9391. .10217 




10971. .11078 










Seq. No. 


6288 








Seq. ID 


OJ000118 


Gene No. 


13216 








Strand 




Start 


6939 








End 


11100 


Name 


OJ000118 12. 


0215. 


C22.ol. 


gp 


Method 


AAT/GAP 


Start 


8340 








End 


8430 


GI 


LIB3477-003- 


Pl-Kl 


-E9 




Score 


135 


Exons 


8340. .8430 













GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557' (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 6288 

Gene No. 13216 

Start 6939 

Name OJ000118_12 . 0215 . C22 . o3 . np 

Start 9191 

GI ' 6503300 

Exons 9191.. 10217, 10971.. 11100 

GI Descrip. (AC011713) Contains PF| 01535 Domain of unknown function. 
[Arabidopsis thaliana] 



Seq. ID OJ000118_12.0215.C22 
Strand 

End 11100 

Method AAT/NAP 

End 11100 

Score 8 92 



Seq. No. 
Gene No. 



6288 
13216 



Seq. ID OJ000118_12.0215.C22 
Strand 



6541 



hi 



otart 


oy jy 








End 


11100 




Name 


OJ000118 12 


.0215. 


C22.ol. 


.tm 


Method 


TBLASTX : 


Maize 


Start 


9332 








End 


9991 




GI 


none 








Score 


93 




Exons 


9332. .9598, 


9548. 


.9736, 


9602. 


.9943, 9602.. 9841, 


9608. .9922, 




9623. .9970, 


9632. 


.9982, 


9746. 


.9991 . 






Seq. No. 


6288 








Seq. ID 


OJ000118 


_12.0215.C22 


Gene No. 


13216 








Strand 






Start 










End 


11100 




Name 


OJ000118 12 


.0215. 


C22.ol, 


,tc 


Method 


TBLASTX : 


Cress 


Start 


9590 








End 


9988 




GI 


none 








Score 


75 




Exons 


9590. .9847, 


9593. 


.9943, 


9593. 


.9772, 9609.. 9896, 


9665. .9865, 




9853. .9930, 


9899. 


.9988 










Seq. No. 


6289 








Seq. ID 


OJ000118 


_12.0215.C23 


Gene No. 


13217 








Strand 


+ 




otar u 


i 








End 


736 




Name 


OJ000118 12 


.0215. 


C23.ol. 


.np 


Method 


AAT/NAP 




Start 


1 








End 


736 




GI 


6721512 








Score 


79 




Exons 


1..112, 621 


. .736 












GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


6289 








Seq. ID 


OJ000118 


_12.0215.C23 


Gene No. 


13218 








Strand 


+ 




Start 


1567 








End 


3004 




Name 


OJ000118 12 


.0215. 


C23.o2, 


,np 


Method 


AAT/NAP 




Start 


1567 








End 


3004 




GI 


6721558 








Score 


114 




Exons 


1567. .1697, 


2965. 


.3004 










GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 





Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 6815083 1 dbj | BAA90369. 1 1 (AP001081) hypothetical protein 
[Oryza sativa] : 



6289 Seq. ID 

13218 Strand 
1567 End 
OJ000118_12.0215.C23.o3.np Method 
2036 End 
6907087 Score 
2036.. 2137 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000118_12.0215.C23 
+ 

3004 
AAT/NAP 
2137 
123 



6289 Seq. ID 

13218 Strand 
1567 End 
OJ000118_12.0215.C23.ol.gp Method 
2601 End 
uC-osflcyp033a04bl Score 
2601. .2982 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000118_12.0215.C23 
+ 

3004 
AAT/GAP 
2982 
643 



6542 



Seq, No. 


6289 


Seq. ID 


OJ000118JL2. 


0215 


.C23 


Gene No. 


13219 


Strand 


+ 






o Lai. t_ 


5595 


End 








Name 


OJ000118 12.0215.C23.o6.np 


Method 


AAT/NAP 






Start 


5595 


End 


5712 






GI 


6721512 


Score 


83 






Exons 


5595. .5712 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


6289 


Seq. ID 


OJ000118_12. 


0215 


.C23 


Gene No. 


1 


btrand 


+ 






Start 


C C\ A A 

o944 


End 


7250 






Name 


OJ000118 12.0215.C23.o2.gp 


Method 


AAT/GAP 






Start 


6944 


End 


7158 






GI 


LIB3433-017-Q6-K1-B5 


Score 


343 






Exons 


6944. .7158 










GI Descrip. 


'1330273/dbj I D85055 | RICSINE11 


2.0e-18 ] 


Rice retroposon 






p-SINEl-r31 : gene' 










Seq. No. 


6289 


Seq. ID 


OJ000118_12. 


0215 


.C23 


Gene No. 


13220 


Strand 


+ 






Start 


6944 


End 


7250 






Name 


OJ000118 12.0215.C23.o7.np 


Method 


AAT/N^P- 






Start 


7012 


- End 


7250 v /£ 






GI 


6503301 


Score 


135 






Exons 


7012. .7250 










GI Descrip. 


(AC011713) Similar to gb|Y10291 highly 


expressed in 






proliferating cells protein from Arabidopsis thaliana. 




Seq. No. 


6289 


Seq. ID 


OJ000118_12. 


0215 


.C23 


bene mo . 


13221 


Strand 








Start 


98 


End 


689 






Name 


OJ000118 12.0215.C23.ol.gs 


Method 


GENSCAN 






Start 


98 


End 


689 






GI 


none 


Score 


.46 






Exons 


98. .264, 611. .689 










Seq. No. 


6289 


Seq. ID 


OJ000118JL2. 


0215 


.C23 


bene no . 


13222 


Strand 








Start 


2030 


End 


7885 






Name 


OJ000118 12.0215.C23.o2.gs 


Method 


GENSCAN 






Start 


2030 


End 


4446 






GI 


none 


Score 


.68 






Exons 


2030.. 2136, 2581.. 2734, 3650. 


.3885, 4128. .4446 






Seq. No. 


6289 


Seq. ID 


OJ000118_12. 


0215 


.C23 


Gene No. 


13222 


Strand 








OLdi L 


2030 


End 


7885 






Name 


OJ000118 12.0215.C23.o4.np 


Method 


AAT/NAP 






Start 


2529 


End 


7885 






GI 


4680186 


Score 


309 






Exons 


2529.. 2734, 3573.. 3633, 7855. 


.7885 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


6289 


Seq. ID 


OJ000118_12. 


0215 


.C23 


Gene No. 


13222 


Strand 








Start 


2030 


End 


7885 







6543 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000118_12 . 0215 . C23 . o5 . np Method AAT/NAP 
2542 End 4806 

6721562 Score 412 

2542.. 2577, 3686.. 4229, 4468.. 4806 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 6289 Seq. ID 

Gene No. 13222 Strand 

Start 2030 End 

Name OJ000118_12 . 0215 . C23 . ol . tw Method 

Start 3689 End 

GI none Score 

Exons 3689.. 4087 



OJ000118_12.0215.C23 
7885 

TBLASTX: Wheat 

4087 

260 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Q gi 

j-5 Exons 

m 

: 5;E Seq. No. 
! 5 jf Gene No. 

Start 
LiJ Name 
i t 3 Start 

" Exons 

'•3 Seq. No. 
'*J Gene No. 
j s & Start 
Name 
Start 
GI 

Exons 



□ 



6289 Seq. ID 
13222 Strand 
2030 End 
OJ000118_12 . 0215 . C23 . ol . tm Method 
3851 End 
none . Score 
3851. .4090 

6289."'' ' Seq. ID 

13222 Strand 
2030 End 
OJ000118_12.0215.C23.o3.gs Method 
4973 End 
none Score 
4973.. 5531, 5576.-5649, 6948.. 7172 

6290 Seq. ID 

13223 Strand 
2120 End 
OJ000118_07 . 0215 . CI . ol . gs Method 
2120 End 
none Score 
2120. .3406 



OJ000118_12.0215.C23 
7885 

TBLASTX: Maize 

4090 

192 



OJ000118_12.0215.C23 

7885 
GEN SCAN 
7172 
.59 



OJ000118_07.0215.C1 
+ 

3421 
GENSCAN 
3406 
.47 



Seq. No. 6290 

Gene No. 13223 

Start 2120 

Name OJ000118_07 . 0215 . CI . ol . np 

Start 2339 

GI 4049341 

Exons 2339.. 3421 

GI Descrip. (AL034567) putative protein 



Seq. ID OJ000118_07. 0215. CI 

Strand + 

End 3421 

Method AAT/NAP 

End 3421 

Score 1173 

[Arabidopsis thaliana] 



Seq. No. 6290 Seq. ID 

Gene No. 13224 Strand 

Start 7052 End 

Name OJ000118_07 . 0215 . CI . o2 . gs Method 

Start 7052 ' . End 

GI none Score 



OJ000118_07.0215.C1 
+ 

18331 
GENSCAN 
13268 
. 6 



6544 



^Exons 



7052. .7468, 7551. .7661, 8271. .8411, 8490. .8660, 8760. .8964, 
9223.. 9257, 9368.. 9398, 9597.. 9736, 9969.. 10022, 10058.. 1012 
10265. .10448, 114 18 11810, 12238 .. 12345, 12683 .. 12767, 
12979. .13199, 13234, .13268 



Seq. No. 6290 Seq. ID 

Gene No. 13224 Strand 

Start 7052 End • 

Name OJ000 1 1 8_0 7.0215.Cl.ol.gp Method 

Start 7268 End 

GI 2280544 Score 

Exons 7268.. 7468, 7551.. 7661, 8271.. 8417 
GI Descrip. 



OJ000118_07.0215.C1 
+ 

18331 
AAT/GAP 
8417 
824 



2252863 3.0e-27 (AF013294) similar to nucleolin protein 
[Arabidopsis thaliana] 



Seq. No. 6290 

Gene No. 13224 

Start 7052 

Name 0 JO 0.0.1 18_07 . 02 15 . CI . o3 . np 

Start 7370 

GI 5441611 

Exons 7370.. 7476, 7556.. 7661, 8268. 
12463.. 12537 

GI*: -Descrip. (AJ388555) hypothetical protein [Canis familiaris] 



Seq. ID OJ000118_07.0215.C1 

Strand + 

End 18331 

Method AAT/NAP 

End 12537 

Score 124 

.8387, 8463.-8663, 8760. .8964, 



Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6290 Seq. ID 

13224 Strand 

7052 End 

OJ000118_07 . 0215 . CI . o2 . gp Method 

84 92 End 

20710 1.R1084 Score 



OJ000118_07.0215.C1 
+ 

18331 
AAT/GAP 
9390 
1009 



8492.. 8660, 8760.. 8964, 9086.. 9257, 9368.. 9390 

•2252863 3.0e-27 (AF013294) similar to nucleolin protein 

[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6290 Seq. ID OJ000118_07 . 0215 . CI 

13224 Strand + 

7052 End 18331 

OJ000118_07 . 0215 . CI . o5 .np Method AAT/NAP 

11273 End 11737 

4581120 Score 358 

11273. .11737 

(AC005825) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 6290 Seq. ID 

Gene No. 13224 Strand 

Start 7052 End 18331 

Name OJ000118_07 . 0215 . CI . 06 . np Method AAT/NAP 

Start 12265 End 13185 

GI 6498461 Score 801 

Exons 12265. .12345, 12570 .. 12656, 12683 .. 12767 , 12862 
GI Descrip. (AP000816) hypothetical protein [Oryza sativa] 



OJ000118_07.0215.C1 
+ 



13185 



Seq. No. 6290 

Gene No. 13224 

Start 7052 

Name OJ000118_07 . 0215 . CI . o7 . np 



Seq. ID OJ000118_07.0215.C1 

Strand + 

End 18331 

Method AAT/NAP 



6545 




Start 


13090 - • " 




End 


18110 




GI 


3461846 




Score 


754 




Exons 


13090. .13145, 16902 


. .18110 








GI Descrip. 


(AC005315) putative 


SCARECROW gene regulator [Arabidopsis 




thaliana] 










Seq. No. 


6290 




Seq. ID 


OJ000118 07 


.0215. CI 


Gene No . 






Strand 


+ 




Start 


7052 




End 


18331 




Name 


OJ000118 07. 0215. CI 


. o4 .gs 


Method 


GENSCAN 




Start 


16464 




End 


18331 




GI 


none 




Score 


.76 




Exons 


16464. .17384, 17499 


. .18117, 


18228. .18331 




Seq. No. 


6290 




Seq. ID 


OJ000118_07 


.0215. CI 


Gene No . 


i T)oc 




Strand 


+ 




Start 


24904 




End 


26639 




Name 


OJ000118 07. 0215. CI 


. o5 . gs 


Method 


GENSCAN 




Start 


24904 




End 


26639 




GI 


none 




Score 


.54 




Exons 


24904. .24996, 25180 


. .25419, 


26475. .26639 




Seq. No. 


6290 




Seq. ID 


OJ000118_07 


.0215. CI 


Gene No. 


13225 




Strand 


+ 




Start 


24904 




End 


26639 




Name 


OJ000118 07. 0215. CI 


. 06 .gp 


Method 


AAT/GAP 




Start 


25443 




End 


25744 




GI 


uC-osflcypl54c08al 




Score 


395 




Exons 


25443. .25744 











'i GI Descrip. 1 57017 99/emb I CAB52175 . 1 1 3.0e-29 (AJ245408) putative syntaxin 



protein [Arabidopsis thaliana] 1 



Seq. No. 


6290 


Seq. ID 


OJ000118 


_07.0215 


.CI 


Gene No. 


13226 


Strand 


+ 






Start 


29424 


End 


30194 






Name 


OJ000118 07.0215.Cl.o8.np 


Method 


AAT/NAP 






Start 


29424 


End 


30194 






GI 


4680183 


Score 


176 






Exons 


29424. .29494, 30105.. 30194 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


6290 


Seq. ID 


OJ000118 


_07.0215 


.CI 


Gene No. 


13227 


Strand 








Start 


15652 


End 


15855 






Name 


OJ000118 07.0215.Cl.o3.gs 


Method 


GENSCAN 






Start 


15652 


End 


15855 






GI 


none 


Score 


.64 






Exons 


15652. .15668, 15717.. 15855 










Seq. No. 


6290 


Seq. ID 


OJ000118_ 


_07.0215 


.CI 


Gene No. 


13228 


Strand 








Start 


16446 


•End 


16700 






Name 


OJ000118 07.0215.Cl.o3.gp 


Method 


AAT/GAP 






Start 


16446 


End 


16700 






GI 


427569 


Score 


490 






Exons 


16446. .16700 











6546 



Seq. No. 6290 

Gene No. 13229 

Start 22932 

Name OJ000118_07 . 0215 .Cl.o4 .gp 

Start 22932 

GI none 

Exons 22932. .23521 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 23521 

Method AAT/GAP 

End 23521 

Score 1132 



Seq. No. 6290 

Gene No. 13230 

Start 23782 

Name' OJ0001 18_07 . 0215 . CI . ol . tm 

Start 2380 

GI none 

Exons 2380.. 2796, 2384.. 2521, 2585. 
3061.. 3258, 3125.. 3274 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Mai ze 

End 3295 

Score 231 

.3028, 2792.. 3028, 3023.. 3295, 



Seq. No. 6290 

Gene No. 13230 

Start 23782 

Name OJ000118_07 . 0215 .CI . o2 . tw 

Start 2380 

GI none 

Exons 2380.. 2520, 2384'.. 2521 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Wheat 

End 2521 

Score 229 



m Seq. No. 6290 

rlj Gene No. 13230 

Start 23782 

Name OJ000118_07 . 0215 . CI . ol . tc 

Start 2384 

^ GI none 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Cress 

End 2827 

Score 214 



ru 


Exons 


2384; .2521, 


2393 


. .2506, 


2401. 


.2520, 2585.. 2827, 


2608. .2796 




Seq. No. 


6290 








Seq. ID 


OJ000118 


_07.0215.C1 




Gene No. 


13230 








Strand 








Start 


23782 








End 


25036 






Name 


OJ000118 07 


.0215 


.Cl.o3. 


ts 


Method 


TBLASTX: 


Soybean 


i. : 


Start 


2384 








End 


2776 




ssf 


GI 


none 








Score 


217 




t' "1 


Exons 


2384. .2521, 


2387 


. .2506, 


2401. 


.2520, 2585. .2776, 


2596. .2760 




Seq. No. 


6290 








Seq. ID 


OJ000118 


_07.0215.C1 ■ 




Gene No. 


13230 








Strand 








Start 


23782 








End 


25036 






Name 


OJ000118 07 


.0215 


.Cl.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2645 








End 


2946 






GI 


none 








Score 


399 






Exons 


2645. .2944, 


2647 


. .2796, 


2792. 


.2944, 2i 


199. .2946, 


2902. .2946 




Seq. No. 


6290 








Seq. ID 


OJ000118 


_07.0215.C1 




Gene No. 


13230 








Strand 








Start 


23782 








End 


25036 






Name 


OJ000118 07 


.0215 


.Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2777 








End 


3295 






GI 


none 








Score 


339 






Exons 


2777. .3025, 


2792 


. .3025, 


3053. 


.3208, 3067. .3207, 


3208. .3258, 



3209. .3295 



6547 



Seq. No. 6290 
Gene No. 13230 
.Start 23782 

Name 0 JO 00118_07.0215.Cl.o2.tm 

Start 7297 
GI none 

Exons 7297.. 7476, 7301.. 7471, 7370. 

7564.. 7662, 8265.. 8411, 8266. 
8270.. 8.410, 8488.. 8625, 8489. 
8504. .8647, 8753. .8965, 8757. 
9041.. 9151, 9118. .9198, 9119. 
9364. .9447, 9365.-9448 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7480, 7549 
.8361, 8269 
.8635, 8502 
.8984, 8759 
.9199, 9220 



OJ000118 07. 0215. CI 



25036 

TBLASTX: Maize 
9448 
194 

7662, 7560.. 7661, 

8412, 8270.. 8428, 

8657, 8502.. 8636, 

8944, 9037.. 9132, 

9267, 9221.. 9268, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. =s 

;. t 

Cft Seq. No. 
r LI Gene No. 
i<3 Start 

Name 

Start 

!:f? GI 

flj Exons 

r=l Seq. No. 
Gene No. 
Start 
Name 
Start 
Q GI*-"' 
Exons 



I s - 



6290 Seq. ID 

13230 Strand 
23782 End 
OJ000118_07 . 0215 .CI . o2 . ts Method 
7325 End 
none Score 

7325. .7405, 7327. .7404, 7418. .7471, 

8490. .8669, 8507. .8662, 8512. .8670, 

8757. .8882, 8850. .8987, 8885. .8944, 
9386. .9451 



OJ000118_07.0215.C1 
25036 

TBLASTX : Soybean 
9451 
110 

8264. .8389, 8271. .8411, 
8738.. 8875, 8741. .8869, 
9079.. 9132, 9166. .9195, 



6290 

13230 

23782 

OJ000118_07.0215.Cl.o2.tc 

7575 

none 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Cress 

End 8798 

Score 81 

7575. .7661, 8268. .8411, 8504. .8635, 8505. .8657, 8754. .8798 



6290 

13230 

23782 

OJ000118_07 . 0215 . CI . o5 . tm 

16950 

none 

16950. .17174 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Maize 

End 17174 

Score 221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6290 

13230 

23782 

OJ000118_07.0215.Cl.o5.ts 

16956 

none 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Soybean 

End 17123 

Score 188 



16956. .17123, 16982 .. 17068 , 16989.. 17117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



6290 
13230 
23782 . 

OJ000118_07.0215.Cl.o3.tc 

17154 

none 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Cres s 

End 17813 

Score 115 



17154. .17321, 17364. .17513, 17577 .. 17 642 , 17643. .17813 



6548 



Seq. No. 6290 
Gene No. " 13230 

Start 23782 

Name OJ000118_07 . 0215 . CI . o3 . tm 

Start 17175 

GI none 
Exons 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX: Maize 

End 18101 

Score 91 



17175. .17312, 17313. . 17516, 17319 .. 17432, 17324 .. 174 91 , 
17514. .17549, 17568 .. 17651, 17633 .. 17773, 17643 .. 17813, 
17799. .17951, 17906. . 17950, 18029 .. 18100, 18042.. 18101 



Seq. No. 6290 

Gene No. 13230 

Start 23782 

Name OJ000118_07 . 0215 . CI . o4 . ts 

Start 17415 

GI none 
Exons 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method TBLASTX : Soybean 

End 18110 

Score 97 



17415. .17513, 17634. .17813, 17645 17773, 17904 .. 17951 , 
17906. .17950, 18029 18097 , 18042.. 18110 



Seq. No. 6290 

Gene No. 13230 

Start 23782 

Name OJ000118_07 . 0215 .CI .o5 .gp 

Q Start • 23782 

; i3 GI none 

r!i Exons 23782.. 25036 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 25036 

Method AAT/GAP 

End '25036 

Score 2421 



Seq. No. 
Gene No. 
j .U Start 
!j3 Name 
m Start 

\r gi 

Exons 

"4 Seq. No. 
j«£ Gene No. 
h 2 Start 

Name 
'Iz Start 
U GI 

Exons 



6290 

13231 

27639 

OJ000118_07 . 0215 . CI . o4 . tm 

27639 

none 



Seq. ID OJ000118_07.0215.C1 
Strand 

End 27996 

Method TBLASTX : Mai ze 

End 27996 

Score 192 



27639. .27854, 27642 .. 27857, 27961.. 27996 



6291 

13232 

2018 

OJ000118_07 .0215.C2.ol.gs 

2018 

none 



Seq. ID OJ000118_07 .0215.C2 

Strand + 

End 7 989 

Method GENSCAN 

End 7736 

Score . 63 

2018. .2203, 4095.. 4149, 4239.. 6181, 6256.. 6414, 6585.. 6756, 
6858. .7156, 7431.. 7736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6291 

13232 

2018 

OJ000118_07.0215.C2.o2.np 

2030 

2618691 



Seq. ID OJ000118_07.0215.C2 

Strand + 

End 7989 

Method AAT/NAP 

End 7742 

Score 3273 



2030. .2203, 4095. .4149, 4239. .6181, 6256. .6414, 6585. .6756, 
6858. .7156, 7431.. 7742 

(AC002510) putative Ca2+-ATPase [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



6291 

13232 

2018 



Seq. ID OJ000118_07.0215.C2 
Strand + ■ 
End 7989 



6549 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000118_07.0215.C2.ol.gp 
6704 

10910_1.R1084 
6704.. 6756, 6858.. 7156, 



Method 
End 
Score 
7431. .7989 



AAT/GAP 

7989 

1662 



'1805654/emb|CAA68234| 2.0e-63 (X99972) calmodulin-stimulated 
calcium-ATPase [Brassica oleracea] ' 



OJ000118_07.0215.C2 
+ 

15583 
AAT/GAP 
15583 
869 



6291 Seq. ID 

13233 Strand 
14976 End 
OJ000118_07.0215.C2.o3.gp Method 
14976 End 
14262_1.R1084 Score 
14976. .15478, 15522.. 15583 

'6056209/gb|AAF02826.1|AC009400_22 7.0e-17 (AC009400) unknown 
protein [Arabidopsis thaliana] ' 

Seq. ID OJ000118_07.0215.C2 
Strand + 
End 23902 
Method GEN SCAN 
End 23902 
Score .57 
20805. .21167, 214 67 .. 21564 , 
23306. .23407, 23873.. 23902 

Seq. ID OJ000118_07.0215.C2 

Strand + 

End 23902 

Method AAT/GAP 

End 21761 

Score 763 



Seq. ID OJ000118_07.0215.C2 

Strand + 

End 23902 

Method AAT/GAP 

End 22267 

Score 674 



Seq. No. 


6291 




Gene No. 


13234 




Start 


18863 




Name 


OJ000118 07. 0215. C2, 


. o4 . gs 


Start 


18863 




GI 


none 




Exons 


18863. .19344, 20379, 


. .20417, 




21709. .21791, 21883, 


. .21999, 


Seq. No. 


6291 




Gene No. 


13234 




Start 


18863 




Name 


OJ000118 07. 0215. C2, 


. o5 . gp 


Start 


20900 




GI 


5607608 




Exons 


20900. .21167, 21467, 


. .21564, 


Seq. No. 


6291 




Gene No. 


13234 




Start 


18863 




Name 


OJ000118 07. 0215. C2, 


.06. gp 


Start 


21879 




GI 


none 




Exons 


21879. .22267 




Seq. No. 


6291 




Gene No. 


13235 




Start 


23899 




Name 


OJ000118 07. 0215. C2 . 


,o7.gp 


Start 


23899 




GI 


5607609 




Exons 


23899. .24086, 24588, 


. .24673 


Seq. No. 


6291 




Gene No. 


13236 




Start 


8267 




Name 


OJ000118 07. 0215. C2 , 


. o2 . gs 


Start : 


8267 




GI 


none 




Exons 


8267. .9364 





Seq. ID OJ000118_07.0215.C2 

Strand + 

End 24673 

Method AAT/GAP 

End 24673 

Score 456 



Seq. ID OJ000118_07.0215.C2 
Strand 

End 9364 

Method GENSCAN 

End 9364 

Score 1 



6550 




Seq. No. 


6291 








Seq. ID 


OJ000118 


_07.0215.C2 


bene no . 


1 "30"31 
IJZj 1 








Strand 






Start 


12765 








End 


19563 




Name 


OJ000118 07 


.0215. 


C2.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2017 








End 


4558 




GI 


none 








Score 


156 




Exons 


2017. .2121, 


2027. 


.2146, 


4090. 


.4128, 4098. .4154, 


4118. .4153 




4250. .4348, 


4270. 


.4323, 


4303. 


.4554, 4313. .4558 




Seq. No. 


6291 








Seq. ID 


OJ000118 


_07.0215.C2 


Gene No. 


13237 








Strand 






Start 


12765 








End 


19563 




Name 


OJ000118_07 


.0215. 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


o car z 










End 


7673 




GI 


none 








Score 


54 




Exons 


4089. .4154, 


4094. 


.4135, 


4252. 


.4434, 4253. .4423, 


4404. .4883 




4424. .5437, 


4447. 


.5115, 


4727. 


.5140, 5195. .5407, 


5197. .5439 




5491. .6132, 


5504. 


.6184, 


6250. 


.6417, 6250. .6417, 


6252. .6440 




6582. .6758, 


6626. 


.6757, 


6812. 


.7159, 6826. .7026, 


6866. .7030 




7422. .7673, 


7428. 


.7673 










Seq. No. 


bz yi 








Seq. ID 


OJ000118 


U / . vZ ID . K^Z 


Gene No. 


13237 








Strand 






Start 


12765 








■ End 


19563 




Name 


OJ000118 07 


.0215. 


C2.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4418 








End 


4753 




GI 


none 








Score 


301 




Exons 


4418. .4753, 


4420. 


.4653 










O n ft XT *»i 

beq. no. 


CO Q 1 

oz y i 








Seq. ID 


OJ000118 


_07.0215.C2 


Gene No. 


13237 








Strand 






Start 


12765 








End 


19563 




Name 


OJ000118 07 


.0215. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


• ^ 4705 








End - 


5416 




GI 


■ ~* none 








Score 


539 




Exons 


4705. .5406, 


4706. 


.5113, 


5156. 


.5416 






beq. No. 


ozy l 








Seq. ID 


OJ000118 


_07.0215.C2 


Gene No. 


13237 








Strand 






Start 


12765 








End 


19563 




Name 


OJ000118 07 


.0215. 


C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4843 








End 


5560 




GI 


none 








Score 


709 




Exons 


4843. .5556, 


4847. 


.5560 










beq. no. 


o^y i 








Seq. ID 


OJ000118 


_07.0215.C2 


Gene No. 


13237 








Strand 






Start 


12765 








End 


19563 




Name 


OJ000118 07 


.0215. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5281 








End 


5623 




GI 


none 








Score 


172 




Exons 


5281. .5601, 


5282. 


.5443, 


5283. 


.5444, 5504. .5623 




Seq. No. 


6291 








Seq. ID 


OJ000118 


_07.0215.C2 


Gene No. 


'13237 








Strand 






Start 


12765 








End 


19563 





6551 



Name 

Start 

GI 

Exons 



OJ000118 07.0215.C2.ol.tm 



Method TBLASTX : Maize 



5513 End 7475 

none Score 695 

5513.. 6184, 5530.. 6129, 6250.. 6417, 6252.. 6419, 6582.-6758, 

6582.. 6704, 6583.-6723, 6626.. 6757, 6812.. 7159, 6854.. 7156, 
7428. .7475 



Seq. No. 6291 Seq. ID 

Gene No. 13237 Strand 

Start 12765 End 

Name OJ000118_07 . 0215 . C2 . ol . ts Method 

Start 5564 End 

GI none Score 
Exons 



OJ000118_07.0215.C2 
19563 

TBLASTX: Soybean 

7666 

671 



5564. .6184, 5564. .5806, 5566. .6132, 5951. .6184, 6232. .6414, 
6250.. 6417, 6255.. 6419, 6582.. 6758, 6582.. 6701, 6626.. 6757, 
6812. .7159, 6847. .7173, 7428. .7601, 7472. .7666 



Seq. No. 6291 

Gene No. 13237 

Start 12765 

Name OJ000118_07 . 0215 . C2 .o7 . tm 

Start 7476 

GI none 

Exons 7476. .7667, 
7685.. 7747 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_07.0215.C2 
19563 

TBLASTX: Maize 

7747 

102 



7476. .7667, 7537. .7668, 7558. .7668, 7671. .7742, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6291 Seq. ID 

13237 Strand 

12765 End 

OJ000118_07 . 0215 . C2 . o2 . gp Method 

12437 End 

16175 1.R1084 Score 



OJ000118_07.0215.C2 

19563 
AAT/GAP 
14942 
1286 



12437. .12869, 13577 13752, 13854 .. 13900, 14913. .14942 
, 6056209/gb|AAF02826.1|AC009400_22 1.0e-36 (AC009400) unknown 
protein [Arabidopsis thaliana] ' 



6291 

13237 

12765 

OJ000118_07.0215.C2.o3.tm 

12667 

none 

12667. .12699, 12765 .. 12872, 
12961. .12978, 13574 13750, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12765 

13574 



OJ000118 07.0215.C2 



19563 

TBLASTX: Maize 
13776 
96 

12875, 12766. .12879, 
13741, 13576. .13776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



6291 Seq. ID OJ000118_07 . 0215 . C2 

13237 Strand 

12765 End 19563 

OJ000118_07 . 0215 . C2 . o3 . np Method AAT/NAP 

12764 . End 18790 

6056209 Score 715 

12764. .12869, 13577 13752, 13854 .. 13900, 14 913 . . 154 32, 

18665. .18790 

(AC009400) unknown protein [Arabidopsis thaliana] 



6291 
13237 



Seq. ID OJ000118_07.0215.C2 
Strand 



6552 



Start 
Name 
Start 
GI 

Exons 



12765 End 

OJ000118_07 . 0215 . C2 . o3 . gs . Method 

12765 End 

none Score 



19563 
GENSCAN 
15849 
.95 



12765. .12869, 12961 12979, 13577 13752, 13854 13900, 
14913. .15849 



Seq. No. 6291 
Gene No. 13237 
Start 12765 

Name OJ000118_07 . 0215 . C2 . o3 . ts 

Start 12765 
GI none 
Exons 12765. .12875, 

13576. .13755, 

14912. .14998 



12769. .12879, 
13849. .13902, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12961. .12978, 
13854. .13901, 



OJ000118 07. 0215. C2 



19563 

TBLASTX : Soybean 
15000 
111 

13574. .13753, 
14911. .15000, 



■• Of 

m 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6291 Seq. ID 

13237 Strand 

12765 End 

OJ000118_07 . 0215 . C2 . 06 . tm Method 

13825 End 

none Score 



OJ00011.8_07.0215.C2 
19563 

TBLASTX: Maize 

15046 

78 - 



13825. .13902, 13854 .. 13901, 14911 .. 15045, 14912.. 15046 



6291 Seq. ID 

13237 Strand 
12765 End 
OJ000118_07 . 02 15 . C2 . o2 . tc Method 
14956 End 
none Score 

14956. .15117, 15044.. 15115 



OJ000118_07.0215.C2 
19563 

TBLASTX: Cress 

15117 

63 



Seq. No. 
Gene No. 
Start 
L l Name 
:i ~ Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6291 Seq. ID 

13237 Strand 
12765 End 
OJ000118_07.0215.C2.o4 .np Method 
17565 End 
1076802 Score 
17S65. .17584, 18320.. 19563 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi 1 1096557 | prf | | 211147 6A 
extensin-like domain [Zea mays] 



OJ000118_07.0215.C2 

19563 
AAT/NAP 
19563 
252 



6291 

13238 

21461 

OJ000118_07 . 0215 .C2 . o4 . tm 
21461 



Seq. ID OJ000118_07.0215.C2 
Strand 

End 22740 
Method TBLASTX: Maize 
End 22740 
none Score 124 

21461. .21565, 214 65 .. 21566, 21699 .. 21791 , 21710 21781 , 
21726. .21791, 21856 22008 , 21881 .. 21943, 21882 .. 22007 , 
21889. .22032, 22299 22361 , 22365 .. 22385, 22517 .. 22594 , 
22518. .22595, 22536 22598 , 22537 .. 22599, 22660 .. 22740, 
22677. .22739, 22678.. 22740 



Seq. No. 



6292 



Seq. ID OJ000118_07.0215.C3 



6553 



i 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



13239 
1 

OJ000118 
1 

5607609 
1. .93 



07.0215.C3.ol.gp 



Strand 
End 

Method 

End 

Score 



+ 

93 

AAT/GAP 

93 

154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6292 

13240 

3682 

OJ000118_07 . 0215 . C3 . o2 . gs 

3682 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3682.. 3795, 3970.. 4173, 5297.. 5441, 7651.. 8404, 10063 .. 10250, 
10255. .10418, 10462. .10617, 10805 .. 10891 , 11020 .. 11124 , 
11322. .11483, 12215. .12286, 12863 .. 13140 , 13853.. 14087 



OJ000118_07.0215.C3 
+ 

14287 
GENSCAN 
14087 
.72 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
i ts % Exons 

^ Seq. No. 

'= i§ Gene No. 

fLf Start 

Q Name 

hi Start 



GI 

Exons 



6292 

13240 

3682 

OJ000118_07.0215.C3.o4.gp 

3898 

none 

3898. .4173 

6292 

13240 

3682 

OJ000118_07 . 0215 . C3. o2 .np 
6614 
4678923 
6614. .6684, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_07.0215.C3 
+ 

14287 
AAT/GAP 
4173 
413 



OJ000118_07.0215.C3 
+ 

14287 
AAT/NAP 
7948 
167 



7503. .7948 



it? GI Descrip. (AL049711) putative protein [Arabidopsis thaliana] 



Q Seq. No. 

vg Gene No. 

l2 start 
Name 

W Start 

Q GI 

! B 1 Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6292 Seq. ID 

13240 Strand 

3682 End 

-.OJ000118_07.0215.C3.o6.gp Method 

10223 End 

240_1.R1084 Score 

10223. .10461, 10570. .10692, 



OJ000118_07.0215.C3 
+ 



14287 
AAT/GAP 
14287 
2300 

10891, 11020. .11124, 
12286, 12,863. .1-2984, 



10805. 

11322. .11482, 12049. .12090, 12220. 
13089. .13140, 13853. .14287 

1 984756/emb|CAA90866| 1.0e-171 (Z54153) chilling-inducible 
protein [Oryza sativa] 1 



6292 Seq. ID 

13240 Strand 

3682 End 

OJ000118_07 .0215.C3.o3.np Method 

10303 End 

984756 Score 
10303 



OJ000118_07.0215.C3 
+ 



10461, 10570. 
11322. .11481, 12050. 
13086. . 13140, 13853. 



.10692, 10805. 
.12090, 12220. 
.14084 



14287 
AAT/NAP 
14084 
1448 
10891, 11020. 
12286, 12863. 



,11124, 
,12981, 



GI Descrip. (Z54153) .chilling-inducible protein [Oryza sativa] 



6554 




Seq. No. 


6292 


Seq. ID 


OJ000118_07.0215.C3 * 


Gene No. 


13241 


Strand 




Start 


278 


End 


3754 


Name 


OJ000118 07.0215.C3.o2.gp 


Method 


AAT/GAP 


Start 


278 


End 


1186 


GI 


none 


Score 


804 


Exons 


278. .670, 1158. .1186 






Seq. No. 


6292 


Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13241 


Strand 


- 


Start 


278 


End 


3754 


Name 


OJ000118 07.0215.C3.ol.np 


Method 


AAT/NAP 


Start 


601 


End 


3014 


GI 


1653775 


Score 


351 


Exons 


601. .670, 1158. .1204, 1379. .1471, 1746. 


.1905, 2263.. 2424, 




2687. .2801, 2923. .3014 






GI Descrip. 


(D90916) thiol : disulfide interchange protein DsbD [Synechocystis 




sp.] 






Seq. No. 


6292 


Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13241 


Strand 




Start 


278 


End 


3754 


Name 


OJ000118 07.0215.C3.ol.gs 


Method 


GENSCAN 


Start 


1158 


End 


3471 *'*' * 


GI 


none 


Score 


.88 


Exons 


1158. .1187, 1379. .1471, 1746. 


.1846, 1947. .2019, 2263.-2424, 




2582. .2613, 3450. .3471 






Seq. No. 


6292 


Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13241 


Strand 




Start 


278 


End 


3754 


Name 


OJ000118 07.0215.C3.o3.gp 


Method 


AAT/GAP 


btart 


1975 


End 


3754 


GI 


6761 1.R1084 


Score 


1268 


Exons 


1975. .2019, 2263.-2424, 2582. 


.2613, 2716. .2801, 2923. .3050, 




3292.. 3312, 3413.. 3754 






GI Descrip. 


'3184559 4.0e-28 (AF052290) putative c- 


-type cytochrome 




biogenesis protein [Synechococcus PCC7002] * 


Seq. No. 


6292 


Seq. ID 


.OJ000118_07.0215.C3 


Gene No. 


13242 


Strand 




Start 


7649 


End 


7810 


Name 


OJ000118 07.0215.C3.o5.gp 


Method 


AAT/GAP 


Start 


7649 


End 


7810 


GI 


none 


Score 


296 


Exons 


7649. .7810 






Seq. No. 


6292 


Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13243 


Strand 




Start 


14991 


End 


16896 


Name 


OJ000118 07.0215.C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


594 


End 


1857 


GI 


none 


Score 


58 


Exons 


594. .638, 594. .656, 595.-639, 


635. .670, 


636. .671, 638. .673, 



1158. .1205, 1160. .1252, 1160. .1204, 1379. .1465, 1379. .1474, 
1380. .1472, 1731. .1853, 1732. .1857, 1747. .1854 



6555 



Seq. No. 6292 
Gene No. 13243 
Start 14991 

Name OJ000118_07 . 0215 . C3 . o2 . tm 

Start 1953 
GI none 

Exons 1953.. 2021, 1953.. 2045, 2260. 

2579.. 2614, 2580. .2615, 2677. 
2715. .2780 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2424, 2261 
.2781, 2708 



OJ000118 07. 0215. C3 



16896 

TBLASTX: Maize 
2813 
83 

2425, 2261. 
2785, 2715, 



,2425, 
,2813, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6292 

13243 

14991 

OJ000118_07.0215.C3.o2.ts 

2260 

none 



Seq. ID OJ000118_07.0215.C3 
Strand 
End 

Method 
End 
Score 



16896 

TBLASTX : Soybean 

3041 

169 



2260. .2424, 2264. .2425, 2579. .2614, 2708. .2791, 2715. .2804, 
2732. .2809, 2917. .3033, 2923. .3006, 2925. .3041, 2925. .3014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6292 

13243 

14991 

OJ000118_07.0215.C3.o5. tm 

7649 

none 



Seq. ID OJ000118_07.0215.C3 



Strand 
End 

Method 

End 

Score 



16896 

TBLASTX: Maize 

7805 

94 



7649.-7747, 7666. .7800, 7667. .7801, 7668. .7805 



Seq. No. * 6292 Seq. ID 

U Gene No. 13243 Strand 

U Start 14991 End 

Name OJ000118_07 . 0215 .C3 . o2 . tc Method 

Start 7668 End 

! ™ GI none Score 

: L Exons 7668.. 7925, 7668.. 7925 



OJ000118_07.0215.C3 
16896 

TBLASTX: Cress 

7925 

258 



'*j Seq. No. 
j s i Gene No. 
' ^ Start 
'\z. Name 

Start 
Q GI 

Exons 



6292 

13243 

14991 

OJ0001 

10291 

none 

10291. 

10567. 

10801. 

11019. 

12049. 

12862. 

13950. 



18 07.0215.C3.ol.tm 



.10356, 10300. 

.10692, 10569. 

.10893, 11015. 

.11138, 11320. 

.12090, 12187. 

.13179, 12863. 
.14102 



.10350, 
.10694, 
.11131, 
.11418, 
.12288, 
.13141, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_07.0215.C3 
16896 

TBLASTX: Maize 

14102 

73 



10407. . 10457, 10567. .10695, 

10775. . 10891, 10798. .10893, 

11017. . 11130, 11019. .11138, 

11321. .11440, 11430. .11486, 

12214. .12288, 128 60 . . 1314 1 , 

13850. .14086, 13851 .. 14 093, 



Seq. No. 6292 Seq. ID 

Gene No. 1324 3 Strand 

Start 14991 End 

Name OJ000118JD7 . 0215 .C3.ol . ts Method 

Start ' 10533 End 

GI none Score 
Exons 



OJ000118_07.0215.C3 
16896 

TBLASTX : Soybean 

14090 

151 



10533. .10694, 10567 10695, 10775 .. 10891, 12205 .. 12279, 
12868. .13179, 12875 13141, 13850 .. 13960, 13851 .. 13967 , 



6556 



13983. .14090, 14031.. 14087 



Seq. No. 






Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13243 




Strand 




Start 


14991 




End 


16896 


Name 


OJ000118 07. 0215. C3. 


o3.tc 


Method 


TBLASTX: Cress 


Start 


13850 




End 


14087 


GI 


none 




Score 


125 


Exons 


13850. .13924, 13851. 


.13967, 


13852. .13989, 14009 .. 14086, 




14010. .14084, 14031. 


.14087 






Seq. No. 


6292 




Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13243 




Strand 




Start 


14991 




End 


16896 


Name 


OJ000118 07. 0215. C3. 


o3.gs 


Method 


GENSCAN 


Start 


14991 




End 


16896 


GI 


none 




Score 


.47 


Exons 


14991. .15733, 16105. 


.16307, 


16393. .16608, 16820.. 16896 


Seq. No. 


6292 




Seq. ID 


OJ000118_07.0215.C3 


bene no. 


1 Jt4 j 




Strand 




Start 


14991 




End 


16896 


Name 


OJ000118 07. 0215. C3. 


o4 . np 


Method 


AAT/NAP 


Start 


15021 




End 


16683 


GI 


4406766 




Score 


485 


Exons 


15021. .15870, 16584. 


.16683 






GI Descrip. 


(AC006836) putative 


steroid 


sulf otransf erase [Arabidopsis 




thaliana] 








beq. no. 






Seq. ID 


OJ000118_07.0215.C3 


Gene No. 


13243 




Strand 




Start 


14991 




End 


16896 


Name 


OJ000118 07. 0215. C3. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


15183 




End 


15832 


GI 


none 




Score 


95 


Exons 


15183. .15413, 15184. 


.15411, 


15441. .15683, 154 63 .. 15624 , 




15692. .15832 








beq. no. 


yz 




Seq> ID 


OJ000118_07.0215.C3 


Gene No. 


13243 




Strand • 




Start 


14991 




' End 


16896 


Name 


OJ000118 07. 0215. C3. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


15213 




End 


15552 


GI 


none 




Score 


65 


Exons 


15213. .15464, 15358. 


.15453, 


15363. .15545, 1547 1 .. 1554 5, 




15475. .15552 








Seq. No. 


6293 




Seq. ID 


OJ000118_07.0215.C4 


Gene No. 


13244 




Strand 


+ 


Start 


1 




End 


3716 


Name 


OJ000118 07. 0215. C4. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


3716 


GI 


6539553 




Score 


6411 


Exons 


1..3716 









GI Descrip. (AP000836) Similar to Oryza* australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) ' 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 

6557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Oryza sativa] 

6293 
.13244 
1 

OJ000118_07 . 0215 . C4 . o5 . tm 
1 

none 

1.-249, 3. .251, 3. .248, 5. .253 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX : Mai ze 

End 253 

Score 171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



6293 
13244 
1 

OJ000118_07.0215.C4.o5.tw 
3 

none 

3. .191, 5. .190, 40. .192 

6293 
13244 
1 

OJ000118_07 . 0215 . C4 .ol . tm 
752 
none 

752. .1006, 759. .1073, 779. .1072, 907. .1074 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX : Wheat 

End 192 

Score 200 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX : Mai ze 

End 1074 

Score 268 



J;; 8 Seq. No. 

Gene No. 
U Start 
Ly Name 
i.1 Start 
in GI 

Exons 



6293 

13244 

1 

OJ000118_07 .0215.C4 .o5.ts 

1101 

none 

1101. .1250, 1290. .1487 



Seq. ID OJ000118_07,0215.C4 

Strand + 

End 3716 

Method TBLASTX : Soybean 

End 1487 

Score 84 



U Seq. No. 6293 

Gene No. 13244 

U Start 1 

^ Name OJ000118_07 . 0215 .C4 .o4 . tw 

)i Start 1353 

1^ GI "none 

^ Exons 1353.. 1544, 1353.. 1544 



Seq. ID OJ000118_07 .0215.C4 

Strand + 

End 3716 

Method TBLASTX : Wheat 

End 154 4 

Score 275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6293 

13244 

1 

OJ000118_07.0215.C4 .o4 .tm 

1401 

none 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method - TBLASTX: Maize 

End 1895 

Score 228 



1401. .1709, 1484. .1675, 1530. .1685, 1728. .1895 



6293 
13244 • 
1 

OJ000118_07.0215.C4.o3.ts 

1497 

none 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX : Soybean 

End 1895 

Score 197 



1497. .1721, 1505. .1675, 1722. .1895, 1730. .1789 



6558 



Seq. No. 6293 Seq. ID 

Gene No. 13244 Strand 

Start 1 End 

Name OJ000118_07 . 0215 . C4 . o2 . tc Method 

Start 1530 End 

GI none Score 

Exons 1530.. 1712, 1725.. 1919 



OJ000118_07.0215.C4 
+ 

3716 

TBLASTX: Cress 

1919 

112 



Seq. No. 6293 

Gene No. 13244 

Start 1 

Name OJ000118_07 . 0215 . C4 . ol . tw 

Start 1545 

GI none 

Exons 1545.. 2009, 1553.. 2032, 2053. 
2141. .2299 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX : Wheat 

End 2300 

Score 634 

2283, 2061.. 2300, 2083.. 2280, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

k1 Exons 

\J\ GI Descrip. 

! : : E 
I U 

[ : Z Seq. No. 
; n= f Gene No. 
i»iJ Start 
Q Name 
i'jj Start 
GI 

Exons 



6293 

13244 

1 

OJ000118_07.0215.C4.ol.ts 

2220 

5509260 

2220.. 2684, 2321.. 2389, 2438, 



6293 

13244 

1 

OJ000118_07 . 0215 . C4 . ol . tc 

2313 

none 

2313. .2573 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method . TBLASTX : Soybean 

End 2684 

Score' 385 
.2533, 2606.. 2665 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX: Cress 

End 2573 

Score 281 



Seq. No. 6293 

U Gene No. 13244 

Start 1 

Name OJ000118_07 . 0215 . C4 . o2 . tm 

Start 2352 

GI none 

Exons 2352.. 2819, 2354.. 2536, 2490. 



Seq. ID OJ000118_07.0215.C4 

Strand + 

End 3716 

Method TBLASTX: Maize 

End 2819 

Score 362 

2672, 2606.. 2716 



Seq. No. 6293 Seq. ID 

Gene No. 13244 Strand 

Start 1 End 

Name OJ000118_07 . 0215 . C4 . o3 . tw Method 

Start 2352 End 

GI none Score 

Exons 2352.. 2699, 2502.. 2675, 2694.. 2900 



OJ000118_07.0215.C4 
+ 

3716 

TBLASTX: Wheat 

2900 

320 



Seq. No. 6293 Seq. ID 

Gene No. 1324 4 Strand 

Start 1 End 

Name OJ000118JD7 . 0215 . C4 . o2 . ts Method 

Start 2753 End 

GI none Score 



OJ000118_07.0215.C4 
+ 

3716 

TBLASTX : Soybean 

3098 

310 



6559 




Exons 


2753. .2953, 


2754. 


.3098 










Seq. No. 


6293 








Seq. ID 


OJ000118_07.0215 


.C4 


Gene No. 


13244 








Strand 


+ 




Start 


1 








End 


3716 




Name 


OJ000118 07 


.0215. 


C4 ,o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2909 








End 


3248 




GI 


none 








Score 


314 




Exons 


2909. .3247, 


2910. 


.3248 










Seq. No. 


6293 








Seq. ID 


OJ000118_07.0215 


.C4 


Gene No. 


13244 








Strand 


+ 




Start 


1 








End 


3716 




Name 


OJ000118 07 


.0215. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3104 








End 


3579 




GI 


none 








Score 


101 




Exons 


3104. .3175, 


3105. 


.3179, 


3106. 


.3177, 3194.. 3547, 3194.. 3574 




3195. .3578, 


3196. 


.3579 










Seq. No. 


6293 








Seq. ID 


OJ000118_07.0215 


.C4 


Gene No. 


13244 








Strand 


+ 




Start 


1 








End 


3716 




Name 


OJ000118 07 


.0215. 


C4.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


3111 . 








End 


3452 




GI 


none 








Score 


91 




Exons 


3111. .3224, 


3137. 


.3217, 


3243. 


.3452, 3248.. 3373 




Seq. No. 


6294 








Seq. ID 


OJ000118_07.0215 


-C5 


Gene No. 


13245 








Strand 






Start 


1968 








End 


2981 




Name 


OJ000118 07 


.0215. 


C5.o2. 


gs 


Method 


GENSCAN 




Start 


1968 








End 


2981 




GI 


none 








Score 


.71 




Exons 


1968. .2981 














Seq. No. 


6294 * 








Seq. ID 


OJ000118_07.0215 


.C5 


Gene No. 


13245 








Strand 






Start 


1968 








End 


2981 




Name 


OJ000118 07 


.0215. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1995 








End 


2960 




GI 


3420008 








Score 


526 




Exons 


1995. .2960 














GI Descrip. 


(AF000307) 


steroid sulfotransferase 3 


[Brassica napus] 




Seq. No. 


6294 








Seq. ID 


OJ000118_07.0215 


.C5 


Gene No. 


13245 








Strand 






Start 


1968 








End 


2981 




Name 


OJ000118 07 


.0215. 


C5.ol. 


gp 


Method 


AAT/GAP 




Start 


2074 








End 


2357 




GI 


LIB3433-014 


-Q6-K1 


-A12 




Score 


521 




Exons 


2074. .2357 















GI Descrip. ' 4539424/emb I CAB38957 . 1 | 1.0e-19 (AL049171) steroid 

sulfotransf erase-like protein [Arabidopsis thaliana] 1 



Seq. No. 6294 Seq. ID OJ000118_07 . 0215 . C5 

Gene No. 13245 Strand 

Start 1968 End 2981 



6560 



Name 

Start 

GI 

Exons 



OJ0001 18_07 . 0215 . C5 . ol . tc • Method TBLASTX : Cress 
2160 End 2786 

none Score 58 

2160.. 2390, 2161.. 2268, 2242.. 2391, 2326.-2436, 2451.. 2639, 
2601. .2672, 2691. .2786 



Seq. No. 6294 

Gene No. 13245 

Start 1968 

Name OJ000118_07 . 0215 . C5 . ol . tm 

Start 2190 

GI none 
Exons 



Seq. ID OJ000118_07.0215.C5 
Strand 

End 2981 

Method TBLASTX : Mai ze 

End 2529 

Score 77 



2190.. 2435, 2242.. 2436, 2335.-2436, 2340.. 2522, 2451.. 2522, 
2452.. 2529 



Seq. No. 6295 

Gene No. 1324 6 

Start 344 

Name OJ000118_07 . 0215 .C6. ol .gs 

Start 344 

GI none 
Exons 



Seq. ID OJ000118_07.0215.C6 
Strand 

End 164 5 

Method GEN SCAN 

End 164 5 

Score .47 



344. .648, 726. .882, 1045. .1133, 1512. .1645 



lit 



Seq. No. 6296 

Gene No. 13247 

Start 511 

Name OJ000118_07 . 0215 .C7 . ol . gs 

Start 511 

GI none 

Exons 511.. 648 



Seq. ID OJ000118_07*.0215.C7 

Strand + 

End 648 

Method GENSCAN 

End 64 8 

Score .69 



n 



Seq. No. 6296 

Gene No. 13248 

Start 10053 

Name OJ000118J37 . 0215 . C7 . o3 . gs 

Start 10053 

GI none 
Exons 



Seq. ID OJ000118_07.0215.C7 

Strand + 

End 10667 

Method GENSCAN 

End 10667 

Score .62 



10053. .10068, 10175. .10319, 10511.. 10667 



Seq. No. 
L -=* Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6296 
13249 
2139 

OJ000118_07.0215.C7.ol.np 
2139 
3420008 
2139. .3106 

(AF000307) steroid sulfotransf erase 3 [Brassica napus] 



Seq. ID OJ000118_07.0215.C7 
Strand 

End 3106 

Method AAT/NAP 

End 3106 

Score 4 90 



6296 

13250 

12512 

OJ000118_07.0215JC7.ol.tc 

2304 

none 



Seq. ID OJ000118_07.0215.C7 
Strand 

End 13752 

Method TBLASTX: Cress 

End 7659 

Score 66 



2304. .2534, 2595. .2801, 2605. .2745, 2835. .2930, 6661. .6891, 
6662. .6892, 6952. .6984, 7360. .7512, 7564. .7659 



6561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
, B!% GI 
Exons 

WJ 

rfl Seq. No. 

ru 



Start 
Name 
Start 
GI 

fjj Exons 



! il 

t =4 



Seq. No. 
H Gene No. 
^ Start 
1=^ Name 

Start 

,=ct Exons 



6296 

13250 

12512 

OJ000118_07 . 0215 . C7 . ol . tm 

2334 

none 



Seq. ID OJ00011.8_07.021S;C7 
Strand 

End 13752 

Method TBLASTX : Mai ze 

End 6993 

Score 77 



2334. .2579, 2364. .2579, 2484. .2666, 2596.-2673, 6691. .6936, 
6836.. 6937, 6952.. 6993, 6952.. 6987 



6296 

13250 

12512 

OJ000118_07 . 0215 . C7 . o4 . gs 

12512 

none 



Seq. ID OJ000118_07.0215.C7 
Strand 

End 13752 

Method GENSCAN 

End 13752 

Score .59 



12512. .12595, 13555 .. 13676, 13705 .. 13723, 13750.. 13752 



6297 

13251 

1 

OJ000118_07.0215.C9.ol.gp 
1 

5607609 

1..113, 211. .294 

6297 

13251 

1 

OJ000118_07.0215.C9.ol.tm 
1 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_07.0215.C9 
303 

AAT/GAP 

294 

342 



OJ000118_07.0215.C9 
303 

TBLASTX: Maize 

303 

216 



1.-126, 1..144, 2-. 133, 210. .293, 210. .302, 211. .303 



6298 Seq. ID 

13252 Strand 

569 End 

OJ000118_06 . 0222 . C3 . ol . gs Method 

569 End 

none Score 
569. .628 



OJ000118_06.0222.C3 
+ 

628 

GENSCAN 

628 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



6299 .Seq. ID OJ000118_06 . 0222 . C4 

13253 Strand ■ - 

1 End 2668 

OJ000118_06 . 0222 . C4 . ol . np Method AAT/NAP 

1 • End 2141 

5922636 Score 349 

1..91, 118. .348, 935. .1067, 1358. .1592, 2069. .2141 

(AP000492) ESTs C99517 (E20319) , AU078 130 (E20319) correspond to a 

region of the predicted gene.; hypothetical protein [Oryza 

sativa] gi | 60168 69 | dbj | BAA85212 . 1 | (AP000570) ESTs 

C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



6299 

13253 

1 



Seq. ID 

Strand 

End 



OJ000118 06. 0222. C4 



2668 



6562 



Name 


OJ000118 06.0222.C4.ol.gs 


Start 


104 


GI 


none 


Exons 


104. .425, 1009. .1240, 1301; .1. 


Seq. No. 


6300 


Gene No. 


13254 


Start 


2902 


Name 


OJuuuiio Uo . uzzz . Co . oz . np 


Start 


2881 


GI 


4914406 


Exons 


2881. .3020, 3201. .3367, 3716. 


GI Descrip. 


(AL050352) mRNA cleavage fact- 




[Arabidopsis thaliana] 


Seq. No. 


6300 


Gene No. 


13254 


Start 


2902 


Name 


OJ000118 06.0222.C5.o2.gs 


Start 


2902 


GI 


none 


Exons 


2902. .3080, 3174. .3313, 3524. 




4114. .4167 


Seq. No. 


6300 


Gene No . 


13255 


Start 


855 


Name 


OJ000118 06.0222.C5.ol.gs 


Start 


855 


GI 


none 


Exons 


855. .875, 1268. .1384, 1490. .2 


Seq. No. 


6300 


Gene No. 


13255 


otart 


ore 

odd 


Name 


OJ000118 06.0222.C5.ol.np 


Start 


1538 


GI 


2244844 


Exons 


1538.. 1786, 1.831.. 1888, 3025. 


GI Descrip. 


(Z97337) hypothetical protein 


Seq. No. 


6300 


Gene No. 


13256 


Start 


4 686 


Name 


OJ000118 06.0222.C5.ol.ts 


Start 


3172 


GI 


none 


Exons 


3172.. 3309, 3197.. 3322, 3716. 




3911. .4018, 4111. .4143, 4143. 


Seq. No. 


6300 


Gene No. 


13256 


Start 


4686 


Name 


OJ000118 06.0222.C5.o3.gs 


Start 


4 686 - 


GI 


none 


Exons 


4686. .4861, 4954. .5056 



Method 

End 

Score 



GENSCAN 

2668 

.56 



Seq. ID OJ000118_06.0222.C5 

Strand + 

End 4181 

Method AAT/NAP 

End 4181 

Score 297 



Seq. ID OJ000118_06.0222.C5 

Strand + 

End 4181 

Method GENSCAN 

End 4167 

Score .91 



Seq. ID ■ OJ000118_06.0222.C5 
Strand 

End 3071 

Method GENSCAN 

End 2689,-. 

Score .79 
L43, 2609. .2689 

Seq. ID OJ000118_06.0222.C5 
Strand 

End 3071 

Method AAT/NAP 

End 3071 

Score 137 



Seq. ID OJ000118_06.0222.C5 
Strand 

End 5056 

Method TBLASTX : Soybean 

End 4184 

Score 175 



Seq. ID OJ000118_06.0222.C5 
'Strand 

End 5056 

Method GENSCAN 

End 5056 

Score .72 



6563 





Seq. No. 


6300 


Seq. ID 


OJ000118_06.0222.C5 ^ 




Gene No . 




otrana 






Start 


4686 


End 


5056 




Name 


OJ000118 06 


. 0222 . C5 . o3 . np Method 


AAT/NAP 




Start 


4695 


End 


5040 




GI 


4455323 


Score 


169 




Exons 


4695. .4871, 


4954. .5040 






GI Descrip. 


(AL035525) 


aminopeptidase-like protein 


[Arabidopsis thaliana] 




Seq. No. 


6300 


Seq. ID 


OJ000118_06.0222.C5 




Gene No. 


13256 


Strand 






Start 


4686 


End 


5056 




Name 


OJ000118 06 


. 0222 .C5.ol.tm Method 


TBLASTX: Maize 




Start 


4771 


End 


5037 




GI 


none 


Score 


131 




Exons 


4771. .4872, 


4773. .4886, 4953. .5033, 4954. .5037, 4955. .5032 




Seq. No. 


6301 


Seq. ID 


OJ000118_06.0222.C6 




Gene No. 


13257 


Strand 






Start 


1 


End 


6459 




Name 


UJUUUllo UD 


. 0222 . C6 . ol . np Method 


AAT/NAP 




Start 


1 


End 


6459 




GI 


4455323 


Score 


1611* 1 




Exons 


1..31, 555. 


.632, 721. .827, 914. .1028, 1106. .1283, 1502. .1589, 






1701. .1832, 


1919. .2210, 3006. .3188, 3949. .4062, 4966. .5082, 






5435. .5588, 


5811. .6094, 6314. .6459 




t : 
ir 


GI Descrip. 


(AL035525) 


aminopeptidase-like protein 


[Arabidopsis thaliana] 


y 


Seq. No. 


6301 


Seq. ID 


OJ000118_06.0222.C6 




Gene No. 


13257 


Strand 






Start 


1 


End 


6459 


y 


Name 


OJ000118 06 


. 0222 . C6 . ol . tm Method 


TBLASTX: Maize 




Start 


543 


End 


3214 


J 




none 


Score 


132 




Exons 


543. .656, 555. .632, 736. .807, 757. .822, 


758. .841, 759. .821, 






910. .1029, 


912.. 1031, 915.. 1037, 1077.. 


1277, 1091.. 1309, 






1107. .1286, 


1115.. 1309, 1506.. 1598, 1506. .1598, 1507. .1599, 






1516. .1599, 


1526. .1600, 1705. .1833, 1708. .1833, 1709. .1834, 


3 




1916. .2053, 


1917. .2054, 1917. .2084, 2085. .2219, 2086. .2244, 






2999. .3067, 


.3004. .3192, 3006. .3194, 3007. .3177, 3146.'. 3214 




Seq. No. 


6301 


Seq. ID. 


OJ000118_06.0222.C6 




Gene No. 


13257 


Strand 






, Start 


1 


End 


6459 




Name 


OJ000118 06 


. 0222 . C6 . ol . gs Method 


GENSCAN ' 




Start 


555 


End 


6416 




GI 


none 


Score 


.87 




Exons 


555. .632, 760. .827, 914. .1053, 1502. .1599, 1711. .1832, 






1919. .2210, 


3006. .3188, 3949. .4115, 4336. .4402, 4966. .5082, 






5435. .5588, 


5697. .5790, 5908. .6094, 6314. .6416 




Seq. No. 


6301 


Seq. ID 


OJ000118_06.0222.C6 




Gene No. 


13257 


Strand 






Start 


1 


End 


6459 




Name 


OJ000118 06 


. 0222 . C6 . ol . gp Method 


AAT/GAP 




Start 


593 


End 


1294 



6564 



"GI LIB3431-016-P1-K1-G10 Score 726 

Exons 593.. 632, 760.. 827, 914.. 1028, 1106.. 1294 

GI Descrip. 1 4455323/emb | CAB36783 . 1 | 1.0e-38 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] 1 



Seq. No. 6301 

Gene No. 13257 

Start 1 

Name OJ000118_06 . 0222 . C6 . o2 . tc 

Start 910 

GI none 
Exons 



Seq. ID OJ000118_06.0222.C6 
Strand 

End 6459 

Method TBLASTX : Cress 

End 1791 

Score 68 



910.. 1017, 910.. 1029, 912.. 1031, 1106.. 1279, 1110.. 1280, 
1179. .1280, 1186. .1281, 1705. .1791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q 

U Seq. No. 
ffj Gene No. 
PI | Start 
\.Z Name 
H Start 
i 5 y GI 

i,3 Exons 



6301 

13257 

1 

OJ000118_06.0222.C6.ol.ts 

1107 

none 



Seq. ID OJ000118_06.0222.C6 
Strand 

End 6459 

Method TBLASTX : Soybean 

End 3194 

Score 108 



1107. .1283, 1109. .1336, 1501. .1599, 1705. .1833, 1706. .1834, 
1917. .2051, 1956. .2054, 2097. .2213, 2113. .2208, 3006. .3194, 
3049. .3177 



6301. 
13257 
1 

OJ000118_06.0222.C6.o3.tc 

1915 

none 



Seq. ID OJ000118_06.0222.C6 
Strand 

End 6459 

Method TBLASTX : Cress 

End 3071 

Score 60 



1915.. 2049, 1917.. 2048, 2100.. 2228, 2104.. 2250, 3006.. 3071 



Seq. No. 
Gene No. 
H Start 
h 4 Name 

Start 
.3 GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6301 

13257 

1 

OJ000118_06.0222.C6.ol.tc 

3949 

none 



Seq. ID OJ000118_06.0222.C6 
Strand 

End 6459 

Method TBLASTX : Cress 

End 5587 

Score 107 



3949. .4068, 3950. .4063, 4963. .5082, 4964. .5083, 5157. .5279, 
5163.. 5279, 5173.. 5280, 5432.. 5587, 5433.. 5585 



6301 

13257 

1 

OJ000118__06.0222.C6.o2.ts 

4963 

none 



Seq. ID OJ000118_06.0222.C6 
Strand 

End 6459 

Method TBLASTX : Soybean 

End 5509 

Score 109 



4963. .5082, 4964. .5083, 5157. .5279, 5166. .5279, 5173. .5280, 
5174. .5281, 5432. .5509 



Seq. ID OJ000118__06.0222.C6 
Strand 

End 6459 

Method TBLASTX: Maize 

End 6055 

Score -57 

5039. .5083, 5041. .5082, 5178. .5279, 5179. .5280, 5179. .5280, 



Seq. No. 6301 

Gene No. 13257 

Start 1 

Name OJ000118_06 . 0222 . C6 . o2 . tm 

Start 5039 

GI none 
Exons 



6565 



5432.. 5587, 5433.-5588, 5433.. 5600, 5554.. 5589, 5686.. 5784, 
5694.. 5783, 5696.. 5791, 5697.. 5795, 5903.. 6052, 5906.. 6055 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6301 

13257 

1 

OJ000118_06.0222.C6.o3.ts 

5750 

none 



Seq. ID OJ000118_06.0222.C6 
Strand 

End 6459 

Method TBLASTX : Soybean 

End 6106 

Score 4 9 



5750.. 5791, 5757.. 5795, 5901.. 6095, 5906.. 6094, 5927.. 6106, 
5931. .6095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6302 

13258 

1 

OJ000118_06.0222.C7.ol.np 
1 

4455323 



Seq. ID OJ000118_06.0222.C7 
Strand 

End- . 2798 
Method AAT/NAP 
End 1840 
Score 272 



1..20, 1383.. 1535, 1621.. 1840 

(AL035525) aminopeptidase-like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
C3 Start 

«i3 Name 

Start 

p!! GI 

i « Exons 

Cj 

j,y 8 Seq. No. 
Gene No. 
Start 
Name 
Start 
Q GI 
: *J Exons 



i U 



6302 

13258 

1 

OJ000118_06.0222.C7.ol.gs 

1394 

none 



Seq. ID OJ000118_06.0222.C7 
Strand 

End 2798 

Method GENSCAN 

End 2798 

Score .45 



1394. .1539, 1589. .1787, 1806. .1973, 2368. .2559, 2687. .2798 



6302 

13258 

1 

OJ000118_06.0222.C7.ol.tc 

1394 

none 



Seq. ID OJ000118_06.0222.C7 
Strand 

End 2798 

Method TBLASTX : Cress 

End 1837 

Score 69 



1394.. 1483, 1396.. 1536, 1646.. 1837 



| « Seq. No. 
! ;f Gene No. 
U Start 
Q Name 

Start 

GI 

Exons 



6302 

13258 

1 

OJ000118_06.0222.C7.ol.ts 

1394 

none 



Seq. ID OJ000118_0-6.0222.C7 
Strand 

End 2798 

Method TBLASTX : Soybean 

End 1837 

Score 62 



1394. .1483, 1396. .1530, 1646. .1837 



Seq. No. 

Gene No ; 

Start 

Name 

Start 

GI 

Exons 



6302 

13258 

1 

OJ000118_06.0222.C7.ol.tm 

1441 

none 



Seq. ID OJ000118_06.0222.C7 
Strand 

End 2798 

Method TBLASTX: Maize 

End. 1852 

Score 55 



1441. .1539, 1442. .1546, 1643. .1852, 1665. .1709, 1800. .1832 



Seq. No. 6303 

Gene No. 13259 

Start 1984 

Name OJ000118_06 . 0222 . C8 . ol . gp 



Seq. ID OJ000118_06. 0222.C8 
Strand 

'End 2929 

Method AAT/GAP 



6566 





Start 


1696 




End 


2929 






GI 


90620 1.R1084 




Score 


1323 






Exons 


1696.. 2339, 2892.. 2929 












GI Descrip. 


, 3928150/emb|CAA10289| 


l.Oe- 


56 (AJ131049) hypothetical 


protein 






[Cicer arietinum] 1 












Seq. No. 


6303 




Seq. ID 


OJ000118 06.0222 


.C8 




Gene No. 


13259 




Strand 








Start 


1984 




End 


2929 






Name 


OJ000118 06.0222.C8.ol. 


np . 


Method 


AAT /NAP 






Start 


1981 




End 


2929 






GI 


3928150 




Score 


516 






Exons 


1981.. 2339, 2892.. 2929 












GI Descrip. 


(AJ131049) hypothetical 


. protein [Cicer 


arietinum] 






Seq. No. 


6303 




Seq. ID . 


OJ000118_06.0222 


.C8 




Gene No. 


13259 




Strand 








Start 


1984 




End 


2929 






Name 


OJ000118 06.0222.C8.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1982 




End 


2330 






GI 


none 




Score 


378 






Exons 


1982. .2257, 1990. .2328, 


1994 


. .2296, 1998. .2330 






Seq. No. 


6303 




Seq. ID 


OJ000118_06.0222 


.C8 




Gene No. 


13259 




Strand 








Start 


1984 




End 


2929 






Name 


OJ000118 06.0222.C8.ol. 


gs 


Method 


GEN SCAN 




r | : 


Start 


1984 




End 


2910 




Q 


GI. 


none 




Score 


.97 




i . i 
; : : 


Exons 


1984. .2339, 2892. .2910 










; ^ 
I'll 


Seq. No. 


6303 




Seq. ID 


OJ000118_06.0222 


.C8 


; 


Gene No. 


13259 




Strand 








Start 


1984 




End 


2929 






Name 


OJ000118 06.0222.C8.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1995 




End 


2348 




It sb 


GI 


none 




Score 


91 




t 

w 


Exons 


1995. .2144, 1996.. 2346, 


2009 


..2296, 2052.. 2348 






Seq. No. 


6303 




Seq. ID 


OJ000118_06.0222 


.C8 




Gene No. 


13259 




Strand 








Start 


1984 




End 


2929 






Name 


OJ000118 06.0222.C8.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


1999 




End 


2346 






GI 


none 




Score 


321 






Exons 


1999.. 2346, 2009.. 2296 












Seq. No. 


6303 




Seq. ID 


OJ000118_06.0222 


.C8 




Gene No'. 


13259 




Strand 








Start 


1984 




End 


2929 






Name 


OJ000118 06.0222.C8.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2104 




End 


2277 






GI 


none 




Score 


126 






Exons 


2104.. 2154, 2146.. 2268, 


2156 


..2269, 2160. .2273, 2161. .2277 




Seq. No. 


6304 




Seq. ID 


OJ000118_06.0222 


.C9 




Gene No. 


13260 




Strand 


+ 





6567 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1805 End 

OJ000118_06 . 0222 . C9 . o2 . gs Method 

1805 End 

none Score 
1805.. 1953, 2174.. 2429 



2429 
GENSCAN 
2429 
.75 



6304 
13261 
1 

OJ000118_06.0222.C9.ol.np 
1 

6358809 
1..178, 302. .422, 693. .881 

(AC010675) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000118_06.0222.C9 
Strand 

End 2680 

Method AAT/NAP 

End 881 

Score 507 



6304 

13261 

1 

OJ000118_06.0222.C9.ol.gs 
87 

none 

87. .178, 302. .422, 693. .881 



Seq. ID OJ000118_06.0222.C9 
Strand 

End 2680 

Method GENSCAN 

End 881 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6304. 
13261 
1 

OJ000118_06.0222.C9.ol.gp 
92 

25375 1.R1084 



Seq. ID OJ000118_06.0222.C9 
Strand 

2680 
AAT/GAP 
2680 
918 



End 

Method 
End 

_ Score 
92. .178, 302. .422, 693. .888, 2583. .2680 

, 3928150/emb|CAA10289| 4.0e-50 (AJ131049) hypothetical protein 
[Cicer arietinum] 1 



Seq. No. 6304 

Gene No. 13262 

Start 3414 

Name OJ000118_06.0222.C9.ol.tc 

Start 72 

GI none 
Exons 



Seq. ID OJ000118_06.0222.C9 
Strand 

End 4541 

Method TBLASTX : Cress 

End 888 

Score 69 

72. .194, 87. .206, 298. .423, 303. .425, 678. .881, 691. .888, 
698. .886 



Seq. No. 6304 

Gene No. 13262 

Start 3414 

Name OJ000118JD6 . 0222 . C9 . ol . ts 

Start 85 

GI none 
Exons 



Seq. ID OJ000118_06.0222.C9 
Strand 

End 4541 
Method TBLASTX : Soybean 
End 888 
Score 91 

85. .174, 86. .175, 87. .176, 87. .197, 157. .186, 298.-423, 
302. .424, 303. .425, 303. .425, 678. .881, 691. .882, 691. .888 



Seq. No. 6304 

Gene No. 13262 

Start 3414 

Name OJ000118_06 . 0222 . C9 . ol . tm 

Start 86 

GI none 



Seq. ID OJ000118_06.0222.C9 
Strand 

End 4541 

Method TBLASTX : Mai ze 

End 891' 

Score 107 



6568 



Exons 



86. .175, 87. .176, 87. .197, 139. .186, 298. .423, 302. .439, 
303. .425, 678. .890, 691. .891 



Seq. No. 6304 

Gene No. 13262 

Start 3414 

Name OJ000118_06. 0222 .C9. ol . tw 

Start' 140 

GI none 

Exons 140., 187, 141. .188, 141. .197, 298 
503. .550, 678. .893, 691. .891, 699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
q Name 
Start 

Exons 

ILJ 
Q 

; e 
i : s 

ru 

is 

n 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 06. 0222. C9 



4541 

TBLASTX: Wheat 
893 
58 

423, 303.. 425, 305. .424, 
893 



6304 

13262 

3414 

OJ000118_06.0222.C9.o3.gs 

3414 

none 



Seq. ID OJ000118_06.0222.C9 
Strand 

End' 4541 

Method GENS CAN 

End 4 541 

Score . 66 



3414. .3608, 4128. .4224, 4495. .4541 



6305 Seq. I 

13263 Strand 
2008 End 
OJ000118_06. 0222. C10. ofr.gs Method 
2008 End 
none Score 
2008.. 2310, 2461.. 2549, 2673.. 2778, 
3711.. 3911, 4201.. 4553, 4663.. 4788, 
6623.. 6726, 7065.. 7242, 7460.. 7620, 
8479.. 8622, 9533.. 9557, 11189. .11484 
12643. .12796, 128 97 .. 13258, 13493.. 1 
13949. .14107, 14197. .14321, 14417. .1 
15198. .15234, 15258 .. 15402, 15507.. 1 
16192. .16277 



D OJ000118_06. 0222. C10 

16277 
GENSCAN 
16277 
.78 

2881. .3009, 3420. .3512, 
5050. .5212, 5312. .5470, 
7924. .8078, 8208. .8320, 
, 11942. .12081, 
3618, 13703. .13865, 
4545, 14796. .14881, 
5589, 15836. .16143, 



h.J 


Seq. No. 


6305 






Seq. ID 


OJ000118_06.0222.C10 




Gene No. 


13263 






Strand 






Start 


2008 






End 


16277 


: ~zJ 

.1 C3. 


Name 


OJ000118 06.0222. 


ClO.ol, 


;np 


Method 


AAT/NAP 




Start 


2014 




End 


5008 


C3 


GI 


4741193 






Score 


795 




Exons 


2014.. 2310, 2461. 


.2549, 


2673. 


.2778, 2881. .3009, 3218. .3324, 






3398.. 3512, 4201. 


.5008 










GI Descrip. 


(AL0.49746) ABC transporter-like protein [Arabidopsis thaliana] 




Seq. No. 


6305 






Seq. ID 


OJ000118_06. 0222. C10 




Gene No. 


13263 






Strand 






Start 


2008 






End 


16277 




Name 


OJ000118 06.0222. 


C10.o3. 


.ts 


Method 


TBLASTX : Soybean 




Start 


2029 






End 


11367 




GI 


none 






Score 


154 




Exons 


2029.. 2079, 2161. 


.2193, 


11182 


.".11367, 


11210. .11365 




Seq. No. 


6305 






Seq. ID 


OJ000118_06. 0222. C10 




Gene No. 


13263 . 






Strand 






Start 


2008 






End 


-1*6277 




Name 


OJ000118 06.0222. 


ClO.ol, 


.tm 


Method 


TBLASTX: Maize 



6569 



Start 
GI 

Exons 



2032 .End 11877 

none Score 297 

2032.. 2079, 2146.. 2313, 11180 .. 11485, 11182 .. 11487 , 
11590. .11628, 11727. .11864, 11758. .11877 



ru 



Seq. No. 
Gene No. 
Start - 
Name 
Start . 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

r'3 Exons 

m 

!U 

□ Seq. No. 
Id Gene No. 
j"^ Start 
Name 
Start 
GI 

Exons 



^ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



6305 Seq. ID 

13263 Strand 

2008 End 

OJ000118_06 . 0222 . C10 . ol . ts Method 

2672 End 

none Score 



OJ000118_06. 0222. C10 
16277 

TBLASTX : Soybean 

12417 

79 



2672. .2761, 2674. .2778, 2692. .2802, 2875. .3018, 2876. .3019, 
3213. .3302, 3227. .3301, 3397. .3426, 3402. .3434, 11748 11864 , 
11758. .11865, 11762. .11866, 11763 11870, 11936 .. 12082, 
11937. .12071, 11948. .12073, 12211 12303, 12221 .. 12289, 
12365. .12415, 12385.. 12417 



6305 
13263 
2008 

OJ000118_06 . 0222 . C10 . o3 . tm 
2672 
none 

2672. .2761, 2692. .2775, 2875 
3213.. 3302, 3217.. 3303, 3227 
11942. .12082, 11943. .12071, 11948 .. 12082 , 12204 .. 12323, 
12205. .12324, 12206 .. 12289, 12377 .. 12487 , 12391.. 12486 



Seq. ID OJ000118_06. 0222. C10 
Strand 

16277 

TBLASTX: Maize 
12487 
73 

3018, 2876. .3016, 3156. .3188, 
3304, 3394. .3504, 3408. .3503, 



End 

Method 

End 

Score 



6305 

13263 

2008 

OJ000118_06 . 0222 .C10 . o2 . tm 

3810 

none 



Seq. ID OJ000118_06. 0222. C10 
Strand 

End 16277 

Method TBLASTX: Maize 

End 13427 

Score 143 



3810. .3914, 4337. .4537, 4342. .4548, 4664. .4747, 12687 .. 12797 , 
12693. .12767, 12695 12802, 12969 .. 13265 , 12982 .. 13257, 
12990. .13259, 13338 .. 13427, 13341 .. 13424 , 13348. .13425 



6305 

13263 

2008 

OJ000118_06 . 0222 .C10 . ol . tw 

4305 

none 



Seq. ID OJ000118_06. 0222. C10 
Strand 

End 16277 

Method TBLASTX : Wheat 

End 13257 

Score 57 



4305. .4508, 4341. .4535, 4342. .4548, 4352. .4543, 128 97 .. 12965, 
12897. .12986, 12993 .. 13256, 12997 .. 13257 , 13014. .13256 



Seq. No. 6305 Seq. ID OJ000118_06 . 0222 . C10 

Gene No. 13263 Strand 

Start 2008 End 16277 

Name OJ000118_06 . 0222 . C10 . o2 . ts Method TBLASTX : Soybean 

Start • 4343 End 13253 

GI none Score 108 

Exons 4343. .4549, 4399. .4548, 13026 .. 13253, 13027. .13251 



Seq. No. 
Gene No. 



6305 
13263 



Seq. ID OJ000118_06. 0222. C10 
Strand 



6570 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
□ Start 

<i3 GI 

rrs Exons 



i E i 1 



2008 - End 

OJ000118_06 . 0222 . CIO . o4 . tra Method 

4840 End 

none Score 



16277 

TBLASTX: Maize 

13835 

61 



4840. .4956, 4851. .4955, 5048. .5182, 5049. .5177, 5063. .5179, 
13500. .13619, 13501. .13620, 13501 13617 , 1354 5 .. 13619, 
13701. .13835, 13702. .13788, 13713.. 13805 



6305 
13263 
2008 

OJ000118_06. 0222. C10. o2.gp 
11089 

60338_1.R1084 

11089. .11484, 11593. .11681, 
12205. .12296 

, 4741195/emb|CAB41861.1| 1.0e-101 (AL049746) ABC 
transporter-like protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 06. 0222. C10 



16277 
AAT/GAP 
12296 
1495 



11759. .11864, 11942. .12070, 



6305 

13263 

2008 

OJ000118_06. 0222. C10. o2.np 

11188 

4741195 

11188. .11484, 11593 
12205. .12289, 12386 
13337. .13420, 13493 
14197. .14321, 14417 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_06.0222;C10 

16277 
AAT/NAP 
16051 
2352 



11681, 11759. .11864, 11942 .. 12070, 

12495, 12596. .12792, 12893 13258 , 

13618, 13703. .13865, 1394 9 14 107 , 

14545, 15258. .15379, 15598. .16051 



l 5 y GI Descrip. (AL049746) ABC transporter-like protein [Arabidopsis thaliana] 



Seq. No. 6306 Seq. ID OJ000118_ 

Gene No. 13264 Strand + 

Start 335 End 4 98 

Name OJ000118_06 . 0222 . Cll . ol . gs ' Method GENSCAN 

Start 335 End 4 98 

GI none Score . 97 

Exons 335. .498 . * ■ ■ ■ 



06. 0222. Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6307 
13265 
8542 

OJ000118_06.0222.C12.ol.gp 
8542 
2310235 

8542. .8579, 8992. .9131, 
5852182/emb | CAB55420.il 
sativa] 

6307 

13265 

8542 

OJ000118_06.0222.C12.o2.gs 

8992 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10008. .10068 
9.0e-13 (AL117265) 



OJ000118_ 
+ 

16090 
AAT/GAP 
10068 
290 



06.0222.C12 



zhb0012.1 [Oryza 



Seq. ID OJ000118_06.0222.C12 



Strand 
End 

Method 

End 

Score 



16090 
GENSCAN 
13440 
.69 



8992.. 9785, 9852.. 10156, 10311 .. 10900 , 11093 .. 11582 , 
11763. .11890, 12139. .12274, 12685 .. 12803, 13204. .13440 



6571 



Pi I 



Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 




Name 


OJ000118 06.0222.C12.o2. 


gp 


Method 


AAT/GAP 




Start 


8996 




End 


11950 




GI 


342 1.R1084 




Score 


4922 




Exons 


8996.. 11950 










GI Descrip. 


1 4 574406/gb|AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 










Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 




Name 


OJ000118 06.0222.C12.o3. 


gp 


Method 


AAT/GAP 




Start 


8996 




End 


11950 




GI 


342 1.R1084 




Score 


4924 




Exons 


8996. .11950 










GI Descrip. 


M574406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 










Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 




Name 


OJ000118 06.0222.C12.ol. 


np 


Method 


AAT/NAP 




Start 


9013 


End 


15366 




GI 


4680203 




Score 


3206 




Exons 


9013.. 10657, 10811. .11038, 11315 .. 11930 , 15002.. 15366 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 




Name 


OJ000118 06.0222.C12.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


9343 




End 


9700 




GI 


none 




Score 


104 




Exons 


9343.. 9450, 9433.. 9684, 


9441. 


.9683, 9443.. 9700 




Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 




Name 


OJ000118 06.0222.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9615 




End 


10044 




GI 


none 




Score 


88 




Exons 


9615.. 9701, 9616.. 9690, 


9748. 


.10044, 9802. . 10026 




Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 




Name 


OJ000118 06.0222.C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9777 




End 


10125 




GI 


none 




Score 


304 




Exons 


9777..9929, 9793.. 10125, 


9969 


. .10106 






Seq. No. 


6307 




Seq. ID 


OJ000118_06.0222. 


C12 


Gene No. 


13265 




Strand 


+ 




Start 


8542 




End 


16090 





6572 




Name OJ000118_06 . 0222 . C12 .o2 . tw Method TBLASTX : Wheat 

Start 9913 End 10382 

GI none Score 72 

Exons 9913.. 9966, 9921.. 9965, 9967.. 10071, 9978.. 10067, 10075 10173, 

10080. .10172, 10083. .10175, 10153 .. 10377, 10174 .. 10377 , 
10176. .10382 



Seq. No. 


6307 






Seq. ID 


OJ000118_06.0222 


.C12 


Gene No. 


13265 






Strand 


+ 




Start 


8542 






End 


16090 




Name 


OJ000118 06.0222.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9958 






End 


10413 




GI 


none 






Score 


244 




Exons 


9958. . 


10212, 9970.. 10212, 10222.. 10413 






Seq. No. 


6307 






Seq. ID 


OJ000118_06.0222 


.C12 


Gene No. 


13265 






Strand 


+ 




Start 


8542 






End 


16090 




Name 


OJ000118 06.0222.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10513 






End 


10923 




GI 


none 






Score 


87 




Exons 


10513. 


.10563, 10514. 


.10576, 


10562. .10804, 10582. .10764, 






10832. 


.10921, 10837. 


.10923, 


10838. .10921 . ^ .. 




Seq. No. 


6307 






Seq. ID 


OJ000118_06.0222 


.C12 


Gene No. 


13265 






Strand 


+ 




Start 


8542 






End 


16090 




Name 


OJ000118 06.0222.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10924 






End 


15312 




GI 


none 






Score 


847 




Exons 


10924. 


.11811, 10925. 


.11842, 


11132. .11827, 11837. .11881, 






11840. 


.11881, 11884. 


. 11919, 


11888. .11926, 15019. .15129, 






15024. 


.15137, 15025. 


. 15138, 


15151. .15231, 15220. .15312, 






15224. 


.15295 










Seq. No. 


6307 






Seq. ID 


OJ000118_06.0222 


.C12 


Gene No. 


13265 






Strand 


+ 




Start 


8542 






End 


16090 




Name 


OJ000118 06.0222.C12 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


10967 






End 


11281 




GI 


none 






Score 


300 




Exons 


109.67. 


.11281, 10978. 


.11253, 


11051. .11281 




Seq. No. 


6307 






Seq. ID 


OJ000118_06.0222 


.C12 


Gene No. 


13265 






Strand 


+ 




Start 


8542 






End 


16090 




Name 


OJ000118 06.0222.C12 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11212 






End 


11659 




GI 


none 






Score 


143 




Exons 


11212. 


.11649, 11212. 


.11655, 


11216. .11659, 11222. .11659 




Seq. No. 


6307 






Seq. ID 


OJ000118_06.0222 


,C12 


Gene No . 


13265 






Strand 






Start 


8542 






End 


16090 




Name 


OJ000118 06.0222.C12 


. o4 . gp 


Method 


AAT/GAP 




Start 


12001 






• End 


16090 




GI 


342 1. 


R1084 




Score 


2062 





6573 



Exons 12001. .12026, 14997.. 16090 

GI Descrip. '4574406/gbl AAD24042. 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 6307 Seq. ID 

Gene No. 13265 Strand 

Start 8542 End 

Name OJ000118_06 . 0222 . C12 . o3 . gs Method 

Start 13593 End 

GI none Score 
Exons 



OJ000118_06.0222.C12 
+ 

16090 
GENSCAN 
15387 
.-42 



13593. .14166, 14200 .. 14 329, 15024.. 15387 



Seq. No. 6308 Seq. ID 

Gene No. 13266 Strand 

Start 86 . End 

Name OJ000118_06.0222.C13.ol .gs Method 

Start 86 End 

GI none Score 

Exons 86.. 253 



OJ000118_06.0222.C13 
+ 

253 

GENSCAN 

253 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6308 

13267 

987 

OJ000118_06.0222.C13.o2.np 
972 

4680204 



Seq. ID OJ000118_06.0222.C13 



Strand 
End 

Method 

End 

Score 



+ 

4702 
AAT/NAP 
4702 
1002 



972. .2408, 2504. .3603, 3715. .3888, 3985. .4114, 4479. .4702 
(AF114171) hypothetical protein [Sorghum bicolor] 



6308 

13267 

987 

OJ000118_06.0222.C13.o2.gs 

987 

none 

987.. 1647, 1864. .2243, 2289. 
2918.. 3603, 3715.. 3888, 3985 
4535. .4693 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,2408, 2504 



OJ000118_06.0222.C13 
+ 

4702 
GENSCAN 
4693 
.81 

2645, 2771. 



.4074, 4182. .4254, 4357 



.2916, 
. .4455, 



Seq. No. 6308 Seq. ID 

Gene No. 13267 Strand 

Start 987 • End 

Name OJ000118_06.0222.C13.ol.gp Method 

Start 3025 End 

GI uC-osflcypl76fl0bl Score 

Exons 3025.. 3503 

GI Descrip. 1 604 1757/gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



OJ000118_06.0222.C13 
+ 

4702 
AAT/GAP 
3503 
8 62 



Seq. No. 6308 Seq. ID 

Gene No. 13268 Strand 

Start 5009 End 

Name OJ000118_06 . 0222 . C13 . o3 . gp Method 

Start 5009 End 

GI 21474_1.R1084 Score 

Exons 5009.. 5152 



OJ000118_06.0222.C13 
+ 

5152 
AAT/GAP 
5152 
235 



6574 




GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 





Seq. No. 


6308 








Seq. ID 


OJ000118_06.0222.C13 




Gene No. 


13269 








Strand 






Start 


4808 








End 


4912 




Name 


OJ000118 06 


.0222. 


C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1617 








End 


2018 




GI 


none 








Score 


196 




Exons 


1617 . . 1850, 


1617 . 


. 1766, 


1718 . 


.1885, 1848.. 2018, 1923... 2018 




Seq. No. 


6308 








Seq. ID 


OJ000118_06.0222.C13 




Gene No. 


13269 








Strand 






Start 


4808 








End 


4912 




Name 


OJ000118 06 


.0222. 


C13.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2019 








End 


2716 




GI 


none 








Score 


61 




Exons 


- 2019. .2099, 


2337 . 


.2414, 


2495 . 


.2716, 2497..2S89 




Seq. No. 


6308 








Seq. ID 


OJ000118_06.0222.C13 




Gene No. 


13269 








Strand 






Start 


4808 








End 


4912 




. Name 


OJ000118 06 


.0222. 


C13.o3 


. tw 


Method 


TBLASTX: Wheat 


Q 


Start 


3530 








End 


4054 




GI 


none 








Score 


58 




Exons 


3530. .3610, 


3701. 


.3883, 


3751. 


.3876, 3983.. 4054 




Seq. No. 


6308 








Seq. ID 


OJ000118_06.0222.C13 


i . s 


Gene No. 


13269 








Strand 






Start 


" 4808 








End 


4912 




Name 


OJ000118 06 


.0222. 


C13.o2 


.gp 


Method 


AAT/GAP 


f Li 


Start 


4808 








End 


4912 




GI 


LIB3477-003 


-Pl-Kl 


-E9 




Score 


108 




Exons 


4808. .4912 














GI Descrip. 


*2498586/sp|Q40638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 














Seq. No. 


6309 








Seq. ID 


OJ000118_06.0222.C14 




Gene No. 


13270 








Strand 


+ 




Start 


978 








End 


'7255 




Name 


OJ000118 06 


.0222. 


C14.ol 


. gs 


Method 


GENSCAN 




Start 


978 








End 


7020 




GI 


none 








Score 


.83 




Exons 


978. .1576, 


2953. . 


3184, 


3496. . 


3617, 4019.. 4114, 4203. .4403, 






4488. .4647, 


4738. 


.4964, 


5046. 


.5106, 5245.. 5321, 5406.. 5495, 






5592. .5735, 


5818. 


. 6132, 


6360. 


.6560, 6715.. 7020 




Seq. No. 


6309 








Seq. ID 


OJ000118_06.0222.C14 




Gene No. 


13270 








Strand 


+ 




Start 


978 








End 


7255 




Name 


OJ000118 06 


.0222. 


C14.ol 


.np 


Method 


AAT/NAP 




Start 


1199 








End 


7073 




GI ■ 


4741190 








Score 


2873 




Exons 


1199. . 1576, 


2953. 


.3184, 


3418. 


.3587, 3663.-3848, 4019. .4114, 






4203. .4403, 


4488. 


.4647/ 


4738. 


.4964, 5046. .5163, 5245. .5321, 






5406. .5495, 


5592. 


. 6132, 


6219. 


.6299, 6384.. 6560, 6766.. 7073 



6575 



GI Descrip. (AL04 974 6) ABC-type transport-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6309 

13270 

978 

OJ0001 18_06 . 0222 . C14 . ol . gp 

4577 

2309848 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4577. .4647, 4738.-4964, 5046. .5090 

4741190/emblCAB41856.1| 6.0e-30 (AL049746) ABC-type 
transport-like protein [Arabidopsis thaliana] 



OJ000118_06.0222.C14 
+ 

7255 
AAT/GAP 
5090 
631 



; : 

i'U 



Seq. No. 


6309 




Seq. ID. 


OJ000118_06 


Gene No. 


13270 




Strand 


+ 


Start 


978 




End 


7255 


Name 


OJ000118_06 . 0222 . C14 . o2 . 


gp 


Method 


AAT/GAP 


btart 






rjnci 


•70CC 
/Zj J 


GI 


none 




Score 


636 


Exons 


6925.. 7255 * 








Seq. No. 


6309 




Seq. ID 


OJ000118_06 


Gene No. 


13271 ... 




Strand 


+ 


Start 


7816 




* End 


8054 


Name 


OJ000118 06.0222.C14.o3. 


gp 


Method 


AAT/GAP 


Start 


7816 




End 


8054 




4715358 




Score 


445 


Exons 


7816. .8054 








Seq. No. 


6309 




Seq. ID 


OJ000118_06 


Gene No. 


13272 




Strand 


+ 


Start 


16294 




End 


16752 


Name 


OJ000118 06.0222.C14.o5. 


gp 


Method 


AAT/GAP 


Start 


16294 




End 


16752 




2311271 




Score 


882 


Exons 


16294. .16752 








Seq. No. 


6309 




Seq. ID 


OJ000118_06 


Gene No. 


13273 




Strand 




Start 


8146 




End 


10636 


Name 


OJ000118 06.0222.C14.o2. 


np 


Method 


AAT/NAP 


Start 


8146 




End 


10483 


GI 


4538913 




Score 


232 


Exons 


8146. .8466, 8665. .8745, 


10319. .10483 




GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


6309 




Seq. ID 


OJ000118_06 


Gene No. 


13273 




Strand 




Start 


8146 




End 


10636 


Name 


OJ000118 06.0222.C14.o4. 


gp 


Method 


AAT/GAP 


Start 


10343 




End 


10636 


GI 


none 




Score 


510 


Exons 


10343.. 10636 








Seq. No. 


6309 




Seq. ID 


OJ000118_06 


Gene No. 


13274 




Strand 




Start 


15888 




End 


20844 



6576 



Name OJ000118_06 . 0222 . C14 . o4 . tc 

Start 1199 

GI . none 

Exons 1199.. 1288, 1321.. 1482, 1352. 

Seq. No. 6309 

Gene No. 13274 

Start 15888 

Name OJ000118_06 . 0222 .C14 . o3 . ts 

Start 1208 

GI none 

Exons 1208.. 1288, 1324.. 1482, 1346. 

2946.. 3128, 2947.. 3183, 3411. 



Method 
End 
Score. 
.1528 



TBLASTX: Cress 

1528 

72 



Seq. ID OJ000118_06.0222.C14 
Strand 

End 20844 

Method TBLASTX : Soybean 

End 3551 

Score 72 

.1483, 1522. .1578, 1523. .1579, 
.3551, 3416.. 3550 



Seq. No. 6309 

Gene No. 13274 

Start 15888 

Name OJ000118_06 . 0222 . C14 . o3 . tm 

Start 1412 

GI none 

Exons 1412.. 1483, 1414.. 1482, 1510. 

2950.. 3183, 2951.. 3184, 2960. 



Seq. ID OJ000118_06.0222.C14 
Strand 

End 20844 
Method TBLASTX : Mai ze 
End 3569 
Score 133 

.1578, 1511.. 1582, 2950.. 3183, 
.3196, 3411. .3569, 3416. .3568 



Seq. No. 6309 

Gene No. 13274 

Start . 15888 

Name OJ000118_06 . 0222 . C14 . o2 . tm 

Start 4045 

GI none 

Exons 4045.. 4110, 4051.. 4116, 4176. 

4201. .4416, 4479. .4529 



Seq. ID OJ000118_06.0222"?C14 i 
Strand 

End 20844 

Method TBLASTX : Mai ze 

End 4 529 

Score 106 

.4403, 4178. .4405, 4194. .4403, 



Seq. No. 6309 

Gene No. 13274 

Start 15888 

Name OJ000118_06 . 0222 .C14 .ol.tc 

Start 4290 

GI none 

Exons 4290. .4370, 4488. .4646, 4488. 

4731. .4955, 4736. .4954 



Seq. ID OJ000118_06.0222.C14 
Strand 

End 20844 

,Method TBLASTX : Cress 

End 4 955 

Score 90 

.4619, 4490. .4696, 4490. .4633, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6309 

13274 

15888 

OJ000118_06.0222.C14 .o2.ts 

4305 

none 

4305. .4403, 4316. .4405, 4478. 
4490. .4648, 4731. .4928, 4736. 

6309 

13274 

15888 

OJ000118_06.0222 .C14 .ol.ts 

5043 

none 

5043. .5162, 5044. .5133, 5045. 



Seq. ID OJ000118_06.0222.C14 
Strand 

End 20844 

Method TBLASTX : Soybean 

End 4 928 

Score 112 
.4639, 4479.-4646, 4489. .4647, 
.4927 

Seq. ID OJ000118_06.0222.C14 
Strand 

End 20844 

Method TBLASTX : Soybean 

End 6990 

Score 191 

.5161, 5213.. 5320, 5244.. 5333, 



6577 






5402. .5494, 


5403. 


.5498, 


5592. 


.5735, 5644.. 5733, 


5666. .5734, 




5810. .5881, 


5813. 


.6010, 


5814. 


.6056, 5817.. 6068, 


5818. .6063, 




5912. .6064, 


6222. 


.6299, 


6365. 


.6553, 6372.. 6563, 


6387. .6563, 




6736. .6990, 


6762. 


.6941 










Seq. No. 


6309 








Seq. ID 


OJ000118 


_06.0222.C14 


Gene No. 


13274 








Strand 






Start 


15888 








End 


20844 




Name 


OJ000118 06. 


0222. 


C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5142 








End 


7086 






none 








Score 


40 




Exons 


5142. .5168, 


5142. 


.5162, 


5240. 


.5314, 5240. .5320, 


5244. .5333, 




5403. .5498, 


5403. 


.5498, 


5592. 


.5735, 5592.. 5735, 


5804. .6130, 




5817. .6131, 


5818. 


.6132, 


5891. 


.6133, 6216. . 6299, 


6217. .6300, 




6219. .6326, 


6379. 


.6546, 


6383. 


.6547, 6384. .6563, 


6387. .6563, 




6736. .7005, 


6757. 


.7005, 


6759. 


.7016, 7027.. 7086 




Seq. No. 


6309 








Seq. ID 


OJ000118 




Gene No. 


LJ/Z 1 4 








Strand 






Start 


15888 








End 


20844 




Name 


OJ000118 06. 


0222. 


C14.o3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5896 








End 


6293 




GI 


none 








Score 


205 




Exons 


5896. .6063, 


5898. 


.6044, 


6216. 


.6293 






Seq. No. 


6309 








Seq. ID 


OJ000118 


_06.0222.C14 


Gene No . 


XjZ 1 4 








Strand 






Start 


15888 








End 


20844 




Name 


OJ000118 06. 


0222. 


C14.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6473 








End 


6933 




GI 


none 








Score 


100 




Exons 


6473. .6553, 


6474. 


.6563, 


6736. 


.6933, 6763.-6888, 


6765. .6911 


Seq. No. 


6309 








Seq. ID 


OJ000118 


_06.0222.C14 


Gene No. 


13274 








Strand 






Start 


15888 








End 


20844 




Name 


OJ000118 06. 


0222. 


C14.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8128 








End 


10517 




GI 


none 








Score 


75 




Exons 


8128. .8196, 


8129. 


.8197, 


8158. 


.8325, 8171. .8326, 


8287. .8466, 




8327. .8479," 


8656. 


.8745, 


8657. 


.8746, 8666. .8746, 


10316. .1042: 




10319. .10423, 10467.. 10517 








Seq. No. 


6309 








Seq. ID 


OJ000118 


_06.0222.C14 


Gene No . 


13274 








" Strand 






Start 


15888 








End 


20844 




Name 


OJ000118 06. 


0222. 


C14.o3 


.gs 


Method 


GENSCAN 




Start 


15888 








End 


20844 




GI 


none 








Score 


.9 




Exons 


15888. .16124 


, 16234. .16512, 20340 .. 20416, 20775 


. .20844 


Seq. No. 


6310 








Seq. ID 


OJ000118 


_06.0222.C16 


Gene No. 


13275 








Strand 






Start 


3270 








End 


3702 




Name 


>:*-OJ000118 06. 


0222. 


C16.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3270 








End 


3702 




GI 


none 








Score 


76 





6578 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3270.. 3326, 3271.. 3354, 3409.. 3702, 3507.. 3701 



6310 

13276 

3802 

OJ000118_06.0222.C16.ol, 

3802 

none 

3802.. 3861, 38S6..3969, 
4067. .4234, 4067. .4108, 

6310 

13276 

3802 

OJ000118_06.0222.C16.ol. 

3841 

none 

3841.. 3939, 3919.. 3996, 
4181. .4234 



tm 



3919. 
4117. 



tw 



3929. 



Seq. ID OJ000118_06.0222.C16 
Strand 

End 4234 

Method TBLASTX : Mai ze 

End 4234 

Score 7 6 

.4035, 3920. .4066, 4046. .4123, 
.4224 

Seq. ID OJ000118_06.0222.C16 
Strand 

End 4234 

Method TBLASTX : Wheat 

End 4234 

Score 96 

.4057, 4054. .4143, 4055. .4177, 



LJ 



Seq. No. 6311 

Gene No. 13277 

Start 310 

Name OJ000118_06 . 0222 .C17 . ol . gs 

Start 310 

GI none 

Exons 310.. 348, 514.. 636 

Seq. No. 6311 

Gene No. 13278 

Start 1859 

Name OJ000118_06 . 0222 . C17 . o2 . gs 

Start 1859 

GI none 

Exons 1859.. 1926, 2064.. 2574 



Seq. ID OJ000118 06.0222.C17 



Strand 
End 



+ 

636 



Method GEN SCAN 
End 636 



Score 



.58 



Seq. ID OJ000118 06.0222.C17 



Strand 
End 

Method 

End 

Score 



+ 

2574 
GENSCAN 
2574 
.7 





Seq. No. 


6311 




Seq. ID 


OJ000118 




Gene No. 


13279 




Strand 






Start 


3366 




End 


5579 '* 


■J 


Name 


OJ000118 06.0222.C17.o3 


.gs 


Method 


GENSCAN 




Start 


3366 




End 


5579 




GI 


none 




Score 


.6 




Exons 


3366. .3417, 3875.. 3971, 


4053. 


.4172, 4500.. 4533, 




Seq. No. 


6312 




Seq. ID 


OJ000118 




Gene No. 


13280 




Strand 


+ 




Start 


752 




End 


988 




Name 


OJ000118 06.0222.C18.ol 


. gs 


Method 


GENSCAN 




Start 


752 




End 


988 




GI 


none 




Score 


.69 




Exons 


752. .835, 887. .988 










Seq. No. 


6312 




Seq. ID 


OJ000118 




Gene No. 


13281 




Strand 


+ 




Start 


4768 




End 


6497 




Name 


OJ000118 06.0222.C18.o2 


. gs 


Method 


GENSCAN 




Start 


4768 




End 


6497 



6579 




GI 


none 




Score 


.81 


Exons 


4768. .6497 








Seq. No. 


6312 




Seq. ID 


OJ000118_06.0222.C18 


Gene No. 


13281 




Strand 


+ 


Start 


4768 




End 


6497 


Name 


OJ000118 06.0222.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5950 




End 


6402 


GI 


none 




Score 


113 


Exons 


5950. .6078, 6154. .6402 








Seq. No. 


6313 




Seq. ID 


OJ000118_06.0222.C19 


Gene No. 


13282 




Strand 


+ 


Start 


1 




End 


1318 


Name 


. OJ000118 06.0222.C19.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1318 


GI 


6466937 




Score 


1132 


Exons 


1. .1318 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


6313 




Seq. ID 


OJ000118 06.0222.C19 


Gene No. 


13282 




Strand 


+ 


Start 


1 




End 


1318 


Name 


OJ000118 06.0222.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


171 




End 


617 


GI 


none 




Score 


389 


Exons 


171. . 617, 239. .583 








Seq. No. 


6313 




Seq. ID 


OJ000118 06.0222.C19 


Gene No. 


13282 




Strand 


+ 


Start 


1 




End 


1318 


Name 


OJ000118 06.0222.C19.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


171 




End 


485 


GI 


none 




Score 


237 


Exons 


171. .485, 197. .361 








Seq; No. 


6313 




Seq. ID- 


OJ000118_06.0222.C19 


Gene No. 


13282 




Strand 


+ 


Start 


1 




End 


1318 


Name 


OJ000118 06.0222.C19.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


187 




End 


671 


GI 


none 




Score 


139 


Exons 


187. .594, 188. .646, 195 


. .671, 


200. . 658 




Seq. No. 


6313 




Seq. ID 


OJ000118_06.0222.C19 


Gene No. 


13282 




Strand 


+ 


Start 


1 




End 


1318 


Name 


OJ000118 06.0222.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


264 




End 


587 


GI 


none 




Score 


192 


Exons 


264. .587 








Seq. No. 


6313 




Seq. ID 


OJ000118_06.0222.C19 


Gene No. 


13282 




Strand 


+ 


Start 


1 




End 


1318 


Name 


OJ000118 06.0222.C19.ol 


.ts 


Method 


TBLASTX : Soybean 



6580 



Start 
GI 

Exons 



594 
none 

594. .953 



End 
Score 



953 
295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6313 
13282 
1 

OJ000118 06.0222.C19.o2.tw Method TBLASTX : Wheat 



Seq. ID OJ000118_06.0222.C19 
Strand + 
End 1318 



666 
none 

666. .1067 



End 
Score 



1067 
300 



erf 

! 5 S 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6313 
13282 
1 

OJ000118 06.0222.C19.ol.tm Method TBLASTX: Maize 



Seq. ID OJ000118_06.0222.C19 
Strand + 
End 1318 



695 
none 

695. .1141, 696.. 1232 

6313 

13282 

1 



End 
Score 



1232 
635 



Seq. ID OJ000118_06.0222.C19 
Strand + 
End 1318 



OJ000118 06.0222.C19.o3.ts Method TBLASTX: Soybean 



977 
none 

977. .1126, 978. .1232 

6314 

13283 

4 



End 
Score 



1232 
198 



Seq. ID OJ000118_06.0222.C21 
Strand 

End 912 



OJ000118 06.0222.C21.ol.np Method AAT/NAP 



End 
Score 



912 
635 



3810596 
4.. 912 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



'j* Seq. No. 

Gene No. 
□ Start 

Name 

Start . 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



6314 
13283 

4 End 
OJ000118_06 . 0222 . C21 .,ol . tm Method TBLASTX : Maize 

11 End 645 

none Score 

11. .157, 12. .140, 202. .645, 239. .631 



Seq. ID OJ000118_06.0222.C21 
Strand 

912 



58 



6314 
13283 
4 

OJ000118 06.0222.C21.ol.tw Method TBLASTX: Wheat 



Seq. ID OJ000118_06.0222.C21 
Strand 

End 912 



167 
none 

167. .538, 187. .537 

6314 W.--. 

13283^ •• 
4 



End 
Score 



538 
127 



Seq. ID OJ000118_06. 0222 .C21 
Strand 

End 912 



6581 



Name 

Start 

GI 

Exons 



OJ0001 18_06 . 0222 . C21 . o2 . tw Method 

598 End 

none Score 
598. .900, 599. .901 



TBLASTX: Wheat 

901 

95 



Seq. No. 6314 Seq. ID 

Gene No. 13283 Strand 

Start 4 End 

Name OJ000118_06 . 0222 . C21 . o2 . tm Method 

Start 64 6 End 

GI none Score 

Exons 646.. 912, 647.. 910 



OJ000118_06.0222.C21 
912 

TBLASTX: Maize 

912 

223 



Seq. No. 6315 Seq. ID 

Gene No. 13284 Strand 

Start 143 End 

Name OJ000118_06 . 0222 . C22 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143.. 276, 432.. 549 



OJ000118_06.0222.C22 
549 

GENSCAN 
54 9 
.89 



U 
hJ 

ru 



Seq. No. 6316 Seq. ID 

Gene No. 13285 Strand 

Start 869 End 

Name OJ000118_02 . 0222 . CI . ol . gs Method 

Start 8 69 End 

GI none Score 

Exons 869. .1031, 1911. .1981, 2414. .2515 



OJ000118_02.0222.C1 

2515 
GENSCAN 
2515 
.84 



! isf 



L:j Seq. No. 
Gene No. 
Start 
1 >e * Name 
* Start 

□ GI 
Exons 

' ^ Seq. No. 
: == Gene No. 
Q Start 

□ Name 
Start 
GI 

Exons 



6317 Seq. ID 

13286 Strand 

9029 End 

OJ000118_02 . 0222 . C2 . ol . gp Method 

9029 End 

5607577 Score 
9029.. 9554 



6317 
13287 
169 

OJ000118_02.0222.C2.ol.g's 
169 



none 
169. . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

374, 670. .902, 1023. .1153, 1705.. 



OJ000118_02.0222.C2 
+ 

9554 
AAT/GAP 
9554 
1021 



OJ000118 02. 0222. C2 



7068 
GENSCAN 
7068 
.83 
1736, 1833. 



,1927, 



2023. .2096, 2201. .2336, 2432. .2495, 2575. .2637, 2722. .2861, 

4216, 4305. .4412, 

5681, 5772.. 5868, 
7068 



3308 
4604 
6043 



3429, 3513.. 3678, 3760.. 3879, 4145. 
4720, 4799.. 4937, 5343.. 5500, 5572. 
.6154, 6239. .6444, 6844. .6875, 7011. 



Seq. No. 6317 

Gene No. 13287 

Start 169 

Name OJ000118_02 . 0222 . C2 . ol .np 

Start 984 

GI 4510428 

Exons 984.. 1153, 1705.. 1736, 1833. 



OJ000118_02.0222.C2 

7068 
AAT/NAP 
6444 
1763 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,1927, 2023.. 2096, 2201.. 2336; 



2432. .2495, 2575. .2637, 2722. .2861, 3050. .3188, 3308. .3429, 



6582 



GI Descrip. 



3513.. 3560, 3588.. 3678, 3760.. 3879, 4145.. 4216, 4305.. 4412, 
4604. .4720, 4799.. 4937, 5394.. 5500, 5572.. 5681, 5772.. 5905, 
6001.. 6154, 6239.. 6444 

(AC006929) Argonaute (AGOl)-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6317 

13287 

169 

OJ0001 
1706 
none 
1706. . 
2023. . 
2430. . 
2719. . 
3305. . 
3830. . 
4556. . 
5390. . 
6040. . 



18 02.0222.C2.ol.tc 



1738, 
2097, 
2501, 
2871, 
3430, 
3880, 
4726, 
5506, 
6156, 



1829. 
2027. 
2432. 
2730. 
3306. 
4139. 
4 632. 
5569. 
6242. 



.1948, 
.2098, 
.2509, 
.2861, 
.3413, 
.4258, 
.4721, 
.5691, 
.6358, 



1830. 
2199. 
2439. 
3047. 
3541. 
4139. 
4791. 
5576. 
6256. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1934, 
.2339, 
.2504, 
.3097, 
.3678, 
.4216, 
.4850, 
.5683, 
.6444, 



D OJ000118 02. 0222. C2 



7068 

TBLASTX: 
6444 
73 

1835. .1948, 
2200. .2343, 
2574 . .2639, 
3087. .3140, 
3760. .3801, 
4296. .4466, 
4796. .4936, 
5768. .5830, 
6281. .6361 



Cress 



2021. 
2260. 
2575. 
3147. 
3802. 
4297. 
4878. 
5773. 



.2095, 
.2340, 
.2637, 
.3215, 
.3882, 
.4386, 
.4982, 
.5904, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6317 

13287 

169 

OJ000118__02, 
1706 - 
none 
1706. 
2023. 
2419. 
2731. 
3091. 
3347. 
4139. 
4617. 
5569. 



Seq. ID OJ000118_ 
Strand ' - 



02. 0222. C2 



.1738, 
,2097, 
,2502, 
.2862, 
.3183, 
,3430, 
,4219, 
,4721, 
,5700, 



0222.C2.ol.tm 



End 

Method 

End 

Score 



706.8 

TBLASTX: Maize 

5844 

68 



1826. 
2027. 
2430. 
2751. 
3147. 
3517. 
4140. 
4796. 
5770. 



1945, 
2098, 
2501, 
2897, 
3215, 
3558, 
4238, 
4936, 
5841, 



1835. 
2199. 
2432. 
3032. 
3305. 
3760. 
4296. 
4799. 
5770. 



,1948, 2021. .2086, 2022, 

,2339, 2200.. 2337, 2263, 

,2509, 2574. .2639, 2722, 

,3097, 3036.. 3083, 3087, 

,3346, 3306.. 3344, 3345, 

.3801, 3826.-3882, 3827, 

,4415, 4297. .4371, 4541, 

,4936, 5390.. 5506, 5567, 
,5844 



,2087, 
,2340, 
.2742, 
,3140, 
,3431, 
,3880, 
,4726, 
.5683, 



Seq. No. 6317 
Gene No. 13287 
Start 169 

Name OJ000118_02 . 0222 . C2 . ol . ts 

Start 1706 
GI none 

Exons 1706.. 1738, 1812.. 1928, 1830. 

2021.. 2077, 2022.. 2075, 2023. 
2202.. 2342, 2432.. 2509, 2433. 
2745. .2861, 3047. .3097, 3087. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 02. 0222. C2 



7068 

TBLASTX: Soybean 
3134 
69 

1931, 1835. .1948, 1837. .1929, 
2097, 2024.. 2098, 2199.. 2339, 
2510, 2574. .2639, 2722. .2871, 
3134 



Seq. No. 6317 

Gene No. 13287 

Start 169 

Name OJ000118_02 . 0222 . C2 . o4 . ts 

Start 3305 

GI none 

Exons 3305.. 3430, 3306.. 3431, 3517. 

3802. .3882, 4139.. 4216, 4140. 



Seq. ID OJ000118_02.0222.C2 
Strand 

End 7068 

Method . TBLASTX: Soybean 

End 4415 

Score 110 

.3558, 3610. .3678, 3760. .3801, 
.4238, 4296. .4415, 4297. .4413 



6583 



Q 



Si 

'iJ 

:3 ; s 



's=f 



Seq. No. 


6317 






Seq. ID 


OJ000118_02.0222.C2 


Gene No. 


13287 






Strand 




Start 


169 






End 


7068 


Name 


OJ000118 02.0222 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4592 






End 


5904 


GI 


none 






Score 


80 


Exons 


4592.. 4726, 4593 


. .4721, 


4791. 


.4850, 4796. .4936, 4878. .4946, 




5390.. 5506, 5567 


. .5683, 


5569. 


.5691, 5773.. 5904, 5776.. 5847 


Seq. No. 


6317 






Seq. ID 


OJ000118_02.0222.C2 


Gene No. 


13287 






Strand 




Start 


169 






End 


7068 


Name 


OJ000118 02.0222 


.C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6040 






End 


6445 


GI 


none 






Score 


64 


Exons 


6040.. 6156, 6059 


. .6157, 


6253. 


.6444, 6281.. 6445 


Seq. No. 


6317 






Seq. ID 


OJ0001T8_02.0222.C2 


Gene No. 


13287 






Strand 




Start 


169 






End 


7068 


Name 


OJ000118 02.0222 


.C2.o2. 


tm 


Method 


TBLASTX: Maize . 


Start 


6043 






End 


6432 


GI 


none 






Score 


74 


Exons 


6043.. 6150, 6.053 


. .6151, 


6060. 


.6167, 6256..6432, 6275. .6361 


Seq. No. 


6318 






Seq. ID 


OJ000118_02.0222.C3 


Gene No. 


13288 






Strand 




Start 


583 






End 


1427 


Name 


OJ000118 02.0222 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


583 






End 


1427 


GI 


none 






Score 


.79 


Exons 


583. .1055, 1223. 


.1244, 


1353. . 


1427 




Seq. No. 


6319 






Seq. ID 


OJ000118_02.0222.C4 


Gene No. 


13289 






Strand 




Start 


1846 






End 


1924 


Name 


OJ000118 02.0222 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


1846 






End. 


1924 


GI 


90742 1.R1084 






Score 


97 


Exons 


1846. .1924 










GI Descrip. 


, 5734 616/dbj | AP000391 . 1 | AP000391 4.0e- 


■29 Oryza sativa genomic 




DNA, chromosome 


6, clone:P0538C01' 




Seq. No. 


6320 






Seq. ID 


OJ000118_02.0222.C5 


Gene No. 


13290 






Strand 


+ 


Start 


1186 






End 


6178 


Name 


OJ000118 02.0222 


.C5.ol . 


gs 


Method 


GENSCAN 


Start 


1186 




End 


5864 


GI 


none 






Score 


.83 


Exons 


1186.. 1267, 3383 


. . 3683 , 


3783. 


.4854, 5606.. 5683, 5775.. 5864 


Seq. No. 


6320 






Seq. ID 


OJ000118_02.0222.C5 


Gene No. 


13290 






Strand 


+ 


Start 


1186 






End 


6178 


Name 


OJ000118. 02.0222 


.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


4227 






End 


4824 


GI 


11249 1.R1084 






Score 


1132 



6584 



Exons 

GI Descrip. 



4227. .4824 

'3790587 5.0e-24 (AF079182) RING-H2 finger protein RHF2a 
[Arabidopsis thaliana] 1 



Seq. No. 6320 Seq. ID 

Gene No. 13290 Strand 

Start 1186 End 

Name OJ000118_02 . 0222 . C5 . o2 . gp Method 

Start 5732 End 

GI 3768571 Score 

Exons 5732.. 6178 



OJ000118_02.0222.C5 
+ 

6178 
AAT/GAP 
6178 
749 



Seq. No. 


6320 


Seq. ID 


OJ000118 


Gene No. 


13291 


Strand 


+ 


Start 


7262 


End 


7726 


Name 


OJ000118 02.0222.C5.o2.gs 


Method 


GENSCAN 


Start 


7262 


End 


7726 


GI 


none 


Score 


.58 


Exons 


7262. .7374, 7666.. 7726 






Seq. No. 


6320 


Seq. - ID 


OJ000118 


Gene No. 


13292 


Strand 


+ 


Start 


11779 


End 


16367 


Name 


OJ000118 02.0222.C5.ol.np 


Method 


AAT/NAP 


Start 


11779 


End 


15117 


GI 


1899175 


Score 


1830 


Exons 


11779. .12579, 13432 .. 13572, 


136591 .13814, 13908 




14106. .14273, 14699. .14923, 


15001. .15117 


GI Descrip. 


( U902 62 ) calcium-dependent 


calmodulin- 


■independe: 




CDPK [Cucurbita pepo] 






Seq. No. 


6320 


Seq. ID 


OJ000118 


Gene No. 


13292 . 


Strand 


+ 


Start 


11779 


End 


16367 


Name 


OJ000118 02.0222.C5.o4.gs 


Method 


GENSCAN 


Start 


13326 


End 


16367 


GI 


none 


Score 


.74 


Exons 


13326. .13332, 13432 .. 13575, 


13662. .13814, 13908 




14106. .14273, 14699. .14923, 


15001. .15119, 16166 



02. 0222. C5 



14023, 
16367 



Seq. No. 


6320 




Seq. ID 


OJ000118_02.0222.C5 


Gene No. 


13293 




Strand 


+ 


Start 


19999 




End 


23164 


Name 


OJ000118 02. 0222. C5 


. o2 . np 


Method 


AAT/NAP 


Start 


19989 




End 


22766 


GI 


3790587 




Score 


792 


Exons 


19989. .20130, 20229 


. .20275, 


21473. .21535, 21609 .. 21717 , 




21820. .22182, 22287 


. .22384, 


22469. .22766 


GI Descrip. 


(AF079182) RING-H2 


finger protein RHF2a [Arabidopsis thaliana] 


Seq. No. 


6320 




Seq. ID 


OJ000118_02.0222.C5 


Gene No. 


13293 




Strand 


+ 


Start 


19999 




End 


23164 


Name 


OJ000118 02. 0222. C5 


. o5 . gs 


Method 


GENSCAN 


Start 


19999 




End 


22769 


GI 


none 




Score 


.7 


Exons 


19999. .20228, 21007 


. .21025, 


21473. .21535, 21820 .. 22187, 



6585 



22277. .22384, 22469.. 22769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6320 Seq. ID OJ000118_02 . 0222 . C5 

13293 Strand + 

19999 End 23164 

OJ000118_02 . 0222 . C5 . o3 . gp Method AAT/GAP 

21466 End 21924 

569794 Score 502 

21466. .21535, 21609 .. 21708 , 21820. .21924 

3790587 5.0e-24 (AF079182) RING-H2 finger protein RHF2a 

[Arabidopsis thaliana] 



Seq. No. 6320 

Gene No. 13293 

Start 19999 

Name OJ000118_02 . 0222 . C5 . o4 . gp 

Start 22588 

GI uC-osflcypl78d09al 

Exons 22588. .22814, 22940.. 23164 

GI Descrip. '3790587 5.0e-24 (AF079182) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_ 
+ 

23164 
AAT/GAP 
23164 
868 



02. 0222. C5 



RING-H2 finger protein RHF2a 





Seq. No. 


6320 










Seq. ID 


OJ000118 


_02.0222.C5 


j" E 


Gene No . 


13294 










Strand 


+ 




'is? 


Start 


23717 










End 


24361 






Name 


OJ000118 02. 


0222 


C5 06 




Method 


GENSCAN 






Start 


23717 










End 


24361 




ru 


GI 


none 










Score 


.89 




i:3 

; . i 


Exons 


23717. 


.24361 












t. "i 


Seq. No. 


6320 










Seq. ID 


OJ000118 


_02.0222.C5 


i 


Gene No. 


13295 










Strand 






i y 


Start 


8213 










End 


22724 




i: 


Name 


OJ000118 02. 


0222 


.C5.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4129 










End 


20130 




* 


GI 


none 










Score 


321 




Li 


Exons 


4129. . 


4377, 


4177 


. .4299, 


4357. 


.4377, 4430.. 4447, 


4464. .4502, 






4471. . 


4503, 


4 630 


. .4686, 


4667. 


.4732, 4796.. 4819, 


20032. .20130 


;" ~t 

i- — f 


Seq. No. 


6320 










Seq. ID 


OJ000118 


_02.0222.C5 


□ 


Gene No. 


13295 










Strand 








Start 


8213 










End 


22724 






Name 


OJ000118 02. 


0222 


.C5.o5. 


tm 


Method 


TBLASTX: 


Maize 




Start - 


4509 










End 


6164 






GI 


none 










Score 


77 






Exons 


4509. . 


4592, 


4513 


. .4611, 


4598. 


.4627, 4735. .4794, 


5616. .5684, 






5622. . 


5681, 


5636 


. .5692, 


5636. 


.5692, 5769. .5876, 


5772. .5876, 






5774. . 


5878, 


5780 


. .5878, 


5998. 


.6063, 6002.. 6064, 


6011. . 6064, 






6039. . 


6104, 


6077 


. .6106, 


6106. 


-.6162, 6108.. 6164, 


6109. . 6150, 






6110. . 


6163 
















Seq. No. 


6320 










Seq. ID 


OJ000118 


_02.0222.C5 




Gene No. 


13295 










Strand 








Start 


8213 










End 


22724 






Name . 


OJ000118 02. 


0222 


.C5.o3. 


gs 


Method 


GENSCAN 






Start 


I • 8213 










End 


12938 






GI 


none 










Score 


.52 





6586 



Exons 



8213.. 8797, 9891.. 10024, 10132 10288 , 11185 .. 11215, 



U 



! s 

ry 

C3 





11452. 


.12110, 


12162 


. .12623, 


12903. .12938 






Seq. No. 


6320 








Seq. ID 


OJ000118 


_02.0222 


.C5 


Gene No. 


13295 








Strand 








Start 


8213 








End 


22724 






Name 


OJ000118 02. 0222. C5 


.ol.tc 


Method 


TBLASTX : 1 


Cress 




Start 


12033 








End 


15062 






GI 


none 








Score 


48 






Exons 


12033. 


.12083, 


12092 


. .12286, 


12093. ..1257 


'8, 12362 


. .12577, 






13426. 


.13593, 


13433 


. .13597, 


13434. .13571, 13657 


. .13815, 






13658. 


.13816, 


13895 


. .14020, 


13904. .14026, 13909 


. .14028, 






14094. 


.14318, 


14094 


. .14270, 


14699. .14932, 14702 


. .14884, 






14998. 


.15051, 


15000 


. .15062 










Seq. No. 


6320 








Seq. ID 


OJ000118 


JD2.0222 


.C5 


Gene No. 


13295 








Strand 








Start 


8213 








End 


22724 






Name 


OJ000118 02. 0222. C5 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


12093 








End 


15092 






GI 


none 








Score 


606 






Exons 


12093. 


.12581, 


12107 


. .12580, 


12336. .12581, 13430 


. .13594, 






13431. 


.13571, 


13448 


. .13573, 


13657. .13806, 13658 


. .13813, 






13904. 


.14026, 


13912 


. .14028, 


14094. .14333, 14094 


. .14282, 






14691. 


.14918, 


14699 


. .14923, 


14702. .14872, 14703 


. .14891, 






15000. 


.15092, 


15001 


. .15090 










Seq. No. 


6320 








Seq. ID 


OJ000118 


_02.0222 




Gene No. 


13295 








Strand 








Start 


8213 








End 


22724 






Name 


OJ000118 02. 0222. C5 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12243 








End 


12530 






GI 


none 








Score 


396 






Exons 


12243. 


.12530, 


12260 


. .12295, 


12336. .12530 






Seq. No. 


6320 








Seq. ID 


OJ000118 


_02.0222 


.C5 


Gene No. 


13295 








Strand 








Start 


8213 








End 


22724 






Name 


OJ000118 02. 0222. C5 


. ol.tm 


Method 


TBLASTX:! 


Maize 




Start 


'12246 








End 


14761 






GI 


none 








Score 


87 






Exons 


12246. 


.12299, 


12260 


. .12289, 


12312. ..12371, 12339 


. .12398, 






12393. 


.12410, 


12396 


. .12581, 


12416. .12580, 12420 


. .12593, 






13430. 


.13597, 


13431 


. .13571, 


13436. .13573, 13657 


. .13815, 






13658. 


.13816, 


13895 


. .14026, 


13903. .1402 


8, 13904 


. .14026, 






14093. 


.14143, 


14094 


. .14282, 


14094. .14270, 14698 


. .14757, 






14699. 


.14761 














Seq. No. 


6320 








Seq. ID 


OJ000118 


JD2.0222 


.C5 


Gene No. 


13295 








Strand 








Start 


8213 








End 


22724 






Name 


OJ000118 02. 0222. C5 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12531 








End 


16422 






GI 


none 








Score 


88 






Exons 


12531. 


.12581, 


12533, 


. .12592, 


13430. .1358 


8, 13431 


. .13571, 






13496. 


.13573', 


13594, 


. .13812, 


13658. .13813, 16333 


. .16422 





6587 



Seq. No. 6320 

Gene No. 13295 

Start 8213 

Name OJ000118_02 . 0222 .C5.ol.tw 

Start 14184 

GI none 

Exons 14184. .14318, 14699 14932, 
15001. .15117 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_02.0222.C5 
22724 

TBLASTX: Wheat 

15117 

101 



14703. .14924, 15000 .. 15113, 



Seq. No. 6320 

Gene No. 13295 

Start 8213 

Name OJ000118_02 . 0222 . C5 . o2 . tm 

Start 14762 

GI none 

Exons 14762. .14932, 14762 .. 14887, 
15000. .15191, 15001.. 15123 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_02.0222.C5 
22724 

TBLASTX: Maize 

15191 

282 



14763. .14939, 14 998 .. 15126, 



□ 



ill 



I'- 



Q 



Seq. No. 6320 
Gene No. 13295 
Start 8213 

Name OJ000118_02 . 0222 . C5 . o2 . ts 

Start 20002 
GI none 

Exons 20002. .20133, 20034 20141, 

20229. .20276, 21459 .. 21530, 
21607. .21720, 21642 .. 21716, 
22143. .22202, 22271. 
22466.-22624, 22488. 



Seq. No. 
rU Gene No. 
i! Start 
Name 
Start 
GI 

Exons 



.22387, 
.22634 



Seq. ID 

Strand 

End 

Method 

End 

-Score 



OJ000118_02.0222.C5 
22724 

TBLASTX : Soybean 

22634 

190 



20160. .20276, 20215 .. 20277 , 

21471. .21527, 2 14 73 .. 21538 , 

21820. .21867, 21822 .. 21890, 

22275.-22385, 22461 .. 22628, 



Seq. ID OJ000118_02.0222.C5 
Strand 

End 22724 
Method TBLASTX : Cress 
End 22636 
Score 174 

20005. .20133, 20034 .. 20153, 20161 20277 , 20229 .. 2027 6, 
20231. .20278, 21459 .. 21530, 21473 .. 21535, 21607 .. 21720, 
21611. .21721, 21639. .21716, 21820 .. 21867 , 21835 .. 21972, 
21837. .21887, 21879 .. 21920, 22250 .. 22387 , 22287 .. 22385, 
22461. .22631, 22466.-22636 



6320 

13295 

8213 

OJ000118_02.0222.C5.o2.tc 

20005 

none 



Seq. No. 6320 
Gene No. 13295 
Start 8213 

Name OJ000118_02 . 0222 . C5 . o4 . tm 

Start 20160 
GI none 
Exons 20160, 

21473. 

21814. 

22323. 

22703. 



.20276, 20222. 

,21535, 21473. 

.21963, 21834. 

.22388, 22467. 
.22720 



.20278, 
.21535, 
.21947, 
.22631, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_02.0222.C5 
22724 

TBLASTX: Maize 

22720 

86 



20229. .20276, 21459 .. 21530, 

21607. .21720, 21687 .. 21716, 

22310. .22387, 22311 .. 22385, 

22469.-22654, 22470 .. 22 661, 



Seq. No. 
Gene No. 
Start 



6320 

13295 

8213 



Seq. ID 

Strand 

End 



OJ000118 02. 0222. C5 



22724 



6588 



Name 


OJ000118 02. 0222. C5 . 


o5. tw 


Method 


TBLASTX: Wheat : 




Start 


21619 




End 


21936 




GI 


none 




Score 


131 




Exons 


21619. .21720, 21620. 


.21721, 


21687. .21716, 21820 .. 218 67 , 






21823. .21936, 21825. 


.21935 








Seq. No. 


6320 




Seq. ID 


OJ000118_02.0222. 


C5 


Gene No. 


i Tone 

13295 




Strand 






Start 


8213 




End 


22724 




Name 


OJ000118 02. 0222. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


22455 




End 


22724 




GI 


none 




Score 


286 




Exons 


22455. .22724, 22459. 


.22545, 


22460. .22723 




Seq. No. 


6321 




. Seq. ID 


OJ000118_02.0222. 


C6 


Gene No. 


13296 




Strand 


+ 




Start 


48 




End 


15011 




Name 


OJ000118 02. 0222. C6. 


ol .gs 


Method 


GENSCAN 




Start 


48 




End 


12102 




GI 


none 




Score 


.53 




Exons 


48. .783, 3335. .3589, 


4276. . 


4491, 4597 


..4803, 5377. .5470, 






7953.. 8025, 8706.. 88 


10, 9001.. 11226, 


11290. .12102 




Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222. 


C6 


Gene No. 


13296 




Strand 


+ 




Start 


48 




End 


15011 




Name 


OJ000118 02. 0222. C6. 


ol .np 


Method 


AAT/NAP 




Start 


9372 




End 


15011 




GI 


6498441 




Score 


6973 




Exons 


9372.. 10432, 10763.. 


11226, 


11290. .11663, 11847. .11981, 






12157. .12583, 12776. 


.13072, 


1324 4. .14 641, 14730. .15011 





GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 6321 Seq. ID 

Gene No. 13296 Strand 

Start 48 End 

Name OJ000118_02 . 0222 . C6 . o2 . gs Method 

Start 12662 End 

GI none Score 

Exons 12662.. 14974 



OJ000118_02.0222.C6 
+ 

15011 
GENSCAN 
14974 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6321 

13297 

15634 

OJ000118_02.0222.C6.ol.tm 
2 

none 



Seq. ID OJ000118_02.0222.C6 
Strand 

End 19080 

Method TBLASTX : Maize 

End 604 

Score 98 



2. .82, 3. .62, 50. .133, 51. .134, 140. .595, 141. .596, 500. .604 



6321 

13297 

15634 

OJ000118_02.0222.C6.ol.ts 
2 

none 



Seq. ID OJ000118_02.0222.C6 
Strand 

End 19080 

Method TBLASTX : Soybean 

End 596 

Score 85 



6589 




Exons 


2. .58, 3. .59, 51. .134, 131 


..589, 132.. 


.593, 270.. 596 




Seq. No. . 


6321 


Seq. ID 


OJ000118_02.0222 


.C6 


Gene No . 


\yz3 1 


Strand 






Start 


15634 


End 


19080 




Name 


OJ000118 02.0222.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


156 


End 


596 




GI 


none 


Score 


647 




Exons 


156. .596, 161. .595 








Seq. No. 


6321 


Seq. ID 


OJ000118_02.0222 


• C6 


Gene No. 


13297 


Strand 






Start 


15634 


End 


19080 




Name 


OJ000118 02.0222.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


305 


End 


19080 




GI 


none 


Score 


446 




Exons 


305.. 583, 306. .581, 18933. 


.18971, 190< 


12. .19080 




Seq. No. 


6321 


Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 


Strand 






Start 


15634 


- End 


19080 




Name 


OJ000118 02.0222.C6.o7.tw 


Method 


TBLASTX: Wheat 




Start 


9360 


End 


9912 




GI 


none 


Score 


34 




Exons 


9360.. 9395, 9520.. 9567, 9574.. 9672, 9579.. 9671, 9639.. 9878 




9655. .9912 








Seq. No. 


6321 


Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 


Strand 






Start 


15634 


End 


19080 




Name 


OJ000118 02.0222.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


9525 


End 


9810 




GI 


none 


Score 


197 




Exons 


9525.. 9809, 9562.. 9810 








Seq. No. 


6321 


Seq. ID 


OJ000118_02.0222 


-C6 


Gene No. 


13297 


Strand 






Start 


15634 


End 


19080 




Name 


XXJ000118 02.0222.C6.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9920 


End 


13378 




GI 


none 


Score 


234 




Exons. 


9920.. 9973, 12920 .. 13168 , 


12944. .13195, 13009 13194 , 






13229. .13378, 13240.. 13377 








Seq. No. 


6321 


Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 


Strand 






Start 


15634 


End 


19080 




Name 


OJ000118 02.0222.C6.o3.tw 


Method . 


TBLASTX: Wheat 




Start 


10647 


End 


11133 




GI 


none 


Score 


412 




Exons 


10647. .10820, 10648. .11133 


, 10842. .11102 




Seq. No. 


6321 


Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 


Strand 






Start 


15634 


End 


19080 




Name 


OJ000118 02.0222.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11297 


End 


11760 





6590 



cn 

C3 

ru 



■is* 



GI 


none 




Score 


198 




Exons 


11297. .11740, 11298. 


.11753, 


11299. .11760, 11299.. 11754 




Seq. No. 


6321 




Seq. ID 


y-v ~r rt rt rt *1 ^ rt rt rt rt rt rt rt 

OJ000118_02 .0222 


.C6 


Gene No. 


13297 




Strand 


~ 




Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11338 




End 


11703 




GI 


none 




Score 


120 




Exons 


11338. .11562, 11569. 


.11703 








Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 




Strand 






Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11428 




End 


11784 




GI 


none 




Score 


392 




Exons 


11428. .11784, 11463. 


.11774, 


11479. .11784 




Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 




Strand 






Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11761 




End 


12072 




GI 


none 




Score 


341 




Exons 


11761. .12072, 11769. 


.12059 








Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 




Strand 






Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


11811 




End 


12196 




GI 


none 




Score 


277 




Exons 


11811. .12089, 11812. 


.12090, 


12002. .12196 




Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 




Strand 






Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


11947 




End 


12319 




GI 


none 




Score 


155 




Exons 


11947. .12093, 11964. 


.12089, 


12089.. 12319 




Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 




Strand 






Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


12083 




End 


12372 




GI 


none 




Score 


238 




Exons 


12083. .12370, 12088. 


.12177, 


12214. .12372 




Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


Gene No. 


13297 




Strand 






Start 


15634 




End 


19080 




Name 


OJ000118 02. 0222. C6. 


o3. ts 


Method 


TBLASTX: Soybean ■ 




Start 


13067 




End 


13633 




GI 


5666795 




Score 


68 





6591 





Exons 


13067. .13165, 13241. 


.13378, 


13433. .13633 






GI Descrip. 


4206306 2-0e-10 (AF049110) 


prpol [Zea 


mays] 






Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


-C6 




Gene No. 


13297 




Strand 








Start 


15634 




End 


19080 






Name 


OJ000118_02.0222.C6. 


olO.tw 


Method 


TBLASTX: Wheat 






Start 


13381 




End 


13693 






GI 


none 




Score 


190 






Exons 


13381. .13557, 13394 . 


. 13582, 


13433. .13693 






Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 




Gene No. 


13297 




Strand 








Start 


15634 




End 


19080 






Name 


OJ000118 02. 0222. C6. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


13886 




End 


17770 






GI 


none 




Score 


236 






Exons 


13886. . 14107, 13903. 


. 14196, 


14006. .14218, 14032. .14181, 








14156. .14209, 17570. 


.17653, 


17726. .17770 






Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 




Gene No. 


13297 




Strand 








Start 


15634 




End 


19080 






Name 


OJ0001 18-^02 . 0222 . C6 . 


06 . tw 


Method 


TBLASTX: Wheat 






Start 


14023 




End 


14404 




'»» 


GI 


none 




Score 


321 




: > ■ * 
j L: 


Exons 


14023. . 14079, 14024 . 


. 14404, 


14027. n. 14 365, 14128. .14373 




^ 


Seq. No. . 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 


1 ; 3 


Gene No.' 


13297 




Strand 








Start 


15634 




End 


19080 






Name 


OJ000118_02 .0222.C6. 


o8.tw 


Method 


TBLASTX: Wheat 




! ij 


Start 


14405 




End 


17758 




i! " 


GI 


none 




Score 


266 




C3 


Exons 


14405. . 14743, 14407 . 


. 14802, 


14410. .14688, 14876. .14998, 








14877. .15002, 17657. 


. 17758 








:. X 
"1 


Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 




Gene No. 


13297 




Strand 






i. _i 


Start 


15634 




End 


19080 




'- si 


Name 


OJ000118_02 . 0222 . C6 . 


06. tm 


Method 


TBLASTX: Maize 






Start 


14871 




End 


15014 






GI 


none 




Score 


184 






Exons 


14871. . 15014, 14876. 


.15010 










Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 




Gene No. 


13297 




Strand 








Start 


15634 




End 


19080 






Name 




o3 . gs 


Method 


GEN SCAN 






Start 


15634 




End 


18774 






GI 


none 




Score 


.86 






Exons 


15634. .18774 












Seq. No. 


6321 




Seq. ID 


OJ000118_02.0222 


.C6 




Gene No. 


13297 




Strand 








Start 


15634 




End 


19080 






Name 


OJ000118 02. 0222. C6. 


o2 .np 


Method 


AAT/NAP 





6592 





Start 


15637 


End 


18774 






GI 


6907089 


Score 


4520 






Exons 


15637. .18774 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


O JZZ 


Seq. ID 


OJ000118_02 


.0222.C7 




Gene No. 


1 n 0 qq 


Strand 


+ 






Of- -a r 4- 
OLaL L 




End 


4245 






Name 


ujuuuiio uz . uzzz . u / . o± . np 


Method 


AAT/NAP 






Start 


y jo 


End 


2437 






GI 


4510383 


Score 


1512 






Exons 


938.. 1037, 1095.. 2437 










GI Descrip. 


^ri^-uu /ux / ^ unknown proicin 


[Arabidopsis thaliana] 






Seq. No. 




Seq. ID 


OJ000118_02 


.0222.C7 




Ocllc INU . 


1 *30 QQ 


Strand 


+ 






Start 




End 


4245 






Name 


lwuuuiio . u^^z . u / • 01 . gs 


Method 


GEN SCAN 






Start 


Q/I 0 

y 4 z 


End 


4234 






GI 


none 


Score 


.8 






Exons 


942.. 2292, 4215.. 4234 










Seq. No. 




Seq. ID 


OJ000118_02 


.0222.C7 


= =5 


Gene No. 


1 *3 0 QQ 

± 0/. y 0 


Strand 


+ 




S3. 
E 


Start 


y JO 


End 


4245 




= =* 
"ft 




nTr\nm 1 0 no no 00 en ^ 1 
ujuuuiio uz . uzzz . c / . 01 . gp 


Method 


AAT/GAP 




- i £ 


Start 


yo / 


End 


1406 




: y 


GI 


*3 c: *7 £n 1 D1 fiQ/l 
JJ /OU 1.K1U04 


Score 


780 






Exons 


957. .1406 








IS 


GI Descrip. 


'4510383/gb|AAD21471.1| 2. 


0e-28 (AC007017) unknown 


protein 


: 




[Arabidopsis thaliana] 1 








a 


Seq. No. 


6322 


Seq. ID 


OJ000118_02 


.0222. C7 




Gene No. 


13298 


Strand 


+ 




' *s 

!=? 


Start 


938 


End 


4245 




s 

: u 


Name 


OJ000118 02.0222.C7.o2.gp 


Method 


AAT/GAP 






Start 


2238 


End 


4245 






GI 


none 


Score 


822 






Exons 


2238..2292, 3861.. 4245 









;3 Seq. No. 6322 

Gene No. 13299 

Start 5888 

Name OJ000118_02 . 0222 . C7 . o3 . tc 

Start 1095 

GI none 

Exons 1095.. 1367, 1199.. 1336, 1434. 
1601. .1627 



Seq. ID OJ000118_02.0222.C7 
Strand 

End 7856 

Method TBLASTX : Cress 

End 1627 

Score 316 

.1601, 1445. .1609, 1599. .1619, 



Seq. No. 6322 

Gene No. 13299 

Start 5888 

Name OJ000118_02 . 0222 . C7 . o3 . tm 

Start 1137 

GI none 
Exons 



Seq. ID OJ000118_02.0222.C7 
Strand 

End 7856 

Method TBLASTX : Mai ze 

End 5384 

Score 377 



1137. .1427, 1191. .1274, 1199. .1381, 1410. .1535, 1442. .1537, 
1490. .1537, 5202. .5384 



6593 




Seq. No. 


C *3 O 1 








Seq. ID 


OJ000118_02.0222.C7 


Gene No. 


13299 








Strand 




Start 


5888 








End 


7856 


Name 


OJ000118 02 


.0222. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1214 








End 


1583 


GI 


none 








Score 


297 


Exons 


1214. .1381, 


1215. 


.1421, 


1410 


..1583, 1442. .1582 


Seq. No. 


6322 








Seq. ID 


OJ000118_02.0222.C7 


Gene No . 


13299 








Strand 




Start 


5888 








End 


7856 


Name 


OJ000118 02 


.0222. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1251 








End 


2210 


GI 


none 








Score 


149 


Exons 


1251. .1361, 


1410. 


.1619, 


1445 


..1627, 1672. .1713, 1672. .1713, 




1688. .1780, 


1736. 


.2209, 


1737 


. .2210 




Seq. No. 


6322 








Seq. ID 


OJ000118_02.0222.C7 


Gene No. 


13299 








Strand 




Start 


5888 ' 








End 


7856 


Name 


OJ000118 02 


.0222. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1538 








End 


2296 


GI 


none 








Score 


131 


Exons 


1538. .1627, 


1539. 


.1619, 


1575 


..1679, 1577. .1795, 1672. .1722, 




1687. .1719, 


1730. 


.2296, 


1737 


. .2294 




Seq. No. 










Seq. ID 


OJ000118_02.0222.C7 


Gene No. 


13299 








Strand 




Start 


5888 








End 


7856 


Name 


OJ000118 02 


.0222. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1758 








End 


2213 


GI 


none 








Score 


692 


Exons 


1758. .2213, 


1763. 


.2212 








Seq. No. 


C O 1 o 

o322 








Seq. ID 


OJ000118_02.0222.C7 


Gene No. 


13299 








Strand 




Start 


5888 








End 


7856 


Name 


OJ000118 02 


.0222. 


C7.o2. 


tw ' 


Method 


TBLASTX: Wheat 


Start 


1907 








End 


2185 


GI 


none 








Score 


457 


Exons 


1907. .2185, 


1908. 


.2183 








Seq. No. 


6322 








Seq. ID 


OJ000118_02.0222.C7 


Gene No. 


13299 








Strand 














End 


7856 


Name 


OJ000118 02 


.0222. 


C7.o2. 


np 


Method 


AAT/NAP 


Start 


5726 








End 


7856 


GI 


3320104 








Score 


1257 


Exons 


5726. .5798, 


5906. 


.6019, 


6145 


..6369, 6482. .6649, 6917. .7032, 




7156. .7308, 


7430. 


.7632, 


7803 


. .7856 




GI Descrip. 


(AJ007366) 


calcium-dependent 


protein kinase [Zea mays] 


Seq. No. 


6322 








Seq. ID 


OJ000118_02.0222.C7 


Gene No. 


13299 








Strand 




Start 


5888 








End 


7856 


Name 


OJ000118 02 


.0222. 


C7.o2. 


gs 


Method 


GENSCAN 



6594 



' Start 
GI 

Exons 



5888 End 7573 

none Score . 96 

5888. .6019, 61,45. .6369, 6482. .6649, 6917. .7032, 7156.. 7308, 
7430. .7573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6322 Seq. ID 

13299 Strand 

5888 End 

OJ000118_02 . 0222 . C7 . o2 . ts Method 

5894 End 

none Score 



OJ000118_02.0222.C7 
7856 

TBLASTX : Soybean 

7207 

72 



5894.. 5962, 5948.. 6019, 5976.. 6020, 6145.. 6369, 6197.. 6370, 
6303.. 6380, 6322.. 6387, 6482.. 6649, 6483.. 6647, 6485., 6649, 
6912.. 7028, 6920.. 7030, 6920.. 7030, 6924.. 7031, 7157.. 7207 



Seq. No. 6322 

Gene No. 13299 

Start 5888 

Name- OJ000118_02 . 0222 .C7 .o3. tw 

Start 5895 

GI none 

Exons 589S..5933, 5951.. 6019, 5952. 

6322.. 6387, 6482.. 6571, 6483. 



Seq. ID OJ000118_02.0222.C7 
Strand 

End 7856 
Method TBLASTX : Wheat 
End 6610 
Score 36 

.6020, 6145. .6369, 6197. .6370, 
.6572, 6485. .6610 



Seq. No. 6322 
Gene No. 13299 
Start 5888 

Name OJ000118_02 . 0222 ,C7 .o2 . tc 

Start 5937 
GI none 

Exons 5937.. 6020, 5975.. 6019, 6145. 

6482..66S2, 6483.. 6650, 6485. 
6920.. 7030, 7151.. 7300, 7157. 
7431.. 7577, 7432.. 7584, 7432. 



Seq. ID OJ000118_02.0222.C7 
Strand 

End 7856 
Method TBLASTX : Cress 
End 7584 
Score 73 

.6369, 6197. .6370, 6322. .6387, 
.6658, 6912. .7028, 6914. .7030, 
.7312, 7170. .7310, 7427. .7558, 
.7578 



Seq'. No. 6322 Seq. ID OJ000118_02 . 0222 . C7 

Gene No. 13299 Strand 

Start 5888 End 7856 

Name OJ000118_02 . 0222.C7 .o3.gp Method AAT/GAP 

Start 5943 End 6299 

GI LIB3433-044-P1-K1-F12 Score 610 

Exons 5943.. 6299 

GI Descrip. ' 3320104/emb | CAA07481 | 5.0e-14 (AJ007366) calcium-dependent 
protein kinase [Zea mays] ' 



Seq. No. 6322 

Gene No. 13299 

Start 5888 

Name OJ000118_02 . 0222 . C7 . o2 . tm 

Start 6157 

GI none 

Exons 6157.. 6369, 
6482. .6652, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6169.. 6231, 6191.. 6370, 6480 
6483.. 6650, 6912.. 6992, 6914 



OJ000118 02. 0222. C7 



7856 

TBLASTX: Maize 

6999 

71 

6599, 6481. 



6639, 
6991, 6916. .6999 



Seq. No. 
Gene No. 
Start 



6322 

13299 

5888 



Seq. ID 

Strand 

End 



OJ000118 02. 0222. C7 



7856 



6595 



Name 


OJ000118 02. 


0222.C7.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7157 






End 


7581 




GI 


none 






Score 


139 




Exons 


7157. .7312, 


7158. .7310, 


7416. . 


7574, 7431.. 7577, 


7432. .7581 


Seq. No. 


6322 






Seq. ID 


OJ000118 


_02.0222.C7 


uene no. 


1 ^OQQ 
1 JZ y y 






Strand 






Start 


5888 






End 


7856 




Name 


OJ000118 02. 


0222.C7.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7157 






End 


7584 




GI 


none 






Score 


87 




Exons 


7157. .7312, 


7158. .7310, 


7431. . 


7577, 7432.. 7584 




Seq. No. 


6322 






Seq. ID 


OJ000118 


_02.0222.C7 


Gene No . 


i jz y y 






Strand 






Start 


5888 






End 


7856 




Name 


OJ000118 02. 


0222.C7.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7208 






End 


7581 


GI 


none 






Score 


110 




Exons 


7208. .7312, 


7215. .7310, 


7427. . 


7555, 7431.. 7577, 


7432. .7581 


Seq. No. 


6323 






Seq. ID 


OJ000118 


_02.0222.C8 


Gene No. 


13300 






Strand 


+ 




Start 


58 






End 


2792 




Name 


OJ000118 02. 


0222.C8.ol. 


gs 


Method 


GENSCAN 




Start 


58 






End 


2792 




GI 


none 






Score 


.6 




Exons 


58. .128, 266 


..282, 1000 


. .1152, 


1213. .: 


1952, 2154 


. .2792 



: s 

■3 ET 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6323 

13301 

2955 

OJ000 

506 

none 

506. . 

755. . 

993. . 

1157. 

1359. 

1527. 

1587. 

1638. 

1683. 

1731. 

1758. 

1801. 

1861. 



118 02.0222.C8.ol.tm 



538, 

787, 

1127, 

.1276 

.1490 

.1643 

.1643 

.1700 

.1820 

.1829 

.1880 

.1833 

.1947 



509. .571, 
857. .985, 
996. .112 
1173. .1 
1362 
1533 
1590 
1638 
1710 
1737 
1791 
1807 
1888 



608. .655 
879. .992 
1, 1113.. 
268, 1195 
490, 1446 
637, 1536 
643, 1593 
679, 1641 



733, 
835, 
898, 
875, 
022 



1716 
1747 
1800 
1812 



Seq. ID OJ000118_02.0222.C8 
Strand 

End 7771 

Method TBLASTX : Mai ze 

End 2022 

Score 38 
, 610. .654, 617. .688, 644. .700, 
, 880.. 993, 988. .1053, 989.. 1120, 
1190, 1124.. 1189, 1125.. 1190, 
..1269, 1281. .1355, 1351. .1482, 
..1631, 1494. .1538, 1500.. 1583, 
..1643, 1548. .1589, 1551. .1628, 
..1643, 1593.. 1787, 1638.. 1679, 
..1679, 1644. .1787, 1665. .1808, 
..1820, 1731. .1835, 1731. .1832, 
..1821, 1752. .1871, 1758. .1874, 
..1898, 1800. .1898, 1800. .1919, 
..1934, 1853.. 1903, 1854.. 2006, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6323 
13301 
2955 

OJ000118_02 . 0222 . C8 . o3 . np 



OJ000118 02. 0222. C8 



2955 
6119519 

2955. .2990, 3997. 
6201.. 6396, 6689. 



Seq. ID 
Strand 

End 7771 
Method AAT/NAP 
End 7771 
Score 147 
4450, 4535. .4619, 4954. .5049, 5188. 
6766, 6907.. 6999, 7581.. 7771 



.5462', 



6596 



GI Descrip. (AC011560) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 02. 0222. C8 



6323 
13301 
2955 

OJ000118_02 . 0222 . C8 . o2 . gs 
3338 
none 

3338.. 3829, 3921.. 4619, 4966.. 5082, 5188.. 5475, 6232.. 6400, 
6946.. 6983 



7771 
GENSCAN 
6983 
.93 



'ssf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6323 " Seq. ID 

13301 Strand 

2955 End 

OJ000118_02 ? 0222 . C8 . o2 . tm Method 

5186 End 

none Score 



OJ000118_02.0222.C8 
7771 

TBLASTX: Maize 

6400 

120 



5186. .5326, 5187. .5357, 5187. .5327, 5188. .5328, 5298. .5465, 
5326.. 5463, 6224.. 6400, 6229.. 6399 



6324 Seq. ID 

13302 Strand 

10417 End 

^OJ000118_02 . 0222 . C9 . o3 . gs Method 

10417 End 

none Score 

10417. .10705, 10863.. 11257 



OJ000118_02.0222.C9 
+ 

12947 
GENSCAN 
11257 
1 



6324 Seq. ID OJ000118_02 . 0222 . C9 

13302 Strand + 

10417 End 12947 

OJ000118_02 . 0222 . C9 . o3 . np Method AAT/NAP 

10549 End 12947 

118120 Score 93 

10549. .10637, 10924 .. 11160, 11545 .. 11578, 12925.. 12947 

CYSTEINE PROTEINASE EP-B 1 PRECURSOR gi | 82385 | pir | | JQ1111 

cysteine proteinase (EC 3.4.22.-} EP-B 1 precursor - barley 

gi 1 1146116 (U19359) cysteine proteinase EPB1 precursor [Hordeum 

vulgare] - 



6324 Seq. ID 

13302 Strand 

10417 End 

OJ000118_02 . 0222 . C9 . o5 . gs Method 

12698 End 

none Score 
12698. . 12886 



OJ000118_02.0222.C9 

-!- 

12947 
GENSCAN 
12886 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6324 Seq. ID 

13303 Strand 

14286 End 

OJ000118_02.0222.C9.o4 .np Method 

14286 End 

6691716 * Score 



OJ000118_02.0222.C9 
+ 

16506 
AAT/NAP 
16506 
1845 



14286. .15174, 15372 .. 1554 9, 15626 .. 1572 6, 15805 15984 , 
16062. .16249, 16324. .16506 



GL Descrip. (AP000492) hypothetical protein [Oryza satiya] 



6597 



gi| 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 





[Oryza sativa] 










Seq. No. 


6324 


Seq. ID 


OJ000118 02, 


.0222 


,C9 


Gene No. 


13303 


Strand 


+ 






Start 


14286 


End 


16506 






Name 


OJ000118 02.0222.C9.o6.gs 


Method 


GENSCAN 






Start 


14286 


End 


16249 






GI 


none 


Score 


.77 






Exons 


14286. .15174, 15231 1554 9, .15626 .. 15984 , 16050.. 16249 




Seq. No. 


6324 


Seq. ID 


OJ000118_02 


.0222 


. C9 


Gene No. 


13304 


Strand 








Start 


1301 


End 


3704 






Name 


OJ000118 02.0222.C9.ol.gs 


Method 


GENSCAN 






Start 


1301 


End 


3596 






GI 


none 


Score 


.93 






Exons 


1301.. 1408, 1565.. 1722, 3291. 


.3392, 3494. .3596 






Seq. No. 


6324 


Seq. ID 


OJ000118_02 


.0222 


.C9 


Gene No. 


13304 


Strand 








Start 


1301 


End 


3704 






Name 


OJ000118 02.0222.C9.ol.np 


Method 


AAT/NAP 






Start 


1304 


End 


3584 






GI 


6671934 


Score 


332 






Exons 


1304. .1408, 1565.. 1722, 3291. 


.3392, 3494.. 3584 






GI Descrip. 


(AC016795) unknown protein [Arabidopsis thaliana] 






Seq. No. 


6324 


Seq. I'D 


OJ000118_02 


.0222 


.C9 


Gene No. 


13304 


Strand 








Start 


1301 


End 


3704 






Name 


OJ000118 02.0222.C9.ol.gp 


Method 


AAT/GAP 






Start 


1320 


End 


3704 






GI 


54546 1.R1084 


Score 


936 






Exons 


1320.. 1408, 1565.. 1722, 3291. 


.3392, 3494.. 3704 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 • 








Seq. No. 


6324 


Seq. ID 


OJ000118_02 


.0222 


.C9 


Gene No. 


13305 


Strand 








Start 


6482 


End 


7257 






Name 


OJ000118 02.0222.C9.o2.np 


Method 


. AAT/NAP 






Start 


6473 


End 


7257 






GI 


4510378 


Score 


401 






Exons 


6473. .6709, 6755. .6834, 6868. 


.7043, 7211. .7257 






GI Descrip. 


(AC007017) putative RING zinc 


finger protein [Arabidopsis 




thaliana] 










Seq. No. 


6324 


Seq.- ID 


OJ000118_02 


.0222 


.C9 


Gene No. 


13305 


Strand 








Start 


6482 


End 


7257 






Name 


OJ000118 02.0222lC9.o2.gs 


Method 


GENSCAN 






Start 


6482 


End 


7108 






GI 


none 


Score 


.7 






Exons 


6482. .7108 










Seq. No. 


6324 


Seq. ID 


OJ000118_02 


.0222 


.C9 



6598 



Gene No. 13306 Strand 

Start 11541 End 12001 

Name OJ000118_02 . 0222 . C9 .o4 .gs Method GENSCAN 

Start 11541 End 12001 

GI none Score . 6 

Exons 11541. .11603, 11897.. 12001 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



6324 

13307 

12838 

OJ000118_02. 

1319 

none 

1319. .1408, 
3287. .3382, 



0222.C9.ol.tm 



1326. 
3489. 



,1412, 
,3515 



1559. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1723, 



OJ000118 02. 0222. C9 



13248 

TBLASTX: Maize 
3515 
144 

1566. .1724, 3286. 



.3384, 



Seq. No. 6324 

Gene No. 13307 

Start 12838 

Name OJ000118_02 . 0222 . C9 .ol . tw 

Start 1355 

GI none 
Exons 



Seq. ID OJ000118_02.0222.C9 
Strand 
End 

Method 
End 
Score 



13248 

TBLASTX: Wheat 

3390 

121 



1355. .1408, 1559. .1723, 1565. .1723, 1566. .1724, 3286. .3345, 
3287.. 3346, 3293.. 3346, 3325.. 3390, 3337.. 3390 



=5. 

u 



Seq. No. 6324 Seq. ID OJ000118J32 . 0222 . C9 

Gene No. 13307 Strand 

Start 12838 End 13248 ■ 

Name OJ000118_02 . 0222 . C9 . o2 . gp Method AAT/GAP 

Start 12838 " End 13248 

GI 5816562 Score 634 

Exons 12838. .13248 

GI Descrip. 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 



1 J 


Seq. No. 


6324 


Seq. ID 


OJ000118_02.0222 


.C9 




Gene No. 


13308 


Strand 








Start 


14406 


End 


14696 




a 


Name 


OJ000118 02.0222.C9.o2.tw 


Method 


TBLASTX: Wheat 




!" " t 

•s =7 


Start 


14406 


End 


14 696 




£3 


GI 


none • 


Score 


214 






Exons 


14406. .14696, 14546.. 14659 










Seq. No. 


6325 


Seq. ID 


OJ000118_02.0222 


.C10 




Gene No. 


13309 


Strand 


+ 






Start 


92 


End 


580 






Name 


OJ000118 02.0222.C10.ol.np 


Method 


AAT/NAP 






Start 


92 


End 


553 






GI 


5902446 


Score 


594 . 






Exons 


92.. 553 










GI Descrip. 


(AB030283) orf5 [Oryza sativa] 










Seq. No. 


6325 


Seq. ID 


OJ000118_02.0222 


.C10 




Gene No. 


13309 


Strand 


+ 






Start 


92 


End 


580 






Name 


OJ000118 02.0222. C10. ol.gs 


Method 


GENSCAN 






Start 


106 


End 


580 





6599 



GI 

Exons 



none 
106. .580 



Score 



.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



6325 Seq. ID 

13310 Strand 
886 End 6175 

OJ0001 18_0.2 . 0222 . CIO . o2 . gs Method GENS CAN 
886 End 6106 

none Score .66 

886. .1743, 1828. .2824, 2929. .3002, 3312. .3485, 
4063. .4577, 4583. .4675, 4766. .4980, 5107. .6106 



OJ000118 02. 0222. C10 



3693. .3966, 



6325 

13310 

886 

OJ000118_02 . 0222 . C10 . o2 . tw 

898 

none 



Seq. ID OJ000118_02. 0222. C10 
Strand 
End 

Method 
End 
Score 



6175 

TBLASTX: Wheat 

1506 

95 



898. .1029, 1054. .1506, 1223. .1351, 1333. .1362, 1403. .1489 



6325 

13310 

886 

OJ000118_02. 0222. C10. o2.np 
922 

5922631 

922. .3448, 4055. .4980, 5107. 



Seq. ID OJ000118_02. 0222. C10 
Strand 
End 

Method 
End 
Score 

.5258, 5301. .5872, 5918. .6175 



6175 
AAT/NAP 
6175 
6222 
,5872, 5918, 



(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12 145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 







Cinful-1. (AF049110) [Oryza 


sativ 




J 


Seq. No. 


6325 


Seq. ID 


OJ000118_02. 0222. C10 




Gene No. 


13310 


Strand 






Start 


886 


End 


6175 




Name 


OJ000118 02.0222.C10.o4.tm 


Method 


TBLASTX: Maize 


jS Z~ 

: r =? 


Start 


937 


End 


1200 


L Ji 


GI 


none 


Score 


101 




Exons 


937. .1035, 938. .1039, 1018.. 


1200, 1019, 


. .1078 




Seq. No. 


6325 


Seq. ID 


OJ000118_02. 0222. C10 




Gene No. 


13310 


Strand 






Start 


886 


End 


6175 




Name 


OJ000118 02.0222.C10.o5.tm 


Method 


TBLASTX: Maize 




Start 


1282 


End * 


1555 




GI 


none 


Score 


55 




Exons 


1282.. 1368, 1378.. 1461, 1391 


..1465, 1456. .1554, 1457. .1555 




Seq. No. 


6325 


Seq. ID 


OJ000118_02. 0222. C10 




Gene No. 


13310 


Strand 






Start 


886 


End 


6175 




Name 


OJ000118 02.0222.C10.o5.tw 


Method ' 


TBLASTX: Wheat 




Start 


1625 


End 


201(5 




GI 


none 


Score 


54 



6600 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1625. .1672, 1627. .2013, 1645. .1818, 1703. .2014, 1855. .2016 



Me Seq. No. 

! C L! Gene No. 

i;5 Start 

i" "j Name 

h '% Start 

i*U Exons 

i— ; Seq. No. 

Gene No. 

Start 
J :?a Name 
; =3 Start 

r=i Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6325 

13310 

886 

OJ000118_02, 

1657 

none 

1657. .1704, 

6325 

13310 

886 

OJ000118_02. 

2017 

none 

2017. .2115, 

6325 

13310 

886 

OJ000118_02, 

2332 

none. 

2332. .2754, 

6325 

13310 

886 

OJ000118J32. 

2375 

none 

2375. .2623, 

6325 

13310 

886 

OJ000118_02, 

2428 

none 

2428. .2526, 

6325 

13310 

886 

OJ000118_02. 

2755 

none 

2755. .2949 

6325 

13310 

886 

OJ000118_02. 

2997 

none 

2997. .3356, 



0222. C10. ol.tm 
1696.. 2019, 1697. 

0222. C10. o9.tw 
2060.. 2128, 2182. 

0222. C10. o4.tw 
2408. .2749 

0222. C10. o2.ts 
2377.. 2763, 2660. 

0222. C10. o6.tm 



Seq. ID OJ000118_02. 0222. C10 
Strand 

6175 

TBLASTX: Maize 
2020 
235.- 



End 

Method 
End 
Score 
.2020 



Seq. ID OJ000118_02. 0222. C10 
Strand 

End 6175 

Method TBLASTX : Wheat 

End 2316 

Score 4 9 
.2316, 2183. .2314 

Seq. ID OJ000118_02. 0222. C10 
Strand 

End 6175 

Method TBLASTX : Wheat 

.End 2754 

Score 250 



Seq. ID OJ000118_02. 0222. C10 
Strand 

6175 

TBLASTX : Soybean 
2763 
121 



End 

Method 
End 
Score 
.2755 



Seq. ID OJ000118_02. 0222. C10 
Strand 

End 6175 

Method TBLASTX: Maize 

End 2701 

Score 53 

2429. .2494, 2530. .2700, 254 5 .. 2673, ' 2651 .. 2701 

Seq. ID OJ000118_02. 0222. C10 
Strand 

End 6175 

02 22 . CI 0 . 08 . tw Method TBLASTX : Wheat 

End 2949 

Score 200 



Seq. ID OJ000118_02. 0222. C10 
Strand 

End 6175 

0222 . C10 . ol . ts Method TBLASTX : Soybean 

End 3389 

Score 106 
.3372 



3033.. 3389, 3229. 



6601 




Seq. No. 


c o o c 

6325 








Seq. ID 


OJ000118 02 . 0222 


. C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.C10.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3043 








End 


3467 




GI 


none 








Score 


259 




Exons 


3043. .3423; 


3046 


. .3366, 


3048. 


.3467 






Seq. No. 


C "i o c 

6325 








Seq. ID 


OJ000118_02 . 0222 


. C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.C10.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


3141 








End 


3524 




GI 


none 








Score 


147 




Exons 


3141. .3524, 


3142 


. .3420, 


3189. 


.3515 






Seq. No. 


C O 1 c 

oJ25 








Seq. ID 


OJ000118 02 . 0222 


. C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3552 








End 


3908 




GI 


none 








Score 


198 




Exons 


3552. .3908, 


3574 


. .3867 










Seq. No. 


6325 








Seq. ID 


OJ000118_02 .0222 


.C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3582 








End 


4038 




GI 


none 








Score 


275 




Exons 


3582. .4037, 


3583 


. .4038 










Seq. No. 


/-IOC 

6325 








Seq. ID 


OJ000118 02.0222 


. C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.C10.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


3633 








End 


3998 




GI 


none 








Score 


138 




Exons 


3633. .3767, 


3774 


. .3998 










Seq. No,. 


C ~i o c 

6325 








Seq. ID 


OJ000118_02.0222 


. C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.CIO.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


4038 








End 


4714 




GI 


none 








Score 


147 




Exons 


. 4038. .4211, 


4258 


. .4494, 


4260. 


.4490, 4586. .4714 




Seq. No. 


6325 








Seq. ID 


OJ000118_02.0222 


.C10 


Gene No. 


13310 








Strand 






Start 


886 








End 


6175 




Name 


OJ000118 02 


.0222 


.C10.o7, 


.tm 


•Method 


TBLASTX: Maize 




Start 


4229 








End 


4407 




GI 


none . 








Score 


106 




Exons 


4229. .4354, 


4230 


. .4406, 


4261. 


. 4407 







6602 





Seq. No. 


6325. 


Seq. ID 


OJ000118_02. 0222. C10 




bene no . 




Pi. „ _ _ _J 

Strand 






Start 


886 


End 


6175 




Name 


OJ000118 02.0222.C10.o7.tw 


Method 


TBLASTX: Wheat 




Start 


5294 


End 


5696 




GI 


none 


Score 


104 




Exons 


5294.. 5695, 5427.. 5696 








Seq. No. 


6326 


Seq. ID 


OJ000118_02.0222.C11 




Gene No . 


13311 


Strand 


+ 




Start 


45 


End 


3005 




Name 


OJ000118 02.0222.Cll.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


2274 




GI 


none 


Score 


.51 




Exons 


45. .277, 465.-766, 1077. .1160, 1886. .2274 




Seq. No. 


6326 


Seq. ID 


OJ000118_02.0222.C11 




Gene No. 


13311 


Strand 


+ 




Start 


45 


End 


3005 




Name 


OJ000118 02.0222.Cll.ol.gp 


Method 


AAT/GAP 




Start 


271 


End 


1030 




GI 


5816562 


Score 


646 




Exons 


271. .294, 616. .1030 






1 J 


GI Descrip. 


6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 


i. i 

■ E 

l.l i 




DNA, chromosome 1, clone : P0711E10 




ru 


Seq. No. 


6326 


Seq. ID 


OJ000118_02.0222.C11 


at. 


Gene No. 


13311 


Strand 


+ 






45 


End 


3005 




Name 


OJ000118 02.0222.Cll.o2.np 


Method 


AAT/NAP 


'fc — 


Start 


1224 


End 


3005 


i y 


GI 


944916 


Score 


96 


•s 


Exons 


1224.. 1295, 1930.. 2095, 2956. 


.3005 






GI Descrip. 


(U30322) cysteine proteinase 


[Mesembryanthemum crystallinum] 




Seq. No. 


6326 


Seq. ID 


OJ000118_02.0222.C11 




Gene No. 


13312 


Strand 






o tar u 


1 


End 


569 




Name 


OJ000118 02.0222.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


569 




GI 


5902444 


Score 


592 




Exons 


1. .569 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


6327 


Seq. ID 


OJ000118_02.0222.C12 




Gene No. 


13313 


Strand 


+ 




Start 


744' 


End 


1034 




Name 


■ OJ000118 02.0222.C12.ol.gp 


Method 


AAT/GAP 






744 


End 


1034 




GI 


62293 1.R1084 


Score 


517 




Exons 


744. .1034 








GI Descrip. 


'6041757/gb|AC011806.1 IAC011806 O.Oe+OC 


i Genomic Sequence For 






Oryza sativa Clone 10P20, Lemont Strair 


l, Complete Sequence, 






complete sequence' 








Seq. No. 


6327 


Seq. ID 


OJ000118_02.0222.C12 




- Gene No. 


13314 


Strand 


+ 



6603 



Start 
Name 
Start 
GI 

Exons 



1362 End 1675 

OJ000118_02 . 0222 . C12 . o2 . gp Method AAT/GAP 

1362 End 1675 

5607599 Score 597 
1362. .1675 



Seq. No. 6327 

Gene No. 13315 

Start 1981 

Name OJ000118_02 . 0222 . C12 . o2 . gs 

Start 1981 

GI none 

Exons 1981.. 2080, 2565.. 2668, 4851. 

6693..6969, 7062.. 7200, 7287. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4929, 5938 
.7449, 8401 



OJ000118 02.0222.C12 



8562 
GENSCAN 
8550 
.71 

6259, 6389. 
8550 



,6587, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 02.0222.C12 



Seq. No. 6327 
Gene No. 13315 
Start 1981 

Name OJ000118_02 . 0222 . C12 . o3 . gp 

Start 5723 
GI 1190_2.R1084 

Exons 5723.. 6259, 6389.. 6587, 6693. 

8401.. .8562 

GI Descrip. - ' 1125691/emb | CAA63965 | 0.0e+00 (X94301) DnaJ protein [Solanum 
tuberosum] 1 



8562 
AAT/GAP 
8562 
2835 



,6969, 7062. .7200, 7287. .7449, 



Seq. No.. 6327 
Gene No. 13315 
Start 1981 

Name OJ000118_02 . 0222 . C12 . ol . tm 

Start 5929 
GI none 

Exons 5929.. 5970, 6042.. 6230, 6043. 

6350.. 6589, 6390.. 6587, 6391. 
6694.. 6969, 6792.. 6926, 6796. 
7061. .7165, 7062. .7166, 7062. 
7318. .7452, 8386. .8553, 8387. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 02.0222.C12 



8562 

TBLASTX: Maize 
8560 
62 

6231, 6072. .6233, 6112. .6231, 
6594, 6693.-6734, 6693.-6743, 
6966, 6806.. 6967, 7058.. 7162, 
7199, 7063.. 7200, 7294.. 7452, 
8551, 8453. .8560 



Seq. No. 6327 
Gene No. 13315 
Start 1981 

Name OJ000118_02 .0222 . C12 . ol . tc 

^tart 5935 
GI none 

Exons 5935.. 5970, 6042.. 6302, 6072. 

6391.. 6594, 6439.. 6591, 6693. 
6796.-6972, 6819.. 6971, 7059. 
7286-. 7312, 7294.-7452, 7301. 
8387. .8533 



Seq. ID 
Strand 
End 

Method 
End - 
Score 



OJ000118 02.0222.C12 



8562 

TBLASTX: Cress 
8533 
52 

6260, 6118.. 6261, 6390.. 6587, 
6743, 6694.. 6966, 6792.. 6926, 
7166, 7061.. 7165, 7069.. 7206, 
7444, 7318. .7452, 8386. .8532, 



Seq. No. 6327 Seq. ID 

Gene No. 13315 Strand 

Start 1981 End 

Name OJ000118_02 . 0222 . C12 . ol . ts Method 

Start 5935 End 

GI none Score 
Exons 



OJ000118_02.0222.C12 
8562 

TBLASTX : Soybean 

8539 

50 



5935.. 5970, 6042.. 6299, 6043.. 6261, 6386.. 6523, 6390.. 6527, 



6604 



6391.. 6534, 6439.-6528, 6505.. 6594, 6516.. 6587, 6686.. 6733, 

6693.-6743, 6694.. 6798, 6792.. 6926, 6803.. 6880, 6806.. 6967, 

6856.. 6966, 6907.. 6969, 7059.. 7166, 7060.. 7212, 7061.. 7165, 

7291. .7335, 7318. .7344, 7336. .7452, 7351. .7452, 7353.-7469, 

8386. .8463, 8387.-8464, 8443.-8493, 8494. .8538, 8495. .8539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6327 Seq. ID OJ000118_02 . 0222 .C12 

13315 Strand 

1981 End 8562 

OJ000118_02 . 0222 . C12 . ol . np Method AAT/NAP 

5937 End 8550 

1169382 Score 1789 

5937. .6259, 6389. .6587, 6693. .6969, 7062. .7201, 7285. .7449, 
8401. .8550 

DNAJ PROTEIN HOMOLOG 2 gi | 542196 | pir | | S42031 LDJ2 protein - 
gi|454303|emb|CAA54720| (X77632) LDJ2 [Allium porrum] 



leek 





Seq. No. 


6327 








Seq. ID 


OJ000118 


_02.0222.C12 




Gene No. 


13315 








Strand 








Start 


1981 








End 


8562 






Name 


OJ000118 02. 


0222, 


,C12.ol 


Itw 


Method 


TBLASTX: 


Wheat 




Start 


6042 








End 


7176 






GI 


none 








Score 


-209 






Exons 


6042. .6299, 


6072, 


. .6254, 


6100. 


.6261, 6383.. 6589, 


6390. .6587, 


."5 

'a ST 




6391. .6594, 


6439, 


. . 6591, 


6677. 


.6733, 6693.. 6728, 


6693. .6743, 






6694'. .6798, 


6792, 


. .6926, 


6792. 


.6857, 6810. .6896, 


6814. .6969, 


: :' : 




6856. .6969, 


7058, 


. .7162, 


7061. 


.7165, 7062. .7166, 


7062. .7169, 


I y 




7063, .7176, 


7099, 


. .7176 












Seq. No. 


6327 








Seq. ID 


OJ000118 


_02.0222.C12 


'= ST 


Gene No. 


13315 








Strand 






CI j 


Start 


1981 








End 


8562 






Name 


OJ000118 02. 


0222, 


.C12.o2 


-tw 


Method 


TBLASTX: 


Wheat 


ii 


Start 


7318 








End 


8554 




;- j 


GI 


none 








Score 


115 




"t . \ 


Exons 


7318. .7347, 


7342, 


. .7452, 


7342. 


.7452, 7353. .7466, 


8313. .8345, 


L jl 




8386. .8553, 


8387, 


. .8551, 


8453. 


.8554, 8464.-8553 




: 

» 


Seq. No. 


6328 








Seq. ID 


OJ000118 


_02.0222.C13 


L J 


Gene No. 


13316 








Strand 






i" ~~ 


Start 


976 








End 


1125 






Name 


OJ000118 02. 


0222. 


.C13.ol 


..gs 


Method 


GENSCAN 






Start 


976 








End 


1125 






GI 


none 








Score 


.75 






Exons 


976. .1125 
















Seq. No. 


6329 








Seq. ID 


OJ000118 


_02.0222.C14 




Gene No. 


13317 








Strand 








Start 


260 








End 


354 






Name 


OJ000118 02. 


0222, 


.C14.ol 


.gs 


Method 


GENSCAN 






Start 


260 






End 


354 






GI 


none 








Score 


.71 






Exons 


260. .354 
















Seq. No. 


6330 








Seq. ID 


OJ000118 


_02.0222.C17 




Gene No. 


13318 








Strand 








Start 


168 








End 


1051 





6605 



# • 



Name 


OJ000118 02.0222.C17.ol.gp 


Method 


AAT/GAP 




Start 


168 


End 


387 




GI 


LIB3434-043-P1-K1-E11 


Score 


344 




Exons 


168.. 387 








GI Descrip. 


, 3320104/emb|CAA07481| 6.0e-56 (AJ007366) calcium-dependent. 




protein kinase [Zea mays] 1 








Seq. No. 


6330 


Seq. ID 


OJ000118_02.0222 


.C17 


Gene No. 


13318 


Strand 






otart 


168 


End 


1051 




Name 


OJ000118 02.0222.C17.ol.np 


Method 


AAT/NAP 




Start 


175 


End 


1051 




GI 


3320104 


Score 


967 




Exons 


175.. 1051 








GI Descrip. 


(AJ007366) calcium-dependent 


protein kinase [Zea mays] 




Seq. No. 


6330 


.Seq. ID 


OJ000118_02 . 0222 


.C17 


Gene No. 


13318 


Strand 






Start 


168 


End 


1051 




Name 


OJ000118 02.0222.C17.ol.gs 


Method 


GENSCAN 




Start 


189 


End 


939 




GI 


none 


Score 


1 




.Exons 


189. .939 








Seq. No. 


6330 


Seq. ID 


OJ000118_02 . 0222 


.C17 


Gene No. 


13319 


Strand 






Start 


1383 


End 


1659 




Name 


OJ000118 02.0222.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


173 


End 


1051 




GI 


none 


Score 


418 




Exons 


173. .631, 175. .717, 833.-865, 


838 . .864, 


971. .1021, 993. 


.1022, 




1025. .1051 








Seq. No. 


6330 


Seq. ID 


OJ000118_02.0222 


.C17 


Gene No. 


13319 


Strand 






Start 


1383 


End 


1659 




Name 


OJ000118_02.0222.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


175 


End 


690 




GI 


none 


Score 


350 




Exons 


175. .690, 188. .631 ■ 








Seq. No. 


6330 


Seq. ID 


OJ000118J32.0222 


.C17 


Gene No. 


13319 


Strand 






Start 


1383 


End 


1659 




Name 


OJ000118 02.0222.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


184 


End 


658 




GI 


none 


Score 


545 




Exons 


184. .657, 188. .631, 542. .658 








Seq. No. 


6330 


Seq. ID 


OJ000118_02.0222 


.C17 


Gene No. 


13319 


Strand 






Start 


1383 


End 


1659 




Name 


OJ000118 02.0222.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


238 


End 


508 




GI 


none 


Score 


290 




Exons 


238. .507, 239. .508 









6606 



Seq. No. 


6330 . 


Seq. ID 


OJ000118_02.0222 


.C17 


Gene no . 




Strand 






Start 


1383 


End 


1659 




Name 


OJ000118 02.0222.C17.o2.gp 


Method 


AAT/GAP 




Start 


1383 


End 


1659 




GI 


2443140 


Score 


513 




Exons 


1383. .1659 








Seq. No. 


6331 


Seq. ID 


OJ000108_34 .0301 


.C4 


Gene No. 


lo oZ\J 


Strand 






Start 


2 


End 


1118 




Name 


OJ000108 34.0301.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


371 




GI 


none 


Score 


113 




Exons 


2. ..358, 3. .371 








Seq. No. 


6331 


Seq. ID 


OJ000108_34 .0301 


.C4 


Gene No. 




Strand 






Start 


2 


End 


1118 




Name 


OJ000108 34.0301^.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


265 




GI 


none 


Score 


218 




Exons 


2. .265, 3. .263, 5. .265 - 








Seq. No. 


6331 


Seq. ID 


OJ000108_34 .0301 


.C4 


Gene No . 


1 JJzu 


Strand 






Start 


2 


End 


1118 




Name 


OJ000108 34.0301.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


266 


End 


665 




GI 


none 


Score 


424 




Exons 


266.. 658, 267.^665 








Seq. No. 


6331 


Seq. ID 


OJ000108_34 .0301 


.C4 


Gene No. 


13320 


Strand 






o tar t 


9 
Z 




1 1 1 Q 




Name 


OJ000108 34.0301.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


504 


End 


1091 




GI 


5509260 


Score 


136 




Exons 


504. .665, 506. .658, 675".;866, 


676. .867, 


861. .1001, 876. 


.109: 


GI Descrip. 


- 








Seq. No. 


6331 


Seq. ID 


OJ000108_34.0301 


• C4 


Gene No. 


13320 


Strand 






Start 


A 


End 


1110 




Name 


OJ000108 34.0301.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


512 


End 


950 




GI 


none 


Score 


59 




Exons 


512. .640, 518. .658, 531. .665, 


687. .845, 


693. .842, 700.. 


843, 




700. .846, 876. .950 








Seq. No. 


6331 


Seq. ID 


OJ000108_34.0301 


.C4 


Gene No. 


13320 


Strand 






Start 


2 


End 


1118 




Name 


OJ000108 34.0301.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


799 


End 


1118 




GI 


none 


Score 


273 




Exons 


799. .1089, 801. .1118 









6607 




Seq. No. 


6331 








Seq. ID 


OJ000108_34.0301.C4 


Gene No. 


13321 








Strand 




Start 


1125 








End 


2393 


Name 


OJ000108 34 


.0301. 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1125 








End 


1997 


GI 


none 








Score 


506 


Exons 


1125. .1925, 


1252. 


.1791, 


1257. 


.1877, 1924. .1992, 1926. .1997 


Seq. No. 


6331 








Seq. ID 


OJ000108_34.0301.C4 


Gene No. 


13321 






• 


Strand 




Start 


1125 








End 


2393 


Name 


OJ000108 34 


.0301. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1230 








End 


1574 


GI 


none 








Score 


102 


Exons 


1230. .1310, 


1321. 


.1485, 


1332. 


.1496, 1335.. 1499, 1485.. 1574, 




1488. .1574 












Seq. No. 


6331 








Seq. ID 


OJ000108_34.0301.C4 


Gene No. 


13321 








Strand 




Start 


1125 








End 


2393 


Name 


OJ000108 34 


.0301. 


C4 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1356 








End 


1794 


GI 


none 








Score 


105 


Exons 


1356. .1790, 


1440. 


.1793, 


1627. 


.1794 




Seq. No. ' 


6331 








Seq. ID 


OJ000108_34.0301.C4 


Gene No. 


13321 








Strand 




Start 


1125 








End 


2393 


Name 


OJ000108 34 


.0301. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1359 








End 


1781 


GI 


none 








Score 


229 


Exons 


1359. .1781 












Seq. No. 


6331 








Seq. ID 


OJ000108_34.0301.C4. 


Gene No. 


13321 








Strand 




Start 


1125 








End 


2393 


Name 


OJ000108 34 


.0301. 


C4.ol. 


tw 


Method 


TBLASTX :Wheat 


Start 


1662 








End 


2234 


GI 


none 








Score 


109 


Exons 


1662. .1946, 


1663. 


.1788, 


1665. 


.1934, 1870. .1950, 1931. .1975, 




1950. .1973, 


1979. 


.2053, 


1986. 


.2234, 2002.. 2226 


Seq. No. 


6331 








Seq. ID 


OJ000108J34.0301.C4 


Gene No . 


13321 








Strand 




Start 


1125 








End 


2393 


Name 


OJ000108 34 


.0301. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1998 








End 


2393 


GI 


none 








Score 


262 


Exons 


1998 . .2270, 


1999. 


.2274, 


2274 . 


.2393, 227 


8. .2385 


Seq. No. 


6331 








Seq. ID 


OJ000108_34 .0301.C4 


Gene No. 


13322 








Strand 




Start 


2301 








End 


2734 


Name 


OJ000108 34 


.0301. 


C4.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2301 








End 


2612 


GI 


none 








Score 


69 



6608 



Exons 



2301.. 2612, 2401.. 2526 





Seq. No. 


6331 




Seq. ID 


OJ000108_34.0301.C4 




Gene No. 


13322 




Strand 






Start 


2301 




End 


2734 




Name 


OJ000108 34. 0301. C4 


. o 6 . tm 


Method 


TBLASTX: Maize 




Start 


2394 




End 


2734 




GI 


none 




Score 


131 




Exons 


2394.. 2636, 2395.. 2631, 2656. 


.2733, 2660.. 2734 




Seq. No. 


6332 




Seq. ID 


OJ000108_34.0301.C7 




Gene No. 


13323 




Strand 






Start 


890 




End 


1455 




Name 


OJ000108 34. 0301. C7 


.ol.gp 


Method 


AAT/GAP 




Start 


890 




End 


1455 




GI 


4879016 




Score 


889 




Exons 


890. .1455 










GI Descrip. 


6041757/gbi AC011806 


.1IAC011806 0.0e+00 


Genomic Sequence Fo: 






Oryza sativa Clone 


10P20, Lemont Strain, Complete Sequence, 






complete sequence 










Seq. No. 


6333 




Seq. ID 


OJ000108_34 .0301.C9 




Gene No. 


13324 




Strand 






Start 


172 




End 


692 


3 


Name 


OJ000108 34. 0301. C9 


. ol . tw 


Method 


TBLASTX: Wheat 


—s 


Start 


172 




End 


565 


ri 
t ; 


GI 


none 




Score 


40 


3 


Exons 


i72..234, 191. .235, 


230. .565, 


270. .482 




Seq. No. 


6333 




Seq. ID 


OJ000108_34.0301.C9 


Li 


Gene No. 


13324 




Strand 






Start 


172 




End 


692 


| j 


Name 


OJ000108 34. 0301. C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


254 




End 


692 


3 


GI 


none 




Score 


232 




Exons 


254.. 691, 270.. 692, 


597. .692 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6334 

13325 

9 



Seq. ID OJ000108_34 .0301. C10 
Strand 

End 418 



OJ000108 34.0301.C10.ol.tw Method TBLASTX : Wheat 



9 

none 



End 
Score 



389 
122 



9. .197, 18. .197, 19. .198, 197. .388, 198. .389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6334 Seq. ID OJ000108_34 . 0301 . C10 

13325 Strand 

9 End 418 

OJ000108_34 . 0301 . C10 . ol . tm Method TBLASTX : Mai ze 

18 End 418 

none Score 63 

18. .197, 197. .418, 315. .416 



Seq. No. 
Gene No. 
Start 
Name 



6334 Seq. ID OJ000108_34 . 0301 . C10 

13326 Strand' 

506 End 926 

OJ000108 34.0301.C10.o3.tw Method TBLASTX : Wheat 



6609 




Start 


506 




End 


926 




GI 


none 




Score 


74 




Exons 


506. .691, 576. .671, 716. 


.925, 


783. . 926 






Seq. No. 


6334 




Seq. ID 


OJ000108_34.0301 


-C10 


Gene No. 


13327 




Strand 






Start 


1283 




End 


1634 




Name 


OJ000108 34 .0301. CIO. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1283 




End 


1634 




GI 


none 




Score 


102 




Exons 


1283. .1633, 1440. .1634 










Seq. No. 


6334 




Seq. ID 


OJ000108_34.0301 


.C10 


Gene No. 


13327 




Strand 






Start 


1283 




End 


1634 




Name 


OJ000108 34 .0301. C10. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1328 




End 


1633 




GI 


none 




Score 


86 




Exons 


1328. .1633, 1455. .1619 










Seq. No. 


6334 




Seq. ID 


OJ000108_34.0301 


.C10 


Gene No. 


13328 




Strand 






Start 


1667 




End 


1867 




Name 


OJ000108 34. 0301. C10. o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1667 ~~ 




End 


1867 




GI 


none 




Score 


57 




Exons 


1667. .1759, 1668. .1865, 


1670. 


. 1867 






Seq. No. 


6335 




Seq. ID 


OJ000108 34.0301 


.C12 


Gene No. 


13329 




Strand 


+ ~~ 




Start 


352 




End 


838 




Name 


OJ000108 34 .0301.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


352 




End 


838 




GI 


uC-osflM202095fl2bl 




Score 


930 




Exons 


352. .838 










GI Descrip. 


1 4 454031/emb | CAA23028 . 1 | 


l.Oe- 


-10 (AL035394) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


6335 




Seq. ID 


OJ000108_34.0301 


.C12 


Gene No. 


13329 




Strand 


+ 




Start 


352 




End 


838 




Name 


OJ000108 34.0301.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


577 ~~ 




End 


793 




GI 


none 




Score 


241 




Exons 


577. .780, 577. .792, 578. 


.793, 


584. .793 






Seq. No. 


6336 




Seq. ID 


OJ000108_34.0301 


.C16 


Gene No. 


13330 




Strand 






Start 


447 




End 


1260 




Name 


OJ000108 34 . 0301. CI 6. o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


447 ~~ 




End 


935 




GI 


none 




Score 


166 




Exons 


447.. 536, 547.. 933, 628. 


.849, 


630. .935 






Seq. No. 


6336 




Seq. ID 


QJ000108_34.0301 


.C16 


Gene No. 


13330 




Strand 






Start 


447 




End 


1260 





6610 




Name 


OJ000108 34 


.0301 


.C16.o4 


.tw 


Method- 


TBLASTX: Wheat 




Start 


804 








End 


1259 




GI 


none 








Score 


37 




Exons 


804. .1259, 


814. . 


876, 901.. 945, 1024 .. 1254 




Seq. No. 


6336 








Seq. ID 


OJ000108 34.0301 


.C16 


Gene No. 


13330 








Strand 






Start 


447 








hna 


t o a c\ 
12 bU 




Name 


OJ000108 34 


.0301 


.C16.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


936 








End 


1260 




GI 


none 








Score 


182 




Exons 


936. .1220, 


937. . 


1221, 1218.. 


toco 1 01 n 

1259, 1219 


. . 1260 




Seq. No. 


6336 








Seq. ID 


OJ000108_34 . 0301 


■ C16 


Gene No. 


13331 








Strand 






Start 


1281 








End 


1 O A 1 

lo4 / 




Name 


OJ000108 34 


.0301 


. C16 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1281 








End 


1664 




GI 


none 








Score 


67 




Exons 


1281. .1538, 


1281 


. . 1583, 


1605 


. .1664 






Seq. No. 


. 6336 








Seq. ID 


OJ000108_34.0301 


.C16 


Gene No. 


13331 








Strand 






Start 


1281 








End 


1847 




Name 


OJ000108 34 


.0301 


. C16 . oo 


. tw 


Method 


TBLASTX: Wheat 




Start 


1377 








End 


1847 




GI 


none 








Score 


92 




Exons 


1377. .1580, 


1584 


i /-rr 

. . 1655, 


1647 


..1847, 1713. .1844, 1714. .1: 


845 


Seq. No. 


6336 








Seq. ID 


OJ000108_34 .0301 


.C16 


Gene No. 


13331 








Strand 






Start 


1281 








End 


1847 




Name 


OJ000108 34 


.0301 


.C16.o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


1707 








End 


1841 




GI 


none 








Score 


79 




Exons 


1707. .1841, 


1720 


. . 1827, 


1725 


. .1841 






Seq. No. 


6336 








Seq. ID 


OJ000108_34.0301 


.C16 


Gene No. 


13332 








Strand 






Start 


1860 








End 


3098 




Name 


OJ000108 34 


.0301 


.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1860 








End 


2164 




GI 


none 








Score 


39 




Exons 


1860. .2159, 


1861 


. .1914, 


1931 


..2164, 1975. .2160 




Seq. No. 


6336 








Seq. ID 


OJ000108_34.0301 


.C16 


Gene No. 


13332 








Strand 






Start 


1860 








End 


3098 




Name 


OJ000108 34 


.0301 


.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1884 








End 


2432 




GI 


none 








Score 


124 




Exons 


1884. .2027, 


2019 


. .2432, 


2020 


. .2289 






Seq. No. 


6336 








Seq. ID 


OJ000108_34.0301 


.C16 


Gene No. 


13332 








Strand 






Start 


1860 








End 


3098 




Name 


OJ000108 34 


.0301 


.C16.o3 


.ts 


Method 


TBLASTX : Soybean 





6611 






Start 


1971 




- 




End 


2306 




GI 


none 








Score 


135 




Exons 


1971. .2240, 


1972 


. .2241, 


2019. 


.2240, 2042.. 2242, 2241.. 2306 




Seq. No. 


6336 








Seq. ID 


OJ000108_34.0301.C16 




Gene No. 


1J J 3£ 








Strand 






Start 


1860 








End 


3098 




Name 


OJ000108 34 


.0301 


.C16.ol 


,tw 


Method 


TBLASTX: Wheat 




Start 


2166 








End 


2597 




. GI 


none 








Score 


267 




Exons 


2166. .2597, 


2176 


. .2481, 


2190. 


.2576, 2545.. 2595 




Seq. No. 


6336 








beq. id 


UJUUUlUo . UjUI .LID 




Gene No . 










Strand 






Start 


1860 








T7« ,~ -J 

hna 


O A QQ 




Name 


OJ000108 34 


.0301 


,C16.o2 


,tm 


Meinoa 


TT3T Zi CTV >Mai ?a 




Start 


2469 








hjna 


ZolU 




GI 


none 








Score 


223 




Exons 


2469. .2810 














Seq. No. 


6336 








beq. lu 


UJUUUlUo j4.UjU1.L1d 




Gene No . 










otrana 






Start 


1860 








hna 


ju yo 




Name 


OJ000108 34 


.0301 


.C16.ol 


.ts 


Method 


rpnT 7\ CTV • C^TrKann 

1 tsj-iAb 1 a : boyoean 




Start 


2673 








hna 


ouyo 


W 


GI 


none 








Score 


115 


en 


Exons 


2673. .3098, 


2685 


. .3002, 


2824. 


.3072 




ry 


Seq. No. 


6336 








beq. id 


UJUUUlUo J4 . UjUI .LlO 




Gene No . 










otrana 




; s s 
•; ~ 

. *3 


Start 


1860 








hna 


•O A QQ 




Name 


OJ000108 34 


.0301 


.C16.o2 


.tw 


Metnoa 


mnT TV C T 1 V • T.TU ^ -4- 

i oiiAb i a : wneat 


ru 


Start 


2694 








hna 


O A QQ 




GI 


none 








Score 


184 




Exons 


2694. .3098, 


2812 


. .3081 










Seq. No. 


6336 








Seq. ID 


OJ000108_34.0301.C16 




Gene No . 










Strand 






Start 


4273 








End 


4623 




Name 


OJ000108 34 


.0301 


.CI6.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


4273 








End 


4623 


" ~~ 


GI 


none 








Score 


206 




Exons 


4273... 4623 














Seq. No. 


6337 








Seq. ID 


OJ000108_34.0301.C17 




Gene No. 


13334 








Strand 






Start 


329 








End 


1287 




Name 


OJ000108 34 


.0301 


.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


329 








End 


1287 




GI 


none 








Score 


166 




Exons 


329.-436, 334. .666, 497 


. .649, 


1139. .1276, 1142. .1276, 






1144. .1284, 


1228 


. .1287 










Seq. No. 


6338 








Seq. ID 


OJ000108_34.0301.C21 




Gene No. 


13335 








Strand 






Start 


256 








End 


473 




Name 


OJ000108 34 


.0301 


.C21.ol 


.tm 


■ Method 


TBLASTX: Maize 



6612 



Start 


256 




End 


473 


GI 


none 




Score 


97 


Exons 


256.-324, 260. .322, 330. 


.473, 


332. .424 




Seq. No. 


6338 




Seq. ID 


OJ000108_34.0301.C21 


Gene No. 


13335 




Strand 




Start 


256 




End 


473 


Name 


OJ000108 34.0301.C21.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


256 




End 


473 


GI 


none 




Score 


95 


Exons 


256. .324, 260.. 322, 329. 


.406, 


330.. 473, 331.. 402, 332.. 406 


Seq. No. 


6338 




Seq. ID 


OJG00108 34.0301.C21 


Gene No. 


13336 




Strand 




Start 


652 




End 


1177 


Name 


OJ000108 34.0301.C21.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


652 




End 


1177 


GI 


none 




Score 


ion 

129 


Exons 


652. .843, 656. .772,. 1043 


..1120, 1127.. 


1177 


Seq. No. 


6338 




Seq. ID 


OJ000108_34.0301.C21 


Gene No. 


13336 




Strand 




Start 


652 




End 


1177 . 


Name 


OJ000108 34.0301.C21.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


662 




End 


843 


GI 


none 




Score 


102 


Exons 


662. .838, 664. .843 








Seq. No. 


6339 




Seq. ID 


OJ000108_34.0301.C22 


Gene No. 


13337 




Strand 




Start 


3076 




End 


3504 


Name 


OJ000108 34.0301.C22.ol. 


gp 


Method 


AAT/GAP 


Start 


3076 




End 


3504 


GI 


LIB3477-003-P1-K1-E9 




Score 


108 


Exons 


3076.. 3162, 3467.. 3504 








GI Descrip. 


, 24 98586/sp|Q4 0638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 6340 Seq. ID OJ000108_34 . 0301 . C23 

Gene No. 13338 Strand 

Start 1 End 404 

Name . OJ000108_34 . 0301 .C23 . ol .gp Method AAT/GAP 

Start 1 End 404 

GI LIB3434-038-P1-K1-F1 Score. 717 

Exons 1. .404 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 6340 . Seq. ID 

Gene No. 13339 Strand 

Start 2595 End 

Name OJ000108_34 . 0301 . C23 . o2 . tm Method 

Start 2595 End 

GI none Score 

Exons 2595.. 2831, 2704.. 2832 



OJ000108_34.0301.C23 
3224 

TBLASTX: Maize 

2832 

68 



6613 




Seq. No. 


6340 


Seq. ID 


OJ000108_34.0301.C23 


Gene No. 


lo Joy 


btrana 




Start 


2595 


End 


3224 


Name 


OJ000108 34.0301.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2640 


End 


3062 


GI 


none 


Score 


133 


Exons 


2640.. 3062, 2749.. 3042 






Seq. No. 


6340 


Seq. ID 


OJ000108_34.0301.C23 


Gene No. 


1 O O O ft 


Strand 




Start 


2595 


End 


3224 


Name 


OJ000108 34.0301.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


2832 


End 


3224 


GI 


none 


Score 


184 


Exons 


2832.. 3224, 2833.-3222 






Seq. No. 


6340 


Seq. ID 


OJ000108_34.0301.C23 


Gene No. 


1 U O O ft 

13339 


Strand 




Start 


2595 


End 


3224 


Name 


OJ000108 34.0301.C23.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3066 


End 


3224 


GI 


none 


Score 


77 


Exons 


3066.. 3224, 3070.. 3222 

- 






Seq. No. 


6341 


Seq. ID 


OJ000108_34.0301.C24 


Gene No. 


13340 


Strand 




Start 


2365 


End 


2619 


Name 


OJOOOlOo 34 . 0301 . C^4 . ol . gp 


Method 


AAT / GAP 


Start 


2365 


End 


2619 


GI 


61605 3.R1084 


Score 


4 30 


Exons 


2365. .2619 






GI Descrip. 


'1402920/61103 |CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] T 






Seq. No. 


6341 


Seq. ID 


OJ000108_34.0301.C24 


Gene No. 


13341 


Strand 


+ 


Start 


5471" 


End 


5833 


Name 


OJ000108 34.0301.C24.o3.gp 


Method 


7\ 7\ rn /On o 


Start 


5471 . 


End 


5833 


GI 


uC-osflcypl62a07al 


Score 


421 


Exons 


5471. .5631, 5731. .5833 






GI Descrip. 


V4680179./gfa|AAD27547.1|AF111709 1 2.0e- 


■40 (AF111709) polyprotei 




[Oryza sativa subsp. indica] 


i 




Seq. No. 


6341 


Seq. ID 


OJ000108_34 .0301.C24 


Gene No. 


13342 


Strand 


+ 


Start 


6464 


End 


7137 


Name 


OJ000108 34.0301.C24.o4.gp 


-Method 


AAT /GAP 


Start 


6464 


End 


7137 


GI 


LIB34 75-004 -P1-K2-A5 


Score 


417 


Exons 


6464. .6557, 6974. .7137 






GI Descrip. 


, 5777612/emb|AJ245900. 1|OSA245900 1 . Oe- 


■94 Oryza sativa 




chromosome 4 BAC q3037-207Fl 


complete genome 1 


Seq. No. 


6341 


Seq. ID 


OJ000108_34.0301.C24 


Gene No. 


13343 


Strand 




Start 


3116 


End 


3815 



6614 



Name 


OJ000108 34.0301. C24.o2.gp 


Method 


Start 


3116 


End 


GI 


101153 1.R1084 


Score 


Exons 


3116.. 3308, 3626.. 3815 




GI Descrip. 


'5852170/emb|AL117265.1|OST17804 1 . Oe 




indica (GLA4) genomic DNA, chromosome - 


Seq. No. 


6341 


Seq. ID 


Gene No. 


13344 


Strand 


Start 


11295 


End 


Name 


OJ000108_34 . 0301 . C24 . o2 . ts 


Method 


Start 


2 


End 


GI 


none 


Score 


Exons 


2 . . 181, 2 . . 193, 6. . 194 




Seq. No. 


6341 


Seq. ID 


Gene No. 


13344 


Strand 


Start 


11295 


End 


Name 


OJ000108_34.0301.C24.o2.tw 


Method 


Start 


2 


End 


GI 


none 


Score 


Exons 


2 . . 481, 6. .482 




Seq. No. 


6341 


Seq. ID 


Gene No . 


13344 


Strand 


Start 


11295 


End 


Name 


OJ000108_34 . 0301 . C24 . o4 . tm 


Method 


Start 


2 


End 


GI 


none 


Score 


Exons 


2. .343, 30. .131, 179. .232 




Seq. No. 


6341 


Seq. ID 


Gene No . 


13344 


Strand 


Start 


11295 


End 


Name 


OJ000108_34 . 0301 . C24 . ol . tw 


Method 


Start 


482 


End 


GI 


none 


Score 


Exons 


482. .985, 561. .977 




Seq. No. 


6341 


Seq. ID 


Gene No. 


13344 


Strand 


Start 


11295 


End 


Name 


OJ000108_34.0301.C24.ol.tm 


Method 


Start 


560 


End 


GI 


none 


Score 


Exons 


560. .913, 561. .911 




Seq. No. 


6341 


Seq. ID 


Gene No. 


13344 


Strand 


Start 


11295 


End 


Name 


OJ000108 34.0301.C24.o3.ts 


Method 


Start 


734 


End 


GI 


none 


Score 


Exons 


734. .979 




Seq. No. 


6341 


Seq. ID 


Gene No. 


13344 


Strand 



AAT/GAP 

3815 

600 



OJ000108_34.0301.C24 
11676 

TBLASTX : Soybean 

194 

64 



OJ000108_34 .0301. C24 
11676 

TBLASTX: Wheat 

482 

292 



OJ000108_34 .0301.C24 
11676 

TBLASTX: Maize 

343 

75 



OJ000108_34 .0301.C24 
11676 

TBLASTX: Wheat 

985 

304 



OJ000108_34 .0301.C24 
11676 

TBLASTX: Maize 

913 

215 



OJ000108_34 .0301.C24 
11676 

TBLASTX : Soybean 

979 

194 



OJ000108 34.0301.C24 



6615 



is* 



Start 
Name 
Start 
GI 

Exons 



; !f Name 

^ Start 

ry gi 

jjj Exons 

Id 

."^ Seq. No. 

Gene No. 

i*y Start 

is Name 

□ Start 

VI GI 



Exons 



11295 • End 
OJ000108_34 . 0301 . C24 . o3 . tm Method 
920 End 
none Score 
920.. 1267, 921.. 1265 



11676 

'TBLASTX: Maize 

1267 

140 



Seq. No. 6341 

Gene No. 13344 

Start 11295 

Name OJ000108_34 . 0301 . C24 . o4 . tw 

Start 986 

GI none 

Exons 986.. 1288, 1002.. 1286 

Seq. No. 6341 

Gene No. 13344 

Start 11295 

Name ' OJ000108_34 . 0301 . C24 . ol . ts 

Start;. * 1001 

GI none 

Exons 1001.. 1360, 1002.. 1289, 1031. 

Seq. No. 6341 
Gene No. 1334 4 

Start 11295 

OJ000108_34.0301.C24.o2.tm 
1283 
none 

1283. .1750 

6341 
13344 
11295 

OJ000108_34.0301.C24.o3.tw 
1337 
none 

1337. .1819, 1341... 1484, 1370. 

^ Seq. No. 6341 

C3 Gene No. 13344 

£3 Start 11295 

Name OJ000108_34 . 0301 .C24 . o7 . tm 

Start 1754 

GI none 

Exons 1754.. 1915, 1755.. 1916 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX: Wheat 

End 1288 

Score 262 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX : Soybean 

End 1396 

Score 208 

.1366, 1364. .1396, 1365. .1394 

Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX: Maize 

End 1750 

Score 385 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX : Wheat 

End 1819 

Score 84 
.1699, 1512. .1808 

Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX :Maize 

End 1916 

Score 142 



Seq. No. 6341 

Gene No. 13344 

Start 11295 

Name OJ000108_34 . 0301 . C24 . 06 . tw 

Start 1991 

GI none 

Exons 1991.. 2113, 1997.. 2113, 2147. 



Seq. No. 
Gene No. 
Start 



6341 

13344 

11295 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX : Wheat 

End 2365 

Score " 4 9 

.2365, 2215.. 2316, 2247.. 2351 

Seq. ID OJ000108_34.0301.C24 
Strand - - 
End 11676 



6616 *V 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



OJ000108_34 . 0301 . C24 . 06 . tm Method 

2051 • End 

none Score 
2051.. 2365, 2226.. 2327 



6341 

13344 

11295 

OJ000108_34.0301.C24 .oS.tm 

5390 

none 



TBLASTX: Maize 

2365 

79 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX : Maize 

End 7818 

Score 89 



5390.. 5650, 5466.. 5630, 7519.. 7818 



6341 

13344 

11295 

OJ000108_34 . 0301 . C24 . o5 . tw 

5390 

none 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method TBLASTX : Wheat 

End 7818 

Score 142 



5390. .5656, 5460. .5630, 5461. .5658, 7519. .7818, 7624. .7791 



Seq. No. 

Gene No. 

Start 
i= f Name 
^3 Start 
i!n GI 
rjj Exons 

GI Descrip. 



Seq. ID OJ000108_34.0301.C24 
Strand 

End 11676 

Method AAT/GAP 

End 11676 

Score 663 



6341 
13344 
11295 

OJ000108_34.0301.C24.o5.gp 
11295 

uC-osflcyp033a04bl 
11295. .11676 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 6342 

Gene No. 13345 

Start 125 

Name OJ000108_34 . 0301 .C26 . o3 . tw 

Start 125 

GI none. 

Exons 125.. 346, 128.. 325, 165.. 338 



Seq. ID OJ000108_34.0301.C26 
Strand 

End 34 6 

Method TBLASTX: Wheat 

End 34 6 

Score 85 



□ 



Seq. No. 6342 

Gene No. 13346 

Start 347 

Name OJ000108_34 . 0301 .C26 . ol . tw 

Start 347 

GI none 

Exons 347.. 850, 381.. 818 

Seq. No. 6342 

Gene No. 13346 

Start 347 

Name OJ000108_34 . 0301 . C26 . ol . tm 

Start 416 

GI none 

Exons 416. .778, 425. .778, 429. .779 



Seq. No. 
Gene No. 



6342 
13346 



Seq. ID OJ000108_34.0301.C26 
Strand 

End 850 

Method . TBLASTX: Wheat 

End**"' 850 

Score 354 



Seq. ID OJ000108_34.0301.C26 

Strand 

End 850 

Method TBLASTX: Maize 

End 779 

Score 162 



Seq. ID OJ000108_34.0301.C26 
Strand 



6617 




Start 


347 






End 


850 




Name 


OJ000108 


34.0301.C26.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


599 






End 


841 




GI 


none 






Score 


97 




Exons 


599. .841, 


600. .827 










Seq. No. 


6342 






Seq. ID 


OJ000108_34.0301 


.C26 


Gene No. 


13347 






Strand 






Start 


785 






End 


1150 




Name 


OJ000108 


34.0301.C26.o2. 


tm 


Method . 


TBLASTX: Maize 




Start 


785 






End 


1129 




GI 


none 






Score 


87 




Exons 


785.-886, 


867.. 995, 875. 


.1129 








Seq. No. 


6342 






Seq. ID 


OJ000108_34.0301 


.C26 


Gene No. 


13347 






Strand 






Start 


785 






End 


1150 




Name 


OJ000108 


34.0301.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


. 854 






End 


1150 




GI 


none 






Score 


138 




Exons 


854. .1135 


, 854. .1150, 873. .1148 






Seq. No. 


6342 






Seq. ID 


OJ000108._34.0301 


.C26 


Gene No. 


13347 






Strand 






Start 


785 






End 


1150 




Name 


OJ000108 


34.0301.C26.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


872 






End 


1150 




GI 


none 






Score 


248 




Exons 


872. .1150 


, 873. .1148, 878. .1150 






Seq. No. 


6343 






Seq. ID 


OJ000108_34.0301 


.C27 


Gene No. 


13348 






Strand 






Start 


108 






End 


497 




Name 


OJ000108 


34.0301.C27.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


108 






End 


485 




GI 


none 






Score 


58 




Exons 


108. .440, 


208. .402, 417. 


.485 








Seq. No. 


6343 






Seq. ID 


OJ000108 34.0301.C27 


Gene No. 


13348 






Strand 






Start 


108 






End 


497 




Name 


OJ000108 


34.0301.C27.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


146 






End 


497 




GI 


none 






Score 


76 




Exons 


146. .298, 


147. .449, 148. 


.297, 


453. .497 






Seq. No. 


6344 






Seq. ID 


OJ000108_34.0301 


.C28 


Gene No. 


13349 






Strand 






Start 


10 






End 


435 




Name 


OJ000108 


34. 0301. C28.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


10 






End 


435 




GI 


none 






Score 


149 




Exons 


10. .435, 


161. .409 










Seq. No. 


6344 






Seq. ID 


OJ000108_34.0301 


.C28 


Gene No. 


13349 






Strand ' 






Start 


10 






End 


435 





6618 



\1 



5 J 



■J 

;3 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
*if Start 
Ji GI 
= il Exons 



Seq. No. 
^ Gene No. 
;3 Start 
*LJ Name 
2 Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000108_34 . 0301 . C28 . ol . tw Method 

31 - End 

none Score 
31. .435, 149. .418 



TBLASTX: Wheat 

435 

164 



Seq. No. 6345 

Gene No. 13350 

Start 5211 

Name OJ000108_34 . 0301 . C32 . ol.. tc 

Start 5211 

GI none 

Exons 5211.. 5486, 5303.. 5383 



Seq. ID OJ000108_34.0301.C32 
Strand 

End 5989 

Method TBLASTX: Cress 

End 5486 

Score 215 



6345 
13350 
5211 

OJ000108_34.0301.C32.ol.tm 
5211 
none 

5211. .5486, 5213.. 5485, 5272.. 5487, 5627. .5752 



Seq. ID OJ000108_34.0301.C32 
Strand 

End 5989 

Method TBLASTX : Maize 

End 5752 

Score 333 



6345 

13350 

5211 

OJ000108_34.0301.C32.ol.ts 

5214 

none 

5214. .5480, 5214. .5465, 5264. 

6345 

13350 

5211 

OJ000108_34 . 0301 . C32 . ol . tw 

5624 

none 

5624. .5989 



Seq. ID OJ000108_34.0301.C32 
Strand 

5989 

TBLASTX : Soybean 
5480 
231 



End 

Method 
End 
Score 
.5470 



Seq. ID OJ000108_34.0301.C32 
Strand 

End 5989 

Method TBLASTX : Wheat 

End 5989 

Score 202 



Seq. ID OJ000108_34.0301.C33 
Strand + 

1455 
AAT/GAP 
1455 
800 



6346 
13351 
1038 

OJ000108_34.0301.C33.ol.gp 
1038 

uC-osroM202011h09bl 
1038. .1455 

1 6041757/gb| AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



End 

Method 

End 

Score 



Seq. No. 6347 

Gene No. 13352 

Start 185 

Name OJ0002O8_26 . 0302 . C2 . ol . gs 

Start 185 

GI none 

Exons 185.. 344 



Seq. ID OJ000208_26.0302.C2 

Strand + 

End 34 4 

Method GEN SCAN 

End 34 4 

Score .42 



Seq. No. 



6348 



Seq. ID OJ000208_26.0302.C3 



6619 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



13353 
9124 

OJ000208_26 . 0302 . C3 . o2 . gs 
9124 
none 
9124. . 
10825. 
12284. 



9203, 9347. 



Strand 
End 

Method 
End 
Score 
9598, 10163. .10231, 



+ 

12774 
GENSCAN 
12645 
.73 

10327. .10462, 



.11129, 11481. 
.12472, 12583, 



11707, 11783. 
12645 



.11898, 12014. .12190, 



Seq. No. 

Gene No*. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



6348 Seq. ID 

13353 Strand 

9124 End 

OJ000208_2 6 . 0302 . C3 . ol . gp Method 

9299 End 

52 1.R1084 Score 



OJ000208_26.0302.C3 
+ 

12774 
AAT/GAP 
12774 
2882 



9299.. 9598, 10163 .. 10231 , 10327 .. 104 62, 10882 .. 11129, 
11481. .11707, 11783. .11898, 12014 .. 12190, 12284 .. 12472, 
12583. .12646, 12749.. 12774 

'3062907/dbj |BAA25729| 0.0e+00 (AB012107) myo-inositol phosphate 
synthase [Oryza sativa] ' 



u3 



i :: 



'is? 
H 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6348 Seq. ID 

13353 Strand 

9124 End 

OJ000208_2 6 . 0302 . C3 . o2 . np Method 

9411 End 

3062907 Score 



OJ000208_26.0302.C3 
+ 

1277^4 - 
AAT/NAP 
12774 
2185 



9411. .9598, 10163. .10231, 10327 104 62, 10882 11129, 
11481. .11707, 11783. .11898, 12014 .. 12190, 12284 .. 124 72 , 
12583. .12645, 12748.. 12774 

(AB012107) myo-inositol phosphate synthase [Oryza sativa] 



6348 

13354 

1 

OJ000208_26.0302.C3.ol.np 
1 

6561960 



Seq. ID OJ000208_26.0302.C3 
Strand 

End 5204 

Method AAT/NAP 

End 2230 

Score 1315 



1..583, 672. .927, 1420. .2016, 2144. .2230 
(AL132964) putative protein [Arabidopsis thaliana] 



Seq. No. 6348 

Gene No. 13354 

Start 1 

Name OJ000208_26 . 0302 . C3 . o2 . tm 

Start 371 

GI none 

Exons 371.. 595, 373.. 585, 374.. 586, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_26.0302.C3 
5204 

TBLASTX: Maize 

1535 

206 



468. .596, 672. .929, 672. .929, 



1384. .1533, 1407. .1484, 1419. .1535, 1448. .1519 



Seq. No. 6348 Seq. ID 

Gene No. ' 13354 Strand 

Start 1 End 

Name OJ000208_26 . 0302 . C3 . o3 . tw Method 

Start 371 End 

GI none Score" 
Exons 



OJ000208_26.0302.C3 
5204 

TBLASTX: Wheat 

518 

183 



371. .517, 372. .518, 373. .510, 374. .511 



6620 



Seq. No. 6348 

Gene No. 13354 

Start 1 

Name OJ000208_26 . 0302 . C3 . ol . gs 

Start 399 

GI none 
Exons 



Seq. ID OJ000208_26.0302.C3 



Strand 
End 

Method 

End 

Score 



5204 
GENSCAN 
5204 
.56 



399. .583, 672. .927, 1420. .1850, 2243. .2280, 2348. .2414, 
2449. .2514, 4330. .4523, 4905. .5006, 5012. .5204 



Seq. No. 6348 Seq. ID 

Gene No. 13354 Strand 

Start 1 End 

Name OJ000208_26 . 0302 . C3 . o2 . tc Method 

Start 1422 End 

GI none Score 

Exons 1422. .1472, 1423. .1473, 1480. .1827, 
-1542.. 1838 



OJ000208_26.0302.C3 
5204 

TBLASTX: Cress 
1840 
38 

1487. .1840, 1531. .1776, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
3 GI 

2 Exons 

n 

jl Seq. No. 

Z Gene No. 

J Start 

J Name 

3 Start 
U GI 

Exons 



6348 

13354 

1 

OJ000208_26.0302.C3.o2.ts 

1485 

none 



Seq. ID OJ000208_26. 0302.C3 
Strand 
End 

Method 
End 
Score 



5204 

TBLASTX : Soybean 

1737 

193 



1485. .1736, 1486. .1737, 1487. .1735, 1542. .1736 



6348 Seq. ID 

13354 Strand 

1 End 

OJ000208_26 . 0302 . C3 . o3 . tm Method 

1592 End 

none Score 

1592. .1984, 1593. .1994, 1594. .1989 



OJ000208_26.0302.C3 
5204 

TBLASTX: Maize 

1994 

282 



Seq. No. 6348 Seq. ID 

Gene No. 13355* Strand 

Start 9392 " End 

Name OJ000208_26 . 0302 -C3.ol.tc Method 

Start 9392 End 

GI none Score 
Exons 



OJ000208_26.0302.C3 
12774 

TBLASTX: Cress 

12774 

122 



9392. .9505, 9393. .9512, 9519. .9599, 10163 .. 10231, 10164 .. 10232, 



10298. .10465, 10327 .. 104 64 , 10328. 

10882. .11130, 11479. .11712, 11479. 

11526. .11744, 11781. .11894, 11782. 

12011. .12190, 12014. .12226, 12272, 

12283. .12471, 12582 .. 12647 , 12585. 
12748. .12774 



,10465, 10881. 

, 11697, 11480. 

,11910, 11788. 

,12472, 12283. 

,12647, 12586. 



. 11129,-. 
11701/ 
11898, 
12483, 
12648, 



Seq. No. 6348 

Gene No. 13355 

Start 9392 

Name OJ000208_26 . 0302 . C3 . ol . tm 

Start 9402 

GI ; none 
Exons 



Seq. ID OJ000208_26.0302.C3 



Strand 
End 

Method 

End 

Score 



12774 

TBLASTX: Maize 

12774 

297 



9402. .9599, 9404. .9598, 10159 .. 10230, 10162 .. 10230, 
10163. .10231, 10164. .10232, 10298 .. 104 65, 10327 .. 10479, 



6621 




10332. .10469, 
11073. .11123, 
11523. .11744, 
12010. .12147, 
12272. .12469, 
12283. .12477, 
12583. .12648, 



10881. .11018, 
11479. .11712, 
11781. .11897, 
12012. .12143, 
12272. .12466, 
12581. .12640, 
12748. .12774 



10881. .11129, 
11479. .11694, 
11782. .11910, 
12012. .12182, 
12282. .12473, 
12582. .12641, 




10882. .11130, 
11480. .11707, 
11782. .11898, 
12014. .12226, 
12283. .12477, 
12582. .12647, 



Seq. No. 6348 Seq. ID 

Gene. No. 13355 Strand 

Start 9392 End 

Name OJ000208_26 . 0302 . C3 . o2 . tw Method 

Start 9408 End 

GI none Score 
Exons 



OJ000208_26.0302.C3 
12774 

TBLASTX: Wheat 

10197 

202 



9408. .9536, 9410. .9529, 9537. .9599, 9539 .. 9601, 10162 10197 



Seq. No. 6348 Seq. ID 

Gene No. 13355 Strand 

Start 9392 End 

Name OJ000208_26 . 0302 . C3 . o3 . ts Method 

Start 9410 End 

GI none Score 
Exons 



OJ000208_26.0302.C3 
12774 

TBLASTX : Soybean 

11046 

212 

10163. .10231, 



9410. .9598, 9411. .9599, 10138 .. 10200, 
10164. .10232, 10298. .10465, 10327 .. 10464 , 10328 104 65, 
10335. .10475, 10875 .. 11045, 10881 .. 11045, 10882 .. 1104 6, 
10882. .11046 



i:3 



!-3 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6348 

13355 

9392 

OJ000208_26.0302.C3.ol.ts 
11047 
none 
11047. 
11480. 
11782. 
12272. 
12748. 



11130, 11049. .11129, 

11701, 11523. .11744, 

11910, 12013. .12147, 

12472, 12283. .12465, 

12774, 12748. .12774 



Seq. ID OJ000208_26.0302.C3 
Strand 

End 12774 

Method TBLASTX : Soybean 

End 12774 

Score 111 
11478. .11702, 11479. .11712, 
11781. .11879, 11781. .11894, 
12014. .12226, 12030. .12209, 
12585. .12647, 12586 1264 8 , 



6348 
13355 
9392 

OJ000208_26.0302.C3.ol.tw 
12059 
none 

12059. .12226, 12059 12190, 12245 12472, 12272 .. 12472, 
12283. .12477, 12283. . 12477, 12580 .. 12648, 12582.. 12647 



Seq. ID OJ000208_26.0302.C3 
Strand 

End 12774 

Method TBLASTX : Wheat 

End 12648 

Score 211 



Seq. No. 6349 Seq. ID 

Gene No. 13356 Strand 

Start 3334 End 

Name OJ000208_2 6 . 0302 . C4 . ol . gp Method 

Start 3108 End 

GI 29900_1.R1084 Score 

Exons 3108.. 3697 

GI Descrip. 1 4263771/gb | AAD15432 | 5.0e-21 (AC006218) putative nonspecific 
lipid-transfer protein precursor [Arabidopsis thaliana] 



OJ000208_26.0302.C4 
+ 

4823 
AAT/GAP 
3697 
1107 



6622 



>gi_4726121_gb_AAD28321.1_AC006436_12 (AC006436) putative 
nonspecific lipid-transfer protein precursor [Arabidopsis 





thaliana] 1 












Seq. No. 


6349 




Seq. ID 


OJ000208_ 


26.0302. 


C4 


Gene No. 


13356 




Strand 


+ 






Start 


3334 




End 


4823 






Name 


OJ000208 26. 0302. C4. 


o2.gs 


Method 


GEN SCAN 






Start 


3334 




End 


4823 






GI 


none 




Score 


.73 






Exons 


3334. .3697, 3828. .3860, 4618. .4823 








Seq. No. 


6349 




Seq. ID 


OJ000208_ 


26.0302. 


C4 


Gene No. 


13357 




Strand 


+ 






Start 


14798 




End 


17754 






Name 


OJ000208 26. 0302. C4 . 


o4 . gp 


Method 


AAT/GAP 






Start 


14798 




End 


17754 






GI 


15371 1.R1084 




Score 


2516 






Exons 


14798. .15220, 16771. 


.16842, 


16933. .17754 






GI Descrip. 


'2924772 3.0e-62 (AC002334) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


6349 




Seq. ID 


OJ000208_ 


26.0302. 


C4 


Gene No.- 


13357 




Strand 


+ 






Start 


14798 




End 


17754 






Name 


OJ000208 26. 0302. C4. 


ol .np 


Method 


AAT/NAP 






Start 


15006 




End 


17074 






GI 


2924772 




Score 


543 






Exons 


15006. .15220, 16771. 


.16842, 


16933. .17074 






GI Descrip. 


(AC002334) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


6349 




Seq. ID 


OJ000208_ 


26.0302. 


C4 


Gene No. 


13358 




Strand 


+ 






Start 


22496 




End 


26758 






Name 


OJ000208 26. 0302. C4. 


06 .gs 


Method 


GENSCAN 






Start 


224.96 




End 


26758 






GI 


none 




Score 


.42 






Exons 


22496. .22719, 24793. 


.24877, 


25140. .25261, 26396, 


. .26568, 






26628. .26758 












Seq. No. 


6349 




Seq. ID 


OJ000208_ 


_26.0302. 


C4 


Gene No. 


13359 




Strand 


+ 






Start 


27068 




End 


30880 






Name 


OJ000208 26. 0302. C4. 


o7 . gs 


Method 


GENSCAN 






Start 


27068 




End 


30672 






GI 


none 




Score 


.64 






Exons 


27068. .27281, 27419. 


.27488, 


27617. .27732, 28568. 


. .29201, 






30421. .30512, 30653. 


.30672 










Seq. No. 


6349 




Seq. ID 


OJ000208_ 


26.0302. 


C4 


Gene No. 


13359 




Strand 


+ 






Start 


27068 




End 


30880 






Name 


OJ000208 26. 0302. C4. 


o2 .np 


Method 


AAT/NAP 






Start 


27080 




End 


30880 






GI 


4063743 




Score 


209 






Exons 


27080. .27286, 27400. 


.27488, 


27617. .27732, 30855. 


. .30880 





GI Descrip. (AC005851) hypothetical protein [Arabidopsis thaliana] 

6623 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6349 Seq. ID 

13360 Strand 

36432 End 

OJ000208_2 6 . 0302 . C4 . 06 . gp Method 

36362 - End 

uC-osflM202048allbl Score 



OJ000208_26.0302.C4 
+ 

40203 
AAT/GAP 
38352 
992 



36362. .36725, 37586. .37710, . 38306. .38352 

•4726122/gb|AAD28322. 1|AC006436_13 1.0e-28 (AC006436) unknown 
protein [Arabidopsis thaliana] 1 





Seq. No. 


6349 


Seq. ID 


OJ000208_26.0302.C4 




Gene No. 


13360 


Strand 


+ 




Start 


36432 


End 


40203 




Name 


OJ000208 26.0302.C4.o4.np 


Method 


AAT/NAP 




Start 


36420 


End 


38939 




GI 


4263770 


Score 


747 




Exons 


36420. .36725, 37586 37705, 


38313. .38620, 38717.. 38939 




GI Descrip. 


(AC006218) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


6349 


Seq. ID 


OJ000208_26.0302.C4 




Gene No. 


13360 


Strand 


+ 




Start 


36432 


End 


40203 




Name 


OJ000208 26.0302.C4.o9.gs . 


Method 


GENSCAN 




Start 


36432 


End 


37193 


z 


GI 


none 


Score 


.67 


i 5 


Exons 


364 31 .. 36725, 37176.. 31133 








Seq. No. 


6349 


Seq. ID 


OJ000208_26.0302.C4 


: I 


Gene No. 


13360 


Strand 


+ 


i 


Start 


36432 


End 


40203 


j 


Name 


OJ000208 26.0302.C4.ol0.gs 


Method 


GENSCAN 


i r 

y 


Start 


38541 


End 


40203 




GI 


none 


Score 


.92 


i 


Exons 


38541. .38620, 38717 .. 38886, 


39011. .39357, 40198.. 40203 


.§ 


beq. No. 


6349 


Seq. ID 


OJ000208_26.0302.C4 




Gene No. 


13361 


Strand 




3 


Start _ 


. 517 


End 


1613 




Name 


OJ000208 26.0302.C4.ol.gs 


Method 


GENSCAN 




Start 


517 


End 


1613 




GI 


none 


Score 


.89 




Exons 


517. .978, 1488. .1613 








Seq. No. 


6349 


Seq. ID 


OJ000208_26. 0302. C4 




Gene No. 


13362 


Strand - 






Start 


5505 


End 


6374 




Name 


OJ000208 26.0302.C4.o2.gp 


Method 


AAT/GAP 




Start 


5473 


End 


6374 




GI 


2643 2.R1084 


Score 


1075 




Exons 


5473. .5672, 5780. .5908, 6010. .6153, 6242. .6374 




GI Descrip. 


, 4490317/emb|CAB38808.1| 2. 


Oe-35 (AL035678) putative prote: 






[Arabidopsis thaliana] 1 








Seq. No. 


6349 


Seq. ID 


OJ000208_26.0302.C4 




Gene No. 


13362 


Strand 






Start 


5505 


End 


6374 



6624 



Name 


OJ000208 26. 


0302 


.C4.o3. 


gs 


Method 


GENSCAN 


Start 


5505 








End 


6355 


GI 


none 








Score 


.84 


Exons 


5505. .5672, 


5780 


. .5908, 


6010. 


.6153, 6242.. 6355 


Seq. No, 


6349 








Seq. ID 


OJ000208_26.0302.C4 


Gene No. 


13363 








Strand 




Start 


7339 








End 


9949 


Name 


OJ000208 26. 


0302 


.C4.o4. 


gs 


Method 


GENSCAN 


Start 


7339 








End 


9949 


GI 


none 








Score 


.75 


Exons 


7339. .7355, 


7411 


. .7532, 


8420. 


.8481, 8984. .9949 


Seq. No. 


6349 








Seq. ID 


OJ000208_26.0302.C4 


Gene No. 


13363 








Strand 




Start 


7339 








End 


9949 


Name 


OJ000208 26. 


0302 


.C4.o3. 


gp 


Method 


AAT/GAP 


Start 


7464 








End 


9659 


GI 


none 








Score 


1560 


Exons 


7464. .7498, 


8133 


. .8202, 


8420. 


.8481, 8984. .9659 


Seq. No. 


6349 








Seq. ID 


OJ000208_26.0302.C4 


Gene No . 


13364 








Strand 




Start 


33353 








End 


36514 


Name 


OJ000208 26. 


0302 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3454 








End 


3693 


GI 


none 








Score 


249 


Exons 


' 3454. .3693, 


3474 


. .3677 








Seq. No. 


6349 








Seq. ID 


OJ000208_26.0302.C4 


Gene No. 


13364 








Strand 




Start 


33353 








End 


36514 


Name 


OJ000208 26. 


0302 


.C4.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


3454 








End 


3693 


GI 


none 








Score 


257 


Exons 


3454 . .3693, 


3480 


. .3689 








Seq. No. 


6349 








Seq. ID 


OJ000208_26.0302.C4 


Gene No. 


13364 








Strand 




Start 


33353 








End 


36514 


Name 


OJ000208_26. 


0302 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5518 








End 


9106 


GI 


none 








Score 


97 


Exons 


5518. .5682, 


5520 


. .5672, 


5547. 


.5684, 5557.. 5673, 5759.. 5911 




5763. .5912, 


6010 


. .6180, 


6017. 


.6148, 6242. .6316, 6242. .6358 




6246. .6359, 


6355 


. .6411, 


6358. 


.6411, 6362. .6418, 7407. .7505 




7409. .7501, 


8130 


. .8204, 


8990. 


.9106 




Seq. No. 


6349 








Seq. ID 


OJ000208_26.0302.C4 


Gene No. 


13364 








Strand 




Start 


33353 








End 


36514 


Name 


OJ000208 26. 


0302 


.C4.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5538 








End 


5906 


GI 


none 








Score 


67 


Exons 


5538. .5660, 


5547, 


. .5675; 


5557. 


.5673, 5783.. 5905, 5783.. 5905 



5784. .5906 



6625 



Seq. No. 6349 

Gene No. 13364 

Start 33353 

Name OJ000208_26 . 0302 . C4 . o5 . ts 

Start 6028 

GI none 

Exons 6028.. 6180, 6029.. 6193, 6239. 

6431.. 6490, 7407.. 7496, 7409. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 26. 0302. C4 



36514 

TBLASTX : Soybean 
7501 
110 

6319, 6286.-6348, 6355.. 6411, 
7501, 7412.. 7501 



Seq. No. 6349 

Gene No. 13364 

Start 33353 

Name OJ000208_26 . 0302 . C4 . 06 . tm 

Start 9107 

GI none ; 

Exons 9107.. 9310, 9107.. 9310, 9107. 

9387.. 9470, 9450.. 9548, 9555. 



Seq. ID OJ000208_26.0302.C4 
Strand 

End 36514 
Method TBLASTX : Mai ze 
End 9692 
Score 106 

.9241, 9111. .9236, 9387. .9473, 
.9692, 9566. .9670 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6349 

13364 

33353 

OJ000208_26 . 0302 . C4 . o5 . tm 

14991 

none 

14991. .15221, 14996. .15235, 
16771. .16842 

6349 

13364 

33353 

OJ000208_26.0302.C4 .ol.tc 
14993 
none 
14993. 
16930. 



15217, 
16971, 
17012. .17041 



14994 
16931 



.15221, 
.16996, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_26.0302.C4 
36514 

TBLASTX: Maize 

16846 

347 



16758. .16841, 16766 .. 1684 6, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_26.0302.C4 
36514 

TBLASTX: Cress 

17041 

335 



16778. .16852, 16780 .. 16842, 
16972. .17007, 16979 .. 17008, 



Seq. No. 6349 
Gene No. 13364 
Start 33353 

Name OJ000208_26 . 0302 . C4 . o2 . ts 

Start 15002 
GI none 
Exons 15002. .15217, 15003 .. 15221, 16754 

16772. .16846, 16930 .. 1707 6, 16931 

16932. .17090 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 26. 0302. C4 



36514 

TBLASTX : Soybean 
17101 
357 

16837, 16765. .16842, 
17062, 16931. .17101, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6349 

13364 

33353 

OJ000208_26 . 0302 . C.4 . o7 . tm 

16930 

none 

16930. .17082, 16931. 
17215. .17259, 17226. 



,17083, 
,17258- 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000208_26.0302.C4 
36514 

TBLASTX: Maize 

17259 

202 



17108. .17143, 17110. .17142, 



Seq. No, 



6349 



Seq. ID OJ000208_26.0302.C4 



6626 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13364 Strand 

33353 End 36514 

OJ000208_26 . 0302 . C4 . 08 . gs Method GENSCAN 

33353 End 35914 

none Score .82 

33353. .33626, 33735 .. 33830, 33907 .. 34019, 34101 .. 34355, 

34446. .34796, 35407 35537, 35647.. 35914 



6349 
13364 
33353 
OJ000208 
33374 
4006820 
33374. .33626, 
34446. .34726, 



OJ000208 26. 0302. C4 



Seq. ID 
Strand 

End 36514 
Method AAT/NAP 
End 36514 
Score 670 
33901. .34014, 34090 . . 34355, 
35647. .35818, 36338.. 36514 
(AC005970) putative serine carboxypeptidase II [Arabidopsis 
thaliana] 



26.0302.C4.o3.np 



33735. .33830, 
35430. .35537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6349 
13364 
33353 
OJ000208 
33395 
none 
33395 
33927 
34444 
35628 



26.0302.C4.ol.ts 



33529, 
34010, 
34710, 
35795, 



33396. 
34125. 
34674. 
35645. 



,33521, 
.34232, 
,34721, 
,35818 



Seq. ID 
Strand 
End 

Method 
End 
Score 

33521 

34239 



OJ000208 26. 0302. C4 



36514 

TBLASTX: Soybean 
35818 
73 

33628, 33737. .33805, 
34355, 34443. .34640, 



35437. .35538, 35438.-35539, 



6349 

13364 

33353 

OJ000208_26.0302.C4 .o3.tm 
33395 
none 
33395. 
34137. 
34674. 
35628. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_26.0302.C4 
36514 

TBLASTX: Maize 

35838 

80 



,33628, 33447. .33629, 33737 .. 33814 , 33936 .. 34025, 

,34229, 34239. .34355, 34443 .. 34 691, 34501 .. 34 692 , 

,34721, 34678. .34722, 35432 .. 35539, 354 37 .. 35538 , 

,35795, 35645. .35809, 35773.. 35838 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000208 26. 0302. C4 



36514 
AAT/GAP 
34794 
1834 



33735. .33830, 33907 .. 34019, 34101 .. 34355, 



6349 
13364 
33353 

OJ000208_26.0302.C4 .o5.gp 
33442 

29266_1.R1084 
33442. .33626, 
34446. .34794 

- , 1706082/sp|P52711|CP23_HORVU 2.0e-69 SERINE CARBOXYPEPTIDASE 
II-3 PRECURSOR (CP-MII.3) >gi_629787_pir_S44 191 serine-type 
carboxypeptidase (EC 3.4.16.1) II-3 - barley 

>gi_619350_bbs_153536 CP-MII . 3=serine carboxypeptidase [Hordeum 
vulgare=barley, cv. Alexis, aleurone, Peptide, 516 aa] 
>gi_474392_emb_CAA55478.1_ (X78877) serine carboxylase II-3 
[Hordeum vulgare] ' 



6627 




Seq. No. 


6349 




Seq. ID 


OJ000208 


_26.0302 


.C4 


Gene No. 


13364 




Strand 








Start 


33353 




End 


36514 






Name 


OJ000208 26. 0302. C4. 


o4 . tc 


Method 


'TBLASTX: 


Cress 




Start 


33536 




End 


34631 






GI 


none 




Score 


63 






Exons 


33536.-33628, 33737. 


.33811, 


33909. .33938, 33939 


. .34010, 






34110. .34361, 34488. 


.34631, 


34501. .34563 






Seq. No. 


6349 




Seq. ID 


OJ.000208 


_26.0302 


.C4 


Gene No. 


13364 




Strand 








Start 


33353 




End 


36514 






Name 


OJ000208 26. 0302. C4. 


o3 . tc 


Method 


TBLASTX : 


Cress 




Start 


34569 




End 


35821 






GI 


none 




Score 


74 






Exons 


34569. .34607, 34674. 


.34721, 


35432. .35539, 35437 


. .35538, 






35645. .35674, 35693. 


.35821 










Seq. No. 


6349 




Seq. ID 


OJ000208 


_26.0302 


.C4 


Gene "No. 


13365 




Strand 








Start 


37595 




End 


38749 






Name 


OJ000208 26. 0302. C4. 


o2.tm 


Method 


TBLASTX : 


Maize 




Start 


37595 




End 


38749 






GI 


none 




. Score 


179 






Exons 


37595. .37711, 37597. 


.37707, 


38303. .38617, 38303 


. .38620, 






38304. .38618, 38714. 


.38749, 


38715. .38747, 38716 


. .38748 




Seq. No. 


6349 




Seq. ID 


OJ000208 


_26.0302 


.C4 


Gene No. 


13366 




Strand 








Start 


39033 




End 


39331 






Name 


OJ000208 26. 0302. C4. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


39033 




End 


39331 






GI 


none 




Score 


354 






Exons 


39033. .39326, 39034. 


.39330, 


39035. .39331 






Seq. No. 


6350 




Seq. ID 


OJ000208 


_26.0302 


.C5 


Gene No. 


13367 




Strand 


+ 






Start 


1475 




End 


3482 






Name 


OJ000208 26. 0302. C5 . 


ol .np 


Method 


AAT/NAP 






Start 


1475 




End 


3482 






GI 


6573771 




Score 


392 






Exons 


1475.. 1536, 2905.. .3368, 339S 


>. .3482 








GI Descrip. 


(AC009243) F28K19.29 


i [Arabidopsis thaliana] 






Seq. No. 


6350 




Seq. ID 


OJ000208 


_26.0302 


.C5 


Gene No. 


13367 




Strand 


+ 






Start 


1475 




End 


3482 






Name 


OJ000208 26^.0302. C5. 


ol . gp 


Method 


AAT/GAP 






Start 


2501 




End 


2900 






GI 


none 




Score 


738 






Exons 


2501. .2900 












Seq. No. 


6350 




Seq. ID 


OJ000208 


_26.0302 


.C5 


Gene No. 


13367 




Strand 


+ 






Start 


1475 




End 


3482 






Name 


OJ000208 26. 0302. C5. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


2912 




End 


3179 







6628 




GI 


none 






Score 


331 




Exons 


2912. .3103, 


2913 


..3125, 3129. 


.3179 






Seq. No. 


6350 






Seq. ID 


OJ000208_26.0302 


.C5 


Gene No. 


13367 






Strand 


+ 




Start 


1475 






End 


3482 




Name 


OJ000208 26. 


0302 


.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2912 






End 


3476 * 




GI 


none 






Score 


316 




Exons 


2912. .3124, 


2913 


..3125, 3129. 


.3179, 3347. .3469, 3417. .3476 


Seq. No. 


6350 






Seq. ID 


OJ000208_26.0302 


. C5 


Gene No. 


13367 






Strand 


+ 




Start 


1475 






End 


3482 




Name 


OJ000208 26. 


0302 


. CS.ol.tm 


Method 


TBLASTX: Maize 




Start 


2919 






End 


■3179 




GI 


none 






Score 


397 




Exons 


2919. .3179, 


2919 


..3080, 2921. 


.3172, 3089.. 3163 




Seq. No. 


6350 






Seq. ID 


OJ000208 26.0302 


. C5 


Gene No. 


13367 






Strand 


+ 




Start 


1475 






End 


3482 




Name 


OJ000208 26. 


0302 


.C5.ol.tw 


Method 


TBLASTX : Wheat 




Start 


2925 






End 


3095 




GI 


none 






Score 


190 




Exons 


2925. .3095, 


2925 


. .3074 








Seq. No. 


6351 






Seq. ID 


OJ000208_26.0302 


. C6 


Gene No. 


13368 






Strand 






Start 


3588 






End 


3995 




Name 


OJ000208 26. 


0302 


.C6.o2.gs 


Method 


GENSCAN 




Start 


3588 






End 


3995 




GI 


none 






Score 


1 




Exons 


3588. .3995 












Seq. No. 


6352 






Seq. ID 


OJ000208_26.0302 


.CI 


Gene No. 


13369 






Strand 


+ 




Start 


210 






End 


323 




Name 


OJ000208 26. 


0302 


.C7.ol.gs 


Method 


GENSCAN 




Start 


210 






End 


323 




GI 


none 






Score 


.61 




Exons 


210. .323 












Seq. No. 


6352 






Seq. ID 


OJ000208_26.0302 


.CI 


Gene No. 


13370 






Strand 


+ 




Start 


1292 






End 


4744 




Name 


OJ000208 26. 


0302 


. C7 . ol . np 


Method 


AAT/NAP 




Start 


1292 






End 


4744 




GI 


6587864 






Score 


344 




Exons 


1292. .1318, 


3682 


..3956, 4147. 


.4309, 4706.. 4744 




GI Descrip. 


(AC012680) putative RNA-binding protein [Arabidopsis thalic 


Seq. No. 


6352 






Seq. ID 


OJ000208_26.0302 


.CI 


Gene No. 


13370 






Strand 


+ 




Start 


1292 






End 


4744 




Name 


OJ000208 26. 


0302.C7.o2.gs 


Method 


GENSCAN 




Start 


2521 






End 


4309 





6629 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
r=l * Start 
* 8 I Name. 
:z Start 

cn gi 

ru 



Exons 



'*Z Seq. No. 
^ Gene No. 
I'U Start 
n Name 
n Start 
GI 

Exons 



• Seq. No. 
Q Gene No. 
i;g Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

2521. .3956, 4147. .4309 



Score 



,89 



6353 
13371 
2588 

OJ000208_26.0302.C8.ol.gp 
2397 

uC-osflcypl72bllal 
2397.. 2752, 2860.. 2896 

•623586 3.0e-16 (L29273) putative [Nicotiana tabacum] ' 



Seq. ID OJ000208_26.0302.C8 
Strand 

End 3084 

Method AAT/GAP 

End 2896 

Score 758 



6353 

13371 

2588 

OJ000208_26.0302.C8.ol.tm 

2539 

none 



Seq. ID OJ000208_26.0302.C8 
Strand 

End 3084 

Method TBLASTX: Maize 

End 2955 

Score 93 



2539. .2589, 2577.. 2666, 2582.. 2656, 2583 .. 2753, - 2603 .. 2755, 
2653.. 2754, 2823.. 2942, 2860.'. 2955, 2860.. 2952 



6353 

13371 

2588 

OJ000208_2 6 . 0302 . C8 . ol . tc 

2567 

none 



Seq. ID OJ000208_26.0302.C8 
Strand 

End 3084 

Method TBLASTX: Cress 

End 2968 

Score 86 



2567. .2617, 2663. .2749, 2667. .2750, 2675. .2755, 2849. .2968, 
2860.. 2952 



6353 
13371 
2588 

OJ000208_26 . 0302 . C8 . o2 . gs 
2588 
none 

2588.. 2752, 2860.. 2950 

6353 
13371 
2588 

OJ000208_26.0302.C8.ol.np 
2591 
3341681 

2591.. 2752, 2860. .2967, 3055. .3084 

(AC003672) putative small GTP-binding protein [Arabidopsis 
thaliana] gi | 741994 | prf || 2008312A GTP-binding protein 
[Arabidopsis thaliana] 



Seq. ID OJ000208_26.0302.C8 
Strand 

End 3084 

Method GENSCAN 

End 2950 

Score .81 



Seq. ID OJ000208_26.0302.C8 
Strand 

End 3084 

Method AAT/NAP 

End 3084 

Score 172 



Seq. No. 6353 

Gene No. 13371 

Start 2588 

Name OJ000208_26 . 0302 . C8 . ol . ts 

Start 2663 

GI none 
Exons 



Seq. ID OJ000208_26.0302.C8 
Strand 

End 3084 

Method TBLASTX : Soybean 

End 2968 

Score 99 



2663. .2749, 2667. .2747, 2849.-2968, 2860. .2952 



6630 



Seq. No. 6354 Seq. ID OJ000208_26 . 0302 . C9 

Gene No. 13372 Strand + 

Start 1943 End 6372 

Name OJ000208_26. 0302 .C9 .o2 .gs Method GENSCAN 

Start 1943 End 6372 

GI none Score . 59 

Exons 1943.. 1999, 2606.. 2800, 2869.. 3123, 4172.. 4329, 5273.. 5354, 

5377.. 5843, 6189.. 6372 



OJ000208 26. 0302. C9 



Seq. No. 6354 Seq. ID 

Gene No. 13373 Strand 

Start 1 End 1474 

Name OJ000208_26 . 0302 . C9 . ol . np Method AAT/NAP 

Start 1 End 1268 

GI 3341681 Score 469 : 

Exons 1..205, 454.. 546, 938.. 1008, 1149.. 1268 

GI Descrip. (AC003672) putative small GTP-binding protein [Arabidopsis 
thaliana] gi | 741994 | prf | | 2008312A GTP-binding protein 
- [Arabidopsis thaliana] 



Seq. No. 6354 Seq. ID 

Gene No. 13373 Strand 

Start 1 End 

Name OJ000208_26 . 0302 . C9 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98.. 209, 955.. 1066, 1149.. 1268 



OJ000208_26.0302.C9 

1474 
GENSCAN 
1268 
.98 



OJ000208 26. 0302. C9 



Seq. No. 6354 Seq. ID _ 

Gene No. 13373 Strand 

Start 1 End 1474 

Name OJ000208_26 . 0302 . C9 . ol . gp Method AAT/GAP 

Start 779 End 1474 

GI uC-osflcypl72bllbl Score 1064 

Exons 779.. 1008, 1149.. 1474 

GI Descrip. 1 4567198/gb | AAD23614 . 1 | AC007168_5 8.0e-25 (AC007168) 
GTP-binding protein [Arabidopsis thaliana] ■ 



putative 



Seq. No. 6354 
Gene No. 13374 
Start 6480 

Name OJ000208_26 . 0302 . C9 . ol . tm 

Start 88 
GI none 

Exons 88. .213, 89.. 208, 453.. 575, 

938. .1009, 1144. .1224, 1149 
1199. .1264 



OJ000208 26. 0302. C9 



Seq. ID 
Strand 
End 

Method 

End 

Score 
462. .548, 
,.1247, 1149. .1247, 1150. 



8052 

TBLASTX: Maize 
1264 
146 

463.-588, 937.. 



1011, 
1260, 



Seq. No. 


6354 








Seq. ID 


OJ000208 


_26. 


0302, 


.C9 


Gene No. 


13374 








Strand 










Start 


6480 








End 


8052 








Name 


OJ000208 26. 


0302. 


,C9.o3. 


gs 


Method 


GENSCAN 








Start 


6480 








End 


8052 








GI 


none 








Score 


.49 








Exons 


6480. . 6616, 


6884, 


. .6942, 


7874 


. .8052 










Seq. No. 


6355 








Seq. ID 


OJ000208 


_26. 


0302, 


.C10 



6631 



Gene No. 13375 Strand + 

Start 607 End 1042 

Name OJ000208_26 . 0302 .CIO . ol . gs Method GENSCAN 

Start 607 End 865 

GI none Score .99 

Exons 607.. 8 65 



Seq. No. 6355 Seq. ID OJ000208_26 . 0302 . C10 

Gene No. 13375 Strand + 

Start 607 End 1042 

Name OJ000208_26 . 0302 . C10 . ol . np Method AAT/NAP 

Start 607 End 1042 

GI 2842704 Score 153 

Exons 607.. 869, 941.. 1042 

GI Descrip. HYPOTHETICAL 73.3 KD PROTEIN C6G9.14 IN CHROMOSOME I 

gi 1 1644326 | emb | CAB03616.il (Z81317) serine rich pumilio family 
rna binding domain pr otein [Schizosaccharomyces pombe] 





Seq. No. 


6356 


Seq. ID 


OJ990531_33.9819 


. CI 




Gene No. 


13376 


Strand 








Start 


252 


End 


1019 






Name 


OJ990531 33.9819.Cl.ol.tm 


Method 


TBLASTX: Maize 






Start- 


210 


End 


573 






GI 


none 


Score 


179 




iJ 


Exons 


210. .572, 219. .572, 223. .573 










Seq. No. 


6356 


Seq. ID 


OJ990531_33.9819 


.CI 




Gene No. 


13376 


Strand 








Start 


252 


End 


1019 




ii 

: tt 


Name 


OJ990531 33.9819.Cl.ol.tw 


Method 


TBLASTX: Wheat 




is* 


Start 


219 


End 


644 




: y 


GI 


none 


Score 


238 






Exons 


219. .581, 219. .644, 223. .612 








S T 

%.E 


Seq. No. 


6356 


Seq. ID 


OJ990531_33.9819 


.CI 




Gene No. 


13376 


Strand 








Start 


252 


End 


1019 




55. 
. _jj 


Name 


OJ990531 33.9819.Cl.ol.np 


Method 


AAT/NAP 




lj 


Start 


225 


End 


1019 




sxt. 


GI 


4512237 


Score 


1291 




. -J 


Exons 


225.. 1019 










GI Descrip. 


(AB014746) polyprotein [Hordeum vulgare] 






Seq. No. 


6356 


Seq. ID 


OJ990531_33.9819 


.CI 




Gene No. 


13376 


Strand 








Start 


252 


End 


1019 






Name 


OJ990531 33.9819. CI. ol.gs 


Method 


GENSCAN 






Start 


252 


End 


808 






GI 


none 


Score 


.94 






Exons 


252. .808 









Seq. No. 6356 Seq. ID 

Gene No. 13376 Strand 

Start 252 End 

Name OJ990531_33.9819.Cl.o2.ts Method 

Start 393 _ End 

GI none Score 



OJ990531_33.9819.C1 
1019 

TBLASTX : Soybean 

638 

90 



6632 



Exons 



393. .638, 394. .621 



Seq. No. 


6356 




Seq. ID 


OJ990531_33. 9819 


:ci 


Gene No . 


13376 




Strand 






Start 


252 




End 


1019 




Name 


OJ990531 33. 9819. CI. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


579 




End 


926 




GI 


none 




Score 


130 




Exons 


579. .926, 580. .792 










Seq. No. 


6356 




Seq. ID 


OJ990531 33.9819 


.CI 


Gene No . 


13376 




Strand 






Start 


252 




End 


1019 




Name 


OJ990531 33. 9819. CI. o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


645 




End 


947 




GI 


none 




Score 


186 




Exons 


645. .947, 651. .944, 661 


.945 








Seq. No. 


6356 




Seq. ID 


OJ990531 33.9819 


.CI 


Gene No . 


13376 




Strand 






Start 


252 




End 


1019 




Name 


OJ990531 33. 9819. CI. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


660 




End 


995 




GI ' 


none 




Score 


120 




Exons 


660.. 932, 660.. 995, 661 


.. .951 








Seq. No. 


6357 




Seq. ID 


OJ990531 33.9819 


.C2 


Gene No. 


13377 




Strand 


+ 




Start 


612 




End 


735 




Name 


OJ990531 33. 9819.C2.ol. 


as 


Method 


GENSCAN 




Start 


612 




End 


735 




GI 


none 




Score 


. 48 




Exons 


612. .735 










Seq. No. 


6358 




Seq. ID 


OJ990531 33.9819 


.C3 


Gene No. 


13378 




Strand 


+ 




Start 


1057 




End 


2618 




Name 


OJ990531 33. 9819.C3.ol. 


crs 


Method 


GENSCAN 




Start 


1057 




End 


2618 




GI 


none 




Score 


. 94 




Exons 


1057. .1104, 1809. .2618 










Seq. No. 


6358 




Seq. ID 


OJ990531_33.9819 


.C3 


Gene No. 


13379 




Strand 


+ 




Start 


2856 




End 


11621 




Name 


OJ990531 33. 9819.C3.o2 . 


no 


Method 


AAT/NAP 




Start 


2856 ~ 




End 


11621 




GI 


4680179 




Score 


5283 




Exons 


2856. .3938, 3972. .4431, 


8637. 


.11621 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


6358 




Seq. ID 


OJ990531_33.9819 


.C3 


Gene No. 


13379 




Strand 


+ 




Start 


2856 




End" 


11621 




Name 


OJ990531 33. 9819.C3.o3. 


gp 


Method 


AAT/GAP 




Start 


7578 




End 


7960 




GI 


uC-osflcyp033a04bl 




Score 


660 





6633 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7578.. 7960 

'6016845/dbj I AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



6358 

13379 

2856 

OJ990531_33.9819.C3.o4.gs 

8965 

none 

8965.. 9376, 9455.. 11486 



Seq. ID OJ990531_33.9819.C3 

Strand + 

End 11621 

Method GENSCAN 

End 11486 

Score . 62 



-3=5, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6358 
13380 
822 

OJ990531_33.9819.C3.ol.np 
822 

4680186 

822. .1020, 1512. .1565, 4559. .4578 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990531_33. 9819.C3 
Strand 

4578 
AAT/NAP 
4578 
289 



End 

Method 

End 

Score 



6358 
13380 
822 

OJ990531_33.9819.C3.o2.gp 
889 

uC-osflcyp033a04bl 
889. .988 

1 6016845/dbj I AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990531_33.9819.C3 
Strand 

End 4578 

Method AAT/GAP 

End 988 

Score 1,69 





Seq. No. 


6358 








Seq. ID 


OJ990531_33.9819 


.C3 




Gene No. 


13381 








Strand 








Start 


7005 








End 


8375 




i c 

•S =T 


Name 


OJ990531 33 


.9819. 


C3.o9. 


tw 


Method 


TBLASTX: Wheat 






Start 


3069 








End 


3307 






GI 


none 








Score 


214 




5 :3 


Exons 


3069. .3095, 


3108. 


.3305, 


3110. 


.3307 






i S l 
■s 

i'l 


Seq. No. 


6358 








Seq. ID 


OJ990531_33.9819 


.C3 




Gene No. 


13381 








Strand 








Start 


7005 








End 


837.5 






Name 


OJ990531 33 


.9819. 


C3.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


3341 








End 


3692 






GI 


none 








Score 


294 






Exons 


3341. .3535, 


3342. 


.3692 












Seq. No.. 


6358 








Seq. ID 


OJ990531_33.9819 


.C3 




Gene No. 


13381 








Strand 








Start 


7005 








End 


8375 






Name 


OJ990531 33 


.9819. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 






Start 


3342 








End 


3647 






GI 


none 








Score 


230 






Exons 


3342. .3647, 


3356. 


.3472 












Seq. No. 


6358 








Seq. ID 


OJ990531_33.9819 


.C3 




Gene No. 


13381 








Strand 







6634 



Start 

Name 

Start 

Gl" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7005- 

OJ990531_33.9819. 

3999 

none 

3999. .4208, 4055. 

6358 

13381 

7005 

OJ990531_33.9819. 

7005 

none 

7005.. 7111, 7558. 



6358 

13382 

8755 

OJ990531_33, 

8755 

none 

8755. .9141, 



;- : End 
Method 
End 
Score 



C3.o8.tw 
.4207, 4252. .4365, 4253.-4366 



8375 . 

TBLASTX: Wheat 
4366 
157 



C3 . o3 .gs 
.7651, 8307 



Seq. ID OJ990531_33.9819.C3 
Strand 

End 8375 

Method GENSCAN 

End 8375 

Score . 8 
.8375 



6358 

13382 

8755 

OJ990531_33. 

8781 

none 

8781. .9224, 

6358 

13382 

8755 

OJ990531_33. 

9154 

none 

9154. .9333, 



9819.C3.o5.tm 



8763.. 8858, 8925. 



9819.C3.o4.tw 



Seq. ID OJ990531_33. 9819.C3 
Strand 

9654 

TBLASTX: Maize 
9141 
257 



End 

Method 
End 
Score 
.9083 



Seq. ID OJ990531_33.9819.C3 
Strand 

End 9654 

Method TBLASTX : Wheat 

End 9267 

Score 52 



8785. .8835, 8889. .9011, 8890. .9267 



9819.C3.o3.tm 



9162. .9281, 9340. 



6358 

13382 

8755 

OJ990531_33. 9819. 

9208 

none 

9208. .9240, 9210, 



6358 

13382 

8755 

OJ990531_33. 

9316 

none 

9316. .9618, 



C3.ol.ts 
.9239, 9244 



9819.C3.o5.tw 



9318. .9602, 9319. 



Seq. ID OJ990531_33.9819.C3 
Strand 

End 9654 

Method TBLASTX : Maize 

End 9654 

Score 162 

.9654, 9480. .9524, 9561. .9611 

Seq. ID OJ990531_33. 9819.C3 
Strand 

End 9654 

Method TBLASTX : Soybean 

End 9603 

Score 57 

.9603, 9246.. 9281, 9312.. 9602 

Seq. ID OJ990531_33.9819.C3 
Strand 

9654 

TBLASTX: Wheat 
9618 
364 



End 

Method 
End 
Score 
.9612 



6358 

13383 

9619 



Seq.. ID OJ990531_33.9819.C3 
Strand 

End 10053 



6635 



Name 


OJ990531 33. 


9819. C3 


.03. tw - 


Method 


TBLASTX : Wheat 


Start 


9619 






End 


10044 


GI 


none 






Score 


596 


Exons 


9619. .10044, 


9651. . 


10040, 9682.. 10044 




Seq. No. 


6358 






beq. lu 


OJ990531_33. 9819 


Gene No . 








Strand 




Start 


9619 






bna 


10053 


Name 


OJ990531 33. 


9819. C3 


.o3. ts 


Metnoa 


TBLASTX : Soybean 


Start 


9625 






End 


9870 


GI 


none 






Score 


211 


Exons 


9625.. 9870, 


9642. .9869 






Seq. No. 


6358 






Seq. ID 


OJ990531_33.9819 


bene wo . 


1 J JO J 






Strand 




Start 


9619 






End 


10053 


Name 


OJ990531 33. 


AQi q r"i 

yo i y . to 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


9690 






End 


10053 


GI 


none 






Score 


. 481 


Exons 


9690. .10040, 


Q£ Q1 

y o y J. . . 


10044, 9691.. 10053 




Seq. No. 


6358 






Seq. ID 


OJ990531_33. 9819 


Gene No . 


IJJO 4 






Strand 




Start 


10075 






End 


11576 


Name 


OJ990531 33. 


y o i y . Lo 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


10075 






End 


10611 


GI 


none 






Score 


654 


Exons 


10075. .10611 


, 10131 


. . 10610 






Seq. No. 


6358 






Seq. ID 


OJ990531_33.9819 


Gene No . 








Strand 




Start 


10075 






End 


11576 


Name 


OJ990531 33. 


9819. C3 


•ol. tc 


Method 


TBLASTX: Cress 


Start 


10318 






End 


10635 


GI 


none 






Score 


90 


Exons 


10318. .10491 


, 10492 


. .10635, 


10494. .10634 


Seq. No. 


6358 






Seq. ID 


OJ990531_33. 9819 


bene ino . 


13384 






Strand 




Start 


10075 






End 


11576 


Name 


OJ990531 33. 


9819. C3 


.o2. ts 


Method 


TBLASTX : Soybean 


Start 


10399 






End 


10659 


GI 


none 






■ Score 


296 


Exons 


10399. .10659, 10404 


. .10658 






Seq. No. 


6358 






Seq. ID 


OJ990531_33. 9819 


Gene No . 


13384 






Strand 




Start 


10075 






End 


11576 


Name 


OJ990531 33. 


9819. C3 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


10457 






End 


10749 


GI 


none ■ 






Score 


81 


Exons 


10457. .10612 


, 10458 


. .10745, 


10459. .10749 


Seq. No. 


6358 






Seq. ID 


OJ990531_33. 9819 


Gene No. 


13384 






Strand 




Start 


10075 






End 


11576 


Name 


OJ990531 33. 


9819. C3 


. ol . tw 


Method 


TBLASTX: Wheat 



6636 



MS 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



!'U GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10618 
none 



End ' 
Score 



11244 
697 



10618. .11244, 10674. .11132, 10990. .11241 



6358 

13384 

10075 

OJ990531_33.9819.C3-ol.tm. 

10798 

none 



Seq. ID OJ990531_33.9819.C3 
Strand 

End 11576 

Method TBLASTX : Mai ze 

End 11397 

Score 231 



10798. .10959, 10806 .. 10952, 10957 .. 11397, 10959.. 11381 



6358 

13384 

10075 

OJ990531_33.9819.C3.o7.tw 

11244 

none 



Seq. ID OJ990531_33.9819.C3 
Strand 

End 11576 

Method TBLASTX : Wheat 

End 11576 

Score 250 



11244. .11471, 11245. .11472, 11472. .11576 



Seq. ID OJ990531_33.9819.C4 
Strand .+ 
End 4011 
Method AAT/NAP 
End 4011 
Score 1094 ' 
22S9..2628, 2673.-3358, 3910.. 4011 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



6359 

13385 

2259 

OJ990531_33.9819.C4.o2.np 

2259 

6907087 



6359 
13386 
6068 

OJ990531_33.9819.C4.o6.np 
6068 
4680179 
6068. .6141, 9273. .11562 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990531_33.9819.C4 

Strand + 

End 12759 

Method AAT/NAP 

End 11562 

Score 3088 



;3 Seq. No. 


6359 






Seq. ID 


OJ990531_33.9819.C4 


Gene No. 


13386 






Strand 


+ 


Start 


6068 






End 


12759 


Name 


OJ990531 33. 


9819.C4.o3 


.gs 


Method 


GENSCAN 


Start 


9134 






End 


12759 


GI 


none 






Score 


.46 


Exons 


9134. .9332, 


9385. .9677 


, 9725. 


.10211, 


10334 . . 11548, 12347 . . 12759 


Seq. No. 


6359 






Seq. ID 


OJ990531 33. 9819. C4 


Gene No. 


13387 






Strand 


+ 


Start 


13608 






End 


13794 


Name 


OJ990531 33. 


9819.C4.o5 


• gp 


Method 


AAT/GAP 


Start 


13608 






End 


13794 


GI 


uC-osflcyp033a04bl 




Score 


279 


Exons 


13608. .13794 










GI ^Descrip. 


, 6016845/dbj I-AP000570. 


HAP000570 3.0e 


-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 ' 



6637 



Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819.C4 


ocuc LNO . 


1 jjOO 


Strand 


+ 


Start 


17857 


End 


19183 


Name 


OJ990531 33.9819.C4.ol0.np 


Method 


AAT/NAP 


Start 


17857 


End 


19183 


GI 


5852178 


Score 


451 


Exons 


17857. .17930, 18339 .. 18565, 


18597. .18712, 19089.. 19183 


GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819.C4 


Gene No. 


13389 


Strand 


+ 




20293 


End 


20468 


Name 


OJ990531 33.9819.C4.o6.gp 


Method 


AAT/GAP 


Start 


20293 


End 


20468 


GI 


LIB3433-026-P1-K1-C1 


Score 


250 


Exons 


20293. .20468 






GI Descrip. 


'5852170/emb|AL117265.1|OST17804 1 . Oe- 


4 4 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone : tl7804 ■ 


Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819.C4 


Gene No. 


13390 


Strand 


+ 


Start 


26341 


End 


28433 


Name ■ 


OJ990531 33.9819.C4.oll.np 


Method 


AAT/NAP 


Start 


26341 


End 


28433 


GI 


6691716 


Score 


1514 


Exons 


26341. .27106, 27304 .. 27910, 


27985. .28433 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 . 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


6359 


Seq. ID 


OJ990531_33. 9819.C4 


bene jno • 


13390 


Strand 


+ 


Start 


26341 


End 


28433 


Name 


OJ990531 33. 9819. C4 .06. gs 


Method 


GEN SCAN 


Start 


2634*1 


End 


28310 


GI 


none 


Score 


.53 


Exons 


26341. .26508, 27194 .. 27368, • 


27440. .27496, 27806 .. 27910, 




27985. .28310 






Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819.C4 


bene ino • 


13391 


Strand 




Start 


1 


End 


. 6 69 2 


Name 


OJ990531 33.9819.C4.ol.np 


Method 


"AAT/NAP 


Start 


1 


End 


1898 


GI 


4680186 


Score 


141 


Exons 


1..152, 643. . 698, 1841. .1898 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819.C4 


Gene No. 


13391 


Strand 




Start 


1 


End 


6692 


Name 


OJ990531 33.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


1493 


End 


3801 


GI 


none 


Score 


.77 


Exons 


1493. .1549, 1645. .1694, 2448 


..2674, 2815. .3153, 3320. .3642, 



3724. .3801 



6638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6359 

13391 

1 

OJ990531_33.9819.C4.o4.np 

2451 

5852180 



Seq. ID OJ990531_33.9819.C4 
Strand 

End 6692 

Method AAT/NAP 

End 6692 

Score 102 



2451.. 2667, 3246.. 3531, 4699.. 4762, 6628.. 6692 
(AL117265) zhbOOOlO.l [Oryza sativa] 



6359 

13391 

1 

OJ990531_33.9819.C4.o2.gs 

3904 

none 

3904.. 4010, 4453. .4513 



Seq. ID OJ990531_33.9819.C4 
Strand 

End 6692 

Method GENSCAN 

End 4513 

Score . 95 



6359 
13391 
1 

OJ990531_33 . 9819 . C4 . o3 . np 
4401 
4 68018 6 
4401.. 4604, 6183.. 6350 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990531_33.9819.C4 
Strand 

End 6692 

Method AAT/NAP 

End 6350 

Score 212 



Seq. ID OJ990531_33. 9819.C4 
Strand 

End 19872 

Method AAT/NAP 

End 14248 

Score 37 



6359 
13392 
8926 

OJ990531_33. 9819.C4 .o5 .np 
8926 
4544372 
8926.. 9063, 14225.. 14248 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6359 
13392 
8926 

OJ990531_33.9819.C4.o7.np 
12250 
4680185 
12250. .12684 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990531_33.9819.C4 
Strand 

End 19872 

Method AAT/NAP 

End 12684 

Score 487 . 



6359 

13392 

8926 

OJ990531_33. 9819.C4 ,o4 .gs 

13093 

none 



Seq. ID OJ990531_33. 9819.C4 
Strand 

End 19872 

Method GENSCAN 

End 17800 

Score .49 



13093. .13139, 13588. .13739, 14128 .. 14181, 14914 15202, 
15411. .15520, 17688.. 17800 



Seq. No. 
Gene No. 



6359 * 
13392 



Seq. ID 
Strand 



OJ990531 33. 9819. C4 



6639 



start 


oyZ D 




End 


19872 






Name 


OJ990531 33. 9819. C4 


. 08 . np 


Method 


AAT/NAP 






Start 


13541 




End 


19665 






GI 


4680186 




Score 


353 






Exons 


13541. .13741, 14870 


. .14925, 


19642.. 19665 






GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp. 


indica] 






Seq. No. 


6359 




Seq. ID 


OJ990531_ 


33.9819 


.C4 


Gene No. 


13392 




Strand 








start 






End 


19872 






Name 


OJ990531 33. 9819. C4 


. o9.np 


Method 


AAT/NAP 






Start 


14985 




End 


19872 






GI 


6691193 




Score 


34 






Exons 


14985. .15153, 19839 


. .19872 










GI Descrip. 


(AC007534) F7F22.17 


[Arabidopsis thaliana] 






Seq. No. 


6359 




Seq. ID 


OJ990531_ 


33.9819 


.C4 


Gene No. 


13393 




Strand 








Start 


i o c a ft 

28599 




End 


36958 






Name 


OJ990531 33. 9819. C4 


. o7.gs 


Method 


GEN SCAN 






Start 


28599 




End 


32621 






GI 


none 




Score 


.52 






Exons 


28599. .28617, 28977 


. .29142, 


29287. .29526, 30436. 


.30683, 






31036. .31096, 31165 


. .31749, 


31927. .32085, 32570. 


.32621 




Seq. No. 


6359 




Seq. ID 


OJ990531_ 


33.9819 


.C4 


Gene No. 


13393 




Strand 








Start 


28599 




End- 


36958 






Name 


OJ990531 33. 9819. C4 


. o7 . gp 


Method 


AAT/GAP 






Start 


28651 




End 


29337 






GI 


5816477 




Score 


1006 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28651. .29337 
5902445/dbj IBAA84458. 
[Oryza sativa] 



1| 8.0e-79 (AB030283) GAG-POL precursor 



6359 

13393 

28599 

OJ990531_33.9819.C4 .ol2.np 
28806 
5922631 
28806. .31308, 
35657. .35903, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990531_33.9819.C4 

36958 . 
AAT/NAP 
36272 
6291 



31915. 
36148, 



33705. .35162, 35208 .. 35398 , 



.32002, 
.36272 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



6359 Seq. .ID 

13393 Strand 

28599 End 

OJ990531_33. 9819.C4 ,o8.gs Method 

33693 End 

none Score 



OJ990531_33.9819.C4 

36958 
GENS CAN 

36958 ' : 
.59 



6640 






Exons 


33693. .34037, 34220 344 16, 34687 .. 35502, 35641 .. 35897, 








35943. .36146, 36148 .. 36224 , 36701.. 36958 






Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819 


.C4 




Gene No. 


13394 


Strand 








Start 


39479 


End 


a Am c; 
4 UUlO 






Name 


OJ990531 33. 


9819.C4.o7.tw Method 


TOT 7\ O T 1 V . filWi ^> -i +• 

I biiAb I a : wneat 






Start 


8920 


End 


zyo to 






GI 


none 


Score 








Exons 


8920. .9012, . 


29486.-29872, 29487.. 29531 


O OA QQ O QC1 1 

, z y4 y o . . zy d / 1 , 








29562.. 29873 








Seq. No. 




Seq. ID 


ujyyuojx oo.yoiy 


.C4 




Gene No. 


i o jy 4 


btrana 








Start 




t7 _ _J 

hna 


4 UUlO 






Name 


ujyyujji jo. 


yy i y . . ox . ts Metnoa 


i oLiAo 1a: boyoean 






Start 


noon 


End 


o 1Z / U 






GI 


none 


Score 


one 
oUO 






Exons 


9330. .9578, 


9350.. 9577, 30986. .31270 








Seq. No. 


oooy 


beq. ID 


ujyyuoji oo.yoiy 


.C4 




Gene No . 




Strand 








Start 


oy4 / y 




4 UU 1 o 






Name 


ujyyuDji jj. 


yoiy.04.ob.tm Metnoa 


I rsLAb i a : Maize 




'est 


Start 


yj4 z 


bna 


jiz4 y 






GI 


none 


Score 






! = i i 

i y 


Exons 


9342. .9659, 


9446. .9658, 30905. .31249 






LJ 


Seq. No. 


booy 


Seq. ID 


OTQQn^TI OO QQIQ 


.C4 


hi 


Gene No . 


i jjy4 


Strand 






| (J 


Start 


oy4 /y 


End 


4 UUlO 




Name 


uuyyuooi jo. 


9819.C4.o6.tw Method 


I BLiAb l a : wneat 






Start 


Q"5 A Q 

y o4 o 


End 


*31 "3 0*7 
O 1 jZ / 




IS 


GI 


none 


Score 


1/11 
1 4 ± 




ri 


Exons 


9348. .9593, 


30903. .31280, 30908. .31327 








Seq. No. 


b Joy 


Seq. ID 


OJ990531_33.9819 


.C4 


w 


Gene No . 


1 J Jy4 


Strand 








Start 


Jy4 /y 


End 


40015 






Name 


ojyyuooi jj . 


9819.C4 .o3.tw Method 


TBLASTX: Wheat 






Start 


9594 


End 


10018 






GI 


none ' 


Score 


139 






Exons 


9594. .9719, 


9626. .9718, 9704. .10018, 9706. .10014, 9707. 


.10018 




Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819 


.C4 




Gene No . 


13394 


Strand 








Start 


39479 


End 


40015 






Name 


OJ990531 33. 


9819.C4 .o2.tm Method 


TBLASTX : Maize 






Start 


9665 


End 


10027 






GI 


none 


Score 


66 






Exons 


9665. .9733, 


9666. .9728, 9704. .10018, 9706. .10014, 9719. 


.10027 




Seq. No. 


6359 


Seq. ID 


OJ990531_33.9819 


.C4 " 




Gene No. 


13394 


Strand 








Start 


39479 


End 


40015 






Name 


OJ990531 33. 


9819.C4 .o2.tw ' Method 


TBLASTX: Wheat 






Start 


10049 


End 


10551 





6641 






GI 


hone 


- 


Score 


188 






Exons 


10049. .10282, 10093 


. .10284, 


10121. .10294, 10255-r. 10551,; 








10264. .10545, 10293 


. .10550 










Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


.C4 




bene no . 






Strand 


- 






Start 


39479 




End 


40015 






Name 


OJ990531 33. 9819. C4 


. o2. ts 


Method 


TBLASTX : Soybean 






Start 


10344 




End 


10599 






GI 


none 




Score 


293 






Exons 


10344. .10598, 10345 


. .10599 










Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


.C4 




Gene No. 






Strand 








Start 


39479 




End 


40015 






Name 


OJ990531 33. 9819. C4 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


10398 




End 


10689 






GI 


none 




Score 


106 






Exons 


10398. .10601, 10398 


. .10685, 


10399. .10689 






Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


-C4 




Gene No. 






Strand 








Start 


39479 




End 


40015 




I s =% 


Name 


OJ990531 33. 9819. C4 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


10558 




End 


29401 




's s» 


GI 


none 




Score 


688 




£n 

;m e 


Exons 


10558. .11184, 10614 


. .11183, 


29129. .29227, 29255.. 29401 






, Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


.C4 


! i! 


Gene No . 






Strand 






St 


Start 


39479 




End 


40015 




'•s : 


Name 


OJ990531 33. 9819. C4 


. ol . tm 


Method 


TBLASTX: Maize 




! s : 1 

! C7 


Start 


10738 




End 


11337 






GI 


none 




Score 


231 




•13 


Exons 


. 10738. .10899, 10741 


. .10893, 


10897. .11337, 10899.. 11321 




"-4 


Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


.C4 




Gene No . 






Strand 






'scF 


Start 


39479 




End 


40015 




I" ~S 
•s s? 


Name 


OJ990531 33. 9819. C4 


.o9.tw 


Method 


TBLASTX: Wheat 




L -i 


Start 


11184 




End 


11517 






GI 


none 




Score 


303 






Exons 


11184. .11453, 11185 


. .11517, 


11197. .11496 






Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


.C4 




Gene No . 


1 J JyH 




Strand 








Start 


39479 




End 


40015 






Name 


*OJ990531 33. 9819. C4 


.oll.tw 


Method 


TBLASTX -.Wheat 






Start 


15036 




End 


30898 






GI 


none 




Score 


75 






Exons 


15036. .15131, 30623 


. .30898, 


30626. .30889 






Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819 


.C4 




Gene No. 


13394 




Strand 








Start 


39479 




•■. End 


40015 






■ Name 


OJ990531 33. 9819. C4 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


21971 




End 


34177 





6642 



'is? 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

21971. .22333, 33879. . 33995, 



Score 58 
34088. .34177 



6359 
13394 
39479 

OJ990531_33.9819.C4.o9.tm 
28821 
none 

28821. .28922, 28825 .. 28923, 28902 .. 28976, 28976.. 29062 



Seq. ID OJ990531_33.9819.C4 
Strand 

40015 

TBLASTX: Maize 
29062 
96 



End 

Method 

End 

Score 



6359 

13394 

39479 

OJ990531_33 . 9819 . C4 . o3 . tm 

29552 

none 

29552. .29878, 29553.. 29879 

6359 

13394 

39479 

OJ990531_33. 9819 .C4 . o5 . tw 

30182 

none 

30182. .30613, 30303.. 30608 



Seq. ID OJ990531_33.9819.C4 
Strand 

End 40015 

Method TBLASTX : Mai ze 

End 29879 

Score 244 



Seq. ID OJ990531_33.9819.C4 
Strand 

End 40015 

Method TBLASTX : Wheat 

End 30613 

Score 193 



6359 
13394 
39479 

OJ990531_33. 9819.C4 .o3.ts 
30236 
none 

30236. .30478, 30333 .. 30479, 30518 .. 30622 , 30519.. 30617 



Seq. ID OJ990531_33. 9819.C4 
Strand 

40015 

TBLASTX : Soybean 
30622 
76 



End 

Method 

End 

Score 



6359 

13394 

39479 

OJ990531_33.9819.C4. 

30287 

none 

30287. .30385, 30309. 



Seq. ID OJ990531_33. 9819.C4 
Strand 

40015 

TBLASTX: Maize 
30560 
44 



End 

Method 
End 
Score 



08 . tm 

.30368, 30389. .30559, 30390.. 30560 



6359 

13394 

39479 

OJ990531_33.9819.C4.o5.tm 

31412 

none 

31412. .31768, 31434.. 31769 

6359 

13394 

39479 

OJ990531_33. 9819 . C4 . o4 . tw 

31442 

none 



Seq. ID OJ990531_33. 9819.C4 
Strand 

End 40015 

Method TBLASTX: Maize 

End- 31769 

Score 192 



Seq. ID OJ990531_33. 9819.C4 
Strand 

End 40015 

Method TBLASTX : Wheat 

End 39375 

Score 254 



6643 



Exons 



31442. .31897, 31443 . .31898 , 39226.. 39375 



Seq. No. 6359 Seq. ID 

Gene No. 13394 Strand 

Start 39479 End 

Name OJ990531_33 . 981 9 . C4 . o5 . ts Method 

Start 31493 End 

GI none Score 

Exons 31493. .31627, 31634.. 31858 



OJ990531 33. 9819. C4 



40015 
TBLASTX; 
31858 
125 



Soybean 



Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819. 


C4 


Gene No. 


13394 




- Strand 






Start 


39479 




End 


40015 




Name 


OJ990531 33. 9819. C4, 


,o8 . tw 


Method 


TBLASTX: Wheat 




Start 


33817 




End 


34273 




GI 


none 




Score 


138 




Exons 


33817. .34053, 33819, 


. .34055, 


34085. .34273, 34085.. 34273 




Seq. No. 


6359 




Seq. ID 


OJ990531_33.9819. 


C4 


Gene No. 


13394 




Strand 






Start 


39479 




End 


40015 




Name 


OJ990531 33. 9819. C4. 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


34577 




End 


34969 




GI 


none 




Score 


93 




Exons 


34577. .34969, 34671. 


. .34853 








Seq. No. 


6359 




Seq. ID 


OJ990531_33. 9819. 


C4 


Gene No. 


13394 




Strand 






Start 


39479 




End 


40015 




Name 


OJ990531 33. 9819. C4 . 


, o7 . tm 


Method 


TBLASTX: Maize 




Start 


36872 




End 


37241 




GI 


none 




Score 


93 




Exons 


36872. .37063, 37116, 


. .37241, 


37117. .37224 




Seq. No. 


6359 




Seq. ID 


OJ990531_33. 9819. 


C4 


Gene No. 


13394 




Strand 






Start 


39479 




End 


40015 




Name 


OJ990531 33. 9819. C4. 


. o 1 3 . np 


Method 


AAT/NAP 




Start 


39479 




End 


40015 




GI 


6623974 




Score 


214 




Exons 


39479. .40015 











GI Descrip. (AC007505) Similar to Athila ORF1 [Arabidopsis thaliana] 



Seq. No. 6360 Seq. ID 

Gene No. 13395 Strand 

Start 1 End 

Name OJ990531_33 . 9819 . C5 . ol . np Method 

Start 1 End 

GI 4680186 Score 
Exons . 1..63, 593.-797 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990531_33. 9819.C5 
+ 

797 

AAT/NAP 
797 
243 



Seq. No. 6360 Seq. ID 

Gene No. 13395 Strand 

Start 1 End 

Name OJ990531_33 . 9819 . C5 . ol . gs Method 

Start 441 End 



OJ990531_33. 9819.C5 
+ 

797 

GEN SCAN 
745 



6644 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

hi Gene No. 
jjfj Start 
rjs Name 
IX Start 

ri gi 

Exons 

rlj Seq. No. 

Gene No. 
m Start 
! I= ! Name 

Start 
!^ GI 
l! Exons 



none 

441. .493, 566. .745 



Score 



,53 



Seq. ID OJ990531_33. 9819.C5 

Strand 

End 725 

Method AAT/GAP 

End 725 

Score 652 



6360 
13396 
343 

OJ990531_33.9819.C5-ol.gp 

343 

uC-osflcyp033a04bl 
343. .725 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



6361 

13397 

1 

OJ990531_33.9819.C6.ol.np 
1 

5257279 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method AAT/NAP 

End 5756 

Score 3963 



1..60, 2125. .3869, 4086. .4248, 4363. .4965, 5736. .5756 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologies. (L35053) [Oryza sativa] 



6361 

13397 

1 

OJ990531_33. 9819 . C6 . o4 . tw 

2532 

none 



Seq. ID- OJ990531_33. 9819.C6 

Strand + 

End 5756 

Method TBLASTX : Wheat 

End 3014 

-Score 511 



2532.. 3014, 2543.. 2839, 2592.. 2981, 2867.. 3010 



6361 

13397 

1 

OJ990531_33. 9819 . C6 . o3 . tm 

2598 

none 

2598. .3068 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX : Mai ze 

End 3068 

Score 378 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 
Gene No. 



6361 Seq. ID 

13397 Strand 

1 End 

OJ990531_33. 9819 . C6 . ol . ts Method 

2955 End 

none Score 



OJ990531_33.9819.C6 
+ 

57.56 

TBLASTX: Soybean 

3350 

54 



2955. .2987, 2957. .2986, 2985. .3320, 2991. .3350, 3062. .3349 



6361 

13397 

1 

OJ990531_33. 9819 . C6 . o5 . tw 

3063 

none 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 . 

Method TBLASTX: Wheat 

End 3365 

Score 395 



3063.. 3365, 3063.. 3299, 3065.. 3349 



6361 
13397 



Seq. ID OJ990531_33.9819.C6 
Strand ■ + 



6645 



Start 
Name 
Start 
GI 

Exons 



OJ990531_33. 

3069 

none 

3069. .3230, 



9819.C6.o5.tm 



3069.. 3224, 3074, 



End 

Method 
End 
Score 
.3232 



5756 

TBLASTX: Maize 

3232 

201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
i!3 Gene No. 



Start 
Name 
Start 
GI 

Exons 



6361 

13397 

1 

OJ990531_33. 

3236 

none 

3236.-3664, 

6361 

13397 

1 

OJ990531_33. 
3366 ■ 
none 

3366. .3869, 

6361 

13397 

1 

OJ990531_33. 

3372 

none 

3372. .3617 



9819.C6.o2.tm 



3237. .3677 



9819.C6.o2.tw 



3375.. 3710, 3401. 



9819.C6.o3.ts 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX : Mai ze 

End 3677 

Score 4 67 



Seq. ID OJ990531_33.9819.C6 
Strand + 

5756 

TBLASTX: Wheat 
3869 
611 



End 

Method 
End 
Score 
.3787 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX : Soybean 

End 3617 

Score 212 



. 5 =c 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6361 

13397 

1 

OJ990531_33. 

3869 

none 

3869. .4354, 

6361 

13397 

1 

OJ990531_33. 

4059 

none 

4059. .4238, 



9819.C6.o3.tw 



-3870. .4358 



9819.C6.ol.tc 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX : Wheat 

End 4358 

Score 580 



Seq. ID OJ990531_33. 9819.C6 
Strand + 
End 5756 
Method TBLASTX: Cress 
End 4382 
115 



Score 

4073. .4186, 4239. .4382, 4241. .4381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6361 

13397 

1 

OJ990531_33, 

4157 

none 

4157. .4402, 



9819.C6.o2.ts 



4158. .4403 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX : Soybean 

End 4403 

Score 278 



Seq. No. 
Gene No. 
Start 



6361 

13397 

1 



Seq. ID OJ990531_33.9819.C6 
Strand + 
End 5756 



6646 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990531_33 . 9819 . C6 . o4 . tm Method 
4204 End 
none Score 
4204. .4392, 4208. .4492, 4209. .4496 



TBLASTX: Maize 

4496 

67 



6361 

13397 

1 

OJ990531_33. 9819.C6.ol. tw 

4365 

none 



Seq. ID OJ990531_33.9819.C6 



Strand 
End 

Method 

End 

Score 



+ 

5756 

TBLASTX: Wheat 

4992 

514 



4365. .4844, 4367. .4828, 4458.-4859, 4830. .4991, 4846.-4992 



□ 



P 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6361 

13397 

1 

OJ990531_33 . 981 9 . C6 . ol . tm 

4548 

none 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX: Maize 

End 5133 

Score 207 v 



4548. .4706, 4550. .4702, 4559. .4717, 4703. .4843, 4703. .4834, 
4704. .4844, 4846,. 5133, 4872. .5132 



6361 

13397 

1 

OJ990531_33.9819.C6.o6.tw 

4992 

none 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX: Wheat 

End 5325 

Score 350 



4992. .5213, 4993.-5325, 5149. .5322 



6361 

13397 

1 

OJ990531_33. 9819.C6.o6. tm 

5133 

none 

5133. .5261, 5134. .5379 

6362 

13398 

319 

OJ990531_33.9819.C7.ol.gs 

319 

none 

319. .406 



Seq. ID OJ990531_33.9819.C6 

Strand + 

End 5756 

Method TBLASTX : Maize 

End 537 9 

Score 183 



Seq. ID OJ990531_33.9819.C7 
Strand 

End 406 

Method GENS CAN 

End 406 

Score .8 * 



Seq. No. 6363 

Gene No. 13399 

Start 790 

Name OJ990531_33 . 981 9 . C8 . ol . gs 

Start 790 

GI none 
Exons 



Seq. ID OJ990531_33.9819.C8 
Strand 

End 2353 

Method GEN SCAN 

End 2353 

Score .46 



790. .951, 1680. .1737, 1840. .1905, 1978. .2023, 2212. .2353 



Seq. No. 
Gene No. 
Start 



6364 

13400 

1 



Seq. ID OJ990531_33.9819.C11 
Strand + 
End 13792 



6647 



Name OJ990531_33 . 9819 . Cll . o4 . np Method ' AAT/NAP 

Start 1 End 13792 " 

GI 4680183 Score 155 

Exons 1..20, 13023. .13093, 13703.. 13792 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 





Seq. No. 


6364 


Seq. ID 


OJ990531 


_33. 9819. Cll 




Gene No. 


13400 


Strand 


+ 






Start 


1 


. End 


13792 






Name 


OJ990531 33.9819.Cll.ol.gs 


Method 


GENSCAN 






Start 


571 


End 


982 








none 


Score 


.76 






Exons 


571. .882, 914. .982 










Seq. No. 


6364 


Seq. ID 


OJ990531 


_33. 9819. Cll 




Gene No. 


13400 


Strand 


+ 






Start 


1 


End 


13792 






Name 


OJ990531 33.9819.Cll.ol.gp 


Method 


AAT/GAP 






Start 


2218 


End 


3113 






GI 


4107138 


Score 


1428 






Exons 


2218.. 3113 • 










GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza 


sativa 


Q 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 


: ^ 


Seq. .No. 


6364 


Seq. ID 


OJ990531 


yol9-Cll 


v • 


Gene No. 


13,400 


Strand 


+ 






Start 


1 


End 


13792 






Name 


OJ990531 33.9819. Cll. o2.gs 


Method 


GENSCAN 






Of -i >- 4- 


3082 


End 


7128 




L Li 


GI 


none 


Score 


.59 






Exons 


3082.. 3160, 4027.. 4223, 4350 


..4557, 5244. .5324, 


6890. .7128 


nl 


Seq. No. 


6364 


Seq. ID 


OJ990531 


_33.9819.C11 


.SS3. 


Gene No. 


13400 


Strand 


+ 




':sf 


Start 


1 


End 


13792 




'i , ; 


Name 


OJ990531 33.9819.Cll.o2.np 


Method 


AAT/NAP 






Start 


3179 


End 


13469 








5852180 


Score 


590 




.3 St 


Exons 


3179.. 3229, 6760.. 6818, 7795 


..7912, 7964. .8380, 


13420. .13469 




GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


6364 


Seq. ID 


OJ990531 


_33. 9819. Cll 




Gene No. 


13400 


Strand 


+ 






Start 


1 


End 


13792 






Name 


OJ990531 33.9819.Cll.o3.np 


Method 


AAT/NAP 






Start 


9798 


End 


11169 






GI 


5852179 


Score 


494 






Exons 


9798. .9818, 10661 108 63, 10938. .11169 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Seq. No. 


6364 


Seq. ID 


OJ990531 


_33. 9819. Cll 




Gene No. 


13401 


Strand 


+ 






Start 


15048 


End 


15653 






Name 


OJ990531 33.9819.Cll.o5.np 


Method 


AAT/NAP 






-Start 


15048 


End 


15653 






GI 


6721559 


Score 


580 






Exons 


1504 8. .154 90, 15521. .15653 









6648 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001073) hypothetical protein [Oryza sativa] 

gil 6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



6364 Seq. ID 

13402 Strand 
17700 . End 

OJ990531_33. 9819.C11 .o5 .gs Method 
17700 End 
none Score 
17700. 
20320. 
23010. 
25006. 



OJ990531_33.9819.C11 
+ 

28592 
GENSCAN 
27614 
..45 



,17774, 18078. .18215, 18690 18804 , 19490 .. 20089, 

.20402, 21140. .21669, 21907 .. 22172 , 22794 22934 , 

.23197, 23597. .23747, 23835 .. 24202, 24338 .. 24 686, 

.25275, 25546. .26037, 26734.. 27614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
3 GI Descrip. 

";j Seq. No. 
y Gene No. 
3 Start 
j Name 
I Start 
GI 

Exons 

GI Descrip. 



3 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6364 Seq. ID OJ990531_33 . 9819 . Cll 

13402 Strand + 

17700 ' End 28592 

OJ990531_33. 98 19 . Cll . 06 . np Method AAT/NAP 

22618 End 28592 

4544372 Score 619 

22618. .22703, 24557 .. 24758 , 25132 .. 26120, 2617 9 .. 26428 , 

28562. .28592 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



6364 Seq. ID 

13403 Strand 
29996 End 
OJ990531_33 . 98 19 . Cll . o5 . gp Method 
29996 End 
83032_1.R1084 Score 
29996. .30300 

1 6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990531_33. 9819. Cll 
+ 

30300 
AAT/GAP 
30300 
461 



6364 Seq. ID 

13404 Strand ■ 

33269 End 
OJ990531_33. 9819. Cll. o7.np Method 

33269 End 

6907087 Score 

33269.-33652, 33697, 



OJ990531_33. 9819. Cll 
+ 

35056 
AAT/NAP 
35056 
862 



.34402, 34955. .35056 
(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 6364 Seq. ID 

Gene No. 13405 Strand 

Start 35524 End 

Name OJ990531_33 . 9819 . Cll . 08 . gp Method 

Start 35524 End 

GI uC-osflcyp033a04bl Score 

Exons 35524.. 35906 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome'!, clone : P0711E10 1 



OJ990531_33. 9819. Cll 
+ 

35906 
AAT/GAP 
35906 
664 



6649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6364 
13406 
1 

OJ990531_33.9819.Cll.ol.np 
1 

5852179 

1..43, 603. .834, 908. .1107, 2098. .2118 
(AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ990531_33.9819.C11 
Strand 

End 2118 

Method AAT/NAP 

End 2118 

Score 239 



Seq. ID OJ990531_33.9819.C11 
Strand. 

7049 
AAT/GAP 
7049 
692 



6364 
13407 
6667 

OJ990531_33.9819.Cll.o2.gp 
6667 ' 

uC-osflcyp033a04bl 
6667. .7049 

'6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



n 
i: n 



Seq. No. 6364 

Gene No. 13408 

Start 32361 . End 

Name OJ990531_33 . 98 19 . CI 1 . o7 . gp Method 

Start 32361 End 

GI uC-osflcyp033a04bl Score 

Exons 32361. .32551 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990531_33.9819.C11 
Strand 

32551 
AAT/GAP 
32551 
324 





Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 


l'\ i 


Gene No. 


13409 




Strand 






i y 


Start 


35453 




End 


35656 




,! CI 


Name 


OJ990531 33.9819.C11 


. 08 . np 


Method 


AAT/NAP 






Start 


35453 




End 


35656 




x : E 


GI 


4680186 




Score 


239 




[: & 


Exons 


35453. .35656 










«i3 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




: r 


Seq. No. 


"6364 




Seq. ID 


OJ990531_33.9819 


.Cll 


□ 


Gene No. 


13410 




•Strand 








Start 


36614 




End 


36808 






Name 


OJ990531 33.9819;C11 


. o3.tm 


Method 


TBLASTX: Maize 






Start 


22892 




End 


23170 






GI 


none 




Score 


157 






Exons 


22892. .23017, 22903. 


.23016, 


23042. .23170, 23047.. 23163 






Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No. 


13410 




Strand 








Start 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


,o4.ts 


Method 


TBLASTX : Soybean 






Start 


25245 




End 


25613 






GI 


none 




Score 


130 






Exons 


25245. .25463, 25479. 


.25613 










Seq. No. 


6364 




Seq. ID 


OJ99053i_33. 9819 


.Cll 




Gene No. 


13410 




Strand 







6650 






Start 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


.ol. tw 


Method 


TBLASTX: Wheat 






Start 


25407 




End 


25816 






GI 


none 




Score 


578 






Exons 


25407. .25814, 25415. 


.25816, 


25424. .25816 






Seq. No. 


6364 




Seq. ID 


OJ990531_33. 9819 


.Cll 




Gene No. 


13410 




Strand 








Start 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


.o2.tm 


Method 


TBLASTX: Maize 






Start 


25467 




End 


25682 






GI 


none 




Score 


308 






Exons 


25467. .25682, 25469. 


.25600, 


25471. .25644, 25536.. 25682 






Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No . 


134 10 




Strand 








Start 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


.ol . tm 


Method 


TBLASTX: Maize 






Start 


25683 




End 


26141 






GI 


none 




Score 


589 






Exons 


25683. .26141, 25684. 


.25935, 


25685. .26140 






Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No. 


13410 




Strand 






El 


. Start 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


25830 




End 


26301 




i'j = 


GI 


none 




Score 


220 




C3 

I : ^ 


Exons 


25830. .26111, 25865. 


.26122, 


26117. .26299, 26155.. 26301 






Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No . 


13410 




Strand 






ry 


Start ' 


36614 




End 


36808 




□ 


Name 


OJ990531 33.9819.C11 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


25833 




End 


26215 




H 


GI 


none 




Score 


194 






Exons 


25833. .26117, 25887. 


.26045, 


26156. .26215, 26158 ... 26211 




i. J 


Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No. 


13410 




Strand 








Start • 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


.o3. ts 


Method 


TBLASTX : Soybean 






Start 


26616 




End 


27011 






GI 


none 




Score 


231 






Exons 


26616. .27011, 26717. 


.26911 










Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No. 


13410 




Strand 








Start 


36614 




End 


36808 






Name 


OJ990531 33.9819.C11 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


26625 




End 


26990 






GI 


none 




Score 


69 






Exons 


26625. .26771, 26766. 


.26990 










Seq. No. 


6364 




Seq. ID 


OJ990531_33.9819 


.Cll 




Gene No. 


13410 




Strand 








Start 


36614 




End 


36808 





6651 



Name 

Start 

GI 

Exons 



OJ990531_33. 9819. Cll. o4.tw 

26771 

none 

26771. .26947, 26772.. 27131 



Method TBLASTX : Wheat 
End 27131 
Score 178 



Seq. No. 6364 Seq. ID 

Gene No. 13410 Strand 

Start 36614 End 

Name OJ990531_33 . 98 19 . CI 1 . o3 . tw Method 

Start 27162 End 

GI none Score 

Exons 27162. .27302, 27354.. 27578 



OJ990531_33.9819.C11 
36808 

TBLASTX: Wheat 

27578 

91 



Seq. No. 6364 

Gene No. 13410 

Start 36614 

Name OJ990531_33 . 9819 . Cll . o2 . ts 

Start 27354 

GI none 

Exons 27354. .27599, 27398 .. 27484 , 27560.. 27595 



Seq. ID OJ990531 33. 9819. Cll 



Strand 
End 

Method 

End 

Score 



36808 

TBLASTX : Soybean 
27599 
248 



□ 



Seq. No. 


6364 \: 


Seq. ID 


OJ990531_33. 9819. Cll 


Gene No. 


13410 


Strand 




Start 


36614 


End 


36808 


Name 


OJ990531 33-9819. Cll. oS.tm 


Method 


TBLASTX: Maize 


Start 


27372 


End 


27611 


GI 


none 


Score 


93 


Exons 


27372. .27449, 27435 .. 27503, 


27501. .27611 


Seq. No. 


6364 


Seq. ID 


OJ990531_33. 9819. Cll 


Gene No. 


13410 


Strand 




Start 


36614 


End 


36808 


Name 


OJ990531 33.9819.Cll.o9.gp 


Method 


AAT/GAP 


Start 


36614 


End 


36808 


GI 


: uC-osflcyp033a04bl 


Score 


323 


Exons 


36614. .36808 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


6365 


Seq. iD 


OJ990531_33.9819.C13 


Gene No. 


13411 


Strand 


+ 


Start 


529 


End 


696 


Name 


OJ990531 33.9819.C13.ol.np 


Method 


AAT/NAP 


Start 


529 


End 


696 


GI 


2498930 


Score 


45 


Exons 


529. .696 







GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 6365 Seq. ID 

Gene No. 13411 Strand 

Start 529 End 

Name OJ990531_33 . 9819 . C13 . ol . gs Method 

Start 530 End 

GI none Score 

Exons 530.. 589 



OJ990531_33.9819.C13 
+ 

696 

GEN SCAN 

589 

.81 



6652 




Seq. No. 


6366 






Seq. ID 


OJ990421_28.9819 


.CI 


Gene No. 


13412 






Strand 






OlalL 


1 






End 


o / o 




Name 


OJ990421 


28. 9819. CI. ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


564 




GI 


4416302 






Score 


536 




Exons 


1. .564 












GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


6366 






Seq. ID 


OJ990421_28.9819 


.CI 


Gene No . 


13412 






Strand 


+ 




Start 


i 






bna 


573 




Name 


y\ 700A il 01 

uj yyu4 zi 


zo . yy i y . ci . oi 


. tm 


Method 


TBLASTX: Maize 




Start 


O. 1 

ol 






t-> _^ _3 

bna 


543 




GI 


none 






Score 


551 




Exons 


Ol . . 04 O/ 


AO A A nc 
4 Z . . 4 4 O , I/O. 


. 0 1 o 








Seq. No. 


6366 






Seq. ID 


OJ990421_28.9819 


.CI 


bene ino . 


13412 






Strand 


+ 




Start 


1 






End 


573 




Name 


OJyyu42i 


oo not o i _-i 

2o . yyiy . ci . oi 


. tw 


Method 


TBLASTX: Wheat 




Start 


» o 

4o 






End 


498 




GI 


none 






Score 


131 




Exons 


vt Q O n O 


ooo vi o o o o c 

512 . .490, Jzo 


. . 4 98 








Seq. No.. 


6366 






Seq. ID 


OJ990421_28.9819 


.CI 


bene wo . 


13412 






Strand 


+ 




Start 


1 






End 


573 




Name 


ojyyu4^i 


. yoiy . ci . oi 


. ts 


Method 


TBLASTX: Soybean 




Start 








End 


573 




GI 


none 






Score 


197 




Exons 




yj . . zoi , oio . 


. 0 / J, 


/ . . 4 y / 






Seq. No. 


6366 






Seq. ID 


OJ990421_28.9819 


.CI 


bene wo . 


13412 


■, 




Strand 


+ 




Start 


1 






End 


573 




Name 


ojyyo4zi 


28 . 9819 . CI . Ol 


. tc 


Method 


TBLASTX: Cress 




Start 


i -tn 

178 






End 


498 




GI 


none 






Score 


86 




Exons 


1/0 . . .309, 


o o. o /no 

298 . .498 










Seq. No. 


6367 






Seq. ID 


OJ990421_28.9819 


.C3 


bene wo.. 


13413 






• Strand 


+ 




Start 


672 






End 


942 




Name. 


OJ990421 


_28.9819.C3.ol 


. gs 


Method 


GENSCAN 




Start 


672 






End 


942 




GI 


none 






Score 


.4 




Exons 


672. .942 












Seq. No. 


6368 






Seq. ID 


OJ990421_28.9819 


.C4 


Gene No. 


13414 






Strand 






Start 


279 






End 


417 




Name 


OJ990421 


28.9819.C4.ol 


. gs 


Method 


GENSCAN 




Start 


279 






End 


417 




GI 


none 






Score 


.69 




Exons 


279. .417 













6653 



rSJ 



'as* 
\ It 



\ y 



# 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6369 - Seq. ID 

13415 Strand 

1 End 

0 J9 90 4 2 1_2 8 . 9 8 1 9 . C 6 . o 1 . np Method 

1 End 

2072977 Score 
1..420, 916. .944 

(U93574) putative pl50 [Homo sapiens] 



OJ990421_28.9819.C6 
944 

AAT/NAP 

944 

160 



OJ990421 28. 9819. C6 



6369 Seq. ID 

13415 Strand 

1 End 94 4 

OJ990421_28 . 9819 . C6 . o2 . np Method AAT/NAP 

1 End 944 

2191168 Score 160 
1..52, 521. .944 

(AF007270) contains similarity to myosin heavy chain 
[Arabidopsis thaliana] 



Seq. No. 6369 

Gene No. 13415 

Start 1 

Name OJ990421_28.9819.C6.ol.gs 

Start 408 

GI none 

Exons 408.. 875 

Seq. No. 6369 

Gene No. 13415 

Start 1 

Name OJ990421_28 . 9819.C6.ol . tc 

Start 537 

GI none 

Exons 537.. 695, 711.. 833 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_28.9819.C6 
944 

GEN SCAN 
875 ' 
.98 



OJ990421_28.9819.C6 
944 

TBLASTX: Cress 

833 

107 



a as 



Seq. No. 6370 Seq. ID 

Gene No. 13416 Strand 

Start 201 End 

Name OJ990421_28 . 9819.C8 .ol .gs Method 

Start 201 End 

GI none Score 

Exons 201.. 267, 912.. 1047, 1070.. 1164, 4552. 

5813. .5905, 6020. .6079, 6186. .6458, 6544. .6618, 6873 
7105. .7155, 7232. .7327, 7415. .7498, 7669. .7771, 7872 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990421_28.9819.C8 
+ 

8440 
GEN SCAN 
7954 
.66 

4643, 5656. .5733, 

7013, 
7954 



6370 

13416 

201 

OJ990421_28.9819.C8.ol.gp 
4588 

155 1.R1084 



Seq. ID OJ990421_28.9819.C8 
Strand + 
End 8440 
Method AAT/GAP 
End 6217 
_ Score 940 

4588:. 4729, 5547. .5733, 5813. .5905, 6020. .6079, 6186. .6217 
1 1709129/sp|P51139|MSK3_MEDSA 3.0e-27 GLYCOGEN SYNTHASE KINASE-3 

HOMOLOG MSK-3 >gi_481018_pir S37642 protein kinase MSK-3 (EC 

2.7.1.-) - alfalfa >gi_313148_emb_CAA48472_ (X68409) protein 
kinase [Medicago sativa] ■ 



6654 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990421_28.9819.C8 



6370 Seq. ID 

13416 , Strand 

201 End 8440 

OJ990421_28 . 9819 . C8 . ol . np Method AAT/NAP 

561-4 End 7951 

2191169 Score 1478 

5614. .5730, 5813. .5953, 6011. .6079, 6186. .6458, 6544, 
6737. .6811, 6842. .7013, 7105. .7155, 7232. .7327, 7415, 
'7669. .7782, 7859.. 7951 
(AF007270) Similar to shaggy related protein kinase, 
the CDC2/CDKX subfamily [Arabidopsis thaliana] 



. .6618, 
..7498, 

Belongs to 



6370 Seq. ID 

13416 Strand 

201 End 

OJ990421_28. 9819 . C8 . o2 . gp Method 

6384 End 

13125 1.R1084 Score 



OJ990421_28.9819.C8 
+ 

8440 
AAT/GAP 
8440 
2109 



6384. .6458, 6544. .6618, 6737. .6793, 6873. .7013, 7105. .7155, 

7232. .7327, 7415. .7498, 7669. .7771, 7872. .8440 

f 1709129/sp| P51139|MSK3_MEDSA 1.0e-135 GLYCOGEN SYNTHASE 

KINASE-3 HOMOLOG MSK-3 >gi_481018_pir S37642 protein kinase - 

MSK-3 (EC 2.7.1.-) - alfalfa >gi_31314 8_emb_CAA4 8 4 7 2_ (X68409) 
protein kinase [Medicago sativa] 1 



6370 Seq. ID 

13417 Strand 

20911 End 

OJ990421_28. 9819 . C8 . o3 . gs Method 

20911 End 

none Score 



OJ990421_28.9819.C8 
+ 

29104 
GENSCAN 
26068 
.45 



20911. .20964, 21215 21421, 21474 23628 , 24062 .. 24 157, 
24743. .25235, 25237 .. 25423, 25964.. 26068 



6370 
13417 
20911 

OJ990421_28. 9819 . C8 . o2 . np 
21997 
6498441 

21997. .23061, 23392 23628, 
28454. .28592, 28921.. 29104 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421 
+ 

29104 
AAT/NAP 
29104 
3074 



28. 9819. C8 



27648. .27834, 278 98 28271, 



6370. Seq. ID 

13417 Strand 
20911 End 
OJ990421_28.9819.C8.o3.gp Method 
26527 End 
uC-osflcyp033a04bl Score 
26527.. 26908 

'6016845/dbjJ AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990421_28.9819.C8 
+ 

29104 
AAT/GAP 
26908 
671 



Seq. No. 



6370 



Seq. ID OJ990421_28.9819.C8 



6655 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



13417 Strand 

20911 End 

OJ990421_28 . 9819 . C8 . o4 . gs Method 

26705 End 

none Score 



+ 

29104 
GENSCAN 
28588 
.68 



26705. .26776, 27617 .. 27751, 27898 .. 28271, 28454. .28588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6370 
13418 
8892 
OJ9904 
5543 
none 
5543. . 
5810. . 
6184. . 
6543. . 
6873. . 
7229. . 
7413. . 
7870. . 



21 28.9819.C8.ol.tm 



5602, 5547.. 5588, 5590. 

5935, 5812.. 5904, 6016. 

6459, 6186.. 6461, 6499. 

6620, 6716.. 6796, 6732. 

7013, 7104.. 7157, 7104. 

7330, 7229.. 7330, 7231. 

7499, 7432.. 7521, 7669. 

7959, 7871.. 7960, 7874. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 28. 9819. C8 



20305 

TBLASTX: Maize 
7960 
46 

5733, 5601.. 5723, 5611.. 5736, 

6078, 6017.. 6079, 6182.. 6457, 

6621, 6533.. 6619, 6542.. 6625, 

6800, 6736.. 6804, 6872.. 7012, 

7157, 7114. .7158, 7224. .7328, 

7341, 7406. .7522, 7409. .7498, 

7770, 7671.. 7769, 7672.. 7794, 
7960 



fy 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6370 

13418 

8892 

OJ990421_28, 

5680 

none 

5680. .5736, 
6017. .6079, 
6186. .6461, 
6736. .6804, 
6873. .7013, 
7229. .7330, 
7672. .7797, 



9819.C8.ol.ts 



5683. .5727, 5810. 

6027. .6080, 6182. 

6499.. 6621, 6559. 

6796. .6873, 6872. 

7056. .7157, 7104. 

7231.. 7326, 7406. 
7678. .7770, "-7870. 



Seq. ID OJ990421_28.9819.C8 
Strand 

End 20305 

Method TBLASTX : Soybean 

End 7971 

Score 66 

.5935, 5812.. 5904, 6016.. 6078, 
.6454, 6183. .6458, 6184. .6444, 
.6618, 6566.. 6625, 6716.. 6796, 
.6988, 6872.. 7012, 6873.. 7013, 
.7157, 7114. .7158, 7224. .7328, 
.7522, 7409. .7453, 7432. .7497, 
.7971, 7871. .7948 



lx Seq. No. 
; ^ Gene No . 
^ Start 
M Name 
□ Start 
GI 

Exons 



6370 
13418 
8892 
OJ9904 
5785 
none 
5785. . 
6019. . 
6499. . 
6868. . 
7104. . 
7406. . 
7871. . 



21 28.9819.C8.ol.tc 



5904, 
6090, 
6621, 
6987, 
7157, 
7501, 
7933 



5795.. 5950, 6016 

6182. .6427, 6183 

6543.. 6620, 6548 

6872.. 6991, 6872 

7114. .7158, 7229 

7409. .7480, 7672 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



OJ990421 28. 9819. C8 



20305 

TBLASTX: Cress 
7933 
83 

.6078, 6017. .6079, 6018. .6080, 

.6458, 6185. .6454, 6186. .6461, 

.6625, 6716. .6796, 6736. .6804, 

.7012, 6873.. 7013, 6873.. 7013, 

.7330, 7229. .7327, 7231. .7329, 

.7788, 7675. .7761, 7870. .7932, 



Seq. No. 6370 

Gene No. 13418 

Start 8892 

Name OJ990421_28 . 9819 . C8 . o2 . tw 

Start 5837 

GI none 
Exons 



Seq. ID OJ990421_28.9819.C8 



Strand 
End 

Method 

End 

Score 



20305 

TBLASTX: Wheat 

6461 

57 



5837. .5950, 6017. .6079, 6019. .6081, 6019. .6078, 6160. .6456, 



6656 



6182.. 6460, 6184.. 6456, 6186.. 6461 





C d M/-\ 


fi*}*7n 


Seq. ID 


OJ990421 


_28.9819 


.C8 




Gene No. 


13418 


Strand 










Start 


8892 


End 


20305 








Name 


OJ990421 28.9819.C8.o6.tw 


Method 


TBLASTX : 


Wheat 






Start 


7229 


End 


7933 








GI 


none 


Score 


185 








Exons 


7229.. 7330, 7229.. 7327, 7231 


..7329, 7406.. 7501, 


7409. .7498, 






7617.. 7661, 7672.. 7764, 7871 


. .7933 










Seq. No. 


6370 


Seq. ID 


OJ990421 


_28.9819 


.C8 




Gene No. 


13418 


Strand 












8892 


End 


20305 








Name 


OJ990421 28.9819..C8.o2.gs 


Method 


GENSCAN 








Start 


8892 


End 


20305 








GI 


none 


Score 


.68 








Exons 


8892.. 10190, 10493. .10569, 11559 .. 11 658 , 12557. 


.12654, 








12897. .12990, 13075 .. 13188, 


13578. .13624, 13827 


. .13856, 








15056. .15098, 16533 .. 16824 , 


17819. .17875, 17940 


. .18006, 








. 18212. .18335, 20150.. 20305 












Seq. No. 


Dj / U 


Seq. ID 


OJ990421 


_28-9819 


.C8 




Gene No. 


13418 


Strand 








I. J 


Start 


8892 


End 


20305 








Name 


OJ990421 28.9819.C8.o2.tm 


Method 


TBLASTX: 


Maize 




i'j : 


Start 


8952 


End 


9740 






i is? 


GI 


none 


Score 


305 






□ 

1 ,! 


■ Exons 


8952.. 9740, 8953.. 9246, 8982 


..9710, 9295.-9723 








o cr q • IN u • 


6370 


Seq. ID 


OJ990421 


_28.9819 


.C8 


r jj 


Gene No . ■ 


ijfiiu 


Strand 










Start 


8892 


End 


20305 






:i 


Name 


OJ990421 28.9819.C8.o2.ts 


Method 


TBLASTX: 


Soybean 




□ 


Start 


9054 


End 


9695 








GI 


none 


Score 


110 






Li. 


Exons 


9054.. 9239, 9061.. 9099, 9064 


-.9246, 9099.. 9509, 


9307. .9501, 






9492.. 9614, 9612.. 9680, 9624 


. .9695 








9 


Seq. No. 


6370 


Seq. ID 


OJ990421 


_28.9819 


.C8 




Gene No. 


13418 


Strand 










Start 


8892 


End 


20305 








Name 


OJ990421 28.9819.C8.o2.tc 


Method 


TBLASTX: 


Cress 






Start 


9462 


End 


9866 








GI 


none 


Score 


105 








Exons 


9462.. 9602, 9633.-9866, 9634 


. .9813 










oeq . ino . 


6370 


Seq. ID 


OJ990421 


_28.9819 


.C8 




Gene No. 


13419 


Strand 










Start 


22149 


End 


22538 : 








Name 


OJ990421 28.9819.C8.o4.tw 


Method 


TBLASTX: 1 


Wheat 






Start 


22149 


End 


22538 








GI 


none 


Score 


54 








Exons 


22149. .22193, 22200 .. 22298, 


22217. .22297, 22265 


. .22504, 








22281.. 22538 












Seq. No. 


6370 


Seq. ID 


OJ990421 


_28.9819 


.C8 



6657 






Gene No . 


1 "3 A 1 Q 




Strand 






Start 


22149 




End 


22538 




Name 


OJ990421 28. 9819. C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


22188 




End 


22436 




GI 


none 




Score 


191 




Exons 


22188. .22436, 22190 


. .22435 








Seq. No. 


6370 




Seq. ID 


OJ990421_28.9819 




Gene No. 


13420 




Strand 






btart 


£ 3Z / b 




End 


27703 




Name 


OJ990421 28. 9819. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23276 




End 


27703 




GI 


none 




Score 


298 




Exons 


23276.-23449, 23277 


. .23621, 


23277. .23606, 23471 23620, 






27617 . .27703 










Seq. No. 


6370 




Seq. ID 


OJ990421_28.9819 




Gene No. 






Strand 






Start 


27906 




End 


28391 




Name 


OJ990421 28. 9819. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


27906 




End 


28364 




GI 


none 




Score 


584 




Exons 


27906. .28355, 27907 


. .28359, 


27907. .28 


362, 28122.. .28364 


—r 


Seq. No. 


6370 




Seq. ID 


OJ990421_28.9819 




bene no . 






Strand 




i : 


Start 


27906 




End 


28391 


y 


Name 


OJ990421 28. 9819. C8 


.o4 . ts 


Method 


TBLASTX: Soybean 


St 


Start 


27946 




End 


28311 


LI 


GI 


none 




Score 


117 


1 


Exons 


27946. .28170, 28177 


. .28311 






; s 

y 


Seq. No. 


6370 




Seq. ID 


OJ990421_28.9819 




Gene No. 


13421 




Strand 






Start 


27906 




End 


28391 


. 1 
'-£ 


Name 


OJ990421 28. 9819. C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


28036 




End 


28391 




GI 


none 




Score 


329 




Exons 


28036. .28341, 28071 


. .28349, 


28353. .28391 



Seq. No. 


6370 






Seq. ID 


OJ990421_28.9819 


.C8 


Gene No. 


13422 






Strand 






Start 


28367 






End 


28699 




Name 


OJ990421 28. 9819. C8 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


28367 






End 


28679 




GI 


none 






Score 


62 




Exons 


28367. 


.28471, 28368 


. .28679, 


28376. .28 


666 




Seq. No. 


6370 






Seq. ID 


OJ990421_28.9819 


.C8 


Gene No. 


13422 






Strand 






Start 


28367 






End 


28699 




Name 


OJ990421 28. 9819. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


28418 






End 


28699 




GI 


none 






Score 


281 




Exons 


28418. 


,28699, 28422 


. .28697 








Seq. No. 


6370 






Seq. ID 


OJ990421_28.9819 


.C8 



6658 




Gene No . 


1 *ZA OO 
UhZZ 


Q-f- ranrl 
OirailQ 




Start 


28367 


End 


28699 


Name 


OJ990421 28.9819.C8.o3.ts 


Method 


TBLASTX : Soybean 


Start 


28464 * 


End 


28688 


GI 


none 


Score 


209 


Exons 


28464. .28688, 28472. .28687 






Seq. No. 


6371 


Seq. ID 


OJ990421_28.9819 


Gene No. 


13423 


Strand 


+ 


Start 


515 


End 


733 . 


Name 


OJ990421 28.9819.C10.ol.np 


Method 


AAT/NAP 


Start 


515 


End 


733 


GI 


2498930 


Score 


46 


Exons 


515. .578, 711. .733 







GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULAT I ON 



PROTEIN) git 1203794 (U18774) Sog [Drosophila melanogaster] 



beq. no. 


6372 




beq. id 


uj y y u h z l 


Z o 


QQ1 Q 

. y o i y . 




Gene No. 


13424 




Strand 


+ 








Start 


1881 




End 


2255 








Name 


s OJ990421 28.9819.C11, 


. o2 . gp 


Method 


AAT/GAP 








Start 


1881 




End 


2255 








GI 


none 




Score 


706 








Exons 


1881. :2255 














Seq. No. 


6372 




beq. lu 


uj y yu4 z i 


Z o 


QOI Q 

. y o l y . 


CI 1 


Gene No. 


13425 




Strand 


+ 








Start 


9037 




End 


9915 








Name 


OJ990421 28.9819.C11, 


. o3. gs 


Method 


GEN SCAN 








Start 


9037 




End 


9915 








GI 


none 




Score 


.64 








Exons 


9037.. 9123, 9482.. 9755, 9773 


. .9915 










Seq. No. 


6372 




Seq. ID 


OJ990421_ 


28 


.9819. 


Cll 


Gene No. 


13426 




Strand 


+ 








Start 


17434 




End 


18273 








Name 


OJ990421 28. 9819. Cll. 


. o5 . gs 


Method 


GENSCAN 








Start 


17434 




End 


18273 








GI 


none 




Score 


.95 








Exons 


17434. .18273 














Seq. No. 


6372 




Seq. ID 


OJ990421_ 


28 


.9819. 


Cll 


Gene No. 


13427 




Strand 


+ 








Start 


19835 




End 


20208 








Name 


OJ990421 28.9819.C11. 


. 06. gs 


Method 


GENSCAN 








Start 


19835 




End 


20208 








GI 


none 




Score 


.68 








Exons 


19835. .19862, 20135.. 


,20208 












Seq. No. 


6372 




Seq. ID 


OJ990421_ 


28 


.9819. 


Cll 


Gene No. 


13428 




Strand 


+ 








Start 


21572 




End * 


22650 








Name 


OJ990421 28.9819.C11, 


, o7 . gs 


Method 


GENSCAN 








Start 


21572 




End 


22650 








GI 


none 




Score 


.78 








Exons 


21572. .21670, 22040.. 


,22175, 


22340. .22650 









6659 



ru 



Seq. No. 


6372 


Seq. ID 


OJ990421_28. 9819.C11 




± o h £. y 






Start 


2124 


End 


8232 


Name 


OJ990421 28.9819.Cll.ol.gs 


Method 


GENSCAN 


Start 


2124 


End 


4048 


GI 


none 


Score 


.73 


Exons 


2124. .2948, 3824. .4048 






Seq. No. 


6372 


Seq. ID 


OJ990421_28.9819.C11 


Gene No. 


13429 


Strand 




Start 


2124 


End 


8232 


Name 


OJ990421 28.9819.Cll.ol.np 


Method 


AAT/NAP 


Start 


2624 


End 


8232 


GI 


601 6874 


Score 


2164 


Exons 


2624. .2760, 3872. .4008, 4141. 


.4274, 5345. .5583,. 6033. . 6395, 




6513.. 6692, 7086.. 7245, 7636. 


.7868, 7933.. 8070, 8154.. 8232 


GI Descrip. 


(AP000570) ESTs C19143 (E10020 


) , D25076 (R3116) correspond to a 




region of the predicted gene. 


; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


6372 


Seq. ID 


OJ990421 28.9819.C11 


Gene No. 


13429 


Strand 


- 


Start 


2124 


End 


8232 


Name 


OJ990421 28.9819.Cll.o3.gp 


Method 


AAT/GAP 


Start . 


2814 


End 


4073 


GI 


51932 1.R1084 


Score 


711 


Exons 


2814.. 2948, 3824.. 4073 






GI Descrip. 


'1781328/emb|CAA71491| 1.0e-14 (Y10465) 


peroxidase [Spinacia 




oleracea] ' 






Seq. No. 


6372 


Seq. ID 


OJ990421_28.9819.C11 


UCllC 1N(J • 


13429 


Strand 




Start 


2124 


End 


8232 


Name 


OJ990421 28.9819.Cll.o2.gs 


Method 


GENSCAN 


Start 


6052 


End 


8232 


GI 


none 


Score 


.78 


Exons 


6052. .8232 






Seq. No. 


6372 


Seq. ID . 


OJ990421_28'. 9819. Cll 


Gene No. 


13429 


Strand 




Start 


2124 


End 


8232 


Name 


OJ990421 28.9819.Cll.o4.gp 


Method 


AAT/GAP 


Start 


7035 


End 


7543 


GI 


uC-osflcypll0c07bl 


Score 


958 


Exons 


7035. .7543 






GI Descrip. 


, 4 680178/gb|AF111709.1 IAF111709 5. Oe-81 


. Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 6372 Seq. ID 

Gene No. 13430 Strand 

Start 11470 End 

Name OJ990421_28 . 9819 . Cll . o4 . gs Method 

Start 11470 End 

GI none Score 

Exons 11470. .11499, 137 60 .. 13959, 14021 



OJ990421 28. 9819. Cll 



14753. .14867, 14 919 15016, 15450. 



16163 
GENSCAN 
16163 
.75 

14180, 14377. 
15814, 15820. 



14438, 
16163 



6660 



■*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
M = Start 

ry gi 

Q Exons 

u 

Til 



Seq. No. 
Gene No. 
Start 
Name 
Start 
I'* GI 
□ Exons 

! ; J 

;: i Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



6372 

13431 

16960 

OJ990421_28.9819.Cll.ol.tm 

2124 

none 



Seq. ID OJ990421_28.9819.C11 
Strand 

End 21753 

Method TBLASTX : Maize 

End 21543 

Score 75 



2124. .2183, 2187. .2357, 2427. .2456, 2544. .2684, 2548. .2625, 
2718.. 2846, 2719.. 2859, 2835.. 2954, 2923.. 2949, 3825.. 3923, 
3827. .3931, 17404 .. 17646, 174 64 .. 17604 , 17522 .. 17 656, 
17522. .17659, 17614 .. 17943, 17675 .. 17 94 1, 17 917 .. 18225, 
17945. .18235, 214 18 .. 21543, 21419.. 21541 



6372 

13431 

16960 

OJ990421_28.9819.Cll.ol.ts 

2472 

none 



Seq. ID OJ990421_28.9819.C11 
Strand 

End 21753 

Method TBLASTX : Soybean 

End 21543 

Score ' 97 



2472. .2819, 2820. .2954, 3824. .3913, 17806 .. 18081, 18016 .. 18225, 
21421. .21543 



6372 

13431 

16960 

OJ990421_28.9819.Cll.ol.tc 

2536 

none 



Seq. ID OJ990421_28.9819.C11 
Strand 

End 21753 

Method TBLASTX : Cress 

End 21543 

Score 58 



2536. .2616, 2547. .2774, 2719. .2742, 2760. .2855, 2829. .2954, 
2836.. 2949, 3827.. 3922, 17806 18030 , 17807 .. 17875, 
17954. .18001, 18025. .18225, 1804 1 .. 18091, 21418. .21543 



Seq. ID OJ990421_28. 9819.C11 
Strand 

End 21753 

Method TBLASTX : Maize 

End 6361 

Score 97 



Seq. ID OJ990421_28.9819.C11 
Strand 

End 21753 

Method TBLASTX :Maize 

End 6825 

Score 136 



Seq. ID OJ990421_28.9819.C11 
Strand 

End 21753 

Method TBLASTX : Mai ze 

End 7344 

Score 106 



6372 
13431 
16960 

OJ990421_28.9819.Cll.o3.tm 
6118 
none 

6118.. 6351, 6203.. 6361 

6372 
13431 
16960 

OJ990421_28.9819.Cll.o5.tm 
6473 
none 

6473. .6814, 6544. .6825 

6372 
13431 
16960 

OJ990421_28. 9819. Cll.o4.. tin 
7030 
none 

7030. .7257, 7031... 7249, 7270. .7344 

6372 Seq. ID OJ990421_28 . 9819 . Cll 



6661 





L»ene NO . 




Strand 








Start 


16960 


End 


21753 






Name 


OJ990421 28.9819.Cll.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


7438 


End 


7884 






GI 


none 


Score 


112 






Exons 


7438. .7476, 7471. .7533, 7534 


..7812, 7604. .7789, 


7798. .7884 




Seq. No. 


6372 


oeq. ±u 


n TQQPM 91 


_28. 9819. Cll 




Gene No . 




o Lrsna 








Start 


16960 




Zl / J J 






Name 


OJ990421 28.9819.Cll.o5.gp 


Method 


AAT/GAP 






Start 


16960 


End 


17579 






GI 


none 


Score 


1203 






Exons 


16960. .17579 










Seq. No. 


6372 


Seq. ID 


OJ990421 


_28. 9819. Cll 




Gene No. 


13431 


Strand 








ouar l 


16960 


End 


21753 






Name 


OJ990421 28. 9819 . Cll . o2 ,np 


Method 


AAT/NAP 






Start 


17416 


End 


21615 






GI 


4760700 


Score 


450 






Exons 


17416. .18219, 21418. .21615 










GI Descrip. 


(AB024437) peroxidase 1 [Scutellaria 


baicalensis] 


i ^ 


Seq. No. 


6372 


Seq. ID 


OJ990421 


_28. 9819. Cll 


rn 


Gene No. 


13431 


Strand 






ru 


Start 


16960 


End 


21753 






Name 


OJ990421 28.9819.Cll.o6.gp 


Method 


AAT/GAP 




■a J 


Start 


17957 


End 


21753 




! 3 lJ 


GI 


25231 1.R1084 


Score 


1062 






Exons 


17957. .18219, 21418. .21753 








I'll 


GI Descrip. 


'3928088 8.0e-26 (AC005770) 


putative 


peroxidase 


[Arabidopsi 






thaliana] 1 








.5=. 


Seq. No. 


6373 


Seq. ID 


OJ990421 


_28.9819.C12 


S.J 


Gene No. 


13432 


Strand 


+ 






otsrt 


2412 


End 


7536 




; i3 


Name 


OJ990421 28.9819.C12.ol.gs 


Method 


GEN SCAN 






Start 


2412 


End 


7536 




: : 


GI 


none 


Score 


.9 






Exons 


2412. .2460, 2968.. 3075, 3105 


..3860, 4 


946. .5755, 


5841. .6055, 






6146. .6409, 6921. .7076, 7174 


..7273, 7415. .7536 






Seq. No. 


6373 


Seq. ID 


OJ990421 


_28.9819.C12 




Gene No. 


13432 


Strand 


+ 






Start 


2412 


End 


7536 






Name 


OJ990421 28.9819.C12.ol.np 


Method 


AAT/NAP 






OlaiC 


3272 


End 


7275 






GI 


2191168 


Score 


628 






Exons 


3272.. 3662, 3693.. 3985, 4901 


..5778, 5810. .6055, 


6146. .6409, 






6921. .7275 










GI Descrip. 


(AF007270) contains similarity to myosin heavy 


chain 






[Arabidopsis thaliana] 










Seq. No. 


6373 


Seq. ID 


OJ990421 


_28.9819.C12 




Gene No. 


13432 


Strand 


+ 






Start 


2412 


End 


7536 





6662 



Name 


OJ990421 28.9819.C12.ol 


■ gp 


Method 


AAT/GAP 








Start 


5375 


End 


5880 








GI 


568359 




Score 


810 








Exons 


5375.. 5755, 5841.. 5880 














Seq. No. 


6373 




Seq. ID 


OJ990421 


_28 . 


9819 


.C12 


Gene No . 


13433 




Strand 


+ 








Start 


16244 




End 


19089 








Name 


OJ990421 28.9819.C12.o4 


.gs 


Method 


GENSCAN 








Start 


16244 




End 


18741 








GI 


none 




Score 


.49 








Exons 


16244. .16246, 16722. .16788, 


17434. .17635, 17850 


. .18741 




Seq. No. 


6373 




Seq. ID 


OJ990421 


_28. 


9819 


.C12 


Gene No. 


13433 




Strand 


+ 








Start 


16244 




End 


19089 








Name 


OJ990421 28.9819.C12.o3 


.np 


Method 


AAT/NAP 








Start 


17427 




End 


19089 








GI 


6539588 




Score 


232 








Exons 


17427. .17710, 19058.. 19089 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


■ 6373 




.Seq. ID 


OJ990421 


_28. 


9819 


.C12 


Gene No. 


13434 




Strand 










Start 


9401 




End 


11557 








Name 


OJ990421 28.9819.C12.o2 


• gp 


Method 


AAT/GAP 








Start 


9343 




End 


10498 








GI 


27475 1.R1084 




Score 


1740 









Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



9343.. 9983, 10073 .. 10308 , 10422. .10498 

, 3643085/gb|AAC36698| 4.0e-50 (AF075580) protein phosphatase-2C; 
PP2C [Mesembryanthemum crystallinum] 1 



6373 
13434 
9401 

OJ990421_28.9819.C12.o2.np 
9398 ' 
3643085 

9398.. 9983, 10073 .. 10308, 10422 .. 10602, 11403 .. 11494 
(AF075580) protein phosphatase-2C; PP2C [Mesembryanthemum 
crystallinum] 



Seq. ID OJ990421__28.9819.C12 
Strand 

End 11557 
Method . AAT/NAP 
End 11494 
Score 999 



6373 

13434 

9401 

OJ990421_28.9819.C12.o2.gs 

9401 

none 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 11557 

Method GENSCAN 

End 11557 

Score .73 



9401.. 9983, 10073. .10308, 10422 .. 10613, 11420.. 11557 



Seq. No. 6373 

Gene No. 13435 

Start 11463 

Name OJ990421_28 . 98 19 . C12 . o3 . gp 

Start 11463 

GI none 

Exons 11463.. 11756 



Seq. ID OJ990421__28.9819.C12 
Strand 

End 11756 

Method AAT/GAP 

End 11756 

Score 44 9 



6663 



Seq. No. 6373 

Gene No. 13436 

Start 12720 

Name OJ990421_28 . 9819.C12 .o3. tc 

Start 3350 

GI none 

Exons 3350.. 3472, 3488.. 3646 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 13833 

Method TBLASTX : Cress 

End 364 6 

Score 107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6373 

13436 

12720 

OJ990421_28.9819.C12.o3.tm 

4955 

none 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 13833 

Method TBLASTX : Mai ze 

End 5517 

Score 62 



4955. .5044, 4958. .5044, 5041. .5187, 5042. .5185, 5045. .5263, 
5046.. 5264, 5088.. 5267, 5230.. 5268, 5245.. 5289, 5327.. 5506, 
5370. .5507, 5371.. 5517 



rn 

.ssa 

u 



'"4 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



6373 

13436 

12720 

OJ990421_28.9819.C12.o2.tc 

5843 

none 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 13833 

Method TBLASTX: Cress 

End 634 0 

Score 37 



5843. .5869, 5927. .6058, 5936. .6046, 6134. .6340, 6145. .6315 



6373 

13436 

12720 

OJ990421_28.9819.C12.o2.ts 

5960 

none 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 13833 

Method TBLASTX : Soybean 

End 7263 

Score 124 



5960.. 6058, 5962.. 6054, 6133.. 6414, 6134.. 6400, 6923.. 6985, 
6927. .7064, 7171. .7263 



6373 

13436 

12720 

OJ990421_28.9819.C12.o2.tm 

6135 

none 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 13833 

Method TBLASTX: Maize 

End 7273 

Score 301 



6135. .6410, 6139. .6408, 6140. .6418, 6920. .7075, 6921. .7082, 
6921. .7079, 7165. .7257, 7165. .7254, 7181. .7273 



Seq. No. 6373 

Gene No. 13436 

Start 12720 

Name OJ990421_28 . 9819 . C12 . ol . tm 

Start 9323 

GI none 
Exons 



Seq. ID OJ990421_28.9819.C12 
Strand 

End 13833 

Method TBLASTX : Mai ze 

End 10604 

Score 62 



9323. .9463, 9401. .9490, 9521. .9616, 9525. .9557, 9530. .9601, 
9593. .9985, 9608.:9991, 9615. .10001, 9829. .9990, 10069 10305 , 
10072. .10308, 10073. .10309, 10110 .. 10313 , 104 19 .. 10565, 
10419. .10604, 10420. .10587 



Seq. No. 



6373 



Seq. ID OJ990421_28.9819.C12 



6664 




Gene No. 


13436 


Strand 




DLdlt 


1 9790 


End 


13833 


Name 


OJ990421 28.9819.C12.ol.ts 


Method 


TBLASTX: Soybean 


Start 


9413 


End 


10568 


GI 


none 


Score 


53 


Exons 


9413. .9475, 9414. .9467, 9522 


..10001, 9527.. 9985, 10072 .. 10308 , 




10073. .10309, 10419. .10568, 


10420. .10566 


Seq. No. 


6373 


Seq. ID 


OJ990421_28.9819.C12 




13436 


Strand 




Start 


12720 


End 


13833 


Name 


OJ990421 28.9819.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


9525 


End 


10114 


GI 


none 


Score 


246 


Exons 


9525. .9980, 9533. .10000, 9533. .9985, 10072 .. 10113, 10076. .10114 


Seq. No. 


6373 


Seq. ID 


OJ990421 28 9819 C12 




13436 

X J 1 J o 


9r rand 




Start 


12720 


End 


13833 


Name 


OJ990421 28.9819.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9587 


End 


9919 


GI 


none 


Score 


314 


Exons 


9587 9919 9S87 9919 






Seq. No. 


6373 


Seq. ID 


OJ990421 28 9819 C12 




13436 

x J *i J v 


rand 




Start 


12720 


End 


13833 


Name 


OJ990421 28.9819.C12.o3.gs 


Method 


GENSCAN 


Start 


12720 


End 


13833 


GI 


none 


Score 


. 72 


Exons 


1 979fl 19fi1S 1373S 






Seq. No. 


fi^74 


q pn T D 

JCl^ . J. u 


OJ990421 28 9819 C13 


Gene No. 


1 ^4^7 

X J *t J / 


uti ai iu 


-1- 


Start 




FnH 




Name 


OJ990421 28 9819 C13 ol od 


Method 


AAT /GAP 


Start 


362 


End 


612 


GI 


51932 1.R1084 


Score 


435 


Exons 


362. .612 






GI Descrip. 


'1781328/emb|CAA71491| 1 . Oe- 


14 (Y10465) 


peroxidase [Spinacia 




oleracea] ' 






Seq. No. 


6374 


Seq. ID 


OJ990421_28.9819.C13 




13437 


Strand 


+ 


Start 


362 


End 


612 


Name 


OJ990421 28.9819.C13.ol.gs 


Method 


GENSCAN 


Start 


387 


End 


515 


GI 


none 


Score 


.47 


Exons 


387. .515 






Seq. No. 


6375 


Seq. ID 


OJ990501_20.9819.C1 


Gene No. 


13438 


Strand 




Start 


1173 


End 


1629 


Name 


OJ990501 20.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


1173 


End 


1629 


GI 


none 


Score 


.57 


Exons 


1173.. 1323, 1470.. 1629 







6665 



oeq. wo. 


C3 "7 C 








beq. iu 


uj y y uou x 


OC\ QQ1 Q CO 


Gene No. 


13439 








Strand 


+ 




Start 


258 








End 


432 




Name 


OJ990501 20. 


9819. 


C2.ol. 


gs 


Method 


GENSCAN 




Start 


258 








End 


432 




GI 


none 








Score 


.97 




Exons 


258. .432 














064. NO. 


DJ / O 








oeq. iu 


C, XQQfl 1 

uj y y uou 1 


on QQ 1 Q CO 


Gene No. 


13440 








Strand 


+ 




Start 


3405 








End 


9812 




Name 


OJ990501 20. 


9819. 


C2.ol. 


gp 


Method 


AAT/GAP 




Start 


3005 








End 


3439 




GI 


569176 








Score 


732 




Exons 


3005. .3439 














Seq. No. 


6376 








Seq. ID 


OJ9905'01_ 


_20:9819.C2 


Gene No . 


1 "3 A A f\ 
1 OH H U 








Strand 


+ 




Start 


3405 








End 


9812 




Name 


OJ990501 20. 


9819. 


C2.o2. 


gs 


Method 


GENSCAN 




Start 


3405 








End 


7197 




GI 


none 








Score 


.51 




Exons 


3405. .3552, 


3940. 


.4092, 


4121. 


.4267, 4313.. 4 723, 


5887. .6947, 




7126. .7197 














Seq. No. 


6376 








Seq. ID 


OJ990501 


_20.9819.C2 


Gene No. 


13440 








Strand 


+ 




Start 


3405 








End 


9812 




Name 


OJ990501 20. 


9819. 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


3426 








End 


9711 




GI 


6623883 








Score 


670 




Exons 


3426. .3552, 


3940. 


.4092, 


4313. 


.4464, 4495. .4723, 


5069. .5145, 




5742. . 6206, 


9678. 


.9711 











GI" Descrip. 



[Arabidopsis thaliana] 



Seq. No. 


6376 








Seq. ID 


OJ990501 


Gene. No. 


13440 








Strand 


+ 


Start 


3405 








End 


9812 


Name 


OJ990501 20. 


9819, 


. C2 . o2 


.gp 


Method 


AAT/GAP 


Start 


6586 








End 


6885 


GI 


2280643 








Score 


566 


Exons 


6586. .6885 












Seq. No. 


6376 








Seq. ID 


OJ990501 


Gene No. 


13440 








Strand 


+ . 


Start 


3405 








End 


9812 


Name 


OJ990501 20. 


9819. 


X2.o3 


.gp 


Method 


AAT/GAP 


Start 


6872 








End 


7476 


GI . 


3768839 








Score 


786 


Exons 


6872. .6947, 


7126. 


. .7476 








Seq. No. 


6376 








Seq. ID 


OJ990501 


Gene No. 


13440 








Strand 


+ 


Start 


3405 








End 


9812 


Name 


OJ990501 20. 


9819, 


.C2.o3 


. gs 


Method 


GENSCAN 



6666 



i.1 



ru 

t : 

id 
hi 

! y 



'as* 
□ 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7975 
none 

7975. .8280, 8565. .9812 



End 
Score 



9812 
.95 



6376 Seq. ID 

13441 Strand 

11384 End 

OJ990501_20.9819.C2.o4.np - Method 

11384 End 

1903347 Score 
11384. .11412, 14617. .15237 

(AC000104) EST gb|ATTS5672 comes from this gene. [Arabidopsis 
thaliana] 



OJ990501_20.9819.C2 
+ 

15237 
AAT/NAP 
15237 
389 



6376 

13441 

11384 

OJ990501_20.9819.C2.o5.gp 
12079 
3107363 
12079. .12383 



Seq. ID OJ990501_20.9819.C2 

Strand + 

End 15237 

Method AAT/GAP 

End 12383 

Score 594 



4263711/gb | AAD15397 | 5.0e-28 (AC006223) putative CCR4-associated 
transcription factor [Arabidopsis thaliana] 



6376 Seq. ID 

13442 Strand 
11728 End 
OJ990501_20 . 9819 .C2 . o4 . gp Method 
11728 End 
4715326 Score 
11728. .12070 

6376 Seq. ID 

13443 Strand 
12148 End 
OJ990501_20 . 9819 . C2 . o5 . tm Method 
344 6 End 
none Score 
3446. . 3550, V 3447. .3551, 3505. .3561, 
4312. .4470, 4313. .4462, 4314. .4469 



OJ990501_20.9819.C2 

12070 
AAT/GAP 
12070 
635 



OJ990501_20.9819.C2 
12974 

TBLASTX: Maize 
4470 
167 

3933..4100, 3951. .4091, 



Seq. No. 6376 
Gene No. 13443 
Start 12148 

Name OJ990501_20 . 9819 .C2 . o2 . tc 

Start 3455 
GI none 

Exons 3455.. 3550, 3456.. 3551, 3933, 

4312. .4467, 4312. .4428, 4314. 
4635. .4724, 5071. .5145, 5071. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4100, 
.4433, 
.5139 



OJ990501_20.9819.C2 
12974 

TBLASTX: Cress 
5145 
146 

3945. .4088, 4311. .4439, 
4558. .4626, 4573. .4722, 



Seq. No. x 6376 . Seq. ID 

Gene No. 13443 Strand 

Start 12148 End 

Name OJ990501_20 . 9819 .C2 . o3 . ts . Method 

Start 3455. End 

GI none Score 



OJ990501_20.9819.C2 
12974 

TBLASTX: Soybean 

4440 

152 



6667 



Exons 



3455.. 3550, 3456.. 3551, 3933. 
4314. .4439 



,4100, 3945. .4091, 4312. .4440, 



Seq. No. 6376 Seq. ID 

Gene No. 13443 Strand 

Start 12148 End 

Name OJ990501_20 . 9819 . C2 . ol . tw Method 

Start 3932 End 

GI none Score 

Exons 3932.. 4096, 3939.. 4118, 3954.. 4097 



OJ990501_20.9819.C2 
12974 

TBLASTX: Wheat 

4118 

210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6376 

13443 

12148 - 

OJ990501_20. 

5698 

none 

5698. .5829, 
5870. .5929, 
6064. .6186, 
6266. .6448, 
6562. .6678, 
6848. .6994, 
7230. .7280 



9819.C2.ol.tm 



5723.. 5827, 5806. 

5927.. 6031, 5928. 

6065.. 6181, 6179. 

6285.. 6563, 6286. 

6564.. 6734, 6567. 

7108.. 7164, 7110. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.5919, 
.6032, 
.6277, 
.6483, 
.6722, 
.7163, 



D OJ990501 20. 9819. C2 



5820 
6030 
6179 
6287 
6773 
7167 



12974 

TBLASTX: Maize 

7280 

83 

5921, 5820.. 5924, 

6056, 6063.. 6158, 

6316, 6195. 

6574, 6485. 

6838, 6813. 



6317, 
.6571, 
,6947, 
,7196, 7168. .7257, 



Seq. No. 6376 Seq. ID 

Gene No. 13443 Strand 

Start 12148 - End 

H Name OJ990501_20 . 9819 . C2 . o4 . tc Method 

i s y Start 8559 End 

i,3 GI none Score 

Exons 8559.. 9086 



OJ990501_20.9819.C2 
12974 

TBLASTX: Cress 

9086 

218 



\ J 



Seq. No. 6376 Seq. ID 

Gene No. 13443 Strand 

Start 12148 End 

Name OJ990501_20 . 9819. C2 . o7 . tm Method 

Start 8724 End 

GI none Score 

Exons 8724.. 9068, 8724.. 8939, 8817.. 9014 

Seq. No. 6376 Seq. ID 

Gene No. 13443 Strand 

Start 12148 End 

Name OJ990501_20 . 9819 . C2 . o2 . ts Method 

Start 8817 End 

GI none Score 

Exons 8817.. 9218, 9240.. 9347 



OJ990501_20.9819.C2 
1297 4 

TBLASTX: Maize 

9068 

192 



OJ990501_20.9819.C2 
12974 

TBLASTX : Soybean 

9347 

215 



Seq. No. 6376 Seq. ID 

Gene No. 13443 Strand 

Start 12148 . End 

Name OJ990501_20 . 9819 . C2 . 06 . tm Method 

Start 9633 End 

GI none Score 

Exons 9633.. 9809, 9633.. 9806, 9634.. 9807 



OJ990501_20.9819.C2 
12974 

TBLASTX: Maize 

9809 

212 



6668 



>.3 



Seq." No. 


6376 




Seq. ID 


OJ990501_20.9819 


.C2 


ocuc WO. 


XOf* ft J 




Strand 






Start 


12148 




End 


12974 




Name 


OJ990501 20. 9819. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12144 




End 


12393 




GI 


none 




Score 


248 




Exons 


12144. .12392, 12147 


. .12392, 


12148. .12393 




Seq. No. 


6376 




Seq. ID 


OJ990501_20.9819 


.C2 


Gene No. 


13443 




Strand 






Start 


12148 




End 


12974 




Name 


OJ990501_20.9819.C2 


,o3.np 


Method 


AAT/NAP 




^t* a rt 
oiai L 






End 


12974 




GI 


6503290 




Score 


987 




Exons 


12148. .12974 










GI Descrip. 


(AC011713) Similar 


to gb|U21855 CCR4-associated factor 


1 (CAF1) 




from Mus musculus . 


ESTs gb|AAA394972, 


gb|AA585812 and 


gb|H77015 




come from this gene 


. [Arabidopsis thaliana] 




Seq. No/ 


6376 




.Seq. ID 


OJ990501_20.9819 


,C2 


Gene No. 


13443 




Strand 






Start 


12148 




End 


12974 




Name 


OJ990501 20. 9819. C2 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12164 




End 


12953 




GI 


none 




Score 


112 




Exons 


12164. .12427, 12165 


. .12683, 


12183. .12677, 12699.. . 12938 , 






12814. .12864, 12849 


. .12953 









U Seq. No. 
Lii Gene No. 
:*5 Start 
Name 
Start 

Q Exons 



ru 

is 



■,3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6376 

13443 

12148 

OJ990501_20.9819.C2.ol.ts 

12164 

none 

12164. .12448, 12165 .. 12683, 
12694.. .12938, 12700 .. 12765, 

6376 

13443 

12148 

OJ990501_20 . 98 19 . C2 . o2 . tm 

12489 

none 

12489. .12626, 124 90 12669, 
12849. .12947 



Seq. ID OJ990501_20.9819.C2 
Strand 

End 12974 

Method TBLASTX : Soybean 

End 12953 

Score 123 
12169. .12675, 12183 .. 12677 , 
12814. .12867, 12849. .12953 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_20.9819.C2 
12974 

TBLASTX: Maize 

12947 

148 



12627. .12938, 12631 .. 12873, 



Seq. No. 


6376 




Seq. ID 


OJ990501_20.9819 


.C2 


Gene No. 


13443 




Strand 






Start 


12148 




End 


12974 




Name 


OJ990501 20. 9819. C2 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12702 




End • 


12941 




GI 


none 




Score 


56 




Exons 


12702. .12791, 12703 


. .12762, 


12825. .12938, 12849.. 12941 




Seq. No. 


6376 




Seq. ID 


OJ990501_20.9819 


.C2 


Gene No. 


13444 




Strand 






Start 


14643 




End 


15228 





6669 



Name 

Start 

GI 

Exons 



OJ990501_20 . 9819 . C2 . 08 . tm Method 
14643 End 
none Score 



TBLASTX: Maize 

14909 

72 



14643. .14729, 14 643 14729, 14656. . 14730, 14808 .. 14 909, 
14809. .14898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6376 

13444 

14643 

OJ990501_20.9819.C2.o4 .ts 

14655 

none 



Seq. ID OJ990501_20.9819.C2 
Strand 

End 15228 

Method TBLASTX : Soybean 

End 14895 

Score 100 



14655. .14717, 14656 .. 14724, 14806 14895, 14808. .14861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6376 

13444 

14643 

OJ990501_20.9819.C2.o3.tc 

14805 

none 



Seq. ID OJ990501_20.9819.C2 
Strand 

End 15228 

Method TBLASTX : Cress 

End 15129 

Score 136 



14805. .14912, 14806. .14901, 14976 .. 15065, 14977.. 15129 



Seq. No. 
Gene No. 
Start 
Name 
Start 

■ y gi 

Exons 



:i Seq. No. 

Gene No. 

1 u Start 

i; Name 

Q Start 

: y GI 

Ljl Exons 



6376 

13444 

14643 

OJ990501_20.9819.C2.o4 .tm 

14970 

none 



Seq.. ID OJ990501_20.9819.C2 
Strand 

End 15228 

Method TBLASTX : Mai ze 

End 15228 

Score 311 



14970. .15074, 14971 .. 15228, 15091 .. 15183, 15114.. 15227 



6377 

13445 

380 

OJ990501_20.9819.C3.ol.gs 

380 

none 



Seq. ID OJ990501_20.9819.C3 
Strand 

End 3041 

Method, GENSCAN 

End 2036 

Score .46 



380. .524, 872. .1558, 1594. .2036 



'"!>? Seq., No. 6377 

Q Gene No. 13445 * 

Q Start 380 

Name OJ990501_20 . 9819 . C3 . ol . tw 

Start 877 

GI none 

Exons 877.. 1083, 878.. 1072 



Seq. ID OJ990501_20.9819.C3 
Strand 

End 3041 

Method TBLASTX: Wheat 

End 1083 

Score 106 



Seq. No. 6377 

Gene No. 13445 

Start 380 

Name OJ990501_20 . 9819 . C3 . ol . tc 

Start 1306 

GI none 

Exons 1306.. 1404, 1477.. 1578, 1578, 

Seq. No. 6377 

Gene No. 13445 

Start 380 



Seq. ID OJ990501_20.9819.C3 
Strand 

3041 

TBLASTX: Cress 
1646 
77 



End 

Method 
End 
Score 
.1646 



Seq. ID OJ990501_20.9819.C3 
Strand 

End 3041 



6670 



;,3 



Name 


OJ990501 20.9819.C3.ol.np 


Method 


AAT/NAP 




Start 


1315 


End 


3041 




GI 


2459436 


Score 


179 




Exons 


1315.. 1809, 2977.. 3041 








GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


6378 


Seq. ID 


OJ990501_20.9819. 


C4 


Gene No. 


13446 


Strand 


+ 




Start 


3228 


End 


3667 




Name 


ujyyuoui zu . y o ±y . . o o . np 


Method 


AAT/NAP 




Start 


3228 


End 


3667 




GI 


5281020 


Score 


305 




Exons 


3228.. 3440, 3570.. 3667 








GI Descrip. 


(Z97339) ATP-dependent RNA 


helicase like protein [Arabidopsis 




thaliana] 








Seq. No. 


6378 


Seq. ID 


OJ990501_20.9819. 


C4 


Gene No. 


13447 


Strand 






o car t 


85 


End 


3667 




Name 


OJ990501 "20.9819.C4-ol.np 


Method 


AAT/NAP 




Start 


85 


End 


1393 




GI 


5777617 


Score 


84 




Exons 


85.. 182, 1339.. 1393 








GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 




Seq. No. 


6378 


Seq. ID 


OJ990501_20. 9819. 


C4 


Gene No . 


13447 


Strand 






Start 


85 


End 


3667 




Name 


OJ990501 20.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


802 


End 


2470 




GI 


none 


Score 


.68 




Exons 


802. .2119, 2361. .2470 








Seq. No. 


6378 


Seq. ID 


OJ990501_20. 9819. 


C4 


Gene No . 


13447 


Strand 






Start 


85 


End 


3667 




Name 


OJ990501 20.9819.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


817 


End 


1134 




GI 


none 


Score 


77 




Exons 


817. .1014, 818. .1012, 847. 


1014, 1045.. 


1134, 1049. .1126 




Seq. No. 


6378 


Seq. ID 


OJ990501_20.9819. 


C4 


Gene No . 


13447 


Strand ^ 






Start 


85 


End . 


3667 




Name 


OJ990501 20.9819.C4.o2.tc 


Method 


TBLASTX: Cress 




Start 


1150 


End 


1666 




GI 


none 


Score 


93 




Exons 


1150. .1251, 1285. .1377, 1432. .1602, 1436.. 1666 




Seq. No. 


6378 


Seq. ID 


OJ990501_20.9819. 


C4 


Gene No. 


13447 


Strand 






Start 


85 


End 


3667 




Name 


OJ990501 20.9819.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


1156 


End 


1596 




GI 


none 


Score 


60 




Exons 


•1156. .1371, 1262. .1369, 1423. .1596, 1424. .1591 





6671 






Seq. No. 


6378 








Seq. ID 


OJ990501_20.9819, 


.C4 




Gene No. 


13447 








Strand 








Of a r t- 


O J 








End 


3667 






Name 


OJ990501 20 


.9819. 


C4.o2. 


np 


Method 


AAT/NAP 






Start 


1276 








End 


3667 






GI 


2459436 








Score 


229 






Exons 


1276. .1759, 


3645. 


.3667 












GI Descrip. 


(AC002332) 


unknown protein [Arabidopsis thaliana] 






Seq. No. 


6378 








Seq. ID 


OJ990501_20.9819. 


.C4 




bene wo . 


1 LA A 1 








Strand 








Start 


85 








bna 


ODD / 






Name 


OJ990501 20 


Q Q 1 Q 


b4 . OZ . 


ZS 


Metnoa 


1 birAo 1 a : boyoean 






Start 


1300 








End 


Iddd . 






GI 


none 








Score 


/ D 






Exons 


1300. .1371, 




. lDOO, 


1 /IOC 










Seq. No. 


6378 








Seq. ID 


OJ990501_20.9819, 


.C4 




bene wo. 


1 LA A 1 








Strand 








Start 


85 








End 


3667 






Name 


OJ990501 20 


. yd i y . 


a _ o 
. O J . 


tm 


Method 


TBLASTX: Maize 






Start 


2462 








End 


2605 






GI 


none 








Score 


135. 






Exons 


2462. .2605, 


O A 1 Q 


o r ^ n 
. ZD / U 












Seq. No. 


6378 








Seq. ID 


OJ990501_20.9819, 


.C4 




bene lno . 


1 LA A 1 








Strand 






i Li 


Start 


85 








End 


3667 






Name 


OJ990501 20 


. yy i y . 


b4 . Ol . 


tc 


Method 


TBLASTX: Cress 




: t s 

!. Li 


Start 


3203 








End 


3451 




. 


GI 


none 








Score 


329 




.If! 

i y 


Exons 


3203. .3442, 


L o n A 
JZU4 . 




Tone 


.3451, 3207.. 3443 






Seq. No. 


6378 








Seq. ID 


OJ990501_20.9819, 


.C4 




bene wo. 


1 LA A 1 








Strand 








Start 


85 








End 


3667 






Name 


OJ990501 20 


. yd iy . 


C4 . Ol . 


ts 


Method 


TBLASTX : Soybean 




\ 3st 


Start * 


3222 








End 


3464 




'as? 


GI 


none 








Score 


279 




□ 


Exons 


3222. .3443, 


O O O T 


. J4 4z , 


o o c o 


.3464 








Seq. No. 


6378 








Seq. ID 


OJ990501_20.9819. 


.C4 




bene wo ■ 


1 L A A "7 








Strand 








Start 


85 








End 


3667 






Name 


OJ990501 20 


.9819. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


3242 








End 


3459 






GI 


none 








Score 


331 






Exons 


3242. .3442, 


3243. 


.3443, 


3243. 


.3443, 3367.. 3459 






Seq. No. 


6379 








Seq. ID 


OJ990501_20.9819, 


.C5 




Gene No. 


13448 








Strand 


+ 






Start 


1 








End 


3218 






Name 


OJ990501 20 


.9819. 


C5.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


2730 






GI 


5281020 


. .783, 






Score 


860 






' Exons . 


1..311, 632 


973. . 


1150, 


1280. .1467 


', 1712. .1916, 2403. 



2609. .2730 



6672 



GI Descrip. (Z97339) ATP-dependent RNA helicase like protein [Arabidopsis 
thaliana] 



Seq. No. 6379 

Gene No. 13448 

Start 1 

Name OJ990501_20 . 9819.C5 .ol .gs 

Start 64 

GI none 

Exons 64. .311, 632. .783, 973. .1150, 1280. .1467, 1712. .1916, 
2403.. 2508, 3202.. 3218 



Seq. ID OJ990501_20.9819.C5 

Strand + 

End 3218 

Method GENSCAN 

End 3218 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
r=% Start 

Name 
! :f Start 

rU Exons 

S3 



Seq. No. 
!l* Gene No. 
Ty Start 

Name 
f 1 Start 
G GI 
i ^ Exons 

; =3 Seq. No. 

\.l Gene No. 

Q Start 
Name 
Start 
GI 

Exons 



6379 

13449 

4183 

OJ990501_20 . 9819 . C5 . ol . tm 
58 

none 



Seq. ID OJ990501_20.9819.C5 
Strand 

End 7424 

Method TBLASTX : Mai ze 

End 1048 

Score 282 



58. .312, 59. .313, 60. .314, 620. .718, 625. .720, 631. .711, 
971. .1039, 971. .1048 



6379 

13449 

4183 

OJ990501_20.9819.C5.o2.tm 

1112 

none 



Seq. ID OJ990501_20.9819.C5 
Strand 

End- 7424 

Method TBLASTX : Mai ze 

End 1480 

Score 77 



1112. .1156, 1112. .1159, 1173. .1241, 1238. .1339, 1238. .1330, 
1267. .1338, 1314. .1478, 1315. .1368, 1316. .1480, 1316. .1474 



6379 

13449 

4183 

OJ990501_20.9819.C5.ol.ts 

1118 

none 



Seq. ID OJ990501_20.9819.C5 
Strand 

End 7424 

Method TBLASTX : Soybean 

End 1919 

Score 4 4 



1118. .1156, 1280. .1465, 1709. .1918, 1713. .1919 



6379 

13449 

4183 

OJ990501_20 . 9819 . C5 . o2 . gs 

4183 

none 



Seq. ID OJ990501_20.9819.C5 
Strand 

■End 7424 

Method GENSCAN 

End 6284 

Score .74 



4183. .4217, 4430. .4495, 4765. .5101, 6081. .6284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



6379 

13449 

4183 

OJ990501_20.9819.C5.o2.np 

4768 

2980768 



Seq. ID OJ990501_20.9819.C5 
Strand 

End 7424 

Method AAT/NAP 

End 7424 

Score 306 



4768. .5051, 5937. .5995, 6081. .6146, 7222. .7307, 7398. .7424 
(AL022198) putative protein [Arabidopsis thaliana] 



6380 
13450 



Seq. ID OJ990501_20.9819.C6 
Strand 



6673 




Start 


75 


End 


770 


Name 


OJ990501 20.9819.C6.ol.gs 


Method 


GENSCAN 


Start 


75 


End 


730 


GI 


none 


Score 


.49 


Exons 


75. .217, 338. .730 






Seq. No. 


6380 


Seq. ID 


OJ990501_20.9819.C6 


Gene No. 


13450 


Strand 




Start 


75 


End 


770 


Name 




Method 


AAT/GAP 


Start 


154 


End 


770 


GI 


uC-osflcyp030f05bl 


Score 


962 


Exons 


154. .217, 338. .770 






GI Descrip. 


M263711/gb|AAD15397| 5.0e-28 


(AC006223) putative 




CCR4-associated transcription 


factor 


[Arabidopsis thaliana] 


Seq. No. 


6380 


Seq. ID 


OJ990501_20.9819.C6 


Gene No. 


13451 


Strand 




ouart 


Z U 1Z 


End 


3779 


Name 


OJ990501 20.9819.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


334 


End 


697 


GI 


none 


Score 


37 


Exons 


334. .354, 338. .382, 359. .496, 


461. .520, 501. .521, 620. .697, 




621.. 695 






Seq. No. 


6380 


Seq. ID 


OJ990501_20.9819.C6 


\jQTlQ NO • 


i "3 4 ^ i 


Strand 




Start 


2012 


End 


3779 


Name 


OJ990501 20.9819.C6.o2.gs 


Method 


GENSCAN 


Start 


2012 


End 


3779 


GI 


none 


Score 


.63 


Exons 


2012. .2168, 3691. .3779 






Seq. No. 


6381 


Seq. ID 


OJ990501_20.9819.C7 


Liene no . 


13452 


Strand 


+ 


Start 


656 


End 


2200 


Name 


OJ990501 20.9819.C7.ol.gs 


Method 


GENSCAN 


Start 


656 


End 


2200 


GI 


none 


Score 


. .82 


Exons 


656. .726, 1408. .1489, 2027. .2200 




Seq. No. 


6381 


Seq. ID 


OJ990501_20.9819.C7 


Gene No. 


13453 


Strand 


+ 


o tart 


2823 


End 


6599 


Name 


OJ990501 20.9819.C7.o2.gs 


Method 


GENSCAN 


Start 


2823 


End 


6555 


GI 


none 


Score 


.63 


Exons 


2823. .2966, 3616. .3702, 4134. 


.4319, 5052.. 5267, 5388. .5440, 




6311. .6555 






Seq. No. 


6381 


Seq. ID 


OJ990501_20.9819.C7 


Gene No. 


13453 


Strand 


+ 


Start 


2823 


End 


6599 


Name 


OJ990501 20.9819.C7.o2.np 


Method 


AAT/NAP 


Start 


3453 


End 


6599 


GI* 


4580457 


Score 


261 


Exons 


3453. .3702, 4134. .4352, 5052. 


.5267, 5388.. 5534, 6220.. 6599 



6674 



GI Descrip. 



(AC006081) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6381 
13454 

1 

OJ990501_20.9819.C7.ol.np 
1 

6063557 



Seq. ID OJ990501_20.9819.C7 
Strand 

End 4054 

Method AAT/NAP 

End 4054 

Score 78 



1..93, 1644.. 1824, 4018.. 4054 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. No. 6382 

Gene No. 13455 

Start 279 

Name OJ990501_20 . 98 19 . C8 . ol . gs 

Start 279 

GI none 

Exons 279.. 329 



Seq. ID OJ990501_20.9819.C8 

Strand + 

End 329 

Method GENSCAN 

End 329 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 
GI Descrip. 



Seq. No. 
Gene No. 
Start 
" Name 
,. Start 

3 GI 

4 Exons 

i= GI Descrip. 



6383 
13456 
279 

OJ990501_20. 9819.C9.ol.np 
279 

425682 
279.. 410, 610.. 820 

extensin^nodule-specif ic proline-rich protein {clone VfNDS-E} 
[Vicia faba=broadbeans, root nodules, Peptide Partial, 116 aa] 



Seq. ID OJ990501_20.9819.C9 
Strand 

End 820 

Method AAT/NAP 

End 820 

Score 113 



Seq. ID OJ990501_20.9819.C11 

Strand + 

End 5980 

Method AAT/GAP 

End 5980 

Score 139 



6384 
13457 
5880 

OJ990501_20.9819.Cll.ol.gp 
5880 

LIB3477-003-P1-K1-E9 
5880. .5980 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6384 

13458 

6720 

OJ990501_20.9819.Cll.o2.gs 

6720 

none 



Seq. ID OJ990501_20. 9819.C11 
Strand 

End 7059 

Method GENSCAN 

End 7059 

Score . 68 



6720. .6803, 6857. .6978, 7008. .7059 



Seq. No. 6385 

Gene No. 13459 

Start 4 4 

Name OJ990501_20 . 9819 . C12 . ol . gp 

Start 44 

GI none " 

Exons 44.. 360 



Seq. ID OJ990501_20. 9819.C12 

Strand + 

End 360 

Method AAT/GAP 

End 360 

Score 546 



Seq. No. 



6385 



Seq. ID OJ990501_20. 9819.C12 



6675 




Gene No. 


13460 




Strand 




otart 


512 




End 




Name 


OJ990501 20.9819.C12.ol. 


gs 


Method 


GENSCAN 


Start 


512 


End 


7623 


GI 


none 




Score 


.77 


Exons 


512. .784, 1037. .1084, 1177.. 


1413, 2137 


..2173, 3507.. 3785, 




39S9..4237, 6312.. 6477, 


7515 


. .7623 




Seq. No. 


6385 




Seq. ID 


OJ990501_20.9819.C12 


Gene No. 


13460 




Strand 




Of a 


512 




End 


7623 


Name 


OJ990501 20.9819.C12.ol. 


np 


Method 


AAT/NAP 


Start 


515 




End 


3817 


GI 


2980764 




Score 


965 


Exons 


515. .784, 1037. .1138, 1177.. 


1413, 3486 


. .3817 


GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


6385 




Seq. ID 


OJ990501_20.9819.C12 


Gene No. 


134 61 




Strand 




Start 


84 32. 




End 


13258 


Name 


OJ990501 20 . 9819 . Cl2 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


4 99 




End 


1417 


GI 


none 




Score 


61 


Exons 


499. .555, 503. .553, 507. 


.554 


, 572. .784 


, 576. .788, 1036. .108 


- 


1036. .1086, 1037. .1213, 


1038 


..1091, 1165. .1413, 1177. .1416, 




1178. .1417, 1178. .1417 








Seq. No. 


6385 




Seq. ID 


OJ990501_20.9819.C12 


Gene No. 


1 O A £ 1 

134 61 




Strand 




b tart 


8492 




End 


13258 


Name 


OJ990501 20.9819.C12.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


560 




End 


3577 


GI 


none 




Score 


125 


Exons 


560.. 784, 609.. 788, 103^ 


'..1213, 1038.. 


1085, 1165.. 1407, 




1177 . .1416, 1184. .1414, 


2137 


..2187, 3509.. 3577 


Seq. No. 


6385 




Seq. ID 


OJ990501_20.9819.C12 


Gene No. 


13461 




Strand 




Start 


84 92 




End 


13258 


Name 


OJ990501 20.9819.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


594 




End 


3821 


GI 


none 




Score 


134 


Exons 


594.. 731, 597.. 722, 617. 


.751,-719. .784 


, 1028. .1087, 1050. .li 




1177. .1416, 1184. .1417, 


2137 


..2187, 3509. .3679, 3516. .3680, 




3734. .3784, 3734. .3817, 


3795 


. .3821 




Seq. No. 


6385 




Seq. ID 


OJ990501_20.9819.C12 


Gene No . 


13461 




Strand 




Start 


8492 




End 


13258 


Name 


OJ990501 20.9819.C12.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3536 




End 


3817 


GI 


none 




Score 


117 


Exons 


3536.. 3769, 3537.. 3704, 


3752 


. .3817 




Seq. No. 


6385 




Seq. ID 


OJ990501_20.9819.C12 


Gene No. 


13461 




Strand 




Start 


8492 




End 


13258 



6676 



Name 

Start 

GI 

Exons 



OJ990501_20.9819.C12.o2.gs Method GENS CAN 
84 92 End 13258 

none Score .71 

8492.. 8855, 9522.. 9601, 9790.. 9889, 9989.. 10215, 10415 12038, 
12183.. 13258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6385 
13461 
8492 

OJ990501_20.9819.C12.ol.tm 
9421 . 



Seq. ID OJ990501_20.9819.C12 
Strand 

13258 

TBLASTX: Maize 
11113 
100 



End 

Method 
End 

none Score 
9421. .9606, 9421. .9522, 9422. .9607, 9423. .9608, 9785. .9865, 
9787.. 9852, 9789. .9860, 9846.. 9890, 9850.. 9891, 9851.. 9892, 
9987. .10130, 9988. .10158, 9989. .10216, 9989. .10156, 
10063. .10176, 10160. .10216, 10162 .. 10218 , 10163 .. 10219, 
10165. .10236, 10412. .10480, 104 12 .. 11113, 10422 11111, 
10514. .11113 



Seq. No. 6385 - 

Gene No. 13461 

Start 8492 

Name - OJ990501_20.9819.C12.ol.ts 

53 Start 10424 

u3 GI none 

i'n Exons 10424. .10519, 10425 .. 10535, 10493 

i\i 10775.. 10831 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501_20. 9819.C12 
13258 

TBLASTX : Soybean 

10831 

73 



10771, 10494. .10772, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6385 

13461 

8492 

OJ990501 
11399 
none 
11399. 
11470. 



20.9819.C12.o2.tm 



11443, 11400. .11444, 
11823, 11482. .11910, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 20.9819.C12 



13258 

TBLASTX: Maize 
11912 
58 

11402. .11458, 11404. .11460, 
11484. .11912, 11492. .11911, 



11517. .11912 



Seq. No. 6385 Seq. ID 

Gene No. 134 61 Strand 

Start 8492 End. 

Name OJ990501_20 9819 . C12 . o2 . tc Method 

Start 11786 1 End 

GI none Score 

Exons 11786. .12016 



OJ990501_20.9819.C12 
13258 

TBLASTX: Cress 

12016 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



6385 

13461 

8492 

OJ990501_20.9819.C12.o2.ts 

12356 

none 



Seq. ID OJ990501_20. 9819.C12 
Strand 
End 

Method 
End 
Score 



13258 

TBLASTX : Soybean 

12650 

170 



12356. .12649, 12398 .. 12643, 12486. .12650 



6386 

13462 

1 



Seq. ID 

Strand 

End 



OJ990501 20.9819.C13 



3418 



6677 



Name OJ990501_20 . 9819 .C13 . ol . np * Method AAT/NAP 

Start 1 End 3418 

GI 1817584 Score 385 

Exons 1..44, 193.. 306, 1025.. 1151, 1955.. 2115, 2190.. 2235, 2427.. 2536, 
3135.. 3418 

GI Descrip. (Y08991) adaptor protein [Homo sapiens] 

Seq. No. 6386 Seq. ID OJ990501_20 . 9819. C13 

Gene No. 13462 Strand 

Start 1 End 3418 

Name OJ990501_20 . 9819 .C13 . ol . gs Method GENSCAN 

Start 204 End 3418 

GI none Score . 82 

Exons 204.. 243, 277.. 306, 1025.. 1104, 1955.. 2115, 2190.. 2235, 
2-427. .2549, 3028. .3102, 3218. .3418 

Seq. No. 6386 Seq. ID OJ990501_20 . 9819 . C13 

Gene No. 13463 Strand 

Start 5965 End 9264 

Name OJ990501_20 . 9819 .C13 .o2 .np Method AAT/NAP 

Start 5534 End 6909 

GI ' 4680492 Score 538 

Exons 5534.. 5889, 6885.. 6909 

GI Descrip. (AF119222) putative reverse transcriptase [Oryza sativa] 



Seq. No. 
\:' t \ Gene No. 
l Ji Start 
U Name 
LJ Start 
GI 

Exons 



"is* 

ru 



Seq. No. 

Q Gene No. 

''J Start 

{.£ Name 

! - Start 

)i GI 

;ec? Exons 



6386 Seq. ID OJ9905.0.1_20 . 9819 . C13 

13463 Strand - " ' - 
5965 End 9264 
OJ990501_20 . 98 1 9 . C13 . o2 . gs Method GENSCAN 
5965 End 9264 

none Score . 63 

5965. .6135, 7832. .7969, 8856. .8932, 9216. .9264 

6387 Seq. ID OJ990501_20 . 9819. C14 

13464 Strand + 
1027 End 5984 
OJ990501_20 . 9819 . C14 . ol . gs Method GENSCAN 
1027 End 5658 
none Score . 57 

1027. .1564, 1698. .2003, 2625. .3422, 3539. .4516, 4836. .5029, 
5149. .5658 



Seq. No. 6387 Seq. ID OJ990501_20 . 9819 . C14 

Gene No. 134 64 Strand + 

Start 1027 End 5984 

Name OJ990501_20 . 9819 . C14 . o2 . np Method AAT/NAP 

Start 1784 End 5984 

GI 4544372 Score 554 

Exons 1784.. 1838, 4950.. 5984 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 6387 
Gene No. 134 64 

Start 1027 

Name OJ990501_20 . 98 1 9 . C14 . o3 . tm 

Start . 2723 



Seq. ID OJ990501_20.9819.C14 

Strand + 

End 5984 

Method TBLASTX : Mai ze 

End 3019 



6678 




GI 


none 








Score - 


157 




Exons 


2723.-2848, 


2740 


. .2847, 


2873. 


.3019, 2878.. 2994 




Seq. No. 


6387 








cpn in 




C14 


bene inc? • 


1 ^4 fid 

J. Ofi Oft 








91- ranH 

OLi d i l\JL 






Start 


1027 








FnH 


*J .7 O *s 




Name 


OJ990501 20. 


9819 


.C14.o2 


.ts 


l U11C/C1 






Start 


4243 








FnH 


4 SQ^ 

fi «J .7 «J 




GI 


none 










1 Q1 

J. .7 JL 




Exons 


4243. .4593 














Seq. No. 


6387 








Seq. ID 


OJ990501_20.9819. 


C14 




1 ^d fid 
1 J404 








Strand 


+ 




Start 


1027 








End 


5984 




Name 


OJ990501 20. 


9819 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5236 








End 


5644 




GI 


none 








Score 


607 




Exons 


5236. .5643, 


5253 


. .5570, 


5362. 


.5592, 5546.. 5644 




Seq. No. 


6387 








Seq. ID 


OJ990501 20.9819. 


C14 


otiilc INC? . 


1 ^d fid 

J. Oft Of* 








Strand 


+ 




Start 


1027 








End 


5984 




Name 


OJ990501 20. 


9819 


.C14.o2 


.tm ■ 


Method 


TBLASTX: Maize 




Start 


5296 








End 


5511 




GI . 


none 








Score 


304 




Exons 


5296. .5511, 


5298 


. .5510 










Seq. No. 


6387 








Seq. ID 


OJ990501_20.9819. 


C14 


VjCiie INC? • 


1 ^d fid 

J. .J ft O ft 








Strand 


+ 




Start 


1027 








End 


5984 




Name 


OJ990501 20. 


9819 


.C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5512 








End 


5940 




GI 


none 








Score 


545 




Exons 


5512. .5940, 


5512 


. .5937, 


5835. 


.5939 






Seq. No. 


6387 








Seq. ID 


OJ990501_20.9819. 


C14 


bcilc IMC? • 


i fid 

-LOfi Ofi 








Strand 


+ 




Start 


1027 








End 


5984 




Name 


OJ990501 20. 


9819 


-C14.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5659 








End 


5958 




GI 


none 








Score 


216 




Exons 


5659. .5958, 


5694 


. .5783, 


5716. 


.5901, 5859. .5957 




Seq. No. 


6387 








Seq. ID 


OJ990501_20.9819. 


C14 


utiilc LNC? . 


i "3d fid 








Strand 


+ 




Start 


1027 








End 


5984 




Name 


OJ990501 20. 


9819 


•C14.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5662 








End 


5940 




GI 


none 








Score 


181 




Exons 


5662. .5940, 


5716 


. .5874 










Seq. No. 


6388 








Seq. ID 


OJ990501_20.9819. 


C15 


Gene No. 


13465 








Strand 


+ 




Start 


329 








End 


3241 




Name 


OJ990501 20. 


9819 


.CIS.ol 


.gs 


Method- 


GEN SCAN 




Start 


329 








End 


3241 




GI 


none 








Score 


.66 





6679 



Exons 



329. .580, 674. .1024,' 1274. .1949, 2593. .2663, 3014. .3241 



□ 



y 

I"! i 



'is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6388 

13465 

329 

OJ990501_20.9819.C15.ol.np 
387 

4115365 



Seq. ID OJ990501_20.9819.C15 

Strand + 

End 3241 

Method AAT/NAP 

End 2086 

Score 579 



387.. 739, 800.. 1263, 1309. .2086 

(AC005957) putative retroelement pol polyprotein [Arabidopsis 





thaliana] 






Seq. No. 


6388 


Seq. ID 


OJ990501_20.9819.C15 


Gene No . 




Strand 


+ 


Start 


7980 


End 


8563 


Name 


OJ990501 20.9819.C15.ol.gp 


Method 


AAT/GAP 


Start 


7934 


End 


8563 


GI 


723 1.R1084 


Score 


730 


Exons 


7934.. 7982, 8080.. 8183, 8296 


. .8563 




GI Descrip. 


*576771/gb|U16256|OSU16256 0 


. 0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3 11 - 


end sequence 1 


Seq. No. 


6388 


Seq. ID 


OJ990501_20.9819.C15 


belle LN(J . 


13466 


Strand " 


+ , 


Start 


7980 


End 


8563 


Name 


OJ990501 20.9819.C15.o3.gs 


Method 


GEN SCAN 


Start 


7980 


End 


8344 


GI 


. none 


Score 


.97 


Exons 


7980.. 7982, 8080.. 8183, 8296 


. .8344 




Seq. No. 


6388 


Seq. ID 


OJ990501_20. 9819.C15 


Gene No. 


13466 


Strand 


+ 


Start 


7980 


End 


8563 


Name 


OJ990501 20.9819.C15.o2.np 


Method 


AAT/NAP 


Start 


8077 


End * 


8341 


GI 


1710551 


Score 


246 


Exons 


8077. .8183, 8296. .8341 






GI Descrip". 


60S RIBOSOMAL PROTEIN L39 gi | 1177369 | emb | CAA64728 . 1 1 (X95458) 




ribosomal protein L39 [Zea mays] 




Seq. No. 


6388 


Seq. ID- 


OJ990501_20.9819.C15 


Gene No. 


13467 


Strand 




Start . 


7444 


End 


10528 


Name 


OJ990501 20. 9819.C15.o2.tw 


Method 


TBLASTX: Wheat 


Start 


23 


End 


451 


GI 


none 


Score 


70 


Exons 


23. .109, 160:. 234, 161. .451, 


265. .369 





Seq. No. 6388 

Gene No. 134 67 

Start 7444 

Name OJ990501_20 . 9819. C15 . ol . ts 

Start 38 

GI none 

Exons 38.. 115, 145 231, ' 146. . 388, 271.. 384 



Seq. ID OJ990501_20. 9819.C15 
Strand 

End 10528 

Method ' TBLASTX: Soybean 

End 388 

Score 104 



Seq. No. 



6388 



Seq. ID OJ990501_20.9819.C15 



6680 



ru 



1=1 i 





1 ^4 67 








j Li auu 




Start 


7444 








End 


10528 


Name 


OJ990501 20 


.9819. 


C15.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1085 








End 


1483 


GI 


none 








Score 


82 


Exons 


1085. .1264, 


1259. 


.1483 








Seq. No. 


6388 








Seq. ID 


OJ990501_20.9819.C15 




1 ^4 67 








uLI CtilU 




Start 


7444 








End 


10528 


Name 


OJ990501 20 


.9819. 


C15.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


1109 








End 


1504 


GI 


none 








Score 


242 


Exons 


1109. .1504, 


1184. 


.1324, 


1210. 


.1404 




Seq. No. 


6388 








Seq. ID 


OJ990501_20.9819.C15 












j Li aiiu 




Start 


7444 








End 


10528 


Name 


OJ990501 20 


.9819. 


C15.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1655 








End 


2071 


GI 


none 








Score 


87 


Exons 


1655. .1795, 


1847. 


.2071 








Seq. No. 


6388 








Seq. ID 


OJ990501_20. 9819.C15 


fl&r\& Mo 


1 ^4 67 








Oil ai id 




Start 


7444 








End 


10528 


Name 


OJ990501 20 


.9819. 


C15.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1847 








End 


2092 


GI 


none 








Score 


247 


Exons 


1847. .2092, 


1891. 


.1977, 


2053. 


.2088 




Seq. No. 


6388 








Seq. ID 


OJ990501_20.9819.C15 


Gene No. 


13467 








Strand 




Start 


7444 








End 


10528 








C15.o3. 


np 


Method 


AAT/NAP 


Start 


7444 








End 


10528 


GI 


4539658 








Score 


114 


Exons 


7444. .7513, 


10223 


i. .10409 


i, 10507.. 10528 




GI Descrip. 


(AF061282) j 


serine 


i carboxypeptidase-like protein [Sorghum 




bicolor] 












Seq. No. 


6388 








Seq. ID 


OJ990501_20.9819.C15 


Gene No. 


13467 








Strand 




Start 


7444 








End 


10528 


Name 


OJ990501 20 


.9819. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7929 








End ' 


8530 


GI 


none 








Score 


51 


Exons 


7929. .7958, 


7934 . 


.7963, 


8059. 


.8184, 8079. .8219, 8144. .8185, 




8292. .8369, 


8293. 


.8367, 


8294. 


.8371, 8376.. 8405, 8495.. 8530 


Seq. No. 


6388 , . 








Seq. ID 


OJ990501_20.9819.C15 


Gene No. 


134 67 * 








Strand 




Start 


7444 








End 


10528 


Name 


OJ990501 20 


.9819. 


CIS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start ' 


8071 








End 


8501 


GI 


none 








Score 


180 


Exons 


8071. .8184, 


8079. 


.8219, 


8080. 


.8184, 8292. .8342, 8293. .8340, 



6681 



8294. .8356, 8376. .8405, 8376. .8405, 8436.. 8501 



Seq. No. 


6388 


Seq. ID 


OJ990501 


_20.9819.C15 


Gene No. 


13467 


Strand 






Start 


7444 


End 


10528 




Name 


OJ990501 20-9819. C15.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


8079 


End 


8344 




GI 


none 


Score 


167 




Exons 


8079.. 8186, 8080.. 8184, 8293 


..8340, 8294. .8344 




C /-\ /-r K] 
OcCJ • 1NO • 


DjOO 


Seq. ID 


OJ990501 


9fl QP1 Q PIS 


Gene No. 


13467 


Strand 






Start 


7444 


End 


10528 




Name 


OJ990501 20.9819.C15.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


8079 


End 


8345 




GI 


none 


Score 


189 




Exons 


8079.. 8219, 8080.. 8184, 8273 


..8335, 8293. .8340, 


8294. .8344, 




8307. .8345 








ucCJ . 1NO . 


6388 


Seq. ID 


OJ990501 




Gene No. 


13467 


Strand 






Start 


7444 


End 


10528 




Name 


OJ990501 20.9819.C15.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


9947 


End 


10181 




GI 


none 


Score 


108 




Exons 


9947.. 10063, 9947.. 10066, 10002 .. 10079, 


10051. . 


10167, 




10052. .10180, 10059. .10181, 


10061. .101E 


0 




Seq. No. 


6388 


Seq. ID 


OJ990501 


__20.9819.C15 




13467 


Strand 






Start 


7444 


End 


10528 




Name 


OJ990501 20.9819.C15.o4.np 


Method 


AAT/NAP 




Start 


10223 


End 


10528 




GI 


4539658 


Score 


102 




Exons 


10223. .10409, 10507.. 10528 








GI Descrip. 


(AF061282) serine carboxypeptidase-like. protein 


[Sorghum 




bicolor] 








Seq. No. 


6389 


Seq. ID 


OJ990501 


__20. 9819.C16 


OC11C LNU . 


13468 


Strand 


+ 




Start 


372 


End 


2849 




Name 


OJ990501 20.9819.C16.ol.gp 


Method 


AAT/GAP 




Start 


372 


End 


586 




GI 


LIB3475-004-P1-K2-A5 


Score 


320 




Exons 


372. .586 








GI Descrip. 


, 5777612/emb|AJ245900.1|OSA245900 l.Oe- 


•94 Oryza 


sativa 




chromosome 4 BAC q3037-207Fl 


complete genome 1 




Seq. No. 


6389 


Seq. ID 


OJ990501 


_20.9819.C16 


Gene No. 


13468 


Strand 


+ 




Start 


372 


End 


2849 




Name 


OJ990501 20.9819.C16.ol.gs 


Method 


GENS CAN 




Start 


390 


End 


2849 




GI 


none 


Score 


.7 




Exons 


-■390. .444, 1549. .1666, 2738.. 


2849 






Seq. No. 


6389 


Seq. ID 


OJ990501 


_20. 9819.C16 



6682 





Gene No. 


13469 


Strand 


+ 






Start 


7609 


End 


12442 






Name 


OJ990501 20.9819.C16.o3.gs 


Method 


GENSCAN 






Start 


7609 


End 


12189 






GI 


none 


Score 


.55 






Exons 


7609.. 7647, 7677.. 7760, 8875 
10661. .10678, 11761. .11839, 


. .8989, 9591. .9741, 9812. .9991, 
11941. .12044, 12141. .12189 






Seq. No. 


6389 


Seq. ID 


OJ990501_20. 9819.C16 






Gene No. 


13469 


Strand 


+ 






Start 


7609 


End 


12442 






Name 


OJ990501 20.9819.C16.o2.gp 


Method 


AAT/GAP 






Start 


11774 


End 


12442 






GI 


723 4.R1084 


Score 


826 






Exons 


11774. .11839, 11941. .12044, 


12141. .12442 






GI Descrip. 


'1710551/sp|P51425|RL39 MAIZE 7.0e-25 


60S RIBOSOMAL PROTEIN 


L39 






>gi_1177369_emb_CAA64728 . 1_ 


(X95458) 


ribosomal protein L39 


[Zea 






mays] 1 










Seq. No. 


6389 


Seq. ID 


OJ990501_20. 9819.C16 






Gene No. 


13470 


Strand 








Start 


15225 


End 


19545 






Name 


OJ990501 20.9819.C16.o2.np. 


Method 


AAT/NAP 




1" : 


Start 


15222 


End 


19277 




; s sr 
a. 


GI 


1076663 


Score 


3927 




!. _E 


Exons 


15222. .15272, 15353. .17521, 


17625. .17690, 17898 .. 18370, 








19184. .19277 








i y 


GI Descrip. 


H+- transporting ATPase (EC 3 


.6.1.35) 


(clone PHA2) - potato 




l"U 




gi | 435001 | emb | CAA5 ; '4 0 4 5 | (X76535) H( + ) 


-transporting ATPase' 




1 : 
l s y 




[Solanum tuberosum] 










Seq. No. 


6389 


Seq. ID 


OJ990501_20.9819.C16 




rSJ 


Gene No. 


13470 


Strand 


+ 






Start 


15225 


End 


19545 






Name 


OJ990501 20.9819.C16.o4.gs 


Method 


GENSCAN 






Start 


15225 


End 


19280 






GI 


none 


Score 


. 95 




:" 


Exons 


15225. .15272, 15353 .. 17521, 


17625. .17715, 17890 .. 18370 , 








19184. .19280 










Seq. No. 


6389 


Seq. ID 


OJ990501_20.9819.C16 






Gene No. 


13470 


Strand 


+ • 






Start . 


.15225 


End 


19545 






Name 


OJ990501 20.9819.C16.o4.gp 


Method 


AAT/GAP 






Start 


17361 


End 


18076 






GI 


uC-osflM202052f05bl 


Score 


715 






Exons 


17361. .17521, 17625. .17690, 


17898. .18 


076 






GI Descrip. 


'114335/spl P19456I PMA2 ARATH 


2.0e-47 


PLASMA MEMBRANE ATPASE 


2 



(PROTON PUMP) >gi_67 973_pir PXMUP2 H+-transporting ATPase (EC 

3.6.1.35) type 2, plasma membrane - Arabidopsis thaliana 
>gi_166629 (J05570) H+-ATPase [Arabidopsis thaliana] 
>gi_5730129_emb_CAB52463.1_ (AL109796) H+-transporting ATPase 
type 2, plasma membrane [Arabidopsis thaliana] 1 



Seq ; No. 
Gene No. 
Start 



6389 

13470 

15225 



Seq. ID OJ990501_20.9819.C16 
Strand + 
End 19545 



6683 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990501_20 . 9819 . CI 6 . o5 . gp Method AAT/GAP 
18080 End 19545 

36525_1.R1084 Score 1258 . 

18080. .18370, 19184. .19545 

' 1076511/pir| IS52728 1.0e-49 H+-transporting ATPase (EC 
3.6.1.35) - kidney bean >gi_758250_emb_CAA59799_ (X85804) 
H (+) -transporting ATPase [Phaseolus vulgaris] 1 



6389 Seq. ID OJ990501 

13471 Strand + 

25696 End 38403 

OJ990501_20. 9819.C16.o4 .np Method AAT/NAP 
25696 End 29570 

2130091 Score 1900 

25696. .25761, 25865 .. 25924 , 
26996. .27085, 27215 .. 27323, 
27994. .28160, 29036 .. 29300, 
aspartate aminotransferase - 



20.9819.C16 



26571. .26765, 26842. 
27428. .27537, 27769. 
29442. .29570 
proso millet 



.26880, 
.27912, 



gi|633095|dbj |BAA08106| (D45076) plastidic aspartate 
aminotransferase [Panicum miliaceum] 



Seq. No. 6389 
Gene No. 13471 
Start 25696 

Name OJ990501_20 . 9819 . C16 . 06 . gs 

Start 26589 
GI none 
Exons 26589. 

27769. 

31758. 

35004. 



Seq. ID OJ990501_20.9819.C16 

Strand + 

End 38403 

Method GENSCAN 

End 37541 

Score .48 



.26765, 26996. 

.27912, 27994. 

.31895, 32945. 

.35363, 35751. 



.27085, 27230. .27323, 27428 .. 27537 , 

.28160, 29036. .29300, 29442 .. 29564, 

.34129, 34155. .34225, 34411 .. 34631, 

.35888, 36799.. 37541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6389 

13471 

25696 

OJ990501_20.9819.C16.o9.gp 
27785 

13944_1.R1084 

27785. .27912, 27994 28160, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29036. .29300, 29442.. 29657 
■ 2130091/pir | | S65675 1.0e-119 aspartate aminotransferase - pro 
millet >gi_633095_dbj_BAA08106_ (D45076) plastidic aspartate 
aminotransferase [Panicum miliaceum] 1 



OJ990501_20.9819.C16 
+ 

38403 
AAT/GAP 
29657 
1267 



6389 Seq. ID 

13471 Strand 

25696 End 

OJ990501_20 . 98 1 9 . C16 . o5 . np Method 

31013 End 

2961349 Score 



OJ990501_20.9819.C16 
+ 

38403 
AAT/NAP 
35389 
1886 



31013. .31523, 32085. .33322, 33776.. 35389 

(AL02214 0) LTR retrotransposon like- protein [Arabidopsis 
thaliana] 



Seq. No. 6389 Seq. ID 

Gene No. 13471 Strand 

Start 25696 End 

Name OJ990501_20 . 9819 . C16 . olO . gp Method 



OJ990501_20.9819.C16 
+ 

38403 
AAT/GAP 



6684 





Start 


37358 




End 


38403 




GI 


none 




Score 


1974 




Exons 


37358. .38403 








Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819.( 




Gene No. 


13472 




Strand 






Start 


1 




End 


459 




Name 


OJ990501 20. 


9819.C16.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


459 




GI 


4539658 




Score 


100 




Exons 


1..154, 334. 


.459 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 






bicolor] 










Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819.< 






13473 




Strand 






Start 


3701 




End 


5421 




Name 


OJ990501 20. 


9819.C16.o2.gs 


Method 


GENSCAN 




Start 


3701 




End 


5421 




GI 


none 




Score 


.5 




Exons 


3701. .4136, 


4251.. 4349, 5363 


. .5421 






Seq. No. 


6389 • 




Seq. ID 


OJ990501_20. 9819.( 






13474 




Strand 






Start 


19969 




End 


25785 


rfj 


Name 


OJ990501 20. 


9819. C16. oil. ts 


Method 


TBLASTX : Soybean 




Start 


4028 




End 


4334 


] y 


GI 


none 




Score 


68 


— S 
i , : 


Exons 


4UZ0 . * H ±JD f 




..4333, 4266.. 4334 




Seq. No. 


6389 




Seq. ID 


OJ990501_20. 9819.1 


m 




13474 




Strand 






Start 


19969 




End 


25785 




Name 


OJ990501 20. 


9819.C16.ol2.tm 


Method 


TBLASTX: Maize 




Start 


4028 




End 


4357 




GI 


none 




Score 


57 




Exons 


4028. .4135, 


4029.. 4136, 4247 


..4306, 4256.-4357 




Seq. No. 


6389 




Seq. ID 


OJ990501_20. 9819.< 




Gene No. 


13474 




Strand 






O L.CLJL L. 


19969 




End 


25785 




Name 


OJ990501 20. 


9819.C16.o7.tm 


Method 


TBLASTX: Maize 




Start 


11920 




End 


12403 




GI 


none 




Score 


191 




Exons 


11920. .12045 


, 11940. . 12047,. 


12136. .12189, 12137. .12241, 






12138. .12242 


, 12139. .12243, 


12243. .12278, 12368 .. 12403 




Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819.( 




Gene No. 


13474 




Strand 






Start 


19969 




End 


25785 




Name 


OJ990501 20. 


9819.C16.o6. tw 


Method 


TBLASTX: Wheat 




Start 


11932 




End 


12373 




GI 


none 




Score 


180 




Exons 


11932. .12045 


, 11940. . 12047, 


11941. .12045, 12137. .12187, 






12137. .12187 


, 12138. .12188, 


12139. .12189, 12247. .12276, 



12249. .12278, 12267 12338 , 12284 12310, 12329.. 12373 



6685 




Seq. No. 


6389* 






Seq. ID 


OJ990501 


_20.9819 


.C16 


oene no . 


13474 






Strand 








Start 


19969 






End 


25785 






Name 


OJ990501 20.9819.C16 


.ol0. ts 


Method 


TBLASTX: 


Soybean 




Start 


11940 






End 


12189 






GI 


none 






Score 


189 






Exons 


11940. 


.12047, 1194.1. 


.12045, 


12138. .12185, 12139 


. .12189 




Seq. No. 


6389 






Seq. ID 


OJ990501 


_20.9819 


.C16 


Gene No . 


13474 






Strand 








Start 


19969 






End 


25785 






Name 


OJ990501 20.9819.C16 


.06. tc 


Method 


TBLASTX: 


Cress 




Start 


11940 






End 


12189 






GI 


none 






Score 


167 






Exons 


11940. 


.12047, 11941. 


;i2045, 


12138. .12185, 12139 


. .12189 




Seq. No. 


6389 






Seq. ID 


OJ990501 


_20.9819 


.C16 


bene NO . 


13474 






Strand 








Start 


19969 






End 


25785 






Name 


OJ990501 20.9819.C16 


.06 . ts 


Method 


TBLASTX,: Soybean 




Start 


15225 






End 


15766 






GI 


none 






Score 


57 






Exons 


15225. 


.15278, 15352. 


.15765, 


15353. .15766 






Seq. No. 


6389 






Seq. ID 


OJ990501 


_20.9819 


-C16 


Gene No. 


13474 






Strand 








Start 


19969 






End 


25785 






Name 


OJ990501 20.9819.C16 


.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


15240 






End 


19279 








none 






Score 


50 






Exons 


15240. 


.15272, 15352. 


.15756, 


15353. .16927, 15853 


. .16278, 






16363. 


.16911, 16931. 


.17104, 


16954. .17088, 17086 


. .17517, 






17087. 


.17521, 17624. 


.17704, 


17625. .17705, 17895 


. .18176, 






17897. 


.18043, 18177. 


.18269, 


18179. .18265, 18273 


. .18371, 






18320. 


.18382, 19175. 


.19279, 


19182. .19271 






Seq. No. 


6389 






Seq. ID 


OJ990501 


_20.9819 


.C16 


Gene No. 


13474 






Strand 








Start 


19969 






End 


25785 






Name 


OJ990501 20.9819.C16 


. ol . tm 


Method 


TBLASTX:] 


Maize 




Start 


15388 






End 


19279 








none 






Score 


2004 






Exons 


15388. 


.15756, 15389. 


.16927, 


15656. .15859, 15853 


. .16278, 






16280. 


.16567, 16363. 


.16911, 


16910. .17521, 16954 


. .17517, 






17624. 


.17698, 17625. 


.17705, 


17894. .18052, 17895 


. .18176, 






18095. 


.18172, 18168. 


.18269, 


18182. .18268, 18279 


. .18371, 






18302. 


.18370, 19166. 


.19279, 


19182. .19271 






Seq. No. 


6389 






Seq. ID 


OJ990501 


_20.9819 


.C16 


Gene No. 


13474 






Strand 








Start 


19969 






End 


25785 






Name 


OJ990501 20.9819.C16 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


15503 






End 


16051 






GI 


none 






Score 


57 






Exons 


15503. 


.15634, 15565. 


.15756, 


15566. .16051, 15659 


. . 15883, 





15853.' .16050 



6686 



is t : 
! 



ru 



Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819. 


C16 




13474 








Strand 








Start 


19969 








End 


25785 






Name 


OJ990501 20.9819.C16. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15767 








End 


16879 






GI 


none 








Score 


1486 






Exons 


15767. 


.16879 # 


15853. . 


16278, 


16363. .16866, 16736 


. .16879 




Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819. 


C16 


f™* ana XT j-\ 


13474 








Strand 








Start 


19969 








End 


25785 






Name 


OJ990501 20.9819.C16. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


16097 








End 


16357 






GI 


none 








Score ' 


385 






Exons 


16097. 


.16357, 


16099. . 


16278, 


16280. .16354 






Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819. 


C16 


Gene No. 


13474 








Strand 










19969 








End 


25785 






Name 


OJ990501 20.9819.C16. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


16637 








End 


18041 






GI 


none 








Score 


416 






Exons 


16637. 


.16927, 


16639. . 


16911, 


16910. .17521, 16954 


. .17520, 






17627. 


.17698, 


17631. . 


17705, 


17894. .18040, 17895 


. .18041 




Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819. 


C16 


Gene No. 


13474 








Strand 








Start 


19969 








End 


25785 






Name 


OJ990501 20.9819.C16. 


o2. ts 


Method 


TBLASTX: Soybean 




C -f- a -rf- 


16880 








End 


19280 






GI 


none 








Score 


75 






Exons 


16880. 


.16927, 


16882. . 


16911, 


16910. .17521, 16951 


. .17517, 






17624. 


.17704, 


17625. . 


17705, 


17895. .18176, 17897 


. .18052, 






18095. 


.18172, 


18168. . 


18290, 


18182. .18265, 18273 


. .18371, 






18284. 


.18382, 


19166. . 


19276, 


19182. .19271, 19185 


. .19280 




Seq. No. 


6389 








Seq. ID " 


OJ990501 


_20.9819. 


C16 


belle LNO • 


13474 








Strand 








Start 


19969 








End 


25785 






Name 


OJ990501 20.9819.C16. 


o9. tw 


Method 


TBLASTX:' 


Wheat 




Start 


18092 








End 


18290 






GI 


none 








Score 


114 






Exons 


18092. 


.18172, 


18093. . 


18176, 


18168. .18290, 18182 


. .18265 




Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819. 


C16 


Gene No. 


13474 








Strand 








Start 


19969 








End 


25785 






Name 


OJ990501 20.9819.C16. 


o5 . gs 


Method 


GENSCAN 






Start 


19969 








End 


25785 








none 








Score 


.91 






Exons 


19969. 


.20052, 


20134. . 


20235, 


20316. .20445, 20977 


. .21071, 






21140. 


.21235, 


21354. . 


21486, 


21603. .21694, 21779 


. .21883, 






22136. 


.22270, 


22356. . 


22461, 


22556. .22683, 22795 


. .22893, 






23047. 


.23163, 


23238. . 


23381, 


23468. .23651, 23674 


. .23858, 






24477. 


.24548, 


24732. . 


24825, 


24896. .24967, 25730 


. .25785 




Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819. 


C16 



6687 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13474 Strand 

19969 End 

OJ990501_20.9819.C16.o3.np Method 

19972 End 

3327389 Score 



25785 
AAT/NAP 
23840 
2204 



19972. .20052, 20134 .. 20235, 20316 20445, 20609 .. 20718, 

20795. .20885, 20977 . .21071, 21140 .. 21235, 21354 .. 21486, 

21603. .21694, 21779 .. 21883, 21954 .. 22031, 22136 .. 22270, 

22356. .22466, 22552 .. 22683, 22795 .. 22893, 22984 .. 23163, 

23238. .23381, 234 68 23582, 23674.. 23840 

(AC004483) putative DNA replication licensing factor, mcm5 
[Arabidopsis thaliana] 



U 
hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6389 

13474 

19969 

OJ990501_20.9819.C16.o2.tm 

20146 

none 



Seq. ID OJ990501_20.9819.C16 
Strand 

End 25785 

Method TBLASTX : Maize 

End 22878 

Score 136 



20146. 


.20238, 


20147. 


.20236, 


20151. 


.20240, 


20316. 


.20444, 


20317. 


.20454, 


20317. 


.20445, 


20608. 


.20721, 


20609. 


.20722, 


20610. 


.20726, 


20795. 


.20887, 


20796. 


.20888, 


20797. 


.20892, 


20974. 


.21090, 


20974. 


.21072, 


20976. 


.21080, 


21140. 


.21259, 


21140. 


.21238, 


21332. 


.21487, 


21343. 


.21489, 


*21345. 


.21488, 


21345. 


.21494, 


21355. 


.21495, 


21593. 


.21694, 


21606. 


.21695, 


21610. 


.21696, 


21780. 


.21887, 


21788. 


.21886, 


21954. 


.22034, 


21955. 


.22032, 


22136. 


.22273, 


22136. 


.22270, 


22137. 


.22271, 


22353. 


.22460, 


22354. 


.22485, 


22356. 


.22463, 


22543. 


.22686, 


22547. 


.22684, 


22558. 


.22686, 


22793. 


.22876, 


22794. 


.22877, 


22795. 


.22878, 


22795. 


.22878 











»fl Seq. No. 

1 U Gene No . 

;J a Start 

W Name 

'■*J Start 

j<£ GI 

\ =s Exons 

GI Descrip. 



6389 
13474 
19969 

OJ990501_20.9819.C16.o6.gp 
20157 

uC-osflcyp037d09bl 

20157. .20235, 20316 20445, 20609 20718, 20795. 
20977. .21071, 21140.. 21195 

'3327389 3.0e-34 (AC004483) putative DNA replication licensing 
factor, mcm5 [Arabidopsis thaliana] ' 



Seq. ID OJ990501_20.9819.C16 
Strand 

End 25785 

Method AAT/GAP 

End 21195 

Score 994 

.20885, 



Seq. No. 6389 
Gene No. 13474 
Start 19969 

Name OJ990501_20. 9819.C16.o3. ts 

Start 20674 
GI none 
Exons 20674. 

20976. 

21137. 

21593. 

21795. 



,20721, 20675. .20722, 

,20993, 20997. .21068, 

,21238, 21345. .21488, 

,21694, 21606. .21695, 

,21887, 21954. .22025, 

22136. .22189, 22137. .22184 



Seq. ID OJ990501_20.9819.C16 
Strand 

End 25785 

Method TBLASTX : Soybean 

End ' 22189 

Score 62 
20793. .20888, 20795 .. 20887 , 
21133. .21237, 21137 .. 2124 1, 
21345. .21494, 21355 .. 21495, 
21788. .21886, 21789 .. 21887, 
21954. .22034, 21955 22026, 



Seq. No. 
Gene No. 



6389 
13474 



Seq.' ID OJ990501_20.9819.C16 
Strand 



6688 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



],Z Seq. No. 

Gene No. 
i s J Start 
i-3 Name 
ril Start 

T Gl 

Exons 



it 3 Seq. No. 

Gene No. 
;:!f Start 
. Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



19969 

OJ990501_20.9819.C16.o3.tc 
21161 
none 
21161. 
21602. 
21954. 



End 

Method 

End 

Score 



25785 

TBLASTX: Cress 

22333 

80 



,21223, 21354. .21488, 21373 .. 21489, 21602 .. 21682 , 
.21703, 21606. .21710, 21788 .. 21886, 21789 .. 21887 , 
.22013, 21955. .22005, 22136.. 22333 



6389 

13474 

19969 

OJ990501_20. 9819.C16.o8.tw 

21164 

none 

21164. .21235, 21355 .. 214 8 6, 
21597. .21680, 21605.. 21682 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_20.9819.C16 
25785 

TBLASTX: Wheat 

21682 

94 



21363. .21488, 21593 .. 21682, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501 20.9819.C16 



6389 
13474 
19969 

OJ990501_20. 9819.C16.o7.gp 
21211 
429006 

21211. .21235, 21354. .21486, 21603.. 21672 

3327389 3.0e-34 (AC004483) putative DNA replication licensing 
factor, mcm5 [Arabidopsis thaliana] 

OJ990501 20.9819.C16 



25785 
AAT/GAP 
21672 
408. 



6389 Seq. ID 

13474 Strand 

19969 End 
OJ990501_20.9819.C16.o5.ts Method 

22329 End 

none Score 

22329. .22463, 22338 .. 224 60, 22351 .. 224 61, 22561 

22562. .22684, 2274 1 .. 22902, 22794 .. 22916, 22795 

22984. .23052, 22985.. 23053 



25785 

TBLASTX : Soybean 
23053 
66 

22686, 
22896, 



6389 Seq. ID 

13474 Strand 

19969 * End 

OJ990501_20 . 9819 . C16 . 08 . gp Method 

23122 End 

LIB3477-011-P1-K1-F8 Score 



OJ990501_20.9819.C16 

25785 
AAT/GAP 
23908 
988 



23122. .23163, 23238 .. 23381, 234 68.-23582, 23674.. 23908 
'3327389 2.0e-39 (AC004483) putative DNA replication licensing 
factor, mcm5 [Arabidopsis thaliana] ' 



6389 

13474 

19969 

OJ990501_20. 9819. C16. oil. tm 

23673 

none 

23673. .23840, 23674.. 23841 

6389 
13475 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990501_20.9819.C16 
25785 

TBLASTX: Maize 

23841 

177 



OJ990501 20.9819.C16 



6689 



Start 
Name 
Start 
GI 

Exons 



26553 

OJ990501_20 . 98 1 9 . C16 . o3 . tm 

26553 

none 

26553. .26765 
26837. .26875 



End 

Method 

End 

Score 



29678 

TBLASTX: Maize 

29678 

322 



26993. 
27434. 
27979. 
29034. 
29438. 



,27082, 
,27541, 
,28176, 
,29300, 
,29572, 



29616. .29642, 



26553. 
26840. 
27214. 
27768. 
27993. 
29035. 
29439. 
29619. 



26765, 
26878, 
27336, 
27911, 
28190, 
29301, 
29585, 
29678 



26569. .26766, 26570 267 67 , 

26842. .26880, 26993 27088 , 

27215. .27337, 27427 .. 27561, 

27769. .27912, 27979 .. 28161, 

29033. .29293, 29034 .. 29300, 

29334. .29354, 29384 .. 29440, 

29439. .29573, 29614 2964 0, 



'ss? 

! & 

a 

-.3 

i'f ! 



Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819 


-C16 


Gene No. 


13475 








Strand 








Start 


26553 








End 


29678 






Name 


OJ990501 20.9819.C16 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


26568 








End 


29588 






GI 


none 








Score 


270 






Exons 


26568. 


.26765, 


26582. 


.26734, 


26596. .26766, 26842 


. .26880, 






26855. 


.26875, 


26993. 


.27088, 


26993. .27088, 27214 


. .27336, 






27215. 


.27337, 


27426. 


• / j j j, 


27427. .27561, 27430 








27765. 


.27908, 


27772. 


.27912, 


27979. .28161, 27980 


...28147, 






27993. 


.28160, 


29017. 


.29094, 


29033. .29299, 29034 


. .29300, 






29034. 


.29300, 


29134. 


.29301, 


29259. .29339, 29439 


. .29588, 






29441. 


.29569 














Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819 


.C16 


Gene No. 


13475 








Strand 








ij Lol L 


26553 








End 


29678 






Name 


OJ990501 20.9819.C16 


.o7 . ts 


Method 


TBLASTX: 


Soybean 




Start 


26576 








End 


29585 






GI 


none 








Score 


289 






Exons 


26576. 


.26737, 


26577. 


.26765, 


26583. .26765, 26590 


. .26769, 






26591. 


.26776, 


26840. 


.26878, 


26842. .26880, 26993 


. .27088, 






26993. 


.27079, 


27214. 


.27336, 


27215. .27337, 27426 


. .27533, 






27427. 


.27561, 


27430. 


.27537, 


27735. .27905, 27769 


. .27912, 






27781. 


.27912, 


27979. 


.28161, 


27993. .28160, 29033 


. .29293, 






29033. 


.29293, 


29034. 


.29300, 


29034. .29300, 29035 


. .29301, 






29434. 


.29532, 


29439. 


.29585, 


29441. .29569 






Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819 


.C16 


Gene No. 


r " 13476 








Strand 








Start 


30959 








End 


31266 






Name 


OJ990501 20.9819.C16 


.08. tm 


Method 


TBLASTX : 1 


Maize 




Start 


30959 








End 


31266 






GI 


none 








Score 


316 






Exons 


30959. 


.31258, 


.30970. 


.31266, 


31075. .31266 






Seq. No. 


6389 








Seq. ID 


OJ990501 


_20.9819 


.C16 


Gene No. 


13477 








Strand 








Start 


32336 








End 


32677 






Name 


OJ990501 20.9819.C16 


.o9.tm 


Method 


TBLASTX : 1 


Maize 




Start 


32336 








End 


32677 






GI 


none 








Score 


87 






Exons 


32336. 


.32407, 


32428. 


.32667, 


32438. .32671, 32472 


. .32672, 





32483. .32677 



6690 




C orr Ma 






Seq. ID 


OJ990501_20.9819. 




Gene No. 


13478 




Strand 






Start 


32684 




End 


33416 




Name 


OJ990501 20.9819.C16 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


32684 




End 


33416 




GI 


none 




Score 


70 




Exons 


32684. .32755, 32765. 


.33361, 


32839. .33069, 33315.. 33416 




Seq. No. 


6389 




Seq. ID 


OJ990501_20. 9819. 


C16 


(~* O T") Q NT /~\ 






Strand 






Start 


32684 




End 


33416 




Name 


OJ990501 20.9819.C16 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


32696 




End 


33304 




GI 


none 




Score 


290 




Exons 


32696. .33082, 32848. 


.33078, 


33097. .33174, 33098 33187 , 






33182. .33304, 33196. 


.33234 








C o rr "Mr* 
O c q • LN U . 






Seq. ID 


OJ990501_20.9819. 




Gene No. 


13478 




Strand 






Start 


32684 




End 


33416 




Name 


OJ990501 20.9819.C16 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


32861 




End 


33322 




GI 


none 




Score 


291 




Exons 


32861. .33322, 32935. 


.33162 














Seq. ID 


OJ990501__20.9819. 




Gene No. 


13478 




Strand 






Start 


32684 




End 


33416 




Name 


OJ990501 20.9819.C16 


. o5. tc 


Method 


TBLASTX: Cress 




Start 


32900 




End 


33325 




GI 


none 




Score 


293 




Exons 


32900. .33325, 32902. 


.33051 








Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819. 


C16 




13479 




■■'-Strand * 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


.08 . ts 


Method 


TBLASTX: Soybean 




Start 


33848 




End 


34344 




GI 


5509260 




Score 


400 




Exons 


33848.-34339, 34068. 


.34220, 


34183.. 34344 




GI Descrip. 


- 










Con Mri 






Seq. ID 


OJ990501_20. 9819. 


J. 0 


Gene No. 


13479 




Strand 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


33884 




End 


34153 




GI 


none 




Score 


256 




Exons 


33884. .34153, 33992. 


.34147 








Seq. No. 


6389 




Seq. ID 


OJ990501_20. 9819. 


C16 


Gene No. 


13479 




Strand 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


33974 




End 


34243 




GI 


none 




Score 


294 





6691 



i y 

a 
I.J 

=1 

'i J 

rU 

if 



Exons 


33974. .34243, 33983. 


.34234 








Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 


Gene No. 


13479 




Strand 








33848 




End 


35404 • 




Name 


OJ990501 20.9819.C16 


.o4. tw 


Method 


TBLASTX: Wheat 




Start 


34025 




End 


34570 




GI 


none 




Score 


282 




Exons 


34025. .34369, 34081. 


.34140, 


34183. .34314, 34361 .. 34570, 






34408.. 34533 










Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 


V3C11C liU • 


13479 




Strand 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


.06. tm 


Method 


TBLASTX: Maize 




Start 


34159 




End 


34603 




GI 


none 




Score 


341 




Exons 


34159. .34215, 34163. 


.34603, 


34276. .34338 




Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 


OCllC IN (J • 


■ X J 1 / J 




Strand 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


.o7 . tc 


Method 


TBLASTX: Cress 




Start 


34388 




End 


34708 




GI 


none 




Score 


207 




Exons 


34388. .34708 










Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 




13479 




Strand 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


.ol2. ts 


Method 


TBLASTX : Soybean 




Start 


34523 




End 


34699 




GI 


none 




Score 


190 




Exons 


34523. .34699, 34525. 


.34668 








Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 




13479 




. Strand 






Start 


33848 




End 


35404 




Name 


OJ990501 20.9819.C16 


. o7 . tw 


Method 


.TBLASTX: Wheat 




Start 


34580 




End 


34966 




GI 


none 




Score 


108 




Exons 


34580. .34699, 34720. 


.34815, 


34721. .34966, 349141.34955 




Seq. No'. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 


Gene No. 


13479 




Strand 








?^84 fi 




End 


35404 




Name 


OJ990501 20.9819.C16 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


34712 




End 


35374 




GI 


none 




Score 


324 




Exons 


34712. .35068, 34810. 


.34881, 


34966. .35118, 35149 .. 35223, 






35150.. 35374 










Seq. No. 


6389 




Seq. ID 


OJ990501_20.9819 


.C16 


Gene No. 


13479 




Strand 






Start 


33848- 




End 


35404 




Name 


OJ990501 20.9819.C16 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


34730 




End 


35404 





6692 





GI 


none 


Score 


418 










Exons 


34730. .35077, 34732 34902, 


34917. .35042, 34963 


. .35241, 








35144. .35404 














Seq. No. 


6390 


Sea ID 


OJ9Q0501 




9819 

.7 tj i _7 


.CI 




Gene No. 


13480 


Strand 












O Lai L - 




End 


906 










Name 


OJ990501 29.9819.Cl.ol.np 


Method 


AAT/NAP 










Start 


384 


End 


906 










GI 


5852178 . 


Score 


110 










Exons 


384. .485, 861. .906 














GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 












Seq. No. 


6391 


Seq. ID 


OJ990501_ 


29. 


9819 


.C2 




L?ene no . 


1 O^QI 
1 OH O 1 


Strand 


+ 










Start 


2799 


End 


6034 










Name 


OJ990501 29.9819.C2.o2.gs 


Method 


GEN SCAN 










Start 


2799 


End 


6034 










GI 


none 


Score 


.81 










Exons . 


2799.. 2879, 3656.. 4032, 4764 


..4887, 5609. .6034 










Seq. No. 


6391 


Seq. ID 


OJ990501_ 


_29. 


9819 


.C2 




i^ene no. 


1 "3/1 QO 
X J*t 0 £. 


Strand 












Start 


269 


End 


392 








."Z 


Name 


OJ990501 29.9819.C2.ol.gs 


Method 


GEN SCAN 








'i asf 


Start 


269 


End 


392 








i;n 


GI 


none 


Score 


.58 








! y 


Exons 


269. .392 












£3 


Seq. No. 


" 6391 


Seq. ID 


OJ990501_ 


?9 


981 9 


.C2 




Gene No. 


13483 


Strand 












OLai L 




End 


1727 








ru 


Name 


OJ990501 29.9819.C2.ol.np 


Method 


AAT/NAP 










Start 


300 


End 


1727 










GI 


5852182 


Score 


443 










Exons 


300. .629, 1434.. 1479, 1634.. 


1727 










"'Z 


GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] • 












Seq. No. 


6391 


Seq. ID 


OJ990501_ 


_29. 


9819 


.C2 




Gene No. 


13484 


Strand 












Start 


6726 


End 


9262 ' 










Name 


OJ990501 29.9819.C2.o3.gs 


Method 


GENSCAN 










Start 


6726 


End 


7479 










GI 


none 


Score 


.89 










Exons 


6726.. 6839, 6891.. 6992, 7078 


. .7479 











Seq. No. 6391 

Gene No. 13484 

Start 6726 

Name OJ990501_29 . 9819 . C2 . o2 . np 

Start 6729 

GI 4680179 

Exons 6729.. 9262 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990501_29. 9819.C2 
Strand 

End 9262 

Method AAT/NAP 

End 9262 

Score 3597 



Seq. No. 
Gene No. 



6391 
13484 



Seq. ID OJ990501_29.9819.C2 
Strand 



6693 



•t w 



Start 


6726 








End 


9262 


Name 


OJ990501 29. 


,9819. 


C2.o6. 


tw 


Method 


TBLASTX: 


Start 


6774 








End 


7107 


GI 


none 








Score 


117 


Exons 


6774. .7010, 


6976. 


.7107 








Seq. No. 


6391 








Seq. ID 


OJ990501 


Gene No. 


13484 








Strand 




o rar z 


0 /ZO 








End 


9262 


Name 


OJ990501 29. 


9819. 


C2.ol. 


tm 


Method 


TBLASTX: 


Start 


6969 








End 


7554 


GI 


none 








Score 


160 


Exons 


6969. .7010, 


7006. 


.7395, 


7094. 


.7396, 7393. .7554, 




7402. .7548 












Seq. No. 


6391 








Seq. ID 


OJ990501 


Gene No. 


1 "5 A Q A 








Strand 


- 


Start 


6726 








End 


9262 


Name 


OJ990501 29. 


9819. 


C2.ol. 


tw 


Method 


TBLASTX:' 


Start 


7108 










/ / y 


GI 


none 








Score 


331 


Exons 


7108. .7728, 


7109. 


.7729 








Seq. No. 


6391 








Seq. ID 


OJ990501 


Gene No . 


1 "5 A Q A 








Strand 


- 


Start 


6726 








End 


9262 


Name 


OJ990501 29. 


9819. 


C2.o3. 


tm 


Method 


TBLASTX:! 


Start 


7603 








tjnct 


/ o y 4 


GI 


none 








Score 


282 


Exons 


7603. .7893, 


7607. 


.7894 








Seq. No. 


6391 








Seq. ID 


OJ990501 


bene INO ■ 


1 1A Q A 








Strand 


- 


Start 


6726 








End 


9262 


Name 


OJ990501 29. 


9819. 


C2.o2. 


ts 


Method 


TBLASTX: 


Start 


7693 








End 


/ yo j 


GI 


none 








Score 


178 


Exons 


7693. .7953, 


7694. 


.7951 








Seq. No. 


6391 








Seq. ID 


OJ990501 


Gene No . 


1 *3 A Q A 

1j4 o 4 








Strand 




Start 


6726 








End 


9262 


Name 


OJ990501 29. 


9819. 


C2.o2. 


tw 


Method 


TBLASTX:! 


Start 


7741 








End 


8277 


GI 


none 








Score 


343 


Exons 


7741. .8277, 


7742. 


.8275 








Seq. No. 


6391 








Seq. ID 


OJ990501 


Gene No . 


1 "3 A Q A 
1 J4o 4 








Strand 




Start 


6726 








End 


9262 


Name 


OJ990501 29. 


9819. 


C2.o4. 


gs 


Method 


GENSCAN 


Start 


7879 








End 


9159 


GI 


none 








Score 


.56 


Exons 


7879. .8611, 


8798. 


.9159 








Seq. No. 


6391 








Seq. ID 


OJ990501 


Gene No. 


13484 








Strand 





6694 




Start 


6726 








End 


9262 




Name 


OJ990501 29. 


,9819. 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8347 








End 


8746 




GI 


none 








Score 


185 




Exons 


8347. .8745, 


8350. 


.8670, 


8354. 


.8746 






Seq. No. 


6391 








Seq. ID 


OJ990501_29.9819 


.C2 


(Zonp No 


13484 








55r rand 






Start 


6726 








End 


9262 




Name 


OJ990501 29. 


9819. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8404 








End 


8829 




GI 


none 








Score 


173 




Exons 


8404. .8829, 


8405. 


.8605, 


8660. 


.8782 






Seq. No. 


6391 








Seq. ID 


OJ990501_29.9819 


.C2 




13484 








J LiCll 1 \A 






Start 


6726 








End 


9262 




Name 


OJ990501 29. 


9819. 


C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


8461 








End 


8709 




GI 


none 








Score 


86 




Exons 


8461. .8709, 


8480. 


.8674 










Seq. No. 


6391 








Seq. ID 


OJ990501_29.9819 


.C2 


UC11C I'U • 


13484 








Strand 






Start 


6726 " 








End 


9262 




Name 


OJ990501 29. 


9819. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


8731 








End 


9126 




GI 


none 








Score 


189 




Exons 


8731. .9090, 


8741. 


.8974, 


9010. 


.9090, 9094. .9126, 9094. .9126 


Seq. No. 


6391 








Seq. ID 


OJ990501_29.9819 


.C2 




13484 








Strand 






Start 


6726 








End 


9262 




Name 


OJ990501 29. 


9819. 


C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8749 








End 


8979 




GI 


none 








Score 


241 




Exons 


8749. .8979, 


8750. 


.8974 










Seq. No. 


6391 








Seq. ID 


OJ990501_29. 9819 


-C2 


Gene No 


13484 








Strand 






Start 


6726 








End 


9262 




Name 


OJ990501 29. 


9819. 


C2.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8830 








End 


9180 




GI 


none 








Score 


90 




Exons 


8830. .8982, 


8831. 


.8971, 


9037. 


.9180, 9047. .9172 




Seq. No. 


6391 








Seq. ID 


OJ990501_29.9819 


.C2 




13484 

J. *J 1 O *1 








Strand 






Start 


6726 








End 


9262 




Name 


OJ990501 29. 


9819. 


C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


9013 








End 


9240 




GI 


none 








Score 


172 




Exons 


9013. .9195, 


9034. 


.9189, 


9193. 


.9240 






Seq. No. 


6392 








Seq., ID 


OJ990501_29.9819 


.C3 


Gene No. 


13485 








. Strand 






Start 


1 








End 


3013 





6695 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq'. No. 
Gene No. 
Start • 
Name 
Start 
GI ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990501_;29 . 9819 . C3 . ol . np Method AAT/NAP 
1 End 2543 

5042447 Score 1704 

1..923, 951. .1917, 2424. .2543 

(AC007789) putative polyprotein [Oryza sativa] 



6392 

13485 

1 

OJ990501_29. 9819.C3.ol.gs 
18 

none 



Seq. ID OJ990501_29.9819.C3 
Strand 

End 3013 

Method GENSCAN 

End 2950 

Score . 66 



18. .637, 866. .1168, 1270. .1473, 1735. .1963, 2216. .2950 



6392 
13485 
1 

0 J990501_2 9 . 98 1 9 . C3 . o2 . np 
2252 
4512229 
2252. .3013 

(AB014740) ORFO protein [Oryza sativa] 



Seq. ID OJ990501_29.9819.C3 
Strand 

End 3013 

Method AAT/NAP 

End 3013 

Score 982 



6392 

13486 

3100 

OJ990501_29.9819.C3.ol.tw 
73 

none 

73. .255, 79. .384, 81. .380 

6392 

13486 

3100. 

OJ990501_29.9819.C3.ol.tm 
79 

none 

79. .264, ' 81. .371 

6392 

13486 

3100 

OJ990501_29. 9819.C3.o3.tw 

519 

none 

519. .866 



Seq. ID OJ990501_29.9819.C3 
Strand 

End 688 6 

Method TBLASTX : Wheat 

End 384 

Score 200 



Seq. ID OJ990501_29.9819.C3 
Strand 

End 6886 

Method TBLASTX : Maize 

End 371 

Score 122 



Seq. ID OJ990501_29.9819.C3 
Strand 

End 688 6 

Method TBLASTX : Wheat 

End 866 

Score 233 



Seq. No. 6392 

Gene No. 13486 

Start 3100 

Name 0 J9 905 0 1_2 9 . 98 1 9 . C3 . o2 . tw 

Start 1226 

GI none 

Exons 1226.. 1564, 1229.. 1537 

Seq. No. 6392 

Gene No. 13486 



Seq. ID OJ990501_29. 9819.C3 
Strand 

End 6886 

Method TBLASTX : Wheat 

End 1564 

Score 102 



Seq. ID OJ990501_29. 9819.C3 
Strand 



6696 




Start 


3100 




End 


6886 


Name 


OJ990501 29.9819.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1265 




End 


1564 


GI 


none 




Score 


46 


Exons 


1265. .1564, 1266. .1334, 


1434 . 


.1520 




Seq. No. 


6392 




Seq. ID 


OJ990501_29.9819.C3 


Gene No. 


13486 




Strand 




Start 


3100 




End 


6886 


Name 


OJ990501 29.9819.C3.o3. 


np 


Method 


AAT/NAP 


O Lai L 


3100 


End 


4685 


GI 


6063554 




Score 


252 


Exons 


3100. .3269, 4124. .4382, 


4500. 


.4685 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0'464 ) 




correspond to a region 


of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


6392 




Seq. ID 


OJ990501_29.9819.C3 




13486 




Strand 




Start 


3100 




End 


6886 


Name 




gs 


Method 


GENSCAN 


Start 


4014 




End 


6886 


GI 


none 




Score 


.72 


Exons'. 


4014. .4119, 4151. .4386, 


5242. 


.5348, 6054. .6245, 6784. .6886 


Seq. No. 


6393 




Seq. ID 


OJ990501_29.9819.C4 


bene ino ■ 


13487 




Strand 


+ 


Start 


112 




End 


267 


Name 


uj yyu jui zy . yo ±y • u*t . 01 ■ 


gs 


Method 


GENSCAN 


Start 


112 




End 


267 


GI 


none 




Score 


.54 


Exons 


112. .267 








Seq. No. 


6394 




Seq. ID 


OJ990501_29.9819.C5 


ucuc LNO . 


13488 




Strand 




Start 


2110 




End 


2410 


Name 


OJ990501 29.9819.C5.ol. 


gs 


Method 


GENSCAN 


Start 


2110 




End 


2410 


GI 


none 




Score 


.84 


Exons 


2110. .2263, 2358... 2410 








Seq. No. 


6395 




Seq. ID 


OJ990501_29. 9819. C6 


CZ o n o M f-\ 
bcllfc; INO • 


13489 




Strand 




Start 


343 




End 


586 


Name 


OJ990501 29.9819.C6.ol. 


gs 


Method 


GENSCAN 


Start 


343 




End 


586 


GI 


none 




Score 


.6 


Exons 


343. .402, 446. .586 








Seq. No. 


6396 




Seq. ID 


OJ990501_29.9819.C7 


Gene No. 


13490 




Strand 




Start 


1 




End 


246 


Name 


OJ990501 29.9819.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


246 


GI 


4512229 




Score 


227 



Exons 1..24 6 

GI Descrip.. (AB014740) ORFO protein [Oryza sativa] 



6697 




Seq. No. 


6396 






Seq. ID 


OJ990501_29.9819. 


C7 


Gene No 


13491 






Strand 






Start 


1603 






End 


3833 




Name 


OJ990501 29 


.9819.C7.o2. 


np 


Method 


AAT/NAP 




Start 


1515 






End 


3514 




GI 


4680179 






Score 


938 




Exons 


1515. .1734, 


1762. .2784, 


3450. 


.3514 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 






UJyU 






Seq. ID 


OJ990501_29.9819. 


C7 


Gene No. 


13491 " 






Strand 






Start 


1603 






End 


3833 




Name 


OJ990501 29 


.9819.C7.ol. 


gs 


Method 


GEN SCAN 




Start 


1603 






End 


3770 




GI 


none 






Score 


.53 




Exons 


1603. .2242, 


2284. .2568, 


2677. 


.2783, 2973.. 2991, 3073.. 3770 










Seq. ID 


OJ990501 29 9819 


C7 


Gene No. 


13491 






Strand 






Start 


1603 






End 


3833 




Name 


OJ990501 29 


.9819.C7.ol. 


tw 


Method 


TRLA^TX • Wheat 




Start 


2256 






End 


2612 




GI 


none 






Score 


74 




Exons 


2256. .2612, 


2257. .2397, 


2512. 


.2604 






Seq. No. 


6396 






Seq. ID 


O.T990S01 ?9 9R1 9 


C7 




13491 






Strand 






Start 


1603 






End 


3833 




Name 


OJ990501 29 


.9819.C7.o3. 


np 


Method 


AAT/NAP 




Start 


3072 






End 


3833 




GI 


4512229 






Score 


1101 




Exons 


3072. .3833 












GI Descrip. 


(AB014740) 


ORFO protein [Oryza sativa] 






Seq. No. 


6397 






Seq. ID 


OJ990501_29.9819. 


C8 


Gene No 


13492 






Strand 


+ 




Start 


790 






End 


2512 




Name 


OJ990501 29 


.9819.C8.ol. 


np 


Method 


AAT/NAP 




Start 


790 






End 


1139 




GI 


5852180 






Score 


113 




Exons 


790. .1139 












GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 














Seq. ID 


OJ990501 29.9819. 


C8 


Gene No. 


13492 






Strand 


+ 




Start 


790 






End 


2512 




Name 


OJ990501 29 


.9819.C8.ol. 


gs 


Method 


GENSCAN 




Start 


820 






End 


2493 




GI 


none 






Score 


.47 




Exons 


820. .1038, 


1142. .1269, 


1423. . 


1573, 2135. .2251, 2401. .2493 


Seq. No. 


6397 






Seq. ID 


OJ990501_29.9819. 


C8 


Gene No. 


13492 






Strand 


+ 




Start 


790 






End 


2512 




Name 


OJ990501 29 


.9819.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1541 






End 


1852 





6698 



GI none Score 

Exons 1541.. 1750, 1601.. 1738, 1757.. 1852 

Seq. No. 6397 Seq. ID 

Gene No. 13492 Strand 

Start 790 End 

Name OJ990501_29 . 98 19 . C8 . ol . tm Method 

Start 2090 End 

GI none Score 

Exons 2090.. 2206, 2091.. 2201, 2216. 

2271.. 2429, 2354. .2512 



76 



OJ990501_29.9819.C8 
+ 

2512 

TBLASTX: Maize 

2512 

61 



.2275, 2217. .2264, 2270.. 2512, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
! :3 Gene No. 
Q Start 
r ~z Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i hi 

Q 



■S3? 

i; i ; 
1 i £ 



6397 

13492 

790 

OJ990501_29.9819.C8.ol.tw 

2147 

none 

2147. .2431, 2148. .2441 

6398 

13493 

1 

OJ990501_29.9819.C9.ol.np 
1 

4680179 

1..747, 891. .977 

(AF111709) polyprotein [Oryza 

6398 

13493 

1 

OJ990501_29.9819.C9.ol.tw 
45 

none 

45. .542, 51. .239, 52.-543 

6398 

13493 

1 

OJ990501_29.9819.C9.ol.tm 

100 

none 

100.. 258, 105. .251, 255.. 557, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_29.9819.C8 
+ 

2512 

TBLASTX: Wheat 

2441 

151 



OJ990501_29.9819.C9 
+ 

977 

AAT/NAP 

977 

942 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ990501_29.9819.C9 
+ 

977 

TBLASTX: Wheat 

543 

67 



OJ990501_29.9819.C9 
+ 

977 

TBLASTX: Maize 

682 

180 



256. .645, 641. .682 



6398 Seq. ID 

13493 Strand 

1 End 

OJ990501_29 . 9819 . C9 . ol . gs Method 

172 End 

none Score 
172. .702 



OJ990501_29.9819.C9 
+ 

977 

GENS CAN 

702 

.94 



Seq. No. 6399 Seq. ID 

Gene No. 134 94 Strand . 

Start 1 End 

Name OJ990501_29 . 9819 . C12 . ol . np Method 



OJ990501_29.9819.C12 

1221 
AAT/NAP 



6699 



Start 


1 




End 


1221 




GI 


4680179 




Score 


422 




Exons 


1..103, 229. .643, 1112. 


.1221 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


6399 




Seq. ID 


OJ990501 29.9819 


.C12 


Gene No. 


13494 




Strand 






Start 


1 




End 


1221 




Name 


OJ990501 29.9819.C12.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


344 




End 


539 




GI 


none 




Score 


118 




Exons 


344. .538, 348..S39 










Seq. No. 


6400 




Seq. ID 


OJ99050l_29. 9819 


.C13 


Gene No. 


13495 




Strand 






otart 


l 




End 


1596 




Name 


OJ990501 29.9819.C13.ol 


. np 


Method 


TV TV (Tl 7 X t TV T~\ 

AAT/NAP 




Start 


1 




End 


1596 




GI 


6742729 




Score 


707 




Exons 


1..190, 820. .1369, 1499 


. .1596 








GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No.- 


. 6400 




Seq. ID 


OJ990501 29.9819 


.C13 


Gene No. 


134 95 




Strand 






Start 


1 




End 


1596 




Name 


OJ990501 29.9819.C13.ol 


. gs 


Method 


GENSCAN 




Start 


811 




End 


1322 




GI 


none 




Score 


. 98 




Exons 


811. .1322 










Seq. No. 


6400 




Seq. ID 


OJ990501_29. 9819 


.C13 


Gene ' No . 


134 95 




Strand 






Start 


1 




End 


1596 




Name 


OJ990501 29.9819.C13.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


973 




End 


1215 




GI 


none 




Score 


186 




Exons 


973. .1215 










Seq. No. 


6400 




Seq. ID 


OJ990501 29.9819 


.C13 


Gene No. 


1 J 4 9b 




Strand 






Start 


1 




End 


1596 




Name 


OJ990501 29.9819.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1045 




End 


1314 




GI 


none 




Score 


91 




Exons 


1045. .1236, 1249. .1314 










Seq. No. 


6400 




Seq. ID 


OJ990501_29. 9819 


.C13 


Gene No. 


134 95 




Strand 






Start 


1 




End 


1596 




Name 


OJ990501 29.9819.C13.ol 


,tw 


Method 


TBLASTX: Wheat 




Start 


1084 




End 


1326 




GI 


none 




Score 


104 




Exons 


1084..1287, 1084. .1326, 


1289. . 


,1318 






Seq. No. 


6401 




Seq. ID 


OJ990501_29.9819 


.C14 


Gene No. 


13496 




Strand 


+ 




Start 


1178 




End 


2068 





6700 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990501_29.'9819.C14.ol.gp 

1178 

none 

1178. .1452, 1684. .2068 



Method AAT/GAP 
End 2068 
Score 1204 



6401 

13497 

2088 

OJ990501_29.9819.C14.o2.gs 

2088 

none 

2088.. 2167, 3067.. 3073 

6401 

13498 

5001 

OJ990501_29.9819.C14.ol.tw 

1214 

none 

1214.. 1237, 1247. .1348, 1263. 
1324.. 1452, 1330.. 1452, 1683. 
1701. .1826, 1711. .1830, 1714. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_29.9819.C14 

3073 
GENSCAN 
3073 
.44 



Seq. ID OJ990501_29. 9819.C14 
Strand 

End 5402 

Method TBLASTX : Wheat 

End 1834 

Score 200 

1451, 1322.. 1450, 1323.. 1451, 
1724, 1687. .1725, 1701. .1829, 
1827, 1715.. 1834 



Seq. No. 6401 Seq. ID 

Gene No. 13498 Strand 

Start 5001 . End 

Name OJ990501_2 9 . 9819 . C14 . o3 . gs Method 

Start 5001 End 

GI none Score 

Exons 5001. .5402 



OJ990501_29.9819.C14 

5402 
GENSCAN 
5402 
.69 



[Oryza sativa] 



Seq. No. 6402 Seq. ID 

Gene No. 134 99 Strand 

Start 1 End 

Name OJ990501_29. 9819 .CIS . ol .np Method 

Start 1 End 

GI 5902445 Score 

Exons 1..463, 726.. 777 
GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 6402 Seq. ID 

Gene No. 13499 Strand 

Start 1 End 

Name OJ990501_2 9 . 98 19 . C15 . ol . tw Method 

Start 127 End 

GI none Score 

Exons 127.. 450, 128.. 448 

Seq. No. 6403 Seq. ID 

Gene No. 13500 Strand 

Start 6235 End 

Name OJ990501_29 . 9819 . C16 . o2 . gs Method 

Start 6235 End 

GI* none Score 

Exons 6235.. 6357, 6.368.. 6607 



OJ990501_2 9. 9819.C15 
777 

AAT/NAP 

777 

618 



OJ990501_29.9819.C15 
777 

TBLASTX: Wheat 

450 

115 



OJ990501_29.9819.C16 
+ 

6607 
GENSCAN 
6607 
.97 



Seq. No. 



6403 



Seq. ID OJ990501_29. 9819.C16 



6701 



Gene No. 13501 Strand + 

Start 11724 End 12105 

Name OJ990501_29. 9819. C16. o3 . gp Method AAT/GAP 

Start 11724 End 12105 

GI uC-osflcyp033a04bl Score 695 

Exons 11724.. 12105 

GI Descrip. * 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 





Seq. No. 


6403 






Seq. ID 


OJ990501_29.9819 


.C16 




VJCild LNW • 


13502 






Strand 








Start 


1 






End 


14754 






Name 


OJ990501 


29.9819.C16.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


10981 






GI 


4680179 






Score 


2731 






Exons 


1. .1771, 


1799.. 2750, 10869.. 10981 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


6403 






Seq. ID 


OJ990501_29.9819 


-C16 




Gene No. 


■13502 






Strand 








Start 


1 






End 


14754 






Name 


OJ990501 


29. 9819.C16.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


296 






End 


661 






GI 


none 






Score - 


148 




0 


Exons 


296. .661, 


330. .608 










:=!- 


Seq. No. 


6403 






Seq. ID 


OJ990501_29.9819 


-C16 


ry 


Gene No. 


13502 






Strand 








Start 


1 






End 


14754 




\ . i 


Name 


OJ990501 


29.9819.C16.o2 


.tw 


Method 


TBLASTX: Wheat 




v3 


Start 


296 






End 


697 






GI 


none 






Score 


311 




: e 
: : ! 


Exons 


296. .658, 


297.. 659, 596 


. .697, 


603. .677 







Seq. No. 6403 

Gene No. 13502 

Start 1 

i ,A Name OJ990501_29 . 9819 .C16 .ol . ts 

W Start 410 

£3 GI none 
r~t Exons 



Seq. ID OJ990501_29.9819.C16 
Strand 

End 14754 

Method TBLASTX : Soybean 

End * 805 

Score 181 



410. .661, 420. .653, 725. .769, 729. .767, 746. .805, 773. .805 



Seq. No. 6403 

Gene No. 13502 

Start 1 

Name OJ990501_29 . 9819 . C16 . ol . tm 

Start 716 

GI . none 

Exons 716.. 1159, 921.. 1163 



Seq. ID OJ990501_29.9819.C16 
Strand 

End 14754 

Method TBLASTX: Maize 

End 1163 

Score 69 



Seq. No. 6403 

Gene No. 13502 

Start 1 

Name OJ990501_29 . 9819 . CI 6 . ol . tw 

Start 746 

GI none 

Exons 746.. 1228, 749.. 1117, 789.. 1229 



Seq. ID OJ990501_29.9819.C16 
Strand 

End 14754 

Method TBLASTX : Wheat 

End 1229 

Score 218 



6702 



Seq. No. 6403 Seq. ID 

Gene No. 13502 Strand * 

Start - 1 End 

Name OJ990501_29 . 9819 .C16.o2 . ts Method 

Start 878 End 

GI none Score 

Exons 878.. 1192 



OJ990501_29.9819.C16 
14754 

TBLASTX : Soybean 

1192 

198 



Seq. No. 6403 Seq. ID 

Gene No. 13502 Strand 

Start 1 End 

Name OJ990501_29. 9819.C16.o4 . tw Method 

Start 1361 End 

GI none Score 

Exons 1361.. 1714 



OJ990501_29.9819.C16 
14754 

TBLASTX: Wheat 

1714 ... 

258 



Seq. No. 6403 Seq. ID 

Gene No. 13502 Strand 

Start 1 End 

Name OJ990501_29 . 9819 . C16 . o3 . tw Method 

Start 2054 \ . End 

GI none Score 

Exons 2054.. 2398, 2153.. 2401 



OJ990501_29.9819.C16 
14754 

TBLASTX: Wheat 

2401 

63 



Seq. No. 6403 

Gene No. 13502 

Start 1 

Name OJ990501_29 . 9819.C16.o3. tm 

Start 2060 

GI none 

Exons 2060.. 2383 

6403 
13502 
1 

OJ990501_29.9819.C16.o5.tw 
2453 
none 

2453. .2647, 2457. .2648 

Seq. No. 6403 

Gene No. 13502 

Start 1 

Name OJ990501_29. 9819 .C16 . o3 . gs 

Start 7508 

GI " none 

Exons 7508.. 7569, 7901.. 7925, 8065. 



m 



h Seq. No. 

Q Gene No. 

■;j Start 

; T Name 

^ Start 

S GI 

CS Exons 
□ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990501_29.9819.C16 
14754 

TBLASTX: Maize 

2383 

229 



OJ990501_29.9819.C16 
14754 

TBLASTX: Wheat 

2648 

118 



Seq. ID OJ990501_29.9819.C16 
Strand 

End 14754 • 

Method GENSCAN 

End 8551 

Score .87 
8317, 8322.. 8551 



Seq. No. 6403 

Gene No. 13502 

Start 1 

Name OJ990501_29 . 9819 . C16 . o4 . gs 

Start 10419 
GI • none 

Exons 10419. .10972, 11704 .. 11764 



Seq. ID OJ990501_29.9819.C16 
Strand 

End 14754 

Method GENSCAN 

End 11764 

Score .82 



6703 




Seq. No. 


6403 




Seq. ID 


OJ990501 


_29. 


9819 


-C16 


Gene No. 


13502 




Strand 












1 




End 


14754 








Name 


OJ990501 29.9819.C16 


. o2 . np 


Method 


AAT/NAP 








Start 


11657 




End 


14754 








GI 


4680186 




Score 


364 








Exons 


11657. .11857, 12694. 


.12805, 


14721. .14754 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 








Seq. No. 


6.4 03 




Seq. ID 


OJ990501 


_29. 


9819 


.C16 




13502 




Strand 










Start 


i 
j. 




End 


14754 








Name 




o 4 m^i 
. kjh ■ 


Method 


AAT/GAP 








Start 


1JO JO 




End 


14275 








GI 


JOO J.04 




Score 


640 








Exons 


1 ^8SR 1 4n^S 1 4 1 fifl 


1 4?7S 












Seq. No. 


6403 




Seq. ID 


OJ990501 


_29. 


9819 


.C16 


^ono Mo 


13502 




Strand 










Start 


1 




End 


14754 








Name 


OJ990501 29.9819.C16 


. o5.gs 


Method 


GENSCAN 








Start 


13898 


End 


14410 








GI 


none 




Score 


.77 








Exons 


• 13898. .14063, 14104, 


.14201, 


14207. . 14410 








Seq. No. 


6404 




Seq. ID 


OJ990501 


_29. 


9819 


.C17 


Gene No. 


13503 




Strand 


+ 










9549 




End 


13001 








Name 


OJ990501 29.9819.C17 


. o3 . gs 


Method 


GENSCAN 








Start 


9549 




End 


13001 








GI 


none 




Score 


.61 








Exons 


9549. .9647, 10342 .. 10640, 11091 .. 11284 , 


11821.. 


11877, 






12754. .13001 














Seq. No. 


6404 




Seq. ID 


OJ990501 


_29. 


9819 


.C17 




13504 




Strand 


+ 








Start 


17524 




End 


18390 








Name 


OJ990501 29.9819.C17 


. o4 . gp 


Method 


AAT/GAP 








Start 


17524 




End 


18390 








GI 


none 




Score 


1063 








Exons 


17524 . .17812, 18040. 


.18390 












Seq. No. 


6404 




Seq. ID 


OJ990501 


_29. 


9819 


.C17 


OCliC Vi\J • 


13505 




Strand 


+ 








Start 


18537 




End 


20754 








Name 


OJ990501 29.9819.C17 


. o5 . gs 


Method 


GENSCAN 








Start 


18537 




End 


20754 








GI 


none 




Score 


.53 








Exons 


18537. .18539, 19786. 


.19918, 


20001. .20450, 20723 


. .20754 




Seq. No. 


6404 




Seq. ID 


OJ990501 


_29". 


9819 


.C17 


Gene No. 


13506 




Strand 










Start 


4427 




End 


4689 








Name 


OJ990501 29.9819.C17 


.o2 . gp 


Method 


AAT/GAP 








Start 


4427 




End 


4689 








GI 


2315 5.R1084 




Score 


359 








Exons 


4427. .4689 















6704 



GI Descrip. • 6016845/dbj | AP000570. 1 1 AP000570 i.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 


6404 


Seq. ID 


OJ990501 


_29.9819 


Gene No. 


13507 ' 


Strand 


- 




Start 


5796 


End 


7455 




Name 


OJ990501 29.9819.C17.o2.gs 


Method 


GENSCAN 




Start 


5796 


End " 


7218 




GI 


none 


Score 


.88 




Exons 


5796.. 6338, 6644.. 7081, 7096. 


.7218 






Seq. No. 


6404 


Seq. ID 


OJ990501 


_29.9819 


Gene No. 


13507 


Strand 


- 




Start 


5796 


End 


7455 




Name 


OJ990501 29.9819.C17.ol.np 


Method 


AAT/NAP 




Start 


5800 


End 


7455 




GI 


4680203 


Score 


1813 




Exons 


5800. .7455 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seer No 


6404 


Seq. ID 


OJ990501 


29 9819 


Gene No. 


13507 


Strand 






Start 


5796 


End 


7455 




Name 


OJ990501 29.9819.C17.o3.gp 


Method 


AAT/GAP 




Start 


5805 


End 


7451 




GI 


342 1.R1084 


Score 


2413 




Exons 


5805. .7451 








GI Descrip. 


M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 




sativa] ' 








Seq. No. 


6404 


Seq. ID 


OJ990501 


_29.9819 


Gene No. 


13508 


Strand 






Start 


15270 


End 


17862 




Name 


OJ990501 29.9819.C17.o4.gs 


Method 


GENSCAN 




Start 


15270 


End 


17862 




GI 


none 


Score 


.65 




Exons 


15270. .15310, 15666. .15720, 15782 .. 15829, 17195 


. .17290, 




17431. .17490, 17656. .17862 








Seq. No. 


6404 


Seq. ID 


OJ990501 


_29.9819 


Gene No. 


13509 


Strand 






Start 


24803 


End 


24966 




Name 


OJ990501 29.9819.C17.o2.ts 


Method 


TBLASTX : ; 


Soybean 


Start 


5958 


End 


6200 


GI 


none 


Score 


196 




Exon q 


5958. .6200 • 








Seq. No. 


6404 


Seq. ID 


OJ990501 


_29.9819 


Gene No. 


13509 


Strand 






Start 


24803 


End 


24966 




Name 


OJ990501 29.9819.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


6030 


End 


6481 




GI 


none 


Score 


46 




Exons 


6030.. 6221, 6234.. 6353, 6234. 


.6359, 6353.-6475, 


6359. .6- 


Seq. No. 


6404 


Seq. ID 


OJ990501 


_29. 9819 


Gene No. 


13509 


Strand 







6705 




Start 


24803 








End 


24966 


Name 


OJ990501 29 


9819. 


C17.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


6069 








End 


6524 


GI 


none 








Score 


118 


Exons 


6069. .6272, 


6069. 


.6293, 


6273. 


.6359, 6274. .6360, 6374. .6478, 




6378. .6479, 


6476. 


.6523, 


6480. 


.6524 




Seq. No. 


6404 








Seq. ID 


OJ990501_29.9819.C17 


Gpne No . 


13509 








Strand 




Start 


24803 








End 


24966 


Name 


OJ990501 29 


9819. 


C17.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


6692 








End 


6982 


GI 


none 








Score 


81 


Exons 


6692. .6772, 


6749. 


.6955, 


67 67. 


.6982, 6768. . 6974 


Seq. No. 


6404 








Seq. ID 


OJ990501_29. 9819.C17 


Gene No. 


13509 








Strand 




Start 


24803 








End 


24966 


Name 


OJ990501 29 


9819. 


C17.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6754 








End 


7149 


GI 


none 








Score 


195 


Exons 


6754. .7014, 


6770. 


.7015, 


6771. 


.7007, 6998. .7105, 7012. .7149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6404 

13509 

24803 

OJ990501_29.9819.C17.o3.tw 

17549 

none 

17549. .17689, 17557. 
17668. .17796, 17676. 
18044. .18169, 18049. 



,17583, 
,17798, 
,18165 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990501 29.9819.C17 



24966 

TBLASTX: Wheat 
18169 
49 

17593. . 17694, 17609. . 17797, 
17750. .17806, 18042 .. 18164 , 



Seq. No. 6404 Seq. ID 

Gene No. 13509 Strand 

Start 24803 End 

Name OJ99050 1_29 . 98 1 9 . C17 . 06 . gs Method 

Start 24803 End 

GI none Score 

Exons 24803. .24966 



OJ990501_29.9819.C17 

24966 
GEN SCAN 
24966 
.54 



Seq. No. 6405 Seq. ID OJ990501_29. 9819.C18 

Gene No. 13510 Strand + 

Start 9425 End 12380 

Name OJ990501_29 . 9819 . C18 . o2 . np Method AAT/NAP 

Start 9425 End 12377 

GI 6691716 Score 2319 

Exons 9425.. 10309, 10507 .. 10679, 10761 .. 11080, 11251 .. 11417, 

11493. .11604, 11755. .11859, 11932. .12377 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 6405 Seq. ID OJ990501_29 . 98 19 . C18 

Gene No. 13510 Strand + 

Start 9425 End 12380 

Name OJ990501_29 . 9819. C18 . o3 . gs Method GENSCAN 

6706 






Start 


9425 


End 


12380 






GI 


none 


Score 


.51 






Exons 


9425.. 10309, 10435 11155, 


11230. .11417, 11493.. 


11682, 






11755. .11859, 11932.. 12380 










Seq. No. 


6405 


Seq. ID 


OJ990501_ 


_29.9819.C18 




Gene No. 


13511 


Strand 


- 






Start 


3080 


End 


3975 






Name 


OJ990501 29.9819.C18.ol.np 


Method 


AAT/NAP 






Start 


3080 


End 


3975 






GI 


5852178 


Score 


383 


- 




Exons 


3080.. 3182, 3542.. 3638, 3670.. 3975 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


6405 


Seq. ID 


OJ990501_ 


29.9819.C18 




OCi 1C Vi\J • 


13512 


Strand 


- 






Start 


6312 


End 


7591 






Name 


OJ990501 29.9819.C18.o2.gp 


Method 


AAT/GAP 






Start 


6272 


End 


6689 






GI 


568184 


Score 


640 






Exons 


6272. .6449, 6522. . 6689 










Seq. No. 


6405 


Seq. ID 


OJ990501_ 


29.9819.C18 


.3 S3. 


uCilC liU • 


13512 


- Strand 








Start 


6312 


' -End 


7591 




h «J 


Name 


OJ990501 29.9819.C18.o2.gs 


Method 


GENSCAN 




i;fl 


Start 


6312 


End 


7591 




ri i 

■ hS 


GI 


none 


Score 


.74 




_i 

■-I cf 


Exons 


6312. .6477, 6518. .6615, 6621. .6803, 6885. .7014, 


7488. .7591 


; c 
; * : 
'■U 


Seq. No. 


6405 


Seq. ID 


OJ990501_ 


29.9819.C18 


^! 




13513 


Strand 






ru 


Start 


12696 


End 


18806 




•s 


Name 


OJ990501 29.9819.C18.o4.gs 


Method 


GENSCAN 






Start 


12696 


End 


18806 




c 


GI 


none . 


Score 


.97 




xi 


Exons 


12696. .14108, 14145. .15777, 


15874. .18806 




. 


Seq. No. 


6405 


Seq. ID 


OJ990501_ 


29.9819.C18 




Gene No. 


13513 


Strand 








Start 


12696 


End 


18806 






Name 


OJ990501 29.9819.CI8.o3.np 


Method 


AAT/NAP 






Start 


12732 


End 


18806 






GI 


5922631 


Score 


6625 






Exons 


12732, .15259, 158 66 .. 16789, 


16916. . 17067, 17110. 


.17674, 






17720. .17929, 18179 .. 18423, 


' 18682. .18806 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 


correspond to 






region of the predicted gene.; similar 


to prpol; 


Zea mays 






retrotransposon Cinful-1. (AF049110) [Oryza sativa] 






gi I 6016864 | dbj | BAA85207 . 1 1 


(AP000570) 


ESTs 








C26347 (C12145) ,AU078074 (C12145) correspond to a 


region of the 






predicted gene.; Similar to prpol; Zea 


mays retrotransposon 






Cinful-1. (AF049110) [Oryza 


sativ 








Seq. No. 


6405 


Seq. ID 


OJ990501_ 


29. 9819.C18- 




Gene No. 


13514 


Strand 








Start 


22218 


End 


26955 





6707 



Name 

Start 

GI 

Exons 



OJ990501_29.9819.C18, 

9545 

none 

9545. .9835 



ol2.tw Method TBLASTX : Wheat 
End 9835 
Score 217 



Seq. No. 6405 

Gene No. 13514 

Start 22218 

Name OJ990501_29 . 9819 . C18 . o7 . tw 

Start 12708 

GI none 

Exons 12708. .12845, 12831 .. 12989, 1304 4 13322 , 13060 13161, 
13213. .13302 



Seq. ID OJ990501_29.9819.C18 
Strand 

End 26955 

Method TBLASTX : Wheat 

End 13322 

Score 80 



Seq. No. 6405 

Gene No. 13514 

Start 22218 

Name OJ990501_29. 9819. C18 . 

Start 12747 

GI none 

Exons 12747. .12848, 12748.. 



Seq. ID OJ990501_29.9819.C18 
Strand 

End 26955 

o6.tm Method TBLASTX : Maize 

End 12980 

Score 100 
12849, 12828. .12980, 12829.. 12888 



mi s 



Seq. No. 6405 

Gene No. , 13514 

Start 22218 

Name OJ990501_29. 9819.C18 , 

Start 13092 

GI none 

Exons 13092. .13178, 13188., 
13266. .13364 



Seq. ID -OJ990501_29.9819.C18 

Strand - - 

End 26955 

o7.tm Method TBLASTX : Maize 

End 13365 

Score 56 
13271, 13201. .13275, 13258 .. 13365, 



ru 



□ 



Seq. No. 6405 

Gene No. 13514 

Start 22218 

Name 0 J990501_29 . 98 19 . C18 . 

Start 13437 

GI none 

Exons 13437. .13823, 13513., 

Seq. No. 6405 

Gene No. 13514 

Start 22218 

Name OJ990501_29 . 9819 .C18 . 

Start 13467 

GI none 

Exons 13467. .13514, 13468.. 
13519. .13830 



Seq. ID OJ990501_29.9819.C18 
Strand 

End 26955 
oS.tw Method TBLASTX: Wheat 
End 13824 
Score 

13824 



158 



Seq. ID OJ990501_29.9819.C18 
Strand 

End 26955 

ol.tm Method TBLASTX: Maize 

End 13830 

Score 67 
13515, 13501. .13809, 13506 .. 13829, 



Seq. No. 6405 

Gene No. 13514 

Start 22218 

Name OJ990501_29 . 9819 . C18 . ol3 . tw 

Start 13827 

GI none 

Exons 13827. .13958, 13992.. 14126 



Seq. ID OJ990501_29.9819.C18 
Strand 

End 26955 

Method TBLASTX : Wheat 

End 14126 

Score 125 



Seq. No. 



6405 



Seq. ID OJ990501 29.9819.C18 



6708 






1 4 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


14142 




End 


14564 




GI 


none 




Score 


260 




Exons 


14142. .14564, 14152. 


.14556 








Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819. 


C18 




1 *3M 4 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14185 




End 


14573 




GI 


none 




Score 


117 




Exons 


14185. .14433, 14187. 


.14429, 


14469. .14573, 14470. .14565 




Seq. No. 


6405 




Seq. ID 


OJ990501_29. 9819. 


C18 




1 ^Sl 4 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


14568 




- End : 


14850 




GI 


none 




Score 


65 




Exons 


14568. .14849, 14580. 


.14714, 


14773. .14850 




Seq. No. 


6405 




Seq'. ID' 


OJ990501_29.9819. 


C18 


Gene No. 


13514 




Strand 






Of ar 4- 


9991 8 




End 


26955 




Name 


OJ990501 29.9819.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14688 




End 


15132 




GI 


none 




Score 


90 




Exons 


14688. .14714, 14712. 


.14855, 


14725. .14856, 14 877 .. 15131, 






14878. .15132 










Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819. 


C18 




1 4 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


14799 




End 


15200 




GI 


none 




Score 


47 




Exons 


14799. .15200, 14833. 


.15003, 


14997. .15167, 15025. .15183 




Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819. 


C18 








Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


14854 




End 


15278 




GI 


none 




Score 


296 




Exons 


14854. .15234, 14859. 


.15278 








Seq. No. 


6405 




Seq. ID 


OJ990501_29. 9819. 


C18 




1^14 
ljj ii 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15363 




End 


15719 




GI 


none 




Score 


214 




Exons 


15363. .15719, 15373. 


.15678 








Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819. 


C18 



6709 




/-\ t-> /~< VT/-\ 

vjcllc vtU ■ 


1 "3^1 A 










Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15393 




End 


15849 




GI 


none 




Score 


267 




Exons 


15393. .15848, 15394. 


.15849 








Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


-C18 








Qf rand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


15444 




End 


15809 




GI 


none 




Score 


134 




Exons 


15444 . .15578, 15585. 


.15809 








Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Pan q NT /-\ 


1 ?M A 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


16069 




End 


16526 




GI 


none 




Score 


150 




Exons 


16069. .16305, 16071. 


.16301, 


16350. .16526 




Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


bene lno . 


J. JJ14 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. olO . tw 


Method 


TBLASTX: Wheat 




Start 


17103 




End 


17505 




GI 


none 




Score 


117 




Exons 


17103. .17504, 17236. 


.17505 








Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 




Strand 






<s-h a -r+- 
O talL 


c. £. J. O 




End 


26955 




Name 


OJ990501 29.9819.C18 


.o5.gs 


Method 


GENSCAN 




Start 


22218 




End 


24411 




GI 


none 




Score 


.7 




Exons 


22218. .22301, 22527. 


.22661, 


22756.-22845, 23404 .. 23688 , 






23779. .24411 










Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 




Strand 






Of arf 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. o4 . np 


Method 


AAT/NAP 




Start 


23374 




End 


26955 




GI 


4680203 




Score 


2787 




Exons 


23374. .24354, 24631. 


.26429, 


26916. .26955 




GI Descrip. 


(AF114171) TNP2-like protein 


. [Sorghum bicolor] 




Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


23428 




End 


24750 




GI 


none 




Score 


55 




Exons 


23428. .23520, 23445. 


.23519, 


23509. .23589, 23537 23590, 






23594. .23692, 23595. 


.23711, 


23596. .23712, 23603 .. 23743, 





6710. 




... 


23614. .23742, 23672. 


.23785, 


23722. .23781, 23788 .. 23835, 






23789..23836, 23796. 


.23852, 


23827. .24744, 23843.-24745, 






24020. .24745, 24256. 


.24750 








Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 




13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


24010 




End 


24457 




GI 


none 




Score 


91 




Exons 


24010. .24159, 24010. 


.24453, 


24014. .24457, 24020. .24457 




Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


(llfanei No 

VJCllC li<J • 


13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24388 




End 


24702 




GI 


none 




Score 


67 




Exons 


24388. .24618, 24388. 


.24702, 


24416.. 24691 




Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


flpnp . Mo 


13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


.06. gs 


Method 


GEN SCAN 




Start 


24689 




End 


26192 




GI 


none 




Score 


.81 




Exons 


24689. .25278, 25445. 


.25478, 


25617. .25969, 26069.. 26192 




Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 




13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


24932 




End 


25174 




GI 


none 




Score 


186 




Exons 


24932.. 25174 










Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990501 29.9819.C18 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


25004 




End 


25457 




GI 


none 




Score 


71 




Exons 


25004. .25195, 25208. 


.25330, 


25209. .25331, 25329 .. 254 48 , 






25359. .25457 










Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 




Strand 






Start 


22218 




End 


26955 




Name 


OJ990S01 29 9819 C18 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


25043 




End 


25497 




GI 


none 




Score 


111 




Exons 


25043. .25267, 25101. 


.25244, 


25245. .25328, 25247 .. 25330 , 






25248. .25331, 25329. 


.25451, 


25347. .25451, 25351 .. 254 52, 






25449. .25496, 25453. 


.25497 








^Seq. No. 


6405 




Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 




Strand 







6711 




Start 


22218 


End 


26955 




Name 


OJ990501 29.9819.C18.o2.tc 


Method 


TBLASTX: Cress 




Start 


25347 


End- 


25637 




GI 


none 


Score 


77 




Exons 


25347. .25508, 25563. .25637 








Seq. No. 


6405 


Seq. ID 


OJ990501_29.9819 


.C18 






Strand 






Start 


22218 


End 


26955 




Name 


OJ990501 29.9819.C18.o2.ts 


. Method 


TBLASTX : Soybean 




Start 


25665 


End 


25955 




GI 


none 


Score 


89 




Exons 


25665. .25745, 25740. .25955, 


25741. .25947 




Seq. No. 


6405 


Seq. ID 


OJ990501_29.9819 


.C18 


Gene No. 


13514 


Strand 






OLdlL 


£. £. J. O 


End 


26955 




Name 


OJ990501 29.9819.C18.o9.tw 


Method 


TBLASTX: Wheat 




Start 


25735 


End 


26083 




GI 


none 


Score 


190 




Exons 


25735. .25977, 25743.-25988, 


25744 . .25980, 25971 26072, 






25982. .26083 








Seq. No. 


6406 


Seq. ID 


OJ990311_14.9819 


.CI 




1 JJ1 J 


Strand 


+ 




Start 


3194 


End 


5840 




Name 


OJ990311 14.9819.Cl.o2.gs 


Method 


GENSCAN 




Start 


3194 


End 


5840 




GI 


none 


Score 


.86 




Exons 


3194. .4186, 4318. .4556, 4610 


..5420, 5652. .5840 




Seq. No. 


6406 


Seq. ID 


OJ990311_14.9819 


.CI 


Gene No. 


13516 


Strand 


+ 




Start 


29519 


End . 


37951 






D.TQQn^l 1 U QR1Q ri nfi rr<? 


Method 


GENSCAN 




Start 


29519 


End 


37951 




GI 


none 


Score 


.53 




Exons 


29519. .29658, 32236.-32264, 


34368..344S6, 34850 .. 34 990, 






35112. .35169, 35450 .. 35578 , 


37121. .37224, 37483 .. 37562, 






37741. .37951 








Seq. No. 


6406 


Seq. ID 


OJ990311_14.9819 


.CI 


VJCilC ri\J . 




Strand 






Start 


1097 


End 


2545 




Name 


OJ990311 14.9819.Cl.ol.gs 


Method 


GENSCAN 




Start 


1097 


End 


2545 




GI 


none 


Score 


.99 




Exons 


1097. .1318, 1544. .2545 








Seq. No. 


6406 


Seq. ID 


OJ990311JL4 .9819 


.CI 


Gene No. 


13518 


Strand 






Start 


8645 


End 


10255 




Name 


OJ990311 14.9819.Cl.o3.gs 


Method 


GENSCAN 




Start 


8645 


End 


10255 




GI 


none 


Score 


.95 




Exons 


8645.. 10255 









6712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6406 

13519 

14673 

OJ990311_14 . 981 9 . CI . ol . np 

14653 

3132825 



Seq. ID OJ990311_14.9819.C1 
Strand 

End 26830 

Method AAT/NAP 

End - 20233 

Score 6332 



14653. .14807, 14 921 15139, 15238 .. 15399, 154 95 .. 15773, 
15869. .16066, 1 6182 16329, 16417 .. 16528, 16619 .. 16814 , 
16899. .17063, 17182 18664, 18785.. 20233 



GI Descrip. (AF063403) putative cytosine-5 DNA methyltransf erase [Zea mays] 



Seq. No. 6406 

Gene No. 13519 

Start 14673 

Name OJ990311_14 . 98 1 9 . CI . o4 . gs 

Start 14673 

GI none 
Exons 



Seq. ID OJ990311_14.9819.C1 
Strand 

End 26830 

Method GENSCAN 

End 26830 

Score .88 



14673. .14807, 14 921 .. 15006, 1504 9 15169, 15238 .. 15399, 

15495. .15773, 15869 .. 16066, 16182 16329, 164 17 16528 , 

16619. .16814, 16899. .17063, 17182 .. 18 664 , 18785 20243, 

23866. .23979, 24861 24985, 26622. .26830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6406 

13520 

28399 

OJ990311_14 . 9819.Cl.ol.tw 

14644 

none 



Seq. ID OJ990311_14.9819.C1 
Strand 

End 28839 

Method TBLASTX : Wheat 

End 15124 

Score 159 



14644. .14808, 14 682 14810, 14 686 14808, 14 903 .. 15124 , 
14921. .15115 



Seq. No. 6406 
Gene No. 13520 
Start 28399 

Name OJ990311_14 . 9819 . CI . ol . tm 

Start 14676 
GI none 
Exons 14676. 

14919. 

15235. 

15866. 

15869. 

16183. 



14810, 14688. 
15140, 14921. 
15405;,- .15238. 
16069, 15867. 
16072, 16181. 
16329 



.14810, 
,15142, 
.15513, 
.16070, 
16231, 



Seq. ID OJ990311_14.9819.C1 
Strand 

End 28839 

Method TBLASTX : Mai ze 

End 16329 

Score 132 
14 68 9. .14811, 14 900. .15121, 
14 925. .15140, 15188. .15400, 
15496. .15774, 15507. .15773, 
15867. .16070, 15868. .16074, 
16182. .16328, 16182. .16328, 



Seq. No. 6406 

Gene No. 13520 

Start 28399 

Name OJ990311_14 . 9819 .CI . 

Start 14679 

GI none 

Exons 14679. .14810, 14695. 

14903. .15106, 14905. 
15182. .15406, 15235. 
15516. .15776, 15652, 
15867. .16070, 15868. 
16182. .16331, 16182. 
16419. .16529, 16420. 



Seq. ID OJ990311_14.9819.C1 
Strand 

End 28839 
ol.tc Method TBLASTX : Cress 

End 20103 

Score 132 
.14808, 14731. .14811, 14732 .. 14809, 
.15087, 14921. .15211, 14922 15140, 
.15402, 15507. .15773, 15508 .. 15774, 
.15774, 15864. .16070, 15866 .. 16069, 
.16074, 16171. . 16329, 16178 .. 16321, 
.16331, 16183. . 16335, 164 16 .. 1654 1, 
.16539, 16614. . 16823, 16618 .. 16692, 



6713 




16896. .17066, 
17299. .17379, 
17562. .17696, 
17963. .18019, 
18264. .18665, 
18814 . .18891, 
18929. .19081, 
19115. .19204, 
19400. .19534, 
20005, .20103 



16897. .17061, 
17303. .17359, 
17768. .17866, 
18163. .18264, 
18266. .18649, 
18827. .18880, 
18931. .19083, 
19139. .19213, 
19534. .19956, 



17179. .17292, 
17479. .17916, 
17769. .17885, 
18175. .18267, 
18782. .18820, 
18889. .19074, 
19104. .19211, 
19219. .19302, 
19550. .19957, 




17183. .17308, 
17480. .17695, 
17896. .18057, 
18229. .18663, 
18784. .18819, 
18902. .19081, 
19114. .19203, 
19345. .19533, 
19957. .20082, 



Seq. ID OJ990311_14.9819.C1 
Strand 

End 28839 

Method TBLASTX : Soybean 

End 15261 

Score 205 

14943. .15137, 14 945 15142 , 14951 .. 15142, 15235. .15261 



Seq. No. 6406 

Gene No. 13520 

Start 28399 

Name OJ990311_14 . 9819 .CI .o2 . ts 

Start 14943 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 
U Start 
y GI 
rn Exons 

fy 

j J 3 Seq. No. 

! sJ Gene No. 

Start 

p! Name 

" Start 

L GI 

!i =* Exons 



6406 
13520 
28399 

OJ990311_14. 9819.Cl.o3.ts 
15292 
none 

15292. .15342, 15292 
15507. .15683, 15514 



6406 
13520 
28399 
OJ990311 
15688 
none 
15688 
16182 
16416 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15375, 15337. .15405, 15352 
15681 



OJ990311 14. 9819. CI 



28839 

TBLASTX : Soybean 
15683 
57 

15405, 



14.9819.Cl.ol.ts 



15777, 
16331, 
16508 



15693. 
16182. 



,15773, 
16331, 



Seq. ID OJ990311_14.9819.C1 

Strand 
1 End 28839 

Method TBLASTX : Soybean 

End 16508 

Score 89 
15866. .16069, 15876 .. 16067, 
16186. .16335, 16411 .. 16506, 



Seq. No. 6406 
Gene No. 13520 
Start 28399 

Name OJ990311_14 . 981? .CI .o4 . tm 

Start 16400 
GI none 
Exons 16400. 

16609. 

16910. 



.16528, 16416. 
,16773, 16758. 
,17029 



,16541, 
,16823, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16417 

16770 



OJ990311 14'.9819.C1 



28839 

TBLASTX: Maize 
17030 
164 

16530, 16608. .16772, 
16820, 16896. .17030, 



Seq. No. 6406 

Gene No. 13520 

Start 28399 

Name OJ990311_14 . 9819 .CI . o4 . ts 

Start 16983 

GI none 
Exons 



Seq. ID OJ990311_14.9819.C1 



Strand 
End 

Method 

End 

Score 



28839 

TBLASTX : Soybean 

17370 

73 



16983. .17066, 16984 .. 17064 , 17179 . . 17259., 17179 .. 17370, 
17303.. 17356 - 



6714 



Seq, No. 


6406 




Seq. ID 


OJ990311_14.9819 


.CI 




11520 




Strand 






Start 


28399 




End 


28839 




Name 


OJ990311 14. 9819. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


17219 




End 


17661 




GI 


none 




Score 


386 




Exons 


17219. .17488, 17220. 


.17660, 


17221. .17661, 17221.. 17661 




Seq. No. 


6406 




Seq. ID 


OJ990311_14.9819 


.CI 


Gene No. 


13520 




Strand 






Start 


28399 




End 


28839 




Name 


OJ990311 14. 9819. CI. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


18035 




End 


18512 




GI 


none 




Score 


65 




Exons 


18035. .18070, 18037. 


.18072, 


18083. .18460, 18160 18510, 






18168. .18230, 18169. 


.18510, 


18171. .18512, 18173.. 18511 









Can TD 


O.TQQ011 1 14 Qftl Q n 


Gene No. 


13520 


Strand 




Start 


28399 


End 


28839 


Name 


OJ990311 14 .9819.Cl.o5.tm 


Method 


TBLASTX: Maize 


Start 


18961 


End 


19095 


GI 


none 


Score 


136 


Exons 


18961. .19095, 18968.. 19087 






Seq. No. 


6406 


Seq. ID 


OJ990311_14 .9819. CI 


Gene No. 


13520 


Strand 




OLai I. 




End 


28839 


Name 


OJ990311 14.9819.Cl.o5.gs 


Method 


GENSCAN 


Start 


28399 


End 


28839 


GI 


none 


Score 


.96 


Exons 


28399. .28839 






Seq. No. 


6407 


Seq. ID 


OJ990311_14 .9819.C2 


Gene No. 


13521 


Strand 


+ 


Start 


448 


End 


756 


Name 


OJ990311 14.9819.C2.ol.gs 


Method 


GENSCAN 


Start 


448 


End 


756 


GI 


none 


Score 


.94 


Exons 


448.. 756 






Seq. No. 


6407 


Seq. ID 


OJ990311_14.9819.C2 


Gene No. 


13522 


Strand 


+ 


Start 


2177 


End 


14057 


Name 


OJ990311 14.9819.C2.o2.gs 


Method 


GENSCAN 


Start 


2177 


End 


14057 


GI 


none 


Score 


.42 


Exons 


2177.. 2182, 3001.. 3136, 3545 


..3722, 44 


12. .4486, 4564. .4823, 




4873.. 5058, 5156.. 5354, 6136 


..6596, 7032. .7218, 10925. .1115 




11246. .11590, 11703. .11756, 


12654. .12790, 13546.. 14057 


Seq. No. 


6407 


Seq. ID 


OJ990311_14.9819.C2 


Gene No. 


13522 


Strand 


+ 


Start 


2177 


End 


14057 


Name 


OJ990311 14 .9819.C2.ol.gp 


Method 


AAT/GAP 


Start 


10819 


End 


11377 


GI 


none 


Score 


799 



6715 



Exons 



10819. .11158, 11246.. 11377 



OCCJ . ViO , 


Oft u / 




Seq. ID 


OJ990311_ 


1 A QQ1 Q 
1ft • 7ol3. 




Gene No. 


13522 




Strand 


+ 






Start 


2177 




End 


14057 






Name 


OJ990311 14. 9819. C2. 


ol .np 


Method 


AAT/NAP 






Start 


10926 




End 


11775 






GI 


4887012 




Score 


295 






Exons 


10926. .11089, 11246. 


.11297, 


11346. .11590, 11703. 


.11775 




GI Descrip. 


(AF123504) Nt-iaa2.3 


i deduced protein [Nicotiana 


tabacum] 




Seq. No. 


6407 




Seq. ID 


OJ990311 


14.9819. 


C2 


bene lno . 


13522 




Strand 


+ 






Start 


2177 




End 


14057 






Name 


OJ990311 14. 9819. C2 . 


o2.gp 


Method 


AAT/GAP 






Start 


11321 


End 


12123 






GI • 


69892 1.R1084 




Score 


1303 






Exons 


11321. .11590, 11703. 


.12123 










GI Descrip. 


1 4887012/gb|AAD32142 


.1IAF123504 1 l.Oe- 


-25 (AF123504) Nt- 


■iaa2 




deduced protein [Nicotiana 


tabacum] 1 








Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 


Gene No. 


i r> c o "i 




Strand 


+ 






Start 


i / do y 




End 


18352 






Name 




o4 . gs 


Method 


GEN SCAN 






Start 


i /ooy 




End 


.18352 






GI 


none 




Score 


.84 






Exons 


1 /ooy . . loU Jl , lol4^. 


.18352 










oeq. no. 


0 ft U / 




Seq. ID 


OJ990311_ 


14.9819. 




Gene No. 


13524 




Strand 


+ 






Start 


33834 




End 


36707 






Name 


OJ990311 14. 9819. C2 . 


o6.gs 


Method 


GENSCAN 






Start 


33834 




End 


36707 






GI 


none 




Score 


.93 






Exons 


33834 . .34073, 34706. 


.34852, 


34960. .35134, 35524. 


.35600, 






35921. .35998, 36245. 


.36322, 


36419. .36478, 36573. 


.36707 




Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 


UCllC IV U . 


13524 




Strand 


+ 






Start 


33834 




End 


36707 






Name 


OJ990311 14. 9819. C2. 


o5 . gp 


Method. - 


AAT/GAP 






Start 


33914 




End 


35581 






GI 


uOosflcyp065h05al 




Score 


786 






Exons 


33914. .34073, 34706. 


.34845, 


34951. .35134, 35524. 


.35581 




GI Descrip. 


'3892048/gb|AAC78257 


.1IAAC78257 9.0e-16 (AC002330) putative 




tryptophan synthase 


alpha 1 


-like protein [Arabidopsis thaliai 


Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 


Gene No. 


13524 




Strand 


+ 






Start 


33834 




End 


36707 






Name 


OJ990311 14. 9819. C2. 


o3 .np 


Method 


AAT/NAP 






Start 


33999 


End 


36707 






GI 


3892048 




Score 


787 






Exons 


33999. .34073, 34706. 


.34852, 


34960. .35134, 35524. 


.35600, 






35921. .35998, 36245. 


.36322, 


36419. .36478, 36573. 


.36707 





GI Descrip. (AC002330) putative tryptophan synthase alpha 1-like protein 



6716 



[Arabidopsis thaliana] 

Seq. No. 6407 Seq. ID OJ990311_14 . 9819.C2 

Gene No. 13524 Strand + 

Start 33834 End 36707 

Name OJ990311_14 . 9819 . C2 . 06 . gp Method AAT/GAP 

Start 34704 End 35138 

GI uC-osflcyp065h05al Score 416 

Exons 34704. .34845, 34951.. 35138 

GI Descrip. ■ 3892048/gb | AAC78257 . 1 1 AAC78257 9.0e-16 (AC002330) putative 

tryptophan synthase alpha 1-like protein [Arabidopsis thaliana] ' 





OC^» IN vj . 






Seq. ID 


OJ990311_ 


14 Qft 1 Q 


CO 




Gene No. 


13525 




Strand 










Start 


14376 




End 


14939 








Name 


OJ990311 14. 9819. C2 


.o3.gs 


Method 


GENSCAN 








Start 


14376 




End 


14939 








GI 


none 




Score 


.78 








Exons 


14376. .14458, 14879 


. .14939 












Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 




Gene No. 


13526 




Strand 










Start 


19689 




End 


33239 








Name 


OJ990311 14. 9819. C2 


. o5 . gs 


Method 


GENSCAN 








Start 


19689 




End 


33239 






'"zJ 


GI 


none 




Score 


.67 






!t ' : 


Exons 


19689. .19772, 21728 


. .21880, 


22675. .22840, 22893. 


.23035, 




ru 




26058. .26129, 26845 


. .26919, 


27029. .27094, 27460. 


.27525, 








28204. .28284, 28385 


. .28483, 


28569. .28861, 30192. 


.30353, 




i . G 




32524. .32772, 33170 


. .33239 










SI 

w 


Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 


ru 


Gene No. 


13526 




Strand 










Start 


19689 




End 


33239 






i" 


Name 


OJ990311 14. 9819. C2 


.o2 .np 


Method 


AAT/NAP 








Start 


25902 




End 


28781 








GI 


3892050 




Score 


518 






;* ™ 


Exons 


25902. .26129, 26839 


. .26919, 


27029. .27094, 27460. 


.27525, 








28153. .28233, 28385 


. .28781 












GI Descrip. 


(AC002330) hypothetical protein [Arabidopsis thaliana] 




:- —5 


Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 




Gene No. 


13526 




Strand 










Start 


19689 




End 


33239 








Name 


OJ990311 14. 9819. C2 


. o3 . gp 


Method 


AAT/GAP 








Start 


26055 




End 


26555 








GI 


none 




Score 


990 








Exons 


26055. .26555 














Seq. No. 


6407 




Seq. ID 


OJ990311_ 


14.9819. 


C2 




Gene No. 


13526 




Strand 










Start 


19689 




End 


33239 








Name 


OJ990311 14. 9819. C2 


. o4 . gp 


Method 


AAT/GAP 








Start 


28422 




End 


28911 








GI . 


none 




Score 


762 








Exons 


28422. .28483, 28569 


. .28911 











6717 




Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


ijene ino . 


J. jD^ / 




o trana 






Start 


36581 




End 


36996 




Name 


OJ990311 14. 9819. C2 


.o7 .gp 


Method 


AAT/GAP 




Start 


36581 




End 


36996 




GI 


2311472 




Score 


742 




Exons 


36581. .36996 










Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


Gene No. 


13528 




Strand 






Start 


38448 




End 


38561 




Name 




. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10977 




End 


12107 




GI 


none 




Score 


34 




Exons 


10977. .11003, 11127 


. .11159, 


11243. .11299, 1124 4. .11297, 






11370. .11591, 11371 


. .11589, 


11376. .11591, 11697. .11750, 






11704. .11748, 11704 


. .11790, 


11902. .11931, 11982. .12107 




Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


Gene No/* 


13528 




Strand 






otan 


*5Q A AQ 
OO *± ft O 




End 


38561 




Name 


OJ990311 14. 9819. C2 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


11219 




End 


11757 




GI 


none 




Score 


91 




Exons 


11219. .11296, 11235 


. .11303, 


11370. .11468, 11374. .11469, 






11376. .11492, 11508 


. .11588, 


11704. .11757 




Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


Gene No. 


13528 




Strand 








JO fl *i O 




End 


38561 




Name 


OJ990311 14. 9819. C2 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


11229 




End 


11784 




GI 


none 




Score 


81 




Exons 


11229. .11303, 11247 


. .11291, 


11382. .11483, 11382. .114 68, 






11517. .11591, 11541 


. .11588, 


11704. .11754, 11704. .11784 




Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


Gene No". 


13528 




Strand 






o tar u 


"3 Q A A Q 




End 


38561 




Name 


OJ990311 14. 9819. C2 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


11397 




End 


11762 




GI 


none 




Score 


94 




Exons 


11397. .11480, 11485 


. .11589, 


11487. .11591, 11703. .117 62, 






11704 . .11760 










Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


Gene No . 






Strand 






Start 


38448 




End 


38561 




Name 


OJ990311 14. 9819. C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


25857 




End 


26091 




GI 


none 




Score 


204 




Exons 


25857. .26090, 25888 


. .26088, 


25917. .26090, '25918 .. 26091 




Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819 


.C2 


Gerie No. 


13528 




Strand 






Start 


38448 




End 


38561 




Name 


OJ990311 14. 9819. C2 


. o3 . ts 


Method 


TBLASTX: Soybean 





6718 





Start 


25897 




End 


27531 






GI 


none 




Score 


154 






Exons 


25897. .26109, 25917. 


.26126, 


25918. .26094, 25980 .. 2-6102, 








26857. .26928, 26871. 


.26921, 


27026. .27103, 27029. . 27097, 








27460. .27531 












Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819. 


C2 




Gene No. 


13528 




Strand 








Start 


38448 




End 


38561 






Name 


OJ990311 14. 9819. C2. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


34011 




End 


36894 






GI 


none 




Score 


75 






HiXons 


"34011 ^A1C\^ 


. jfi O D £ , 


34705. .348 


J57, 34705. .34851, 








34716. .34853, 34955. 


.35089, 


34956. .35135, 34 957 .. 35139, 








35516. .35602, 35517. 


.35603, 


35524. .35637, 35920 .. 35988, 








35921. .36004, 35922. 


.36005, 


36224. .36325, 36236 .. 36325, 








36418. .36477, 36419. 


.36481, 


36571. .36750, 36572 .. 36748, 








36809. .36871, 36814. 


.36894 










Seq. No. 


6407 




Seq. ID 


OJ990311_14 .9819. 


C2 




Gene No. 


13528 




Strand 








jLdlL 


*3ft A A ft 
O 0 ft ft O 




End 


38561 






Name 


OJ990311 14. 9819. C2. 


ol. ts 


Method 


TBLASTX : Soybean 




: : 


Start 


34703 




End 


35139 '* 




>>sr 


GI 


none 




Score 


230 






Exons 


34703. .34852, 34708. 


.34848, 


34714. .34854, 34725.-34853, 




Cn 

I s ! f 




34957. .35139," 34957. 


.35115, 


34959. .35135 




: 57 


Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819. 


C2 


!.J 


ucnc INO . 


1 JJiO 




Strand 






. =% 


Start 


38448 




End 


38561 




W 


Name 


OJ990311 14. 9819. C2. 


o2. tc 


Method 


TBLASTX: Cress 




ru 


Start 


34703 




End 


34854 




:> 


GI 


none 




Score 


234 




i* ^ 


Exons 


34703. .34852, 34708. 


.34851, 


34711. .34854 






Seq. No. 


6407 




Seq. ID 


OJ990311JL4.9819. 


C2 










• Strand 






■J 


Start 


38448 




End 


38561 






Name 


OJ990311 14. 9819. C2. 


o3. tc 


Method 


TBLASTX: Cress 






Start 


34977 




End 


35998 






GI 


none 




Score 


225 






Exons 


34977. .35135, 34978. 


.35139, 


35517. .35603, 35927.. 35998 






Seq. No. 


6407 




Seq. ID 


OJ990311_14.9819. 


C2 




Gene No. 


13528 




Strand 








Jlai t. 


"3ft A A ft 
j O ft ft O 




End 


38561 






Name 


OJ990311 14. 9819. C2 . 


o4 . ts 


Method 


TBLASTX: Soybean 






Start 


36221 




End 


36712 






GI 


none 




Score 


113 






Exons 


36221. .36322, 36268. 


.36318, 


36421. .36480, 36422 .. 36481, 








36566. .36712, 36570. 


.36647 










Seq. No. 


6407 




Seq. ID 


OJ990311_14 .9819. 


C2 




Gene No. 


13528 




Strand 








Start 


38448 




End - 


38561 






Name 


OJ990311 14. 9819. C2. 


o7 . gs 


Method 


GENSCAN 





6719 




Start 


38448 




End 


38561 


GI 


none 




Score 


.82 


Exons 


38448. .38561 






Seq. No. 


fid rift 

D4UO 




Seq. ID 


OJ990311_14.9819.C3 








Of r a n H 




Start 


?4? 




End 


406 


Name 






Method 


GENSCAN 


Start 


94? ~ 




End 


406 


GI 


none 




Score 


.57 


Exons 


242. .406 








Seq. No. 


6408 




Seq. ID 


OJ990311_14;9819.C3 


Gene No. 


13530 




Strand 


+ 


Start 


1026 




End 


8400 


Name 


\J\J Jil J. 1 




Method 


AAT/NAP 


Start 


1 0?6 ~~ 




End 


8400 


GI 






Score 


153 


Exons 


1 n?fi 1 04 6 


Q n 1 4 ftl 71 fi?ftft 


.8400 




GI Descrip. 






5 DNA methyltransf erase [Zea mays] 


Seq. No. 


6408 




Seq. ID 


OJ990311_14.9819.C3 


Gene No. 


13530 




Strand 


+ 


Start 


1026 




End 


8400 


Name 


OJ990311 14 


. 9819.C3.ol.np 


Method 


AAT/NAP 


Start 


2535 




End 


6487 


GI 


1783305 




Score 


601 


Exons 


2535. .2702, 


2745.. 2957, 4251. 


.4344, 4506. .4713, 5330. .5405, 




5495. .5620, 


6161. .6487 






GI Descrip. 


(D78609) bZIP protein [Oryza 


sativa] 




Seq. No. 


6408 




Seq. ID 


OJ990311_14.9819.C3 


Gene No. 


13530 




Strand 


+ 


O Lai L 


1026 




End 


8400 


Name 


OJ990311 14 


. 9819.C3.o2.gs 


Method 


GENSCAN 


Start 


2535 




End 


6544 


GI 


none 




Score 


.9 


Exons 


2535. .2957, 


3897.. 3929, 4251. 


.4344, .4506. .4713, 5330. .5405, 




5495. .5620, 


6161. .6544 






Seq. No. 


6408 




Seq. ID 


OJ990311_14.9819.C3 - 


Gene No. 


13530 




Strand 


+ 


o l. a. J- c 


1026 




End 


8400 


Name 


OJ990311 14 


.9819.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


4489 




End 


5623 


GI 


none 




Score 


94 


Exons 


4489. .4617, 


4502.. 4606, 4634. 


.4678, 4635.-4688, 5327. .5407, 




5329. .5409, 


5329.. 5406, 5492. 


.5623, 5492. .5623 


Seq. No. 


6409 




Seq. ID 


OJ990311_14.9819.C4 


Gene No. 


13531 




Strand 


+ 


Start 


572 




End 


2566 


Name 


OJ990311 14 


.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


572 




End 


2270 


GI 


none 




Score 


. .82 


Exons 


572. .754, 993. .1234, 1375. .1*398, 1636. 


.1777, 1908.. 1930, 




. 2166. .2270 









6720 



Seq. No. 6409 Seq. ID 

Gene No. 13531 Strand 

Start 572 End 

Name OJ990311_14 . 98 1 9 . C4 . ol . gp Method 

Start 1024 End 

GI none Score 

Exons 1024.. 1310, 2166.. 2566 



OJ990311_14.9819.C4 
+ 

2566 
AAT/GAP 
2566 
1301 



Seq. No. 6409 

Gene No. 13532 

Start 15889 

Name OJ990311_14 . 9819 . C4 . o5 . gs 

Start 15889 

GI none 

Exons 15889. .16007, 16112 164 65, 
19749. .19879 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_14.9819.C4 
+ 

19879 
GENSCAN 
19879 
.7 



16467. .16591, 16721 .. 16831 , 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n GI 
:= z Exons 

m 

ru 

p Seq. No. 
i\~s Gene No. 
Start 
Name 
Start 
GI 

Exons 



-6409 



■is? 

rii 



''J 



GI Descrip. 



13533 
2889 

OJ990311JL4 . 98 1 9 . C4 . o2 . gs 

2889 . 

none 



Seq. ID OJ990311_14.9819.C4 



Strand 

End 8706 
Method GENSCAN 
End 8368 
Score .78 

2889. .3041, 3262. .3399, 4001. .4213, 4705. .4962, 5059. .5226, 
5432. .5497, 5723.-5824, 6161. .6221, 6407. .6471, 6551. .6608, 
6701.. 6818, 8077.. 8165, 8265. .8368 



6409 
13533 
2889 

OJ990311_14.9819.C4.ol.np 
5122 
6598487 

5122.. 5142, 6548.. 6608, 6701. 
7235.. 7345, 8223.. 8261 

(AC005770) putative guanylate binding protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311 14. 9819. C4 



8706 
AAT/NAP 
8261 
433 



,6818, 6912.. 6950, 7036.. 7105, 



□ Seq. No. 6409 Seq. ID 

; ; 3 Gene No. 13533 Strand 

~ Start 2889 End 

Name OJ990311JL4 . 9819. C4 . o2 . gp Method 

Start 6485 End 

GI 42393_1.R1084 Score 

Exons 6485.. 6509, 6552.. 6608, 6701.. 6854 
GI Descrip. 



OJ990311_14. 9819.C4 

8706 
AAT/GAP 
6854 
276 



, 4585903/gb|AAD25565.1|AC007133_7 9.0e-21 (AC007133) putative 
guanylate binding protein [Arabidopsis thaliana] 1 



Seq. No. 6409 

Gene No. 13533 

Start 2889 

Name OJ990311_14 . 9819 . C4 . o3 . gp 

Start 7258 

GI none 

Exons 7258.. 7337, 8265.. 8706 



Seq. ID OJ990311_14 . 9819.C4 
Strand 

End 8706 

Method AAT/GAP 

End 8706 

Score 985 



6721 






Seq. No. 


6409 


Seq. ID 


OJ990311_14 .9819.C4 




Gene No . 


13534 


Strand 






Start 


10960 


End 


12947 




Name 


OJ990311 14.9819.C4.o3.gs 


Method 


GENSCAN 




Start 


10960 


End 


12947 




GI 


none 


Score - 


.68 




Exons 


10960. .11079, 11898. .11959, 


12335. .12393, 12931.. 12947 




Seq. No. 


6409 


Seq. ID 


OJ990311 14 9819 C4 




Gene t 


13535 


Strand 






Start 


14141 


End 


15931 




Name 


OJ990311 14 . 9819.C4 .o4 .gp 


Method 


AAT/GAP 




Start 


13913 


End 


14444 




GI 


none 


Score 


980 




Exons 


13913. .14444 








Seq. No. 


6409 


Seq. ID 


OJ990311_14.9819.C4 




Gene No . 


13535 


Strand 






Start 


14141 


End 


15931 




Name 


OJ990311 14. 9819.C4 ,o4 .gs 


Method 


GENSCAN 




Start 


14141 


End 


15523 




GI 


none 


Score 


.84 




Exons 


14141. .14422, 14437. .14768, 


14855. .15047, 15125. .15523 


; S= J 


Seq. No. 


6409 


Seq. ID 


OJ990311_14.9819.C4 


hJ 


Gene No. 


13535 


Strand 




Til 


Start 


14141 


End 


15931 


ry 


Name 


OJ990311 14.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


14401 


End 


15931 


i\! 


GI 


4585901 


Score 


424 




Exons 


14401. .14768, 14855. .15079, 


15202. .15455, 15850. .15931 




GI Descrip. 


(AC007133) hypothetical protein [Arabidopsis thaliana] 


i y 


Seq. No. 


6409 


Seq. ID 


OJ990311_14.9819.C4 


=3. 


Gene No. 


13535 


Strand 






Start 


14141 


End 


15931 




Name 


OJ990311 14.9819.C4.o5.gp 


Method 


AAT/GAP 




Start 


14852 


End 


15156 




GI 


uC-osflM202062allbl 


Score 


386 




Exons 


14852. .15047, 15125.. 15156 






i* 


GI Descrip. 


, 585217"2/emb ICAB55410.il 4. 


0e-ll (AL117265) zhb0002.1 [Oryza 






sativa] ' 








Seq. No. 


6409 


Seq. ID 


OJ990311_14.9819.C4 




Gene No . 


13536 


Strand 






Start 


20162 


End 


24029 




Name 


OJ990311 14.9819.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


1181 


End 


1310 




GI 


none 


Score 


202 




Exons 


1181.. 1309, 1182.. 1310 








Seq. No. 


6409 


Seq. ID 


OJ990311_14.9819.C4 




Gene No. 


13536 


Strand 






Start 


20162 


End 


24029 




Name 


OJ990311 14.9819.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


2960 


End 


6225 




GI 


none 


Score 


77 



6722 






Exons 


2960. .3058, 


2981. 


.3058, 


3127. 


.3405, 3128. .3406, 3342. .3407, 






3998. .4213, 


4002. 


.4205, 


4003. 


.4206, 4702. .4965, 4702. .4962, 






4704. .4964, 


5053. 


.5229, 


5060. 


.5149, 5068.. 5229, 5432.. 5497, 






5441. .5500, 


5570. 


.5605, 


5583. 


.5615, 5714.. 5782, 5718.. 5780, 






5721. .5783, 


6159. 


.6221, 


6162. 


.6224, 6163.. 6225 




Seq. No. 


6409 








Seq. ID 


OJ990311 14.9819 C4 






13536 








Strand 






Start 


20162 








End 


24029 




Name 


OJ990311 14 


.9819. 


C4.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3245 








End 


4099 




GI 


none 








Score 


118 




Exons 


3245. .3400, 


3247. 


.3423, 


3998. 


.4099 






Seq. No. 


6409 








Seq. ID 


OJ990311_14.9819.C4 




Gene No. 


13536 








Strand 






Start 


20162 








End 


24029 




Name 


OJ990311 14 


.9819. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4040 








End 


4939 




GI 


none 








Score 


157 




Exons 


4040. .4213, 


4041. 


.4205, 


4041. 


.4220, 4700. .4936, 4702. .4935, 






4702. .4938, 


4829. 


.4939 








□ 


Seq. No. 


6409 








Seq. ID 


OJ990311_14.9819.C4 




Gene No. 


13536 








Strand 






Start 


20162 








End 


24029 




Name 


- OJ990311 14 


.9819. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 


Fy 


Start 


4738 








End 


5100 




GI 


none 








Score 


42 


L U 


Exons 


4738. .4962, 


4758. 


.4796, 


4833. 


.4964, 4838.-4963, 4855. .4965, 


i"^ 




5053. .5100, 


5060. 


.5098 








u : s 
: LI 


Seq. No. 


6409 








Seq. ID 


OJ990311_14 . 9819. C4 


is 


Gene No. 


13536 








Strand 




.3 =1 


Start 


20162 








End 


24029 




Name 


OJ990311 14 


.9819. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4837 








End 


5498 


j: A 


GI 


none 








Score 


137 


u ii 


Exons 


4837. .4962, 


4838. 


.4963, 


4839. 


.4964, 4840.. 4965, 5053. .5118, 






5083. .5229, 


5432. 


.5497, 


5436. 


.5498 




Q 


Seq. No. 


6409 








Seq. ID 


OJ990311_14.9819.C4 




Gene No. 


13536 








Strand 






Start 


20162 








End 


24029 




Name 


OJ990311 14 


. 9819. 


C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


6407 








End 


6930 




GI 


none 








Score 


90 




Exons 


6407. .6469, 


6409. 


.6471, 


■ 6545. 


.6610, 654 


:8..6610, 6549. .6611, 






6690. .6722, 


6691. 


.6750, 


6692. 


.6751, 6696. .6770, 6700. .6783, 






6701. .6769, 


6781. 


.6822, 


6907. 


.6930 






Seq. No. 


6409 








Seq. ID 


OJ990311_14.9819.C4 




Gene No. 


13536 








Strand 






Start 


20162 








End 


24029 




Name 


OJ990311 14 


.9819. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


: 14489 








End 


15032 




GI 


none 








Score 


157 



6723 



Exons 



14489. .14686, 14494 .. 14709, 14 497 . . 14745 f 14853. .15032 



Seq. No. 6409 

Gene No. 13536 

Start 20162 

Name OJ990311_14 . 9819 .C4 .o2 . tc 

Start 14500 

GI none 
Exons 



Seq. ID OJ990311_14. 9819. C4 
Strand 

End 24029 

Method TBLASTX : Cress 

End 15050 

Score 88 



14500. .14574, 14501 .. 14581, 1464 1 .. 14745, 14850 .. 14 972, 
14958. .15050 



Seq. No. 6409 

Gene No. 13536 

Start . 20162 

Name ■** " OJ990311_14 . 9819.C4 .o2. tm 

Start 14611 

GI none 
Exons 



Seq. ID OJ990311_14.9819.C4 
Strand 

End 24029 

Method TBLASTX: Maize 

End 15050 

Score 77 



14611. .14739, 14615. .14686, 14 62 6 .. 14 709, 14734 .. 14 772, 
14853. .15050 



Seq. No. 

Gene No. 

Start 
==% Name 
l *i Start 

si! Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6409 

13536 

20162 

OJ990311_14 . 9819. C4 . ol . tw 

14662 

none 



Seq. ID OJ990311_14. 9819.C4 
Strand 

End 24029 

Method TBLASTX : Wheat 

End 15054 

Score 68 



14662. .14709, 14662 .. 14772, 147 93 .. 14 8 67 , 14 850 .. 15053, 
14854.. 15054 



6409 

13536 

20162 

OJ990311_14. 98 19. C4 .06. gs 

20162 

none 



Seq. ID OJ990311_14.9819.C4 
Strand 

End 24029 

Method GENSCAN 

End 24021 

Score .4 



20162. .20202, 20912 .. 20999, 22191 .. 22315, 22781 .. 22918, 
23781. .24021 



Seq. No. 6409 

Gene No. 13536 

Start 20162 

Name OJ990311_14 . 9819.C4 ,o6.gp 

Start 22128 

GI . 427610 

Exons 22128. .22178, 22203.. 22415 

GI Descrip. 5852172/emb | CAB55410 . 1 | 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



Seq. ID OJ990311_14.9819.C4 
Strand 

End 24029 

Method AAT/GAP 

End 22415 

Score 409 



Seq. No. 6409 

Gene No. 13536 

Start 20162 

Name OJ990311_14 . 9819 ,C4 . o4 .np 

Start 23769 

GI 6907106 

Exons 23769.. 24029 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990311_14.9819.C4 
Strand 

End 24029 

Method AAT/NAP 

End 24029 

Score 264 



6724 



Seq. No. 6410 Seq. ID 

Gene No. 13537 Strand 

Start 1 End 

Name 0 J9 90 3 1 1_1 4 . 9 8 1 9 . C 6 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1..53, 517.. 580, 713.. 736 

GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990311_14.9819.C6 
+ 

736 

AAT/NAP 
736 
44 



u 

a. 

m 



□ 
□ 



Seq. No. 


6410 


Seq. ID 


OJ990311_14 .9819.C6 


Gene No. 


13537 


Strand 


+ 


Start 


1 


End 


736 


Name 


OJ990311 14.9819.C6.ol.gs 


Method 


GENSCAN 


Start 


521 


End 


580 


GI 


none 


Score 


.94 


Exons 


521. .580 






Sea. No. 


6411 


Seq. ID 


OJ990311_14.9819.C7 


Gene No. 


13538 


Strand 


+ 


Start 


1 


End 


715 


Name 


OJ990311 14.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


715 


GI 


2498930' 


Score 


1142 


Exons 


1..715 - 






GI Descrip. 


DORSAL-VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) Sog [Drosophila melanogaster] 


Seq. No. 


6411 


Seq. ID 


OJ990311_14.9819.C7 


Gene No. 


13538 


Strand 


+ 


Start 


1 


End 


715 


Name 


OJ990311 14.9819.C7.ol.gs- 


Method 


GENSCAN 


Start 


19 


End 


660 


GI 


none 


Score 


.64 


Exons 


19. .660 






Sea No 


6412 


Seq. ID 


OJ990311 14. 9819. C8 


Gene No. 


13539 


Strand 


+ 


Start 


1 


End 


731 


Name 


OJ990311 14.9819.C8.ol.np 


Method 


AAT/NAP 


Start 


1 - 


End 


731 


GI 


4505631 


Score 


1187 


Exons 


1..731 






GI Descrip. 


protocadherin 1 (cadherin- 


like 1) gi|387675 (L11370) 




protocadherin 42 [Homo sapiens] 




Seq. No. 


6412 


Seq. ID 


OJ990311_14.9819.C8 


Gene No. 


13539 


Strand 


+ 


Start 


1 


End 


731 


Name 


OJ990311 14.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


58 


End 


709 


GI 


none 


Score 


.59 


Exons 


58. .709 






Seq. No. 


6413 


Seq. ID 


OJ990311_14.9819.C9 


Gene No. 


13540 * 


Strand 


+ 



6725 




Start 


261 


End- 


662 






Name 


OJ990311 14.9819.C9.ol.gs 


Method 


GENSCAN 






Start 


261 


End 


662 






GI 


none 


Score 


.74 






Exons 


261. .329, 349. .433, 493. .662 










Seq. No. 


6414 


Seq. ID 


OJ990311_14. 


9819. 


C10 






c +- r onH 

uLI ctllvj 








Start 


472 


End 


608 






Name 


OJ990311 14.9819.C10.ol.gs 


Method 


GENSCAN 






Start 


472 


End 


608. 






GI 


none 


Score 


.63 






Exons 


472. .608 










Seq. No. 


6415 


Seq. ID 


OJ990311_14. 


9819. 


Cll 


>JC1 IC ViKJ . 




ULI CL11U. 








Start 


315 


End 


440 






Name 


OJ990311 14.9819.Cll.ol.gs 


Method 


GENSCAN 






Start 


315 


End 


440 






GI 


none 


Score 


.93 






Exons 


315. .440 

- 










Seq. No. 


6416 


Seq. ID 


OJ990311_14. 


9819. 


C12 


uCilC INU • 


1 ?S4 "3 


Oil dilU 








Start 


250 


End 


296 






Name 


OJ990311 14.9819.C12.ol.gs 


Method 


GENSCAN 






Start 


250 


End 


296 






GI 


none 


Score 


.93 






Exons 


250. .296 










Seq. No. 


6417 


Seq. ID 


OJ990311_15. 


9819. 


CI 


OCliC IN W • 


1 ^S4 4 


Oil cAilLi 


+ 






Start 


342 


End 


771 






Name 


OJ990311 15-9819-Cl.ol.gs 


Method 


GENSCAN 






Start 


342 


End 


771 






GI 


none 


Score 


.83 






Exons 


342. .380, 664. .771 










Seq. No. 


6418 


Seq. ID 


OJ990311_15. 


9819. 


C2 


Gene No. 


13545 


Strand 


+ 






Start 


1076 


End 


1549 






Name 


OJ990311 15 9819 C2 ol cm 


Mpt hod 


AAT/GAP 






Start 


1076 


End 


1549 






GI 


48882 1.R1084 


Score 


907 






Exons 


1076. .1549 










GI Descrip. 


f 5091597/gb|AC007858. 1 1 10A19I 


7.0e-31 


Oryza sativa 


chromosome 




BAC 10A19I, complete sequence 1 










Seq. No. 


6418 


Seq. ID 


OJ990311_15. 


9819. 


C2 




13546 


Strand 








Start 


223 


End 


1539 






Name 


OJ990311 15.9819.C2.ol.gs 


Method 


GENSCAN 






Start 


223 


End 


1539 






GI 


none 


Score 


.54 






Exons 


223. .445, 1201. .1348, 1453. .1539 








Seq. No. 


6418 


Seq. ID 


OJ990311_15. 


9819. 


C2 



6726 





1 JJ4 / 










Start 


" 1646 


End 


2119 






Name 


OJ990311 15.9819.C2.o2.gs 


Method 


GENSCAN 






Start 


1646 


End 


2119 






GI 


none 


Score 


.49 






Exons 


1646.. 1719, 2065.. 2119 










Seq. No. 


6419 


Seq. ID 


OJ990311 


JL5.9819. 


C5 


Gene No. 


13548 


Strand 


+ 






Start 


1 


End 


1262 






Name 


. OJ990311 15.9819.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1262 






GI 


4505631 


Score 


1377 






Exons 


1..1014, 1237.. 1262 










GI Descrip. 


protocadherin 1 (cadherin- 


like 1) gi I 


387675 (L11370) 






protocadherin 42 [Homo sapiens] 








Seq. No. 


6419 


Seq. ID 


OJ990311_ 


_15.9819. 


C5 


UCllC 1NL/ . 


13548 


Strand 


+ 






Start 


1 


End 


1262 






Name 


OJ990311 15.9819.C5.ol.gs 


Method 


GENSCAN 






Start 


50 


End 


803 






GI 


none 


Score 


.55 






Exons 


50. .803 










Seq. No. 


6420 


Seq. ID 


OJ990311 


JL5.9819. 


C6 


Gene No. 


13549 


Strand 


+ 






Start 


14357 


End 


19008 






Name 


OJ990311 15.9819.C6.o3.gs 


Method 


GENSCAN 






Start 


14357 


End 


18830 






GI 


none 


Score 


.95 






Exons 


14357. .14551, 15473. .15682 


, 16401. .16463, 16545 


. .16618, 






17417. .17471, 17579. .17683 


, 17766. .17847, 18162 


. .18274, 






18429. .18830 











'is? 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6420 

13549 

14357 

OJ990311_15.9819.C6.o3.np 

14369 

3395938 

14369. .14551, 15473 .. 15682, 
16716. .16811, 17417. .17471, 
18162. .18274, 18429 .. 18572, 



Seq. ID 
Strand 
End 19008 
Method AAT/NAP 
End 19008 
Score 1174 
16401. .16463, 16545 
17576. .17683, 17766 
18886. .19008 



OJ990311_15.9819.C6 
+ 



16618, 
17847, 



(AF076924) polypyrimidine tract-binding protein homolog 
[Arabidopsis thaliana] 



6420 

13549 

14357 

OJ990311_15.9819.C6.o9.gp 
17813 

77048 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
17813. .17847, 18162 .. 18274 , 18429.. 18998 

1 3395938 6.0e-26 (AF076924) polypyrimidine tract-binding protein 
homolog [Arabidopsis thaliana] 1 



OJ990311_15.9819.C6 
+ 

19008 
AAT/GAP 
18998 
1252 



6727 




Seq. No. 


6420 


Seq. ID 


OJ990311_ 


15. 9819. C6 


Gene No. 


13550 


Strand 


+ 




Start 


24755 


End 


25072 




Name 


OJ990311 15.9819.C6.o4.np 


Method 


AAT/NAP 




Start 


24755 


End 


25072 




GI 


1223972 


Score 


566 




Exons 


24755. .25072 








GI Descrip. 


(U40814) unknown [Oryza sativa] 






Seq. No. 


6420 


Seq. ID 


OJ990311_ 


15. 9819. C6 


Gene No. 


13551 


Strand 


+ 




Start 


26480 


End 


26844 




Name 


OJ990311 15.9819.C6.o5.np 


Method 


AAT/NAP 




Start 


26480 


End 


26844 




GI 


6539585 


Score 


151 




Exons 


26480. .26658, 26790.. 26844 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


6420 


Seq. ID 


OJ990311_ 


15. 9819. C6 


Gene No. 


J. J J ~j c. 


Strand 






Start 


2370 


End 


12069 




Name 


OJ990311 15 9819 C6 ol on 


Method 


AAT/GAP 




Start 


2194 


End 


2633 




GI 


43801 1.R1084 ■ 


Score 


597 




Exons 


2194.. 2435, 2540.. 2633 








GI Descrip. 


•4056477 1.0e-16 (AC005896) ; 


putative RNA binding protein 




[Arabidopsis thaliana] 1 








Seq. No. 


6420 


Seq. ID 


OJ990311_ 


15. 9819. C6 


Gene No. 


13552 


Strand 






Start 


2370 


End 


12069 




Name 


OJ990311 15.9819.C6.o2.gs 


Method 


GENSCAN 




Start 


2370 


End 


11226 




GI 


none 


Score 


.67 




Exons 


2370.. 2435, 2540.. 2821, 3156 


..3257, 3682. .3995, 


7974. .8069, 




8495.. 8643, 9076.. 9134, 9216 


..9352, 9401. .9482, 


9569. .9826, 




9919.. 10341, 10654.. 11226 








Seq. No. 


6420 


Seq. ID 


OJ990311_ 


1-5. 98 19. C6 


Gene No. 


13552 


Strand 






Start 


2370 


End 


12069 




Name 


OJ990311 15.9819.C6.ol.np 


Method 


AAT/NAP 




Start 


2373 


End 


4097 




GI 


4056477 


Score 


597 




Exons 


2373.-2435, 2540.. 2821, 3156 


..3257, 3750. .4097 




GI Descrip. 


(AC005896) putative RNA-binding protein [Arabidopsis thaliana 


Seq. No. 


6420 


Seq. ID 


OJ990311_ 


15. 9819. C6 


Gene No. 


13552 


Strand 






Start 


2370 


End 


12069 




Name 


OJ990311 15.9819.C6.o2.gp 


Method 


AAT/GAP 




Start 


3857 


End 


4133 




GI 


none 


Score 


499 




Exons 


3857. .4133 








Seq. No. 


6420 


Seq. ID 


OJ990311_ 


15. 9819. C6 


Gene No. 


13552 


Strand 







6728 




Start 


2370 




End 


12069 




Name 


OJ990311 15.9819.C6.o4. 


gp 


Method 


AAT/GAP 




Start 


7578 




End 


8053 




GI 


none 




Score 


919 




Exons 


7578. .8053 










Seq. No. 


6420 




Seq. ID 


OJ990311_15. 


.9819.C6 














Start 


2370 




End 


12069 




Name 


OJ990311 15.9819.C6.o5. 


gp 


Method 


AAT/GAP 




Start 


8375 




End 


8862 




GI 


none 




Score 


582 




Exons 


8375. .8643, 8811. .8862 










Seq. No. 


6420 




Seq. ID 


OJ990311_15. 


.9819.C6 


Gene No. 


13552 




Strand 






Start 


2370 




End 


12069 






OJQQO^ll 15 9819 C6 06 




Method 


AAT/GAP 




Start 


8711 




End 


9302 




GI 


uC-osflm202104el0bl 




Score 


539 




Exons 


8711. .8883, 9076. .9134, 


9216 


. .9302 






GI Descrip. 


•4176420/dbj |BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










Seq. , No. 


6420 




Seq. ID 


OJ990311_15. 


.9819.C6 


Gene No. 


13552 




Strand 






Start 


2370 




End 


12069 




Name 


OJ990311 15 9819 C6 o7 




Method 


AAT/GAP 




Start 


8792 




End 


9332 . - 




GI 


uC-osflm202104el0bl 




Score 


4 65 




Exons 


8792.. 8883, 9076. .9134, 


9216 


. .9332 






GI Descrip. 


M176420/dbj |BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










Seq. No. 


6420 




Seq. ID 


OJ990311_15. 


.9819.C6 


Gene No. 


13552 




Strand 






Start 


2370 




End 


12069 




Name 


OJ990311 15. 9819.C6.o2. 


np 


Method 


AAT/NAP 




Start 


9267 




End 


11223 




GI 


5080792 




Score 


. 930 




Exons 


9267. .9482, 9569. .9826, 


9919 


..10122, : 


10186. .10341, 


10654. . 


GI Descrip. 


(AC007576) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


6420 




Seq. ID 


OJ990311_15, 


.9819.C6 


Gene No. 


13552 




Strand 






Start 


2370 




End 


12069 




Name 


OJ990311 15.9819.C6.o8. 


gp 


Method 


AAT/GAP 




Start 


10798 




End 


12069 




GI 


44258 1.R1084 




Score 


998 




Exons 


10798. .11229, 11943. .12069 









GI Descrip. • 5080792/gb | AAD39302 . 1 | AC007576_25 5.0e-23 (AC007576) Unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 6420 Seq. ID OJ990311_15 . 9819 . C6 

Gene No. 13553 Strand 

Start 26573 End 27163 

Name OJ990311 15 . 9819 . C6 . o2 . tm ' Method TBLASTX: Maize 



6729 



Lj 2 



o u ax. u 










PnH I960 




GI 


none 








Score 91 




Exons 


2352. .2435, 


2362. 


.2430, 


2364. 


.2435, 2365. .2448, 


2536. .2625, 




2540. .2749, 


2540. 


.2785, 


2561. 


.2617, 2677. .2766, 


2744. .2833, 




2760. .2819, 


3153. 


.3227, 


3159. 


.3260, 3160.. 3255, 


3163. .3231, 




3165. .3233 












Seq. No. 


6420 








Seq. ID OJ990311 


_15.9819.C6 


Gene No. 


13553 








Strand 




Start 


26573 








End 27163 




Name 




qqi q 






Lie: L 1 1 wv-l 1 OXxriO 1 A • 


Cres s 


Start 


2370 








End 3843 




GI 


none 








Score 65 




Exons 


2370. .2435, 


2383. 


.2481, 


2538. 


.2744, 2540. .2743, 


2543. .2719, 




2543. .2731, 


2562. 


.2732, 


2759. 


.2815, 2760. .2819, 


3154 . .3258, 




3156. .3266, 


3159. 


.3260, 


3745. 


.3843, 3747. .3842 




Seq. No. 


6420 








Seq. ID OJ990311 


_15.9819.C6 


Gene No. 


13553 








Strand 




Start 


26573 








End 27163 




Name 




J o x • 


\-r\J • U J • 




Mpi-hnH TRT A^TY • 

Lit! L.1 1 DiinO 3l£\ • 




Start 


2382 








End 3843 




GI 


none 








Score 63 




Exons 


2382. .2435, 


2543. 


.2659, 


2543. 


.2731, 2558.. 2659, 


2562. .2732, 




2654. .2818, 


2657. 


.2734, 


2657. 


.2749, 2778. .2819, 


3154 . .3258, 




3156. .3260, 


3156. 


.3266, 


3159. 


.3260, 3745. .3843, 


3747. .3842 


Seq. No. 


6420 








Seq. ID OJ990311 


_15.9819.C6 


UCllC ln u . 


1JJJJ 








Strand 




Start 


26573 








End 27163 




Name 


OJ990311 15. 


9819. 


C6.o3. 


tw 


Method TBLASTX : Wheat 


Start 


2391 








End 3260 




GI 


none 








Score 60 




Exons 


2391. .2438, 


2543. 


.2731, 


2544 . 


.2723, 3159. .3260, 


3160. .3255 


Seq. No. 


6420 








Seq. ID OJ990311 


_15.9819.C6 


Gene No. 


13553 








Strand 




Start 


26573 








End 27163 




Name 


OJ990311 15. 


9819. 


C6.ol. 


tm 


Method TBLASTX: 


Maize 


Start 


8343 








End 11092 




GI 


none 








Score 89 




Exons 


8343. .8483, 


8349. 


.8450, 


8356. 


.8451, 8464. .8532, 


8497. .8523, 




8504. .8533, 


8527. 


.8556, 


8528. 


-.8557, 8531.. 8560, 


8555. .8617, 




8556. .8615, 


8564. 


.8632, 


8565. 


.8645, 8566. .8637, 


8637. .8672, 




ftfifin ft7m 

OuUUi .o / u i , 


8672. 


.8701, 


8673. 


.8708, 8808. .8882, 


8809. .8898, 




8824. .8883, 


9071. 


.9139, 


9074. 


.9136, 9212. .9304, 


9214. .9294, 




9297. .9485, 


9298. 


.9483, 


9298. 


.9486, 9566. .9829, 


9600. .9842, 




9602. .9748, 


9618. 


.9827, 


9919. 


.9966, 9920. .9967, 


9946. .10341, 




9947. .9994, 


9970. 


.10344 


, 10059. .10358, 10636. .10689, 




10642. . 10812 


:, 10961.. 11092 






Seq. No. 


6420 








Seq. ID OJ990311 


__15. 9819.C6 


Gene No. 


13553 








Strand 




Start 


26573 








End 27163 




Name 


OJ990311 15. 


9819. 


C6.ol. 


ts 


Method TBLASTX : Soybean 


Start 


9300 








End 11187 




GI 


none 








Score 126 





6730 



=2. 

m 



•4 

hi, 



.: is. 



Exons 


9300. . 


9485, 


9301. .9495, 9565. .9828, 9566. .9829, 


9566. .9727, 




9618. . 


9827, 


9623.. 9748, 9623.. 9721, 9910.. 10209, 9946.. 


10191, 




9951. . 


10211, 


10058. .10195, 


10138. .10341, 10247. 


.10345, 






10645. 


.10737 


, 10645. .10839, 


10646. .10738, 10654 


. .10803, 






10783. 


.10842 


, 10831. .11115, 


10880. .11116, 11134 


. .11187 




Seq. No. 


6420 






Seq. ID 


OJ990311 


_15.9819 


.C6 


Gene No. 


13553 






Strand 








Start 


26573 






End 


27163 






Name 


OJ990311 15. 


9819.C6.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


9566 






End 


10785 






GI 


none 






Score 


81 






Exons 


9566. . 


9823, 


9584. .9715, 9621. .9725, 9759. .9809, 


10639. . 


10785 


Seq. No. 


6420 






Seq. ID 


OJ990311 


_15.9819 


.C6 


Gene No. 


13553 






Strand 








Start 


26573 






End 


27163 






Name 


OJ990311 15. 


9819.C6.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


9623 






End 


10221 






.GI 


none 






Score 


144 






Exons 


9623. . 


9745, 


9711.. 9827, 9712.. 9828, 9713.. 9829, 


9746. .9829, 




9913. . 


10221, 


9919. .10221 










Seq. No. 


6420 






Seq. ID 


OJ990311 


_15.9819 


.C6 


Gene No. 


13553 






Strand 








Start 


26573 






End 


27163 






Name 


OJ990311 15. 


9819.C6.o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


10900 






End 


11223 






GI 


none 






Score 


170 






Exons 


10900. 


.11151 


, 10901. .11116, 


11134. .11184, 11188 


. .11223 




Seq. No. 


6420 






Seq. ID 


OJ990311 


_15.9819 


.C6 


Gene No. 


13553 






Strand 








Start 


26573 






End 


27163 






Name 


OJ990311 15. 


•9819.C6.o6. tm 


Method 


TBLASTX: 


Maize 




Start 


11092 






End 


11215 






GI 


none 






Score 


47 






Exons 


11092. 


.11214 


, 11093. .11128, 


11096. .11215, 11097 


. .11204, 






11183. 


.11215 












Seq. No. 


6420 






Seq. ID 


OJ990311 


JL5.9819 


.C6 


Gene No. 


13553 






Strand 








Start 


26573 






End 


27163 






Name 


OJ990311 15. 


9819.C6.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


14360 






End 


18275 






GI 


none 






Score 


251 






Exons 


14360. 


.14476 


, 14390. .14551, 


14392. .14550, 15475 


. .15702, 






15476. 


.15706 


, 16350. .16463, 


16389. .16478, 16400 


. .16459, 






16542. 


.16646 


, 16542. .16619, 


16713. .16811, 16714 


. .16812, 






16744. 


.16812 


, 17414. .17461, 


17415. .17462, 17564 


. .17686, 






17575. 


.17685 


, 17765. .17842, 


17765. .17851, 17766 


. .17843, 






17766. 


.17843 


, 18143. .18274, 


18145. .18270, 18161 


. .18274, 






18189. 


.18275 


, 18221. .18274 










Seq. No. 


6420 






.Seq. ID. 
.^traridT.; 


OJ990311 


_15.9819 


.C6 


Gene No. 


13553 












Start 


26573 






End 


27163 







6731 





Name 


OJ990311 15 9819 C6 


o2 . ts 


Method 


TBLASTX : 


y oil 






Start 


14390 




End 


17864 








GI 


none 




Score 


256 








Exons 


14390. .14551, 14390. 


.14476, 


15475. .15702, 15476 


. .15706, 








15533. .15712, 16389. 


.16478, 


16400. .16462, 16542 


. .16619, 








16714. .16797, 17766. 


.17864 












Seq. No. 


6420 




Seq. ID 


OJ990311 


_15.9819. 


C6 




Gene No. 


13553 




Strand 












26573 




End 


27163 








Name 


OJ990311 15. 9819. C6. 


o2. tw 


Method 


TBLASTX: 


Wheat 






Start 


14390 




End 


15568 








GI 


none 




Score 


241 








Exons 


14390. .14551, 14390. 


.14476, 


14392. .14550, 15475 


. .15567, 








15476. .15568 














Seq. No. 


6420 




Seq. ID 


OJ990311 


_15.9819. 


C6 




Gene No. 


13553 




Strand 










O Lai L 


26573 




End 


27163 








Name 


OJ990311 15. 9819. C6. 


o4 . tm 


Method 


TBLASTX : 


Maize 






Start 


14390 




End 


15682 








GI 


none 




Score 


271 








Exons 


14390. .14551, 14390. 


.14476, 


14392. .14550, 15476 


. .15682, 




* 1 

* — 




15487. .15675 














Seq. No. 


6420 




Seq. ID 


OJ990311 


_15.9819. 


C6 


in 


Gene No. 


13553 




Strand 








s i i 


Start 


26573 




End 


27163 








Name 


OJ990311 15. 9819. C6. 


o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


15997 




End 


18274 








GI 


none 




Score 


77 








Exons 


15997. .16068, 16002. 


.16067, 


16058. .16096, 16067 


. .16096, 




y 




16326. .16463, 16400. 


.16465, 


16400. .16462, 16539 


. .16628, 








16541. .16621, 16716. 


.16811, 


16717. .16812, 16719 


. .16811, 








17415. .17462, 17576. 


.17*599, 


17763. .17£ 


J43, 18143 


. .18211, 








18227. .18274 












: S3 


Seq. No. 


6420 




Seq. ID 


OJ990311 


_15.9819. 


C6 




VJ "lid LN V^l » 


13553 




Strand 








3 


Start 


26573 




End 


27163 






«% 


Name" 


OJ990311 15. 9819. C6. 


o4 . ts 


Method 


TBLASTX: 


Soybean 






Start 


18143 




End 


18275 








GI 


none 




Score 


194 








Exons 


18143. .18-274, 18151. 


.18273, 


18201. .18275 








Seq. No. 


6420 




Seq. ID 


OJ990311 


- 

_15.9819. 


C6 




Gene No. 


13553 




Strand 










Start 


26573 




End 


27163 








Name 


OJ990311 15. 9819. C6. 


o5. tm 


Method 


TBLASTX: 


Maize 






Start 


18390 




End 


18720 








GI 


none 




Score 


142 








Exons 


18390. .18524, 18410. 


.18577, 


18428. .18526, 18581 


. .18625, 








18600. .18647, 18633. 


.18686, 


18636. .18707, 18637 


. .18720, 





18682. . 18708 



Seq.' No. 
Gene No. 



64-20 
13553 



-Seq. r ID 
Strand 



OJ990311 .15. 9819. C6 



6732 



Start 
Name 
Start 
GI 

Exons 



26573 End 

OJ99031 1_1 5 . 98 1 9 . C6 . o5 . gs Method 

26573 End 

none Score 



27163 
GENSCAN 
27163 
.52 



26573. .26658, 26926 .. 2704 9, 27055.. 27163 



ry 



ry 

\sit 



.'.Si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6421 
13554 
1 

OJ990311_15.9819.C7.o2.np 
1 

4505631 
1..23, 2740. .2990 

protocadherin 1 (cadherin-like 1) gi 1387675 (L11370) 
protocadherin 42 [Homo sapiens] 



Seq. ID OJ990311_15.9819.C7 



Seq. ID OJ990311_15.9819.C7 

Strand + 

End 2990 

Method AAT/NAP 

End 2990 

Score 14 6 



Strand 
End 



6421 
13554 
1 

OJ990311_15.9819.C7.ol.gs 
4 35 End 
none Score 
435. .437, 699. .862, 1434. .1746 • 



+ 

2990 



Method GENSCAN 
1746 
.89 



Seq. ID OJ990311_15.9819.C7 

Strand + 

End 2990 

Method AAT/GAP 

End 14 64 

Score 770 



6421 
13554 
1 

OJ990311_15.9819.C7.ol.gp 
990 

LIB34 32-05 9-P1-K1-D8 
990. .1464 

1 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


6421 




Seq. ID 


OJ990311 


Gene No. 


13554 




Strand 


+ 


Start 


1 




End 


2990 


Name 


OJ990311 15 


.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


2296 




End 


2990 


GI 


4138916 




Score 


218 


Exons 


2296. .2419, 


2510.. 2628, 2964. 


.2990 




GI Descrip. 


(AF059489) 


expansin precursor 


[Lycopersicon esc 


Seq. No. 


6421 




Seq. ID 


OJ990311 


Gene No. 


13555 




Strand 




Start 


2023 




End . 


2754 


Name 


OJ990311 15 


.9819.C7.o2.gs 


Method 


GENSCAN 


Start 


2023 




End 


2754 


GI 


none 




Score 


.58 


Exons 


2023. .2093, 


2261.. 2387, 2539., 


.2754 




Seq. No. 


6422 




Seq. ID 


OJ990311 


Gene No. 


13556 




Strand 


+ 


Start 


1 




End 


862 


Name ... 


OJ990311 15 


.9819.C8.ol.np 


Method 


AAT/NAP 


Start ^ ; 


.1 " 




End ' ' 


'862 - 


GI 


3461833 




Score 


566 



6733 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1.-180, 550.. 862 

(AC004138) putative expansin [Arabidopsis thaliana] 



6422 

13557 

2276 

OJ990311_15.9819.C8.o2.gs 

2276 

none 

2276.-2373, 2823.. 2969, 3483. 
5304. .5418, 5964. .6092, 6179. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311_15.9819.C8 
+ 



7240 
GENSCAN 
6600 
.82 

3585, 3626.. 3772, 4628. 
6346, 6496.. 6600 



,4932, 



Seq. No. 6422 Seq. ID 

Gene No. 13557 Strand 

Start 2276 End 

Name OJ99031 1_15 . 9819 . C8 . ol . gp Method 

Start 6272 End 

GI 3763712 Score 

Exons 6272.. 6346, 7022.. 7240 

Seq. No. 6422 

Gene No. 13558 Strand 

Start 9312 End 

Name OJ990311_15 . 9819 . C8 . o2 . gp Method 

Start 9301 End 

GI none Score 
Exons 



OJ990311_15.9819.C8 

+ " 

7240 
AAT/GAP 
7240 
477 



Seq. ID OJ990311_15.9819.C8 
+ 

11467 
AAT/GAP 
10940 
745 



9301.. 9397, 10234. .10306, 10393 .. 10421, 10527 .. 10650, 
10843. .10940 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6422 

13558 

9312 

OJ990311_15 . 98 19 . C8 . o3 . gs 

9312 

none 



Seq. ID OJ990311_15.9819.C8 

Strand + 

End 11467 

Method GENSCAN 

End 11467 

Score .89 



9312. .9397, 10234 .. 10306, 10393 .. 10421, 10527 .. 10650, 
11184. .11284, 11365.. 11467 



6422 
13559 
20463 

OJ990311_15.9819.C8.o6.gs 
20463 



Seq. ID OJ990311_15.9819.C8 



Strand + 
End .29114 
Method GENSCAN 
End 28805 
none Score . 8 

20463. .20564, 20629 .. 20704 , 20747 .. 20786, 21064 .. 21178, 
21281. .21484, 21716 .. 21844 , 21924 .. 22091, 22780 .. 22910, 
23S92..23682, 24438 .. 24538 , 25224 .. 25313, 27102 .. 27225, 
27754.-27864, 28480 .. 28580, 28673. .28805 



Seq. No. 6422 Seq. ID 

Gene No. 13559 Strand 

Start 204 63 End 

Name - OJ990311_15 . 9819 . C8 . o4 . gp Method 

Start 28662 End 

GI ,.,5667517 Score 

Exons ■ "* 28662.*. 29114 



OJ990311_15.9819.C8 
+ 

29114 
AAT/GAP 
29114 
732 



6734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6422 Seq. ID 

13560 Strand 

31483 End 

OJ990311_15.9819.C8.o6.gp Method 

31483 End 

LIB3432-040-P1-K1-G9 Score 



OJ990311_15.9819.C8 
+ 

32161 
AAT/GAP 
32161 
804 



31483. .31599, 31750 .. 31960, 32038.. 32161 
'5441877/dbj |BAA82375.1| 3.0e-18 (AP000367) Similar to 
glycogenin glucosyltransf erase (EC 2.4.1.186). (Z97341) [Oryza 
sativa] 1 



ru 



Con Mr\ 

o€q. no. 






Seq. ID 


OJ990311_ 


1 C QO 1 Q pp 

lJ . 3013 .LO 


Gene No. 


13561 




Strand 






Start 


11953 




End 


18450 




Name 


OJ990311 15. 9819. C8. 


o4 .gs 


Method 


GENSCAN 




Start 


11953 




End 


14080 




GI 


none 




Score 


.4 




Exons 


11953. .12009, 12147. 


.12292, 


12586. .13305, 13396. 


.14080 


Seq. No. 


6422 




Seq. ID 


OJ990311_ 


15. 9819. C8 


Gene No. 


13561 




Strand 






Start 


11953 




End 


18450 




Name 


nTQQn^ii 1 r Qoi q r"R 


o2 . np 


Method 


AAT/NAP 




Start 


12018 




End 


18450 




GI 


6466937 




Score 


2440 




Exons 


12018. .12121, 12561. 


.16738, 


16805. .16969, 18375. 


.18450 


GI Descrip. 


(AC011621) putative 


retroelement pol 


polyprotein 


[Arabidopsis 




thaliana] 










Seq. No. 


6422 




Seq. ID 


OJ990311_ 


15. 9819. C8 


Gene No. 


13561 




Strand 






Start 


11953 




End 


18450 




Name 


OJ990311 15. 9819. C8. 


o3.np 


Method 


AAT/NAP 




Start 


12595 




End 


17161 




GI 


3810596 




Score 


1096 




Exons 


12595. .13522, 14864. 


.15112,- 


' 15182. .16026, 16117. 


.16500, 




16585. .16768, 16875. 


.17161 








GI Descrip. 


(AC005398) putative 


retroelement pol 


polyprotein 


[Arabidopsis 




thaliana] 










Seq. No. 


6422 




Seq. ID 


OJ990311_ 


15. 9819. C8 


Gene No. 


13561 




Strand 






Start 


11953 




* End 


18450 




Name 


OJ990311 15. 9819. C8. 


o5 . gs 


Method 


GENSCAN 




Start 


14249 


End 


17801 




GI 


none 




Score 


.62 




Exons 


14249. .15579, 15817. 


.16044, 


16057. .16582, 16643. 


.16692, 




16780. .16923, 16925. 


.17240, 


17655.. 17801 





Seq. No. 6422 Seq. ID 

Gene No. 13562 Strand 

Start 25541 End 

Name OJ99031 1_15 . 981 9 . C8 . o3 . gp Method 

Start 25541 End 

GI 15361_2.R1084 Score 

Exons 25541. .25596 * ■ -f- 

GI Descrip. ' 451034 6/gb | AAD21435 . 1 1 5.0e-12 (AC006921) hypothetical protein 



OJ990311_15.9819.C8 

25596 
AAT/GAP 
25596 
80 



6735 






[Arabidopsis thaliana] ' 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819.C8 


Gene No. 


1 JODJ 




Strand 




Start 


30067 




End 


30681 


Name 


OJ990311 15.9819.C8.o7. 


gs 


Method 


GENSCAN 


Start 


30067 




End 


30681 


GI 


none 




Score 


.59 


Exons 


30067. .30681 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819.C8 


Gene No. 


13563 




Strand 




btart 


30067 




End 


30681 


Name 


OJ990311 15.9819.C8.o4. 


np 


Method 


AAT/NAP 


Start 


30123 




End 


30537 


GI 


5080796 




Score 


129 


Exons 


30123. .30161, 30232.. 30537 






GI Descrip. 


(AC007576) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


6422 




Seq. ID 


OJ990311 15. 9819. C8 


Gene No. 


13564 




Strand 




Start 


31234 




End 


314 67 


Name 


OJ990311 15 . 9819 . C8 . o5 . 


gp 


Method 


AAT/GAP 


Start 


31234 




End 


31467 


GI 


none 




Score 


408 


Exons 


31234. .31467 








Seq. No. 


6422 




Seq. ID 


OJ990311 15. 9819. C8 


Gene No. 


13565 




Strand 




Start 


31439 




End 


40917 


Name 


OJ990311_15. 9819.C8 ,o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


76 




End 


859 


GI 


none 




Score 


123 


Exons 


76. .168, 77. .175, 547.. 


612, 


548. .628, 


683..8S9, 691. .858 


Seq. No. 


6422 




Seq. ID 


OJ990311__15.9819.C8 


Gene No. 


13565 




Strand 




Start 


31439 




End 


40917 


Name 


OJ990311 15.9819.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


76 




End 


859 


GI 


none 




Score 


141 


Exons 


76. . 168, 77. .175, 547.. 


612, 


548. .628, 


683. .859, 691. :858 


Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819.C8 


Gene No. 


13565 




Strand 




Start 


31439 




End 


40917 


Name 


OJ990311 15.9819.C8.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


116 




End 


865 


GI 


none 




Score 


72 


Exons 


116. .175, 547. .612, 548 


..628, 680. .865 


, 691. .864 


Seq. No. 


6422 




Seq. ID 


OJ990311_15. 9819.C8 


Gene No. 


13565 




Strand 




Start 


31439 




End 


40917 


Name 


OJ990311 15.9819.C8.o6. 


ts 


Method . 


TBLASTX : Soybean 


Start 


5335 




End 


21478 • 


GI 


none 




Score 


91 



6736 



;. e 

en 
ru 



ru 



y 



Exons 


5335.. 5424, 5337 .. 54 44 , 5534 


..5728, 5555. .5674, 21076..; 


21174, 




21083. .21178, 21284 


. .21478 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


Gene No. 


13565 




Strand 








31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 


.o7. ts 


Method 


TBLASTX: Soybean 




Start 


6254 




End 


23648 




GI 


none 




Score 


75 




Exons 


6254.. 6337, 7036.. 7182, 7037 


..7180, 21999. .22097, 23503 


. .23646, 




23508. .23648 










Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


Gene No. 


13565 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 


.09. tm 


Method 


TBLASTX: Maize 




Start 


10232 

x \j c. -j 




End 


28799 




GI 


none 




Score 


109 






10232. .10360, 10519 


. .10644, 


10533. .10640, 10534. .10644, 






10837. .10953, 10844 


. .10954, 


10857. .10955, 11183 .. 11284, 






11184. .11279, 11185 


. .11280, 


11366. .11458, 11369. .11461, 






26804. .26893, 27076 


. .27216, 


27108. .27215, 27755 .. 27865, 






27756. .27866, 27758 


. .27877, 


28479. .28580, 28480 .. 28575, 






28671. .'28799, 28671 


. .28775 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 




13565 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


12575 




End 


13118 




GI 


none 




Score 


90 




Exons 


12575. .12760, 12576 


. .12725, 


12794. .13072, 12828.. 13118 




Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


UCllC IX ^ . 


13565 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12611 




End 


12787 




GI 


none 




Score 


94 




Exons 


12611. .12733, 12611 


. .12787 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8_ 




13565 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12794 




End 


13112 




GI 


none 




Score 


131 




Exons 


12794. .13072, 12825 


. .13112, 


12843. .13106 




Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


Gene No. 


13565 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13202 




End 


13834 




GI 


none 




Score 


160 




Exons 


13202. . 13468, 13221 


. .13466, 


13466. .13834, 13476.. 13748 





6737 




Seq. No. 


6422 




Seq. ID 


OJ9903ir 15.9819 


.C8 


uciie in (J ■ 


-L J «J O J 




' Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 . 


06. tw 


Method 


TBLASTX: Wheat 




Start 


13202 




End 


13579 




GI 


none 




Score 


62 




Exons 


13202. .13465, 13332. 


.13466, 


13463. .13579 




Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


VJC11C Vi\J . 


X «J J O J 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13430 




End 


13813 




GI 


none 




Score 


179 




Exons 


13430. .13465, 13463. 


.13813, 


13467. .13784 




Seq. No. 


6422 








.C8 




IJJUJ 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 . 


o3. tw 


Method 


TBLASTX : Wheat 




Start 


13667 




End 


14059 




GI 


none 




Score 


350 




Exons 


13667.. 14059 










Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


,C8 




JL J J O J 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


13835 




End 


14239 




GI 


none " 




Score 


135 




Exons 


13835. .14074, 14081. 


.14239 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


Gene No. 


13565 




Strand 






O IQi L. 






End 


40917 




Name 


OJ990311 15. 9819. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14255 




End 


14779 




GI 


none 




Score 


103 




Exons 


14255. .14545, 14271. 


.14465, 


14520. 14705, 14528 .. 14779, 






14637. .14765 










Seq. No. 


6422 


- 


Seq. ID 


OJ990311_15.9819 


,C8 


CZono \To 


1 ^RfiR 

IjJOJ 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14405 




End 


14803 




GI 


none 




Score 


240 




Exons 


14405. .14542, 14528. 


.14803 








Seq. No. 


6422 




Seq. ID 


OJ990311_15.9819 


.C8 


Gene No. 


13565 




Strand 






Start 


31439 




End 


40917 




Name 


OJ990311 15. 9819. C8. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


14528 




End 


14869 




GI 


none 




Score 


308 




Exons 


14528. .14869 











6738 




Seq. No. 


6422 




Seq. ID 


OJ990311 


_15.9819. 


C8 




IJJDJ 




Strand 








Start 


31439 




End 


40917 






Name 


OJ990311 15. 9819. C8. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


14798 




End 


15277 






GI 


none 




Score 


227 






Exons 


14798. .15277, 14805. 


.15269, 


14852. . 15271 






Seq. No. 


6422 




Seq. ID 


OJ990311 


_15.9819. 


C8 




1JJOJ 




Strand 








Start 


31439 




End 


40917 






Name 


OJ990311 15. 9819. C8 . 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


14852 




End 


15334 






GI 


none 




Score 


193 






Exons 


14852. .15334, 14892. 


.15230, 


14894. .15334 






Seq. No. 


6422 




Seq. ID 


OJ990311 


_15.9819. 


C8 




1JJUJ 




Strand 








Start 


31439 




End 


40917 






Name 


OJ990311 15. 9819. C8 . 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


14984 




End 


15298 






GI 


none 




Score 


77 






Exons 


14984. .15298,. 14985. 


.15272 










Seq. No. 


6422 




Seq. ID 


OJ990311 


_15.9819. 


C8 




IJJDJ 




Strand 








Start 


31439 




End 


40917 






Name 


OJ990311 15. 9819. C8. 


oil . tm 


Method 


TBLASTX: 


Maize 




Start 


30173 




End 


30504 






GI 


none 




Score 


131 






Exons 


30173. .30373, 30223. 


.30372, 


30466. .30504 






Seq. No. 


6422 




Seq. ID 


OJ990311 


_15.9819. 


C8 


Gene No. 


13565 




Strand 








Start 


31439 




End 


40917 






Name 


OJ990311 15. 9819. C8. 


08 .gs 


Method 


GENSCAN 






Start 


J -L 1 _ J Zf 




End 


40917 






GI 


none 




Score 


.76 






Exons 


31439. .31610, 31718. 


.31915, 


32019. .32218, 32299 


. .32412, 






32488.-32674, 33086. 


.33327, 


34428. .34526, 34607 


. .34834, 






34874. .34938, 35033. 


.35174, 


38320. .38473, 39712 


. .39882, 






40050. .40079, 40167. 


.40251, 


40621. .40684, 40776 


; .40917 




Seq. No. 


' 6422 




Seq. ID 


OJ990311 


JL5.9819. 


C8 


Gene No. 


13565 




Strand 








Start 


31439 




End 


40917 






Name 


OJ990311 15. 9819. C8. 


oS.np 


Method 


AAT/NAP 






Start 






End 


34810 






GI 


6730659 




Score 


1082 






Exons 


31448. .31609, 31718. 


.31915, 


32019. .32218, 32299 


. .32412, 






32488. .32624, 32707. 


.32817, 


33075. .33327, 34428 


. .34526, 






34607. .34810 












GI Descrip. 


• (AC007945) F28C11.9 


[Arabidopsis thaliana] 






Seq. No. 


6422 




Seq;' ID 


OJ990311 


_15.9819. 


C8 


Gene No. 


13565 




Strand - 








Start 


'31439 




End 


40917 







6739 



Name 

Start 

GI 

Exons 



OJ990311_15.9819.C8.ol.ts 

31460 

none 

31460. .31543, 31526 .. 31612, 

32012. .32239, 32021 .. 32221, 

32470. .32670, 32471 .. 32632, 

33076. .33165, 33076. . 33165, 

34428. .34526, 34429 .. 34527 , 



Method TBLASTX : Soybean 

End 34 651 

Score 70 
31765. .31917, 31787 .. 31891 , 
32308. .32415, 32324 .. 32407 , 
32658. .32819, 32705 .. 32818 , 
33145. .33312, 33164 .. 33322 , 
34604. .34651 



Seq. No. 6422 
Gene No. 13565 
Start 31439 

Name OJ990311_15 . 9819 . C8 . ol . tm 

Start 31461 
GI none 

Exons 31461. .31613, 314 66 .. 31618 , 

31708. .31770, 31710 .. 31772 , 
31772. .31915, 32012 .. 32233, 
32288. .32413, 32293 .. 32409, 
32470. .32571, 32471 .. 32572, 



Seq. ID OJ990311_15.9819.C8 
Strand 

End 40917 

Method TBLASTX : Mai ze 

End 32576 

Score 136 
31466. .31612, 314 67 .. 31613, 
31770. .31916, 31771. .31923, 
32022. .32213, 32283 .. 32408, 
32297. .32413, 32299 .. 324 15, 
32510. .32572, 32511.. 32576 



Seq. No. 
Gene No. 
Start 
Name 
; =3 Start 

i:n gi 

I'll Exons 



6422 Seq. ID 

13565 Strand 

31439 End 

OJ990311_15 . 9819 . C8 . ol . tc Method 

31777 End 

none Score 



OJ990311_15.9819.C8 
40917 

TBLASTX: Cress 

34651 

112 



31777. .31893, 32015 .. 32239, 32296 .. 324 24 , 32471 .. 32626, 
32485. .32613, 32705 .. 32818 , 32706 .. 328 19, 33076 .. 33243, 
33076. .33312, 33083 .. 33334 , 34440 .. 34526, 34604. .34651 



hJ Seq. No. 
fU Gene No. 
iS ~ Start 
f =* Name 
Start 
GI 

Exons 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 



6422 

13565 

31439 

OJ990311_15.9819.C8.ol.tw 

31779 

none 



Seq. ID OJ990311JL5.9819.C8 
Strand 

End 40917 

Method TBLASTX : Wheat 

End 32374 

Score 139 



31779. .31916, 31780 31923, 31781 .. 31915, 32012 32233, 
32021.. 3223V 32288.-32374, 32299-, 32373 



6422 

13565 

31439 

OJ990311_15 . 98 1 9 . C8 . 08 . tm 

32578 

none 



Seq. ID OJ990311_15.9819.C8 
Strand 

End 40917 

Method TBLASTX : Maize 

End 33264 

Score 66 



32578.. 32613, 32579.. 32626, 32658 .. 32819, 32705 .. 32818 , 
33076. .33264, 33086.. 33256 



Seq. No. 6422 Seq. ID 

Gene No. 13565 Strand 

Start 31439 End 

Name OJ990311_15 . 9819 . C8 . olO . tm Method 

Start 34431 End 

GI none Score 
Exons 



OJ990311_15. 9819.C8 
40917 

TBLASTX: Maize 

34882 

63 



34431. .34526,. 34441. .34518, 34 604 .. 34 651, 34 620 .. 34 64 9, 
34709. .34882 



6740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6423 
13566 
77. 

OJ990311_15.9819.C9.ol.gs 
77 

none 

77. .135, 678.. 813, 1102. .1302 



Seq. ID OJ990311_15.9819.C9 

Strand + 

End 167 63 

Method GENSCAN 

End 1302 

Score .86 



6423 Seq. ID 

13566 Strand 
77 End 
OJ990311JL5 . 98 1 9 . C9 . ol . np Method 
551 End 
3461821 Score 
551". .595/ 2041. .2386, 2908.. 3020, 3288 
4781. .4977, 5077. .5329 

(AC004138) putative nucleoside triphosphatase [Arabidopsis 
thaliana] 



OJ990311_15.9819.C9 
+ 

16763 
AAT/NAP 
5329 
725 

.3395, 3962. .4257, 



Seq. No. 

Gene No. 

Start 
iS5 _ Name 

start 
W GI 
i;R Exons 

ru 



,S 55. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6423 

13566 

77 

OJ990311_15". 98 1 9 . C9 . o2 . gs 
1858 



OJ990311_15.9819.C9 
+ 

16763 
GENSCAN 
16488 
.63 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1858. .2376, 2446. .2529, 3288. .3395, 3496. .3538, 4019. .4201, 
4601. .4698, 4781. .4884, 5077. .5307, 5619. .5739, 6051. .6128, 
6523. .6599, 8405. .8537, 9213. .9418, 10045 10164 , 10226 .. 10313, 
10391. .10424, 10872. .11002, 11219 .. 11292 , 11433 .. 11511, 
11965. .12038, 12881. .12968, 13218 .. 13344 , 13428 .. 13532 , 
14010. .14133, 14215. .14266, 15475 .. 15519, 16090 .. 16188, 
16336.. 16488 



6423 Seq. ID 

13566 - Strand 

77 End 16763 

OJ990311_15 . 98 1 9 . C9 . ol . gp Method . . AAT/GAP 

2208 End 4661 - 

49573_1.R1084 Score 1228 
2208.. 2386, 2908.. 3020, 3288.. 3395, 3496.. 3538, 
4601.. 4661 

'3461821 2.0e-49 (AC004138 
[Arabidopsis thaliana] 1 



OJ990311_15.9819.C9 
+ 



4019. .4201, 
putative nucleoside triphosphatase 



6423 Seq. ID 

13566 Strand 

77 End 

OJ990311_15 . 98 1 9 . C9 . o2 . np Method 

6386 End 

6630699 Score . 
6386.. 6468 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj | BAA8 9566 . 1 1 (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990311_15.9819.C9 
+ 

16763 
AAT/NAP 
6468 
95 



Seq. No. 



6423 



Seq. ID OJ990311_15.9819.C9 



6741 




Gene No. 


13566 


Strand 


+ 






77 


End 


Id / dj 




Name 


OJ990311 15.9819.C9.o3.np 


Method 


AAT/NAP 




Start 


6596 


End 


7026 




GI 


6539570 


Score 


218 




Exons 


6596.. 6798, 6945.. 7026 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


o4z 3 


Seq. ID 


OJ990311_15.9819 


.C9 


Gene No. 




Strand 


+ . 




Start 


77 


End 


16763 




Name 


OJ990311 15 . 9819 . C9 . o4 . np 


Method 


AAT/NAP 




Start 


11479 


End 


16188 




GI 


£o 94 DUU 


Score 


485 




Exons 


11479. .11511, 11618. .11707, 


11965. .12038, 12881. .12968, 






13218. .1334 4, 13428. .13538, 


14167. .14266, 16090.. 16188 




GI Descrip. 


(AL021oo9) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


6423 


Seq. ID 


OJ990311_15.9819 


.C9 


Gene No. 


13566 


Strand 


+ 




Start 


77 


End 


16763 




Name 


OJ990311_15 . 9819 .C9.o3 .gp 


Method 


AAT/GAP 




btart 


11963 


End 


14082 




GI 


2443118 


Score 


850 




Exons 


11963. .12038, 12881. .12968, 


13218. .13344, 13428 .. 13532 , 






14010.. 14082 








GI Descrip. 


2894600/emb |CAA17134.1i l.Oe 


i-47 (AL021889) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


6423 


Seq. ID 


OJ990311_15.9819 


.C9 


Gene No. 


13566 


Strand 


+ 




Start 


77 


End 


16763 




Name 


OJ990311 15.9819.C9.o5.np 


Method 


AAT/NAP 




Start 


14103 


End 


16482 




GI 


6138901 


Score 


75 




Exons 


14103. .14136, 16336.. 16482 








GI Descrip. 


(AL132675) hypothetical integral membrane protein 






[Schizosaccharomyces pombe] 








Seq. No. 


6423 


Seq. ID 


OJ990311_15.9819 


.C? 


bene no. 


13566 


Strand 


+ 




Start 


77 


End 


16763 




Name 


OJ990311 15.9819. C9.o4.gp 


Method 


AAT/GAP 




Start 


16320 


End 


16763 




GI 


none 


Score 


835 




Exons 


16320. .16763 








Seq. No. 


6423 


Seq. ID 


OJ990311_15.9819 


.C9 


Gene No. 


13567 


Strand 


+ 




Start 


16962 


End 


18818 




Name 


OJ990311 15.9819.C9.o6.np 


Method 


AAT/NAP 




Start 


16962 


End 


18818 




GI 


231574 


Score 


172 




Exons 


16962. .16996, 18279 .. 18459, 


18490. . 18818 





GI Descrip. L -ASPARAGINASE (L-ASPARAGINE AMIDOHYDROLASE) 

gi I 81837 |pir | | S22523 asparaginase (EC 3.5.1.1) - tree lupine 
(fragment) gi | 19137 | emb | CAA36824 | (X52588) asparaginase [Lupinus 



6742 



arboreus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6423 Seq. ID OJ990311_15 . 9819 . C9 

13568 Strand 

6385 End 6811 

OJ990311_15 . 9819 . C9 . o2 . gp Method AAT/GAP 

6385 End 6811 

LIB3479-006-Q6-K1-B11 Score 609 

6385. .6811 

■5734616/dbj | AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone: P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6423 
13569 
17741 

OJ990311_15.9819.C9.o3.gs 
17741 
none 

17741. .18180, 18203. .18354, 18360 .. 18552 , 18596 
20691. .20814 



Seq. ID OJ990311_15.9819.C9 
Strand 

End 20814 

Method GENSCAN 

End 20814 

Score .88 

,18775, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6423 Seq. ID 

13570 Strand 

23878 . End 

OJ990311_15. 9819.C9.o2.tm Method 

1929 End 

none Score 

1929.. 1970, 2040.. 2237, 2041.. 2238 



OJ990311_15.9819.C9 
24442 

TBLASTX: Maize 

2238 

284 



6423 

13570 

23878 

OJ990311_15. 9819.C9.o6.tm 

2244 

none 



Seq. ID OJ990311_15.9819.C9 



Strand 
End 

Method 

End 

Score 



24442 

TBLASTX: Maize 

3546 

135 



2244. .2396, 2246.-2377, 2248. .2391, 2904. .3020, 2907. .3023, 
2951.. 3028, 3283.. 3390, 3284.. 3394, 3285.. 3395, 3285.. 3395, 
3295. .3414, 3476.-3538, 3489. .3539, 3493. .3546, 3495. .3545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6423 

13570 

23878 

OJ990311_15.9819.C9.o2.ts 

3294 

none 



Seq. ID OJ990311_15.9819.C9 



Strand 
End 

Method 

End 

Score 



24442 

TBLASTX : Soybean 

5326 

101 



3294. .3392, 4093. .4197, 4599. .4715, 4600. .4746, 4744. .4977, 
4778.-4978, 5075.. 5137, 5092.. 5136, 5257.. 5322, 5258.-5326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6423 

13570 

23878 

OJ990311_15. 9819.C9.ol.tm 

4020 

none 



Seq. ID OJ990311_15.9819.C9 
Strand 

End 24442 

Method TBLASTX : Mai ze 

End 5211 

Score 83 



4020. .4073, 4024. .4071, 4098. .4199, 4101. .4196, 4599. .4703, 
4600.. 4698, 4771.. 4890, 4771.. 4986, 4778.. 4987, 5057.. 5137/ 
5072., 5203, 5074.. 5211, 5074.. 5208 



6743 





oeq. no * 


6423 




oeq. lu 




_15.9819. 


C9 




Gene No. 


13570 




Strand 










Start 


23878 




End 


24442 








Name 


OJ990311 15. 9819. C9 


.ol. tc 


Method 


TBLASTX : 


Cress 






Start 


4599 




End 


5179 








GI 


none 




Score 


132 








Exons 


4599.-4682, 4600. .4698, 4744 


..4986, 477 


8. .4987, 


5075. .5179 




Seq. No. 


6423 




Seq. ID 


OJ990311 


_15. 9819. 


C9 




bene wo . 


13570 




Strand 










Start 


23878 




End 


24442 








Name 


OJ990311 15. 9819. C9 


. o4 . tm 


Method 


TBLASTX: 


Maize 






Start 


5212 




End 


5431 








GI 


none 




Score 


194 








Exons 


5212. .5364, 5215. .5427, 5217 


. .5366, 5345. .5383, 


5392. .5421, 






D H Ui . • Of* O J- 














Seq. No. 


6423 




Seq. ID 


OJ990311 


_15.9819. 


C9 




Gene No. 


13570 




Strand 










Start 


23878 




End 


24442 








Name 


OJ990311 15. 9819. C9 


. o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


14003 




End 


16543 








GI 


none 




Score 


186 








Exons 


14003. .14134, 14008 


. . 14064, 


14013. .14135, 14213 


. .14266, 








IfiZXD. . -Lfi £. 1 D , I JlJ J 




15473. .15520, 16087 










16089. .16187, 16106 


. .16192, 


16330. .16491, 16332 


. .16499, 




ru 




16335. .16490, 16336 


. .16491, 


16406. .16543 








Seq. No. . 


6423 




Seq. ID 


OJ990311 


__15. 9819. 


C9 




Gene No. 


13570 




Strand- 










OLaiL 


23878 




End 


24442 






ru 


Name 


OJ990311_15.9819.C9 


.ol . ts 


Method 


TBLASTX: 


Soybean 




!S 


Start 






End 


18764 






•sea 


GI 


none 




Score 


128 








Exons 


18278. .18367, 18279 


. .18368, 


18480. .18581, 18480 


. .18581, 








18481. .18582, 18481 


. .18585, 


18579. .-18635, 18580 


. .18633, 




j- — 




18580. .18636, 18648 


. .18764, 


18653. .18763 






jJe 


Seq. No. 


6423 




Seq. ID 


OJ990311 


_15. 9819. 


C9 




bene jno . 


13*570 




Strand 








! ! BE? 


Start 


23878 




End 


24442 








Name 


OJ990311 15. 9819. C9 


. o5 . tm 


Method 


TBLASTX: 


Maize 






Start 


18585 




End 


18764 








GI 


none 




Score 


62 








Exons 


18585. .18635, 18586 


. .18633, 


18648. .18764, 18648 


. .18749, 








18650. .18763 














oeq. ino . 


6423 




Seq. ID 


OJ9 90311 


_15. 9819. 


C9 




Gene No. 


13570 




Strand 










Start 


23878 




End 


24442 








Name 


OJ990311 15. 9819. C9 


. o4 . gs 


Method 


GENS CAN 








Start 


23878 




End 


24442 








GI 


none 




Score 


.71 








Exons 


23878. .23991, 24371 


. .24442 












Seq. No. 


6424 




Seq. ID 


OJ990311 


_16.9819. 


CI 



6744 





UC11C Vi\J * 


1 "3S71 


JLI CLi 1U 






Start 


20 


End 


166 




Name 


OJ990311 16.9819.Cl.ol.gs 


Method 


GENSCAN 




Start 


20 


End 


166 




GI 


none 


Score 


.41 




Exons 


20. .166 








Seq. No. 


6425 


Seq. ID 


OJ990311 




Gene No. 


13572 


Strand 






St Art 


1 


End 


751 




Name 


OJ990311 16.9819.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


751 




GI 


5091513 


Score 


1068 




Exons 


1. .751 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


OH D 


q 0 /T T n 
oeq. J. u 


OJ990311 






13572 


Strand 






Start 


1 


End 


751 




Name 




MothnH 


GENSCAN 




Start 


17 


HtllQ. 


542 - 




GI 


none 


Score 


1 




Exons 


17 R A 9 








Seq. No. 


Oft ^. D 


c t n 
oeq . iu 


OJ990311 






13573 


St r And 




n 


Start 


372 


End 


571 


1 1 


Name 


OJ990311 16.9819.C6.ol.gs 


Method 


GENSCAN 


==. 


Start 


372 


End 


571 




GI 


none 


Score 


.67 


y 


Exons 


372. .413, 479. .571 






y 


Seq. No. 


6427 


Seq. ID 


OJ990311 




UCIIC INw ■ 


13574 


Strand 






Start 


131 


End 


468 




Name 


OJ990311 16.9819.C8.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


468 




GI 


none 


Score 


.78 


i 


Exons 


131.. 136, 406. .468 






=~ 


Seq. No. 


6428 


Seq. ID 


OJ990311 




Gene No . . 


13575 


Strand 






Start 


1 


End 


766 




Name 


OJ990311 16.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


766 




GI 


5123708 


Score 


108 




Exons 


1..23, 289. .463, 738. .766 







GI Descrip. (AL079347) RNA helicase (RH16) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6428 

13575 

1 

OJ990311_16. 9819. C10. ol.tm 

296 

none 



Seq. . ID OJ990311_16. 9819. C10 
Strand 

End 766 

Method TBLASTX : Mai ze 

End 4 65 

Score 232 



296. .463, 297. .464, 297. .464, 298. .465 



6745 



Seq. No. 6429 

Gene No. 13576 

Start 228 

Name OJ990311_16. 9819.C13.ol.gs 

Start 228 

GI none 

Exons 228.. 291 



Seq. ID OJ990311JL6.9819. 

Strand 

End 291 

Method GENSCAN 

End 291 

Score .88 



C13 



; : Pa 
;. i I 

ru 

□ 



Seq. No. 6430 

Gene No. 13577 

Start 1 

Name OJ990311_16. 9819.C14 .ol .np 

Start 1 

GI 3445201 

Exons 1..24, 250. .461, 614. .749 

GI Descrip. (AC004786) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990311_16.9819, 
Strand 

End 749 

Method AAT/NAP 

End 749 

Score 326 



C14 



Seq. No. 6430 

Gene No. 13577 

Start 1 

Name OJ990311_16. 9819 . C14 . ol . gs 

Start 219 

GI none 

Exons- 219. .461, 608. .657 

Seq. No. 6430 

Gene No. 13577 

Start 1 

Name OJ990311_16.9819.C14 .ol.tc 

Start 286 

GI none 

hi Exons 286.. 429, 289.. 429, 293.. 430 

ru 

Seq. No. 6430 

Gene No. 13577 

Start 1 

Name OJ990311_16. 9819.C14 .ol . ts 

Start 289 

GI none 

Exons ^ "*289..459, 293.. 460, 651.. 746 

Seq. No. 6430 

Gene No. 13577 

Start 1 

Name OJ990311_16. 9819 . C14 . ol . tm 

Start 297 

GI none 
Exons 



Seq. ID OJ990311_16.9819. 

Strand 

End 749 

Method GENSCAN 

End 657 

Score .7 



Seq. ID OJ990311_16.9819, 

Strand - * 

End 74 9 

Method TBLASTX : Cress 

End 430 

Score 100 



Seq. ID OJ990311_16.9819. 

Strand 

End 74 9 

Method TBLASTX : Soybean 

End 74 6 

Score 132 



Seq. ID OJ990311_16.9819. 

Strand 

End 749 

Method TBLASTX : Mai ze 

End 590 

Score 305 



C14 



C14 



C14 



C14 



297. .464, 298. .465, 299. .466, 540. .590 



Seq. No. 6431 

Gene No. 13578 

Start 215 

Name OJ990311_16 . 9819 . C15 . ol . gs 

Start 215 

GI none 

Exons 215.. 308, 586.-597 



Seq. ID OJ990311JL6.9819. 

Strand 

End 597 

Method GENSCAN 

End 597 

Score . 61 



C15 



6746 



Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


• C17 


Gene No. 


13579 


Strand 


+ 






Start 


2432 


End 


2735 






Name 


OJ990311 16.9819.C17.ol.gp 


Method 


AAT/GAP 






Start 


2432 


End 


2735 






GI 


72524 1.R1084 


Score 


444 






Exons 


2432. .2735 










GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza 


sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


6432 


Seq. ID 


OJ990311 


J.6.9819 


.C17 


Gene No. 


13580 


Strand 


+ 






Start 


3576 


End 


7822 






Name 


OJ990311 16.9819.C17.ol.np 


Method 


AAT/NAP 






Start 


3576 


End 


7822 






GI 


5091513 


Score 


2466 






Exons 


3576. .5092, 5747. .6408, 6547. .6740, 7758.-7822 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


.C17 


f^prip Mo 
Vj CI i. G Vi\J » 


13580 


Strand 


+ 






Start 


3576 


End 


7822 






Name 


OJ990311 16.9819.C17.ol.gs 


Method 


GENSCAN 






Start 


3821 


End ' 


7068 






GI 


none 


Score 


.65 






Exons 


.3821. .5103, 5802. .6586, 6611. .7068 








Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


.C17 


Gene No. 


13581 


Strand 


+ 






Start 


9976 


End 


11394 






Name 


OJ990311 16.9819.C17.o3.gp 


Method 


AAT/GAP 






Start 


9946 


End 


10310 






GI 


uC-osroM202008b05bl 


Score 


701 






Exons 


9946.. 10310 










GI Descrip. 


, 2244805/emb|CAB10228,l| 6. 


0e-10 (Z97336) hypothetical 


protei 




[Arabidopsis thaliana] 1 










Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


-C17 


Hpna No 

VJ IN \ J . 


13581 


Strand 


+ 






Start 


9976 


End - 


11394 






Name 


OJ990311 16.9819.C17.b3.gs 


Method 


GENSCAN 






Start 


9976 


End 


11394 






GI 


none 


Score 


1 






Exons 


9976.. 11394 










Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


.C17 


Gene No. 


13582 


Strand 


+ 






Start 


26654 


End 


41856 






Name 


OJ990311 16.9819.C17.o7.gs 


Method 


GENSCAN 






Start 


26654 


End 


41856 






GI 


none 


Score 


.53 






Exons 


26654. .26840, 30604 .. 30994, 


32148. .32224, 32654 


. .32864, 






34147. .34531, 35001 .. 35165, 


35630. .35758, 36189 


. .36289, 






36602. .36710, 37008 37139, 


38193. .38372, 38611 


. .38706, 






38826. .38963, 39927 .. 40009, 


40314. .40351, 40435 


. .40655, 






41779. .41856 











6747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6432 
13582 
26654 

OJ990311_16.9819.C17.o5.np 
34385 
3184061 

34385. .34531, 35001 
36171. .36289, 36647 



Seq. ID OJ990311_16.9819.C17 
Strand + 

41856 
AAT/NAP 
40658 
466 



End 

Method 
End 
Score 

35165, 35439. .35523, 35625 .. 35728 , 
36746, 37008. .37139, 37771 .. 37836, 
38121. .38376, 38615 .. 38762, 38855 .. 38963, 39927 .. 40009, 
40314. .40351, 40435.. 40658 

(AL02377 6) probable atp-dependent rna helicase 
[Schizosaccharomyces pombe]. 



6432 

13582 

26654 

OJ990311_16.9819.C17.o4.gp 
36613 

uC-osflcyp033e08bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

36613. .36761, 37008 .. 37139, 37771 .. 37836, 38193.. 38311 
, 5123708/emb | CAB45452.il 7.0e-43 (AL079347) RNA helicase (RH16) 
[Arabidopsis thaliana] 1 



OJ990311_16.9819.C17 
+ 

41856 
AAT/GAP 
38311 
796 



Seq. No. 
□ Gene No. 
'■■J Start 
rf] Name 
Start 
GI 

Exons 
i e J GI Descrip. 

'J 



HI 



6432 ■-. Seq. ID 

13583 * Strand 

47954 End 
OJ990311_16.9819.C17.o5.gp Method 
47954 End 
8022_1.R1084 Score 
47954. .48207 

, 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990311_16.9819.C17 
+ 

48207 
AAT/GAP 
48207 
341 



Seq. No. 


6432 




Seq. ID 


OJ990311 


Gene No. 


13584 




Strand 


+ 


Start 


49779 




End 


51425 


Name 


OJ990311 16.9819.C17 


. o9.gs 


Method 


GENSCAN 


Start 


49779 




End 


51425 


GI 


none 




Score 


.62 


Exons 


49779.-49843, 50728. 


.50839, 


51159.. 51425 


Seq.. No. 


6432 




Seq. ID 


OJ990311 


Gene No. 


13585 




Strand 


+ 


Start 


60468 




End 


61309 


Name 


OJ990311 16.9819.C17, 


.ol2.gs 


Method 


GENSCAN 


Start 


60468 




End 


61309 


GI 


none 




Score 


.54 


Exons 


60468. .60538, 60806., 


.60910, 


61114. .61309 


Seq. No. 


6432 




Seq. ID 


OJ990311 


Gene No. 


13586 




Strand • 


+ 


Start 


70687 




End 


72402 


Name 


OJ990311 16.9819.C17, 


. ol5 . gs 


Method 


GENSCAN 


Start 


70687 




End 


72402 


GI 


none 




Score 


.93 


Exons 


70687. .70728, 72250., 


.72402 







6748 



it! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819.C17 




1 jjO / 


Strand 


+ 




Start 


83331 


End 


85364 




Name 


OJ990311 16.9819.C17.o20.gs 


Method 


GENSCAN 




Start 


83331 


End 


85364 




GI 


none 


Score 


.79 




Exons 


83331. .83425, 834 44 .. 83585, 


85134 . .85364 




Seq. No. 


6432 


q prr t n 


D.TQQO^I 1 
uu _7 J\J o ± ± 


_16.9819.C17 




J. J D o 0 


OLJL Cli 1U 






Start 


7753 


End 


9870 




Name 


OJ990311 16.9819.C17.o2.gs 


Method 


GENSCAN 




Start 


7753 


End 


9870 




GI 


none 


Score 


.73 




Exons 


7753.. 7889, 9477.. 9599, 9738 


. .9870 






Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819.C17 


Gene No. 


13588 


Strand 






Start 


7753 - 


End 


9870 




Name 


OJ99tf311 16.9819.C17.o2.gp 


Method 


AAT/GAP 




Start 


9147 


End 


9451 




GI 


72524 1.R1084 


Score 


444 




Exons 


9147.. 9451 








GI Descrip. 


, 5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza 


sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence 1 



6432 
13589 
10413 

OJ990311_16.9819.C17.o3.np 
10413 
5420387 

10413. .10702, 10872. .11338, 13893.. 13914 
(AJ243459) proteophosphoglycan [Leishmania major] 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 13914 

Method AAT/NAP 

End 13914 

Score 155 



Seq. No. 


6432 






Seq. ID 


OJ990311 


Gene No. 


13589 






Strand 




Start 


10413 






End 


13914 


Name 


OJ990311 16. 


9819. C17 


.o4.gs 


Method 


GENSCAN 


Start 


12626 




End . 


13235 


GI 


none 






Score 


.48 


Exons 


12626. .12654 


, 13181. 


.13235 






Seq. No. 


6432 






Seq. ID 


OJ990311 


Gene No. 


13590 






Strand 




Start 


13925 






End 


15782 


Name 


OJ990311 16. 


9819. C17 


. o5 . gs 


Method 


GENSCAN 


Start 


13925 






End 


15782 


GI 


none. 






Score 


.87 


Exons 


13925. .14071 


, 14855. 


.14941, 


15033. .1522 


!8, 15553 


Seq. No. 


6432 . 






Seq. ID 


OJ990311 


Gene No. 


13591 






Strand 




Start 


23134 






End 


23989 


Name 


OJ990311 16. 


9819. C17 


. o4 .np ' 


Method 


AAT/NAP 


Start 


23134 " 






End 


23989 


GI 


6815063 






Score 


503 



,15782 



6749 



Exons " 


23134. .23181, 23520. 


.23755, 


23878. .23989 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16.9819 


.C17 


Gene No. 


13592 




Strand 








Start 






End 


46164 






Name 


r\TQQmii 1 c QQi q pn 
ujyyujii io.yoiy.d/ 


.06. np 


Method 


AAT/NAP 






Start 






End 


46164 






GI 


*3ftQCQ09 




Score 


229 






Exons 


4Z Jo j • . 41Z41D / / ftjD/i . 


A *5"7 CQ 

. ft 0 / oy , 


43850. .43918, 43996. 


.44061, 






*± ^ id y * * 3 4 y / 4oiz4. 


A CI C/1 










GI Descrip. 


\i\ij\jz juy^i ) putamve 


protein 


[Arabidopsis thaliana] 




Seq. No. 


6432 




Seq. ID 


OJ990311_ 


id. y 0 1 y 


.C17 


Gene No. 






Strand 








o car u 


» 0 *3Q "3 
4_JOJ 




End' 


46164 






Name 


ujyyujii io.yoiy.ui/ 


. 08 . CfS 


Method 


GENSCAN 






Start 


» o on /t 
41 z yu*i 




End 


44890 






GI 


none 




Score 


. 64 






Exons 


/lOQH/f /I^HOR ^^O^T 

4zyu4 . . 4oUZ0, 4lOZo/. 


A 0 0 c n 
. 41 JJ3 / , 


43445. .43618, 43698. 


a r> n c q 
. 4 J / by , 








/I >i -3 c n 


44456. .44571, 44710. 


.44890 




Seq. No. 


6432 




Seq. ID 


OJ990311_ 


1 ^ QQI Q 

10. y 0 1 y 


.C17 


Gene No. 


loo y o 




Strand 








o tar u 


COT / Q 

oz / 4 y 




End 


66881 






Name 


r\TQQmi 1 1 c QQi q pn 

ujyyujii iD.yoiy.Li / 


. olO . gs 


Method 


GENSCAN 






Start 


oz / 4 y 




End 


56965 






GI 


none 




Score 


.5 






Exons 






54030. .54227, 54318. 


.54882, 






c/iQQ/i ccncc; ccofn 


. DO J4t Z , 


56940. .56965 






Seq. No. 


6432 




Seq. ID 


OJ990311_ 


1 C QQ 1 Q 

lo. y 0 1 y 


.C17 


Gene No. 


13593 




Strand 








O UCLi. C 


52749 




End 


66881 






Name 


OJ990311 16.9819.C17 


. o7 . np 


Method 


AAT/NAP 






Start 


52764 




End 


54227 






GI 


1652704 




Score 


253 






Exons 


52764. .52802, 52889. 


.53248, 


53279. .53567, 53812. 


. 04zz / 




GI Descrip. 


(D90907) hypothetical protein [Synechocystis sp. 


] 




Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16. 9819 


.C17 


bene ino . 


13593 




Strand 








Start 


52749 




End 


66881 






Name 


OJ990311 16.9819.C17 


.o6.gp 


Method 


AAT/GAP 






Start 


56517 




End 


57587 






GI 


none 




Score 


643 






Exons 


56517. .56742, 57450. 


.57587 










Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16. 9819 


.C17 


Gene No. 


13593 




Strand 








Start 


52749 




End 


66881 






Name 


OJ990311 16.9819.C17 


. 08 . np 


Method 


AAT/NAP 






Start 


57125 




End 


66881 






GI 


2827704 




Score 


290 






Exons 


57125. .57175, 63228. 


. 63447, 


64822. . 64936, 65066. 


. 65112, 






65395. . 65528," 65601. 


. 65688, 


66780... 66881 






GI Descrip. 


(AL021684) iLRR-like 


protein 


[Arabidopsis thaliana] 





6750 



i y 

i _J 



la 

□ 



Seq. No. 


CA "3 O 




beq. iu 


uj y yuoii 


1 C QQ1 Q 

1 d . yoiy . 


c 1 -7 


Gene No. 


13593 




Strand 








Start 


52749 




End 


66881 






Name 


OJ990311 16.9819.C17 


. o7 . gp 


Method 


AAT/GAP 






Start 


58868 




End 


59160 






GI 


none 




Score 


520 






Exons 


58868.. 59160 












Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16.9819. 


C17 


Gene No. 


looyj 




Strand 








Start 


52749 




End 


66881 






Name 


OJ990311 16.9819.C17 


. ol3 . gs 


Method 


GENSCAN 






Start 


63328 




End 


65688 






GI 


none 




Score 


.78 






Exons 


63328.-63447, 63552. 


.63647, 


63723.-63782, 64822. 


.64936, 






65066. .65112, 65395. 


.65688 










Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16.9819. 


C17 


Gene No. 


13593- 




Strand 








btart 


52749 




End 


66881 






Name 


OJ990311 16.9819.C17 


,o9.np 


Method 


AAT/NAP 






Start 


63354 




End 


66881 






GI 


2827704 




Score 


297 






Exons 


63354. .63447, 64822. 


.64936, 


65066. .65112, 65395. 


.65528, 






65601. .65688, 66780. 


.66881 










GI Descrip. 


(AL021684) LRR-like protein 


[Arabidopsis thaliana] 




Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16.9819. 


C17 


Gene No. 


13594 




Strand 








Start 


66859 




End 


68463 






Name 


OJ990311 16.9819.C17 


.08 . gp 


Method 


AAT/GAP 






Start 


66698 




End 


67902 






GI 


none 




Score 


1017 






Exons 


66698. .66975, 67100. 


.67195, 


67311. .67364, 67452. 


.67496, 






67787. .67902 












Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16.9819- 


C17 


bene no. 


13594 




Strand 








Start 


66859 ■ 




End 


68463 






Name 


OJ990311 16.9819.C17 


.ol4.gs 


Method 


GENSCAN 






Start 


66859 




End 


68463 






GI 


none 




Score 


.94 






Exons 


66859. .66975, 67100. 


.67195, 


67311. .67496, 67787. 


.67876, 






68013. .68153, 68158. 


.68463 










Seq. No. 


6432 




Seq. ID 


OJ990311_ 


16.9819. 


CI / 


Gene No. 


13595 




Strand 








Start 


73975 




End 


74767 






Name 


OJ990311 16.9819.C17 


.ol6.gs 


Method 


GENSCAN 






Start 


73975 




End 


74767 






GI 


none 




Score 


.89 






Exons 


73975. .74185, 74406. 


.74542, 


74726. .74767 






Seq. No. 


X64 32 




Seq. ID 


OJ990311_ 


16.9819. 


C17 


Gene No. 


' i3596 




Strand 








Start 


75701 




End 


75997 







6751 



Name 

Start 

GI 

Exons 



OJ990311_16 . 9819 . C17 . ol7 . gs Method 

75701 End 

none Score 
75701.. 75997 



GENSCAN 

75997 

1 



Seq. No. 6432 

Gene No. 13597 

Start 76686 

Name OJ990311_16. 9819. C17 .ol8.gs 

Start 76686 

GI none 

Exons 76686. .76745, 77577.. 77741 



Seq. ID OJ990311_16. 9819.C17 
Strand 

End 77741 

Method GENSCAN 

End 77741. 

Score . 64 



Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6432 
13598 
80632 

OJ990311_16.9819.C17.ol9.gs 
80632 
none 

80632. .80801, 82307 82310 

6432 
13599 
86851 

OJ990311_16. 9819.C17.o4.tc 
9993 
none 

9993. .10148, 9994. .1014 6, 10162. .10359, 10182. .10280 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 82310 

Method GENSCAN 

End 82310 

Score . 94 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX : Cress 

End 10359 

Score 126 



"fs Seq. No. 6432 

s ; Gene No. 13599 

kJ Start 86851 

8 U Name . OJ990311_16. 9819.C17 . 06. tm 

Start 13914 

»=i GI none 

z ~ t Exons 



Seq. ID OJ990311_16. 9819.C17 
Strand 

End 88562 

Method TBLASTX : Mai ze 

End 15234 

Score 59 



13914. .13979, 13922 .. 13993, 13925 .. 13987 , 13991 .. 14071, 
13992. .14072, 13993 .. 14073, 15031 .. 15234 , 15033. .15230 



,3 Seq. No. 6432 

:= l Gene No.. 13599 

=S Start 86851 

= Name OJ990311_16 . 9819 . C17 . o3 . ts 

Start 14882 

GI none 
Exons 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX : Soybean 

End . 15692 

Score 54 



14882. .14941, 14892 .. 14942, 15033 .. 15230 , 15035 .. 15127, 
15036. .15230, 15106 .. 15234 ,- 1554 9 1568 9, 15552 .. 15614 , 
15660.. 15692 



Seq. No. 6432 

Gene No. 13599 

Start 86851 

Name OJ990311_16 . 9819 . C17 . o2 . tw 

Start 15171 ' 

GI none 
Exons 



Seq. ID OJ990311_16. 9819.C17 
Strand 

End 88562 

Method TBLASTX : Wheat * 

End 15767 

Score 87 



15171. .15230, 15172. .15234, .1554 9 .. 15710 , 15552 .. 15614 , 
15660,. 15767 /: 



6752 





Seq. No. 


6432 








Seq. ID 


OJ990311 


_16.9819. 


C17 




Gene No. 


13599 








Strand 












86851 








End 


88562 








Name 


OJ990311 16.9819.C17 


. o7 . tm 


Method 


TBLASTX: 


Maize 






Start 


34424 








End 


35500 








GI 


none 








Score 


163 








Exons 


34424. 


.34531, 


34471. 


.34533, 


34515. .34583, 35000 


. .35167, 








35001. 


.35168, 


35437. 


.35499, 


35438. .35500 








Seq. No. 


6432 








Seq. ID 


OJ990311 


J6.9819. 


C17 




Gene No. 


13599 








Strand 










Start 


86851 








End 


88562 








Name 


OJ990311 16.9819.C17 


. ox • lc 


Method 


TBLASTX: 


Cress 






Start 


38195 








End 


40646 








GI 


none 








Score 


75 








Exons 


38195. 


.38230, 


38196. 


.38261, 


38247. .38375, 38254 


. .38280, 








38321. 


.38377, 


38611. 


.38712, 


38826. .38963, 39924 


. .40001, 








40312. 


.40350, 


40434. 


.40565, 


40605. .40646 








Seq. No. 


6432 








"Seq. ID 


OJ990311 


_16.9819. 


C17 




Gene No. 


13599 








Strand 










Start 


86851 








End 


88562 








Name 


OJ990311 16.9819.C17 


.oS.tm 


Method 


TBLASTX: 


Maize 






Cf 3 r-4- 

OtdlL 


38600 








End 


40656 








GI 


none 








Score 


112 






'id 


Exons 


38600. 


.38707, 


38610. 


.38708, 


38611. .38712, 38803 


. .38961, 








38825. 


.38965, 


38826. 


.38963, 


38902. .38964, 39924 


. .40001, 




I s ! | 




39925. 


.40011, 


39926. 


.40009, 


40314. .40349, 40434 


. .40655, 




"1 




40434. 


.40652, 


40435. 


.40656 












Seq. No. 


6432 








Seq. ID 


OJ990311 


J6.9819. 


C17 




Gene No. 


13599 








Strand 








i ET? 


Start 


86851 








End 


88562 






i? 


Name 


OJ990311 16. 9819.C17 


. o3 . tm 


Method 


TBLASTX: 


xia l z e 




! c 


Start 


43464 








End 


44052 








GI 


none 








Score 


179 








Exons 


43464. 


.43613, 


43473. 


.43619, 


43478. .43621, 43680 


. .43775, 








43696. 


.43800, 


43699. 


.43782, 


43844. .43924, 43855 


. .43938, 








43881. 


.43919, 


43951. 


.44052, 


43996. .44049 






□ 


-Seq. No. 


6432 








Seq. ID 


OJ990311 


J.6.9819. 


C17 


'its 


Don d M r\ 


13599 








Strand 










Start 


86851 








End 


88562 








Name 


OJ990311 16.9819.C17 


.o4 .ts 


Method 


TBLASTX: Soybean 






Start 


43680 








End 


44272 








GI 


none 








Score 


117 








Exons 


43680. 


.43775, 


43844. 


.43924, 


43990. .44058, 44159 


. .44272 






Seq. No. 


6432 








Seq. ID 


OJ990311 


J6.9819. 


C17 




Gene No. 


13599 








Strand 










Start 


86851 








End 


88562 








Name 


OJ990311 16.9819.C17 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


43695 








End 


44257 








GI 


none 








Score 


66 








Exons 


43695. 


.43775, 


43705. 


.437-8-2, 


43844. .43924, 43846 


. .43938, 








43852. 


.43935, 


43993. 


.44064, 


43997. .44017, 44156 


. .44257, 





44157. .44195 



6753 



m 

:: : ; 

! y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Name 



Start 
GI 

Exons 



6432 

13599 

86851 

OJ990311_16.-9819.C17.o3.tc 

43844 

none 

43844. .43924, 4 3993 .. 44058 , 

6432 

13599 

86851 

OJ990311_16.9819.C17.o2.tm 

52826 

none 

52826. .53047, 52827 .. 53048 , 

6432 

13599 

86851 

OJ990311_16.9819.C17.ol.ts 

53054 

none 

53054. .53323,, 53055 .. 53201 , 

6432 

13599 

86851 

OJ990311_16.9819.C17.o8.tm 

53414 

none 

53414. .53551, 53415. .53552 

6432 

13599 

86851 

OJ990311_16.9819.C17.o4.tm 

53836 

none 

53836. .53892, 53838 .. 53894 , 
54027. .54137, 54028 .. 54 102, 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX : Cress 

End 44224 

Score 95 
44159. .44224 

Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method ■ TBLASTX: Maize 

End 53099 

Score 297 
53042. .53098, 53043.. 53099 

Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX : Soybean 

End 53323 

Score 154 
53144. .53323 

Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX: Maize 

End 53552 

Score 214 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX : Mai ze 

End 54233 

Score 76 
53838. .53903, 53997 .. 54086, 
54135. .54233, 54145.. 54231 



Seq. No. 6432 
Gene No. 13599 
Start 86851 

Name OJ990311_16 . 9819 . C17 . o2 . tc 

Start 63326 
GI none 

Exons 63326. .63445, 63328 .. 63444 , 

63547. .63606, 66861 .. 66977, 
67100. .67153 



Seq. ID. OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX: Cress 

End 67153 

Score 116 
63336. .63455, 63540. .63605, 
66865. .66996, 668 66 66973, 



Seq. No. 6432 

Gene No. 13599 

Start 86851 

Name OJ990311_16 . 9819 . C17 . ol . tm 

Start 63328 



Seq. ID OJ990311_16.9819.C17 
Strand 

End 88562 

Method TBLASTX: Maize 

End ' 67901 



6754 




GI 


none 


Score 


142 






P* vr\Tt c; 
LAUllO 


fi^44*7 fi^Tft fi^44ft 


63538. .63639, 63540 








63546. .63641, 63547 .. 63669, 


63682. . 63774, 63699 


. .63785, 






63722. .63793, 64416. . 64487, 


64798. . 64935, 64823 


. . 64936, 






66872. .66976, 66873 .. 66968, 


66874 . . 66996, 67025 


. . 67195, 






67100. .67195, 67296.-67367, 


67306. . 67338, 67452 


. . 67514, 






67790. .67900, 67791.. 67901 










Seq. No. 


6432 


Seq. ID 


OJ990311 


JL6/9819 


.C17 


Gene No. 


13599 


Strand 








Start 


86851 


End 


88562 . 






Name 


OJ990311 16.9819.C17.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


63337 


End 


67505 






GI 


4297403 


Score 


139 






Exons 


63337. .63447, 63338 .. 63448, 


63540. . 63647, 63547 


. . 63648, 






63699. .63785, 63724 .. 63771, 


64416. . 64487, 66872 


. .66976, 






66874. .66978, 67097 .. 67192, 


67100. .67195, 67452 


. .67505 




GI Descrip. 


2827704 /emb_CAA16677 J 8 . Oe- 


09 (AL021684) LRR-like protein 




[Arabidopsis thaliana] 










Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


.C17 


Gene No. 


13599 


Strand 








Of a r f 


ft fift si 

O DO J l 


End 


88562 






Name 


OJ990311 16.9819.C17.o5.tc 


Method 


TBLASTX:' 


Cress 




Start 


64819 " 


End 


67901 






GI 


none 


Score 


122 






Exons 


64819. .64941, 64823.-64 942, 


64831. .64950, 65060 


. .65113, 






65068. .65112, 67458 67514 , 


67793. .67900, 67794 


. .67901 




Seq. No. 


6432 


Seq. ID 


OJ990311 


_16.9819 


.C17 






Strand 








Start 


86851 


End 


88562 






Name 


OJ990311 16.9819.C17.o21.gs 


Method 


GENSCAN 






Start 


86851 


End 


88562 






GI 


none 


Score 


.45 






Exons 


86851. .86873, 87691 .. 87796, 


88489. .88562 






Seq. No. 


6433 


Seq. ID 


OJ990311 


_16.9819 


.C18 


Gene No. 


13600 


Strand 


+ 






Start 


1706 


End 


6855 






Name 


OJ990311 -'16.9819.C18.ol.np 


Method 


AAT/NAP 






Start 


1706 


' End 


5082 






GI 


3445201 


Score 


520 






Exons 


1706. .2001, 3074. .3327, 3480. .3739, 4190. .4846, 


4907. .5082 


GI Descrip. 


(AC004786) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


6433 


Seq. ID 


OJ990311 


JL6.9819 


.C18 


Gene No. 


13600 


Strand 


+ 






O Lai. L 


1706 


End 


6855 






Name 


OJ990311 16.9819.C18.ol.gs 


Method 


GENSCAN 






Start 


1715 


End 


6855 






GI 


none 


Score 


.81 






Exons 


1715. .2096, 2493. .2618, 3121. .3170, 3198. .3333, 


3480. .3843, 




4257. .5073, 6503. .6578, 6695. .6855 








Seq. No. 


6433 


Seq. ID 


OJ9903n 


_16. 9819 


.C18 


Gene No. 


13600 


Strand ' 


+ 







6755 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1706 End 6855 

OJ990311_16 . 9819 . C18 . ol . gp Method AAT/GAP 
1727 End 1876 

16732JL.R1084 Score 239 

1727. .1876 

•3252815 6.0e-48 (AC004705) vacuolar sorting receptor-like 
protein [Arabidopsis thaliana] >gi_3810588 (AC005398) vacuolar 
sorting receptor-like protein [Arabidopsis thaliana] 1 



6433 Seq. ID 

13600 Strand 

1706 End 
OJ99031 1_1 6 . 98 1 9 . C18 . o2 . gp Method 

3440 End 

56445_1.R1084 Score 
3440. .3843, 4257. .4413 

, 3445201/gb|AAC32431.1| 2.0e-17 (AC004786) unknown protein 
[Arabidopsis thaliana] 1 



OJ990311_16.9819.C18 
+ 

6855 
AAT/GAP 
4413 
912 



6433 Seq. ID 

13601 Strand 

7168 End 
OJ990311_16 . 9819 .C18 . o2 . gs Method 

7168 End 

none Score 
7168. .7872 



OJ990311_16.9819.C18 

+ 

7872 
GENSCAN 
7872 
.97 



Seq. No. 6433 Seq. ID 

Gene No. 13602 Strand 

Start 7843 End 

Name OJ990311_16 . 9819.C18.o3.gp Method 

Start 7843 End 

GI 5005272 Score 

Exons 7843.. 8093 



OJ990311_16.9819.C18 
+ 

8093 
AAT/GAP 
8093 
407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



6433 Seq. ID OJ990311_16 . 9819 .C18 

13603 * Strand 

8265 End 8933 

OJ990311_16.9819.C18.o5.tm Method TBLASTX: Maize 

2059 End * 3332 

none Score 75 

2059. .2100, 2060. .2098, 3119. .3241, 3119. .3247, 3150. .3311, 
3153.. 3299, 3282.. 3332 

6433 Seq. ID OJ990311_16 . 9819 .C18 

13603 Strand 

8265 End 8933 

OJ990311_16 . 9819 . C18 . ol . ts Method TBLASTX: Soybean 

3167 End • 3652 

none Score 138 

3167. .3241, 3168. .3290, 3481. .3651, 3482. .3652 

6433 Seq. ID OJ990311JL6 . 9819 .C18 

13603 Strand 

8265 End 8933 

OJ9903H_16 . 9819 .C18 . o2 . tm Method TBLASTX: Maize 

3351 End 3643 



6756 



GI none 

Exons 3351.. 3401, 3475.. 3642, 3476. 

Seq. No. 6433 

Gene No. 13603 

Start 8265 

Name OJ990311_16. 9819.C18 .ol. tc 

Start 3511 

GI none 

Exons 3511.. 3651, 3512.. 3652 

Seq. No. 6433 

Gene No. 13603 

Start 8265 

Name OJ990311_16. 9819.C18 .o4 . tm 

Start 4261 

GI none 

Exons 4261.. 4374, 4266.. 4370, 4267. 
4375. .4548 



Score 
.3643 



47 



Seq. ID OJ990311__16.9819.C18 
Strand 

End 8933 

Method TBLASTX : Cress 

End 3652 

Score 213 



Seq. ID OJ990311_16.9819.C18 
Strand 

End 8933 

Method TBLASTX : Maize 

End 4 54 8 

Score 75 

.4374, 4374. .4547, 4375. .4548, 



Seq. No. 6433 Seq. ID 

Gene No. 13603 Strand 

Start 8265 End 

£3 Name OJ990311_16 . 9819 . C18 . ol . tm Method 

•A Start 4 603 End 

m GI none Score 

Exons 4603.. 4863, 4605.. 4862, 4648.. 4863 

Seq. No. 6433 Seq. ID 

Ly Gene No. 13603 Strand 

Q Start 8265 End 

■i-jj Name OJ990311_16. 9819.C18 .o6.tm Method 

[" Start 4868 End 

GI none Score 

Exons 4868..4948, 4869.. 4946, 4936.. 5076, 4937 

5040.. 5123, 5181.. 5258, 5183.. 5224, 5232 

U 5288.. 5338, 5293.. 5352, 5293.. 5343 

: 2 

; :~ , Seq. No. 6433 

Gene No. 13603 

W Start 8265 

Name OJ990311_16 . 9819.C18 .o3 .gs 

Start 82 65 

GI none 

Exons 8265.. 8700, 8731.. 8933 

Seq. No. 6433 Seq. ID 

Gene No. 13604 Strand 

Start 8975 End 

Name OJ990311_16. 9819 . C18 . o3 . tm Method 

Start 8975 End 

GI none Score 

Exons 8975.. 9058, 8981.. 9055, 8982.. 9068, 8983 

9324.. 9494, 9325.. 9471, 9555.. 9602, 9556 

9681.. 9725, 9682.. 9732 



OJ990311_16. 9819.C18 
8933 

TBLASTX: Maize 
4863 
285 



OJ990311 16.9819.C18 



8933 

TBLASTX: Maize 
5352 
54 

5080, 4981. 
5273, 5261. 



,5082, 
,5335, 



Seq. ID OJ990311_16. 9819.C18 
Strand 

End 8933 

Method GENSCAN 

End. 8933 

Score . 5 



OJ990311 16.9819.C18 



9732 

TBLASTX: Maize 
9732 
126 

9069, 9324. 
9603, 9556. 



9470, 
9603, 



. Seq. No. 



6434 



Seq. ID OJ990311_16.9819.C19 



6757 



Gene No. 


13605 


Strand 


+ 


Start 


1 


End 


746 


Name 


OJ990311 16.9819.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


746 


GI 


4505631 


Score 


1021 


Exons 


1. .746 






GI Descrip. 


protocadherin 1 (cadherin- 


like 1) gi|387675 (L11370) 




protocadherin 42 [Homo sapiens] 




Seq. No. 


C A "5 A 

6434 


Seq. ID 


OJ990311 16. 9819. CI 


Gene No . 


13605 


Strand 


+ 


Start 


1 


End 


746 


Name 


OJ990311 16.9819.C19.ol.gs 


Method 


GENSCAN 


Start 


147 


End 


595 


GI 


none 


Score 


.57 


Exons 


147. .595 






Seq. No. 


6435 


Seq. ID 


OJ990311_17.9819.C1 


Gene No. 


13606 


Strand 


+ 


Start 


1 


' End 


764 


Name 


OJ990311 17.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


764 


GI 


2498930 


Score 


53 


Exons 


1. .23/ 510. .573, 741. .764 






GI Descrip. 


DORSAL- VENTRAL . PATTERNING 


PROTEIN SOG 


(SHORT GAS T RULAT I ON 




PROTEIN) gi 11203794 (U18774) Sog [Drosophila melanogaster] 


Seq. No. 


6435 


Seq. ID 


OJ990311_17.9819.C1 


Gene No . 


13606 


Strand 


+ 


Start 


1 


End 


764 


Name 


OJ990311 17.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


271 


End 


573 


GI 


none 


Score 


.68 


Exons 


271. .391, 514. .573 






Seq. No. 


6436 


Seq. ID 


OJ990311_17.9819.C3 


Gene No. 


13607 


Strand 






1 


End 


411 


Name 


OJ990311 17.9819.C3.ol.np 


Method ' 


AAT/NAP 


Start 


1 


End 


394 


GI 


5080792 


Score 


134 


Exons 


1..175, 239. .394 






GI Descrip. 


(AC00757 6) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


6436 


Seq. ID 


OJ990311_17.9819.C3 


Gene No. 


13607 


Strand 




Start 


1 


End 


411 


Name 


OJ990311 17.9819.C3.ol.gs 


Method 


GENSCAN 


Start 


17 


End 


394 


GI 


none 


Score 


.96 


Exons 


17. .394 






Seq. No. 


6436 


Seq. ID 


OJ990311_17.9819.C3 


Gene No. 


13607 


Strand 




Start. 


1 


End 


411 


Name 


OJ990311 17.9819.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


25 


End 


377 



6758 



GI 

Exons 



none Score 79 

25. .153, 44. .154, 44. .172, 174. .275, 191. .274, 263. .376, 

300. .377 



Seq. No. 6436 Seq. ID 

Gene No. 13607 Strand 

Start 1 End 

Name OJ990311_17 . 9819 . C3 . ol . tw Method 

Start 25 End 

GI none Score 

Exons 25.. 270, 26.. 274, 48. .272 



OJ990311_17.9819.C3 
411 

TBLASTX: Wheat 

274 

292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
_ Start 

Name 
Q Start 

cri GI 

i=i ; Exons 

i y 

; = =f Seq. No. 

j =y Gene No. 

Q Start 

; = |{ Name 

: ~ Start 

Exons 



U Seq. No. 

Gene No. 
^ Start 
J Name 
^ Start 

GI 

Exons 



6436 Seq. ID 

13607 Strand 
1 . End 
OJ990311_17 . 9819 . C3 .ol . tm Method 
32 End 
none Score 
32. .394, 40. .399, 44. .397, 112. .411 

6437 Seq. ID 

13608 . Strand 
312 6 <Ehd 
OJ990311_17 . 9819.C4.o2.gs Method 
3126 End 
none Score 
3126. .3232, 3297. .3424, 4734. .4936 

6437 Seq. ID 

13609 Strand 
16429 End 
OJ990311_17.9819.C4.ol.gp Method 
16429 End 
none Score 
16429. .16936, 19342.. 19571 

6437 Seq. ID 
13609 Strand 
16429 End 
OJ990311_17 . 9819.C4 . 06. gs Method 
19336 End- 
none Score 
19336. .19638 



OJ990311_17.9819.C3 
411 

TBLASTX: Maize 

411 

397 



OJ990311_17.9819.C4 
+ 

4936 
GEN SCAN 
4936 
.63 



OJ990311_17.9819.C4 
+ 

19638 
AAT/GAP 
19571 
1416 



OJ990311_17.9819.C4 
+ 

19638 ■ 
GENSCAN 
19638 
.71 



Seq. No. 6437 Seq. ID OJ990311_17 . 9819 . C4 

Gene No. 13610 Strand + 

Start 24385 End 26100 

Name OJ990311_17 . 9819 .C4 . o4 .np Method AAT/NAP 

Start 24385 End 26100 ' 

GI 6907087 Score 908 

Exons 24385.-24753, 24799.-25458, 25999.. 26100 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E22 15 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 
Gene No. 



'6437 
13611 



Seq. ID OJ990311_17.9819.C4 
Strand + 



6759 



Start 26560 End 26939 

Name OJ990311_17 . 9819 . C4 . o2 . gp Method AAT/GAP 

Start 26560 End 26939 

GI uC-osflcyp033a04bl Score 633 

Exons 26560. .26939 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



L_17.9819.C4.o3.gp 



Seq. No. 6437 

Gene No. 13612 

Start 30529 

Name OJ990311 

Start 30529 

GI 31877_1.R1084 

Exons 30529. .30604, 30739.. 30807 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 
similar sequence to Pib gene 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311_ 
+ 

30807 
AAT/GAP 
30807 
215 



17. 9819. C4 



1.0e-99 Oryza sativa DNA, 



Seq. No. 6437 Seq. ID 

Gene No. 13613 " Strand 

Start 32070" End 35954 

Name OJ990311_17 . 9819 . C4 . 08 . gs Method GENSCAN 

Start 32070 End 35954 

GI none Score .61 

Exons 32070. .32209, 32261 .. 32582, 32983 33132 , 33719 

34066... 34157, 34433 .. 34 616, 35611 .. 35819, 35840 



OJ990311_17.9819.C4 
+ 



.33874, 
.35954 



Seq. No. 6437 
Gene No. . 13613 
Start 32070 

Name OJ990311jl7 . 9819 .C4 . o5 . np 

Start 32083 
GI 5922620 
Exons 32083. .32187, 33371 

GI Descrip. (AP000492) EST 

predicted gene 

gi I 6016853 |dbj 

corresponds to 

protein .[Oryza 



Seq. ID OJ990311_17. 9819.C4 
Strand "* + 
End 35954 
Method AAT/NAP 
End 35951 
Score 562 
34066. .34421, 35811.. 35951 
D15357 (C0514 ) corresponds to a -region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 {C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



.33482, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6437 

13614 

40697 

OJ990311_17.9819.C4 .olO.gs 

40697 

none 



Seq. ID OJ990311_17.9819.C4 

Strand + 

End 47206 

Method GENSCAN 

End 47197 

Score .72 



40697. .40997, 44499 .. 44752, 46296. . 46545, 46977. .47197 



6437 

13614 

40697 

OJ990311_17.9819.C4.o6.np 

40706 

4218120 



Seq.- ID OJ990311_17.9819.C4 
Strand + 
End 47206 
Method AAT/NAP 
End 47206 
Score 300 

40706. .40968, 43850 .. 44 006, 44560 .. 4474 8 , 4 6296 .. 4 654 5, 
46977.. 47206 

(AL035353) Proline-rich APG-like protein [Arabidopsis thaliana] 



6760 




Seq. No. 


6437 






Seq. ID 


OJ990311_ 


17. 9819. C4 


Gene No . 


13615 






Strand 


+ 




Start 


48030 






End 


52170 




Name 


OJ990311 17. 9819. C4. 


oll.gs 


Method 


GENSCAN 




Start 


48030 






End 


52170 




GI 


none 






Score 


.75 




Exons 


48030. . 


48797, 48859. 


.49077, 


50032. .50312, 50868. 


.51610, 




51713. . 


52170 










beq. no. 


6437 






Seq. ID 


OJ990311_ 


1*7 QQ1 Q C A 


Gene No. 


13616 






Strand 


+ 




Start 


53000 






End 


54109 




Name 


OJ990311 17. 9819. C4. 


ol2.gs 


Method 


GENSCAN 




Start 


53000 






End 


54109 




GI 


none 






Score 


.91 




Exons 


53000. . 


53044, 53468. 


.53593, 


53969. .54109 




beq. no. 


6437 






Seq. ID 


OJ990311 


1 "7 QQ 1 Q CA 


Gene No. 


13617 






:* Strand 


+ 




Start 


72177 






End 


72791 




Name 


OJ990311 17. 9819. C4. 


olS.gs 


Method 


GENSCAN 




Start 


72177 






End 


72426 




GI 


none 






Score 


.68 




Exons 


72177. . 


72426 










Seq. No. 


6437 






Seq. ID 


OJ990311_ 


17. 9819. C4 


bene no . 


13617 






Strand 


+ 




Start 


72177 






End 


72791 




Name 


OJ990311 17. 9819. C4. 


o9.np 


Method 


AAT/NAP 




Start 


72189 






End 


72791 




GI 


4218120 






Score 


134 




Exons 


72189. . 


72420, 72759. 


.72791 








GI Descrip. 


(AL035353) Proline-rich APG 


-like protein [Arabidopsis thaliana] 


Seq. No. 


6437 






Seq. ID 


OJ990311_ 


17. 9819. C4 


Gene No. 


13618 






Strand 






Start 


1 






End 


1379 




Name . 


OJ990311 17. 9819. C4. 


ol.np . 


Method 


AAT/NAP 




Start 


1- 




End 


1379 




GI 


4914386 




Score 


116 




Exons 


1. .57, 


375.. 418, 585 


. .771, 


1259. .1379 






GI Descrip. 


(AC007167) putative 


GDSL-motif lipase/hydrolase 


[Arabidopsis 



thaliana] 



Seq. No. 6437 Seq. ID 

Gene No. 13618 Strand 

Start 1 End 

Name OJ990311_17 . 9819 .C4 . ol .gs Method 

Start 472 End 

GI none Score 

Exons 472.. 876 



OJ990311_17.9819.C4 

1379 
GENSCAN 
876 
.82 



Seq. No. 6437 Seq. ID 

Gene. No. 13619 Strand 

Start 6015 End 

Name OJ990311 17 . 9819 . C4 . o3 . gs Method 



OJ990311_17.9819.C4 

11651 
GENSCAN . 



6761 



Start 


6015 


End 


11651 


GI 


none 


Score 


.6 


Exons 


6015. .6182, 7247. .7294, 7725 


..7799, 8359.. 8588, 11307 .. 114 35, 




11573. .11651 






Seq. No. 


6437 


Seq. ID 


OJ990311_17.9819.C4 


Gene No. 


13619 


Strand 




Q +- y+- 

OLalL 


DUI J 


End 


11651 


Name 


OJ990311 17.9819.C4.o2.np 


Method 


AAT/NAP 


Start 


7460 


End 


9768 


GI 


1091678 


Score 


1252 


Exons 


7460. .7519, 7816. .9768 






GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 


Seq. No. 


6437 


Seq. ID 


OJ990311_17.9819.C4 


bene ino . 


i ^A9n 


Strand 




Start 


17832 


End 


18884 


Name 


OJ990311 17.9819.C4.o5.gs 


Method 


GENSCAN 


Start 


17832 


End 


18884 


GI . 


none 


Score 


.75 


Exons 


17832. .18361, 18593. .18884 






Seq. No. 


6437 


Seq. ID 


OJ990311_17.9819.C4 


Gene No. . 


13621 


Strand 




o tar u 




End 


60038 


Name 


OJ990311 17.9819.C4.ol3.gs 


Method 


GENSCAN 


Start 


54362 


End 


60038 


GI 


none 


Score 


. 64 


Exons 


54362. .54610, 54652 .. 54743, 


54836. .54949, 57455 .. 57611, 




59967. .60038 






Seq. No. 


6437 


Seq. ID 


OJ990311_17.9819.C4 


Gene No. 


13622 


Strand 




OLdlU 


62073 


End 


72434 


Name 


OJ990311 17.9819.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


577 


End 


72434 


GI 


none 


Score 


189 


Exons 


577. .699, 694. .765, 38510 .. 38680, 40792 40956, 40793 40966, 




72246.-72323, 72309.. 72434 






Seq. No. 


6437 


Seq. ID 


OJ990311_17.9819.C4 


Gene No. 


13622 


Strand 




Start 


62073 


End 


72434 


Name 


OJ990311 17.9819.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


589 


End 


72419 


GI 


none 


Score 


191 


Exons 


589.-693, 38501. .38674, 40787 40960, 


40804. .40962, 




43839. .43871, 43893 .. 43937 , 


46299. .46385, 4 64 64 .. 4 6547 , 




72275. .72316, 72335. .72418, 


72336. .72419 


Seq. No. 


6437 


Seq. ID 


OJ990311_17.9819.C4 


Gene No. 


13622 


Strand 




Start 


62073 


End 


72434 


Name 


OJ990311 17.9819.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


7877 


End . 


9325 • 


GI 


none 


Score 


154 


Exons 


7877i.7954, 7967. .8035, 8048 


..8110, 8098;. 8151, 8371.. 8592, 



6762 



8372.. 8596, 8373.. 8597, 8607.. 8753, 8750.. 8884, 8758.. 8964, 
8771. .8965, 8969. .9010, 9017. .9160, 9063. .9161, 9151. .9264, 
9154. .9264, 9266. .9325 





Seq. No. 


6437 


Seq. ID 


OJ990311 


_17.9819 


.C4 




Gene No. 


13622 


Strand 


- 








Start 


62073 


End 


72434 








Name 


OJ990311 17.9819.C4.o2.tm 


Method 


TBLASTX : 


Maize 






Start 


9326 


End 


9531 








GI 


none 


Score. 


1 A 1 

141 








Exons 


9326.. 9502, 9331.. 9531, 9334 


. .9513 










Seq. No. 


6437 


Seq. ID 


OJ990311 


_17.9819 


.C4 




Gene No. 


13622 


Strand 


- 








Start 


62073 


End 


72434 








Name 


OJ990311 17.9819.C4.o2.ts 


Method 


TBLASTX : 


Soybean 






Start 


51373 


End 


51786 








GI 


none 


Score 


150 








Exons 


bio 16 . . DlbZl , o1/1z..51/od 












Seq. No. 


6437 


Seq. ID 


OJ990311 


_17.9819 


.C4 




Gene No. 


13622 


Strand 










Start 


62073 


End 


72434 






i" **l 


Name 


OJ990311 17.9819.C4.ol4.gs 


Method 


GENSCAN 






: : cf 


Start 


62073 


End 


71458 






h J 


GI 


none 


Score 


.48 






if. ' = 

m 
l!3 


Exons 


62073. .62370, 624 65 .. 62750, 


63446. .63491, 63995 


. .64173, 






65533. .65584, 67448 .. 67629, 


70724. .70745, 71456 


T1 /I CO 




Ld 


Seq. No. 


6437 


Seq. ID 


OJ990311 


_17.9819 


.C4 




Gene No. 


13622 


Strand 








; — 


Start 


62073 


End 


72434 








Name 


OJ990311 17.9819.C4.o8.np 


Method 


AAT/NAP 








Start 


63402 


End 


64173 






□ 


GI 


4680183 


; Score 


203 








Exons 


63402. .63493, 64105. .64173 










: s 
:: =3 

: 


GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




sz 


Seq. No. 


6438 


Seq. ID 


OJ990311 


JL7.9819 


.C5 




Gene No. 


13623 


Strand 


+ 






is. 


Start 


1587 


End 


6693 








Name 


■ OJ990311 17.9819.C5.ol.gs 


Method 


GENSCAN 








Start 


1587 


End 


6664 








GI 


none 


Score 


.85 








Exons 


1587.. 1622, 3672.. 3759, 4592 


..4672, 5486. .5610, 


5857. .6093, 



6194. .6664 



Seq. No. 6438 

Gene No. 13623 

Start 1587 

Name OJ990311_17 . 9819 . C5 . ol . gp 

Start 5486 

GI 13677_1.R1084 

Exons 5486.. 5538 

GI Descrip. ' 4914384/gb| AAD32919. 1 | AC007167_1 5.0e-15 (AC007167) putative 
APG protein [Arabidopsis thaliana] 1 



Seq. ID OJ990311_17.9819.C5 

Strand + 

End 6693 

Method AAT/GAP 

End 5538 

Score 83 



6763 



ru 



Seq. No. 


6438 


Seq. ID 


OJ990311_17.9819.C5 


Gene No. 


13623 


Strand 


+ 


OLdl L 


1587 


End 


DO V 3 


Name 


OJ990311 17.9819.C5.ol.np 


Method 


AAT/NAP 


Start 


5486 


End 


6693 


GI 


6539248 


Score 


267 


Exons 


5486.. 5630, 5871.. 6095, 6196 


. .6693 




GI Descrip. 


(AC011765) putative lipase/acylhydrola 


se [Arabidopsis thaliana] 


Seq. No. 


Jo 


Seq. ID 


OJ990311_17.9819.C5 


Gene No. 


T T CO "> 
1 00£ J 


Strand 


+ 


Start 


1 £Q"7 

loo / 


End 


6693 


Name 


niQomi i 1 1 QQi q c c ^-r-i 

ujyyujii i / . yoiy . ld . oz: . gp 


Method 


AAT/GAP 


Start 




End 


6297 


GI 


LIB3434-045-P1-K1-H11 


Score 


319 


Exons 


5975.. 6093, 6194.. 6297 






GI Descrip. 


•2062705/951090552 IHSU90552 


3.0e-10 Human butyrophilin (BTF5) 




mRNA, complete cds ' 






Seq. No. 


6438 


Seq. ID 


OJ990311_17. 9819.C5 


Gene No. 


13623 


Strand 


+ 


Start 


1587 


End 


6693 


Name 


OJ990311 17.9819.C5.o2.np 


Method 


AAT/NAP 


Start 


6186 


End 


6634 


r* t 


728867 


Score 


181 


Exons 


6186. .6634 






GI Descrip. 


ANTER-SPECIFIC PROLINE-RICH 


PROTEIN APG PRECURSOR 




gi|99694|pir| IS21961 proline 


-rich protein APG - Arabidopsis 




thaliana gi | 22599 | emb | CAA42925 | (X60377) APG [Arabidopsis 




thaliana] 






Seq. No. 


6438 


Seq. ID 


OJ990311_17. 9819.C5 


bene wo.. 


13624 


Strand 




Start 


7251 


End 


11208 


Name 


OJ990311 17.9819.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


6188 


End 


6657 


GI 


none 


Score 


76 


Exons 


6188.. 6292, 6374.. 6655, 6388 


. .6657 




Seq. No. 


6438 


Seq. ID 


OJ990311_17.9819.C5 


bene wo . 


13624 


Strand 




Start 


7251 


End 


11208 


Name 


OJ990311 17.9819.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6188 


End 


6592 


GI 


none 


Score 


92 


Exons 


6188.. 6277, 6196. .6261, 6284 


. .6592 




Seq. No. 


6438 


Seq. ID 


OJ990311_17.9819.C5 


Gene No. 


13624 


Strand 




olait 


7251 


End 


11208 


Name 


OJ990311 17.9819.C5.o2.gs 


Method 


GENSCAN 


Start 


7251 


End 


11208 


GI 


none 


Score 


.43 


Exons 


7251. .7737, 8156. .8375, 8422 


..8466, 10010. . 10193, 10338 .. 10620, 




10780. .11208 






Seq. No. 


6439 


Seq. ID 


OJ990311_17. 9819.C6 



6764 



Gene No. 13625 Strand 

Start 637 End 

Name OJ990311_17 . 9819 . C6 . ol . gs Method 

Start 637 End 

GI none Score 

Exons 637 . . 765 



+ 

765 

GENSCAN 

765 

.83 



OJ990311_17.9819.C7 
+ 

316 

AAT/NAP 

316 

162 



Seq. No. 6440 Seq. ID 

Gene No. 13626 Strand 

Start 1 " End 

Name OJ990311_17 . 98 1 9 . C7 . ol . np Method 

Start 1 End 

GI 5922620 Score 

Exons 1..73, 180.. 316 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 6440 Seq. ID 

Gene No. 13627 Strand 

Start 613 End 

Name OJ990311_17 . 9819 . C7 . ol . gs Method 

Start 613 End 

GI none Score 

Exons 613. .752 



OJ990311_17.9819.C7 
+ 

752 

GENSCAN 

752 

.82 



q Seq. No. 

; . i Gene No . 

: ''t Start 

1"! Name 

i'U Start 

i3 GI 

ri Exons 

v'l GI Descrip. 



6440 
13628 
457 

OJ990311_17.9819.C7.o2.np 
457 

6630699 
457. .546 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990311_17.9819.C7 
Strand 

546 

AAT/NAP 
546 
79 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6441 
13629 
137 ' 

OJ990311_17 . 9819.C8.ol.gs 

137 

none 



Seq. ID OJ990311_17.9819.C8 

Strand + 

End 1304 

Method GENSCAN 

End 1304 

Score .84 



137.. 216, 334. .448, 994. .1122, 1209. .1304 



6441 

13629 

137 

OJ990311_17.9819.C8.ol.ts 

365 

none 



Seq. ID OJ990311_17.9819.C8 

Strand + 

End 1304 

Method TBLASTX : Soybean 

End 758 

Score 91 



365. .454, 367. .474, 399. .458, 564. .758, 585. .704 



6442 
13630 



Seq. ID OJ990311_1T.9819.C10. 
Strand + 



6765 



ru 



Start 


281 




End 


657 


Name 


OJ990311 17.9819.C10.ol.gs 




Method 


GENSCAN 


Start 


281 




End 


657 


GI 


none 




Score 


.67 


Exons 


281.. 325, 529.. 657 








Seq. No. 


6443 " 




Seq. ID 


OJ990311 


Gene No. 


13631 




Strand 


+ 


o car c 


1 




End 




Name 


OJ990311 17.9819.Cll.ol.rip 




Method 


AAT/NAP 


Start 


1 




End 


369 


GI 


6539585 




Score 


83 


Exons 


1..165, 297. .369 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6443 




Seq. ID 


OJ990311 


Gene No. 


13632 




Strand 




Start 


256 




End 


362 


Name 


OJ990311 17.9819.Cll.ol.gs 




Method 


GENSCAN 


Start 


256 




End 


362 


GI 


none 




Score 


.85 


Exons 


256. .362 








Seq. No. 


6444 




Seq. ID 


OJ990311 


Gene No. 


13633 




Strand 


+ 


Of 3 y.4- 


1 




End 


•50C 
JOJ 


Name 


OJ990311 17.9819.C14.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


385 


GI 


6539570 




Score 


109 


Exons 


1..124, 322. .385 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6445 




Seq. ID 


OJ990311 


Gene No. 


13634 




Strand 




olait 


219 




End 


A A 6 
*± ft 0 


Name 


OJ990311 17.9819.C18.ol.np 




Method 


AAT/NAP 


Start 


219 




End 


446 


GI 


4680186 




Score 


185 


Exons 


219. .446 








GI Descrip. 


(AF111709) unknown [Oryza . 


sativa subsp 


. indica] 


Seq. No. 


6446 




Seq. ID 


OJ990311 


Gene No. 


13635 




Strand 


+ 


Start 


530 




End 


1146 


Name 


OJ990311 11.9819.Cl.ol.gp 




Method 


AAT/GAP 


Of a r- +- 


530 




End 


1146 


GI 


18501 1.R1084 




Score 


1166 


Exons 


530.. 1146 . 








GI Descrip. 


'5441880/dbj IBAA82378.il 5 


.0e 


-75 (AP000367) EST 




corresponds to a region of 


the predicted gene.; 




transposon MuDR mudrA protein 


. (AC003981) [Oryz 


Seq. No. 


6446 




Seq. ID 


OJ990311 


Gene No. 


13636 




Strand 




Start 


1355 




End 


1855 


Name 


OJ990311 11.9819.Cl.o2.gp 




Method 


AAT/GAP 


Start 


1355 




End 


1855 



6766 



GI 

Exons 



3762604 
1355. .1855 



Score 



795 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6447 

13637 

4162 

OJ990311_1 1 . 9819 . C2 . o2 . gp 
4162 

403_1.R1084 

4162.. 4644, 5518.. 5982 
■ 2497538/sp | Q42806 ( KPYC_SOYBN 
CYTOSOLIC ISOZYME >gi_4 66350 
max] 1 

6447 

13638 

225 

OJ990311_11.9819.C2.ol.gp 
225 

2431369 
225.. 550 



Seq. ID OJ990311_11.9819.C2 

Strand + 

-End 5982 

Method AAT/GAP 

End 5982 



Score 



1829 



1.0e-157 PYRUVATE KINASE, 
(L08632) pyruvate kinase [Glycine 



Seq. ID OJ990311_11.9819.C2 

Strand 

End 550 

Method AAT/GAP 

End 550 



Score 



545 



Seq. No. 6447 

Gene No. 13639 

Start 4377 

Name OJ990311_11 . 9819.C2 .ol . tm 

Start 4377 

GI none 

Exons 4377.. 4643, 4402.. 4644, 4599. 
5517.. 5561, 5622.. 5990 



Seq. ID OJ990311_11.9819.C2 
Strand 

End 5990 

Method TBLASTX : Mai ze 

End 5990 

Score 294 

.4646, 5515.. 5988, 5516.. 5989, 



Seq. No. 6447 

Gene No. 13639 

Start 4377 

Name OJ990311_11. 9819 .C2 . ol . ts 

Start 4377 

GI none 

Exons 4377.. 4643, 4384.. 4644, 5515, 
5625.". 5990 



Seq. ID OJ990311_11.9819.C2 
Strand 

End 5990 

Method TBLASTX : Soybean 

End 5990 

Score 348 

.5988, 5516.. 5989, 5517.. 5561, 



Seq. No. 6447 

Gene No. 13639 

Start 4377 

Name OJ990311_11 . 9819 . C2 . ol . tw 

Start 4437 

GI none 

Exons 4437.. 4643, 4438.. 4644, 4599. 
5572. .5646 



Seq. ID OJ990311_11.9819.C2 
Strand 

End 5990 

Method • TBLASTX: Wheat 

End 564 6 

Score 296 

.4646, 5515. .5586, 5517. .5561, 



Seq. No. 6447 

Gene No. 13639 
Start . 4377 

Name OJ990311_11 . 9819 . C2 . o2 . tc 

Start 4 4 43 

GI none 

Exons 4443.. 4643, 4444. .4644, 5515, 



Seq. ID OJ990311_11. 9819.C2 
Strand 

End'- 5990 

Method TBLASTX : Cress 

End 5601 

Score 323 
.5601, 5517. .5561 



6767 




Seq. No. 


6447 






Seq. ID 


OJ990311_11.9819 


.C2 


f!pnp Mn 

V3C11C LN \J • 


13639 






St rand 






Start 


4377 






End 


5990 




Name 


OJ990311 11. 


9819. C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


5727 






End 


5979 




GI 


none 






Score 


371 




Exons 


5727. .5975, 


5728. .5979 








Seq. No. 


6448 






Seq. ID 


OJ990311_11.9819 


.C3 




13640 






Strand 


+ 




Start 


240 






End 


1246 




Name 


OJ990311 11. 


9819 .C3 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


56 






End 


829 




GI 


none 






Score 


63 




Exons 


56. .94, 57.. 


95, 240. 


794 


242. .829, 245. .814 




Seq. No. 


6448 






Seq. ID 


OJ99CR11 11 9819 


.C3 




13640 






Strand 


-j- 




Start 


240 






End 


1246 




Name 


OJ990311 11. 


9819. C3. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


56 






End 


797 




GI 


none 






Score 


63 




Exons 


56. .94, 57.. 


95 240 


.797, 


242. .790 






Seq. No. 


6448 






Seq. ID 


WU ZJ Z/ \J ~J A. A. 1 I . Is \J J- Zs 


.C3 


Gene No. 


13640 






Strand 


-L, 




Start 


240 






End 


1246 




Name 


OJ990311 11. 


9819. C3. 


ol .gp 


Method 


AAT/GAP 




Start 


240 






End. 


1246 




GI 


610 1.R1084 






Score 


1964 




Exons 


240. .1246 












GI Descrip. 


, 322787/pir| 


I JC1481 


1.0e-112 pyruvate 




40) 




cytosolic - 


potato 1 










Seq. No. 


6448 






Seq. ID 


nTQQfl^ll 11 QR1Q 


.C3 


fjprip KT/-\ 
VJCllC Vi \J • 


13640 






Strand 






Start 


240 






End 


1246 




Name 


OJ990311 11. 


9819. C3. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


243 






End 


665 




GI 


none 






Score 


309 




Exons 


243. .665, 257. .631 










Seq. No. 


6448 






Seq. ID 


OJ990311_11.9819 


.C3 


VJCilC LN \J ■ 


13640 






Strand 


+ 




Start 


240 






End 


1246 




Name 


OJ990311 11. 


9819. C3. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


380 






End 


665 




GI 


none 






Score 


230 




Exons 


380. .631, 381. .665 










Seq. No. 


6449 






Seq. ID 


OJ990311_11.9819 


.C4 


Gene No. 


13641 






Strand 


+ 




Start 


270 






End 


883 




Name 


OJ990311 11. 


9819. C4. 


ol .gp 


Method 


AAT/GAP 




Start 


270 






End 


883 




GI 


2427984 






Score 


754 





Exons 270.. 494, 680.. 883 



6768 




Seq. No. 


6449 








Seq. ID 


OJ990311_11.9819.C4 


f^pn** No 


13642 








Strand 




Start 


1208 








End 


1850 


Name 


OJ990311 11. 


9819. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1208 








End 


1850 


GI 


none 








Score 


216 


Exons 


1208. .1348, 


1255. 


.1335, 


1503. 


.1643, 1515.. 1643, 1516.. 1644, 




1739. .1849, 


1740. 


.1850, 


1740. 


.1850 




Seq. No. 


6449 








Seq. ID 


OJ990311_11.9819.C4 




13643 








Strand 




Start 


1865 








End 


3160 


Name 


OJ990311 11. 


9819. 


C4..o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1865 








End 


3160 


GI 


none 








Score 


59 


Exons 


1865. .1909, 


1866. 


.1904, 


2006. 


.2170, 2007.. 2279, 2403.. 2612 




2852. .2980, 


3092. 


.3160 








Sea No 


6449 








Seq. ID 


OJ990311_11.9819.C4 


Gene No. 


13643 








Strand 




Start .-. r 


1865 








End 


3160 


Name 


OJ990311 11. 


9819. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2133 








End 


2394 


GI 


none 








Score 


335 


Exons 


2133. .2393, 


2134. 


.2394, 


2135. 


.2290, 2360.. 2392 


Seq. No. 


6449 








Seq. ID 


OJ990311_11.9819.C4 


Gene No. 


13644 








Strand 




Start 


3094 








End 


3699 


Name 


OJ990311 11. 


9819. 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3094 








End 


3699 


GI 


none 








Score 


228 


Exons 


3094. .3336, 


3095. 


.3337, 


3099. 


.3347, 3284.. 3337, 3449.. 3523 




3451. .3561, 


3456. 


.3665, 


3457. 


.3663, 3458.. 3670, 3551.. 3697 




3618. .3698, 


3631. 


.3699 








Seq. No. 


6449 








Seq. ID 


OJ990311_11. 9819.C4 


Conp No 


13645 








Strand 




Start 


8043 








End 


9149 


Name 


OJ990311 11. 


9819. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8043 








End 


9140 


GI 


none 








Score 


145 


Exons 


8043. .8384, 


8047. 


.8244, 


8196. 


.8396, 8275.. 8370, 8688.. 8894 




8979. .9140 












Serr No 


6449 








Seq. ID 


OJ990311_11.9819.C4 


Gene No. 


13645 








Strand 




Start 


8043 








End 


9149 


Name 


OJ990311 11. 


9819. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


8049 








End 


9089 


GI 


none 








Score 


63 


Exons 


8049. .8414, 


8062. 


.8370, 


8766. 


.8876, 8877. .9089 


Seq. No. 


6449 








Seq. ID 


OJ990311_11. 9819.C4 


Gene No. 


13645 








Strand 




Start 


8043 








End 


9149 



6769 



Name 

Start 

GI 

Exons 



OJ990311_11 . 9819 . C4 . ol . tc 

8070 

none 

8070. .8384, 8124.. 8426, 8127. 

8412.. 8462, 8676.. 8894, 8685. 

8757.. 8897, 8763.. 8897, 8766. 

8898.. 9122, 8901.. 9104, 8903. 

8910.. 9095, 8913.. 9122, 8913. 



Method TBLASTX: Cress 

End 9149 

Score 66 

.8369, 8127.. 8453, 8130.. 8354, 

.8885, 8694. .8888, 8754. .8894, 

.8891, 8898.. 9149, 8898.. 9122, 

.8938, 8904.. 9116, 8905.. 9018, 

.9032, 8934.. 9068, 8958.. 9122 



Seq. No. 6450 Seq. ID 

Gene No. 1364 6 Strand 

Start 865 End 

Name OJ990311_11 . 9819 . C8 . ol . gp Method 

Start 865 End 

GI 699981 . Score 

Exons 865.. 1233 



OJ990311_11.9819.C8 

1233 
AAT/GAP 
1233 
706 



hi 

.PES. 

!.H 

ry 
w 

ry 

ii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6451 Seq. ID 

13647 Strand 

14 5 * End 
OJ990311_11 . 9819 . C2 1 . ol . gp Method 

145 End 

none Score 
145. .704 



OJ990311_11.9819.C21 
704 

AAT/GAP 

704 

1084 



OJ990311 11.9819.C21 



6451 Seq. ID 

13648 Strand 
802 End 1153 

OJ990311_11.9819.C21.o2.gp Method AAT/GAP 
802 End ' 1153 

LIB3433-031-P1-K1-C10 Score 493 

802. .1153 

, 121343/sp|P14655|GLN2_ORYSA 1.0e-23 GLUTAMINE SYNTHETASE SHOOT 
ISOZYME, CHLOROPLAST PRECURSOR ( GLUTAMATE — AMMONIA LIGASE) 

(CLONE LAMBDA-GS31) >gi_68598_pir AJRZQD glutamate — ammonia 

ligase (EC 6.3.1.2) delta precursor, chloroplast - rice 
>gi_20370_emb_CAA32462_ (X14246) precursor chloroplastic 
glutamine synthetase (AA -46 to 382) [Oryza sativa] ' 



f Seq. No. 


6452 




Seq. ID 


OJ990311_11.9819.C23 


■J Gene No. 


13649 




Strand 




Start 


262 




End 


541 


Name 


OJ990311 11.9819.C23.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


262 




End 


541 


GI 


none 




Score 


251 


Exons 


262. .516, 263. .496, 266. 


.541, 


267. .515 




Seq. No. 


6453 




Seq. ID 


OJ990311_11.9819.C24 


Gene No. 


13650 




Strand 




Start 


384 




End 


658 


Name 


OJ990311 ll.9819.C24.ol. 


gp 


Method 


AAT/GAP 


Start 


384 




End 


658 


GI 


215 1.R1084 




Score 


493 


Exons 


384. .658 








GI Descrip. 


M158219/emb|CAA77234| 0 


.0e+0C 


) (Y18623) 


amylogenin [Oryza 



sativa]"' 



6770 




Seq. No. 


6454 




Seq. ID 


OJ990311_11.9819 


.C25 


Gene No. 


13651 




Strand 


+ 




Start 


348 




End 


630 




Name - - 


OJ990311 ll.9819.C25.ol. 




Method 


AAT/GAP 




Start 


348 




End 


630 




GI 


5038915 




Score 


436 




Exons 


348. .630 










Seq. No. 


6455 




Seq. ID 


OJ990311_11.9819 


.C26 


Gene No. 


13652 




Strand 






Start 


494 




End 


832 




Name 


OJ990311 ll.9819.C26.ol, 


,ts 


Method 


TBLASTX : Soybean 




Start 


475 




End 


814 




GI 


none 




Score 


40 




Exons 


475.-498, 476.-499, 529. 


. .792, 


596. .814 






Seq. No. 


6455 




Seq. ID 


OJ990311_11. 9819 


.C26 


Gene No. 


13652 




Strand 






Start 


494 




End 


832 




Name 


OJ990311 ll.9819.C26.ol. 


■ gp 


Method 


AAT/GAP 




Start 


494 




End 


814 




GI • 


uC-osflm202109fl0bl 




Score 


622 




Exons 


494. .814 










GI Descrip. 


•3335378 7.0e-26 (AC003028) Myb-related transcription active 




[Arabidopsis thaliana] ' 










Seq. No. 


6455 




Seq. ID 


OJ990311_11.9819 


.C26 


Gene No . 


13652 




Strand • 






Start 


494 




End 


832 




Name 


OJ990311 ll.9819.C26.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


494 




End 


814 




GI 


none 




Score 


40 




Exons 


494. .520, 494. .520, 520. 


. .810, 


520. .792 


, 521. .814, 596..; 


814 


Seq. No. 


6455 




Seq. ID 


OJ990311_11.9819 


.C26 


Gene No . 


13652 




Strand 






Start 


494 




End 


832 




Name 


OJ990311 11.9819.C26.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


568 




End 


814 




GI 


none 




Score 


88 




Exons 


568. .789, 623. .814, 689. 


. .814 








Seq. No. 


6455 




Seq. ID 


OJ990311_11. 9819 


.C26 


Gene No. 


13652 




Strand 






Start 


494 




End 


832 




Name 


OJ990311 ll.9819.C26.ol. 


■ tc 


Method 


TBLASTX: Cress 




Start 


624 




End 


832 




GI 


none 




Score 


62 




Exons 


624. .830, 628. .792, 629, 


. .832 








Seq. No. 


6456 




Seq. ID 


OJ990311_11.9819 


.C27 


Gene No. 


13653 




Strand 






Start 


186 




End 


397 




Name 


OJ990311 11.9819.C27.ol. 


■ gp 


Method 


AAT/GAP 




Start 


186 




End 


397 




GI 


none 




Score 


405 . 




Exons 


186. .397 I 











6771 




Sea No 


6457 






Seq. ID 


OJ990311 11 . 9819.C28 


Gene No. 


13654 






Strand 




Start 


2516 






End 


3033 


Name 


OJ990311 11.9819. 


C28.ol 


• gp 


Method 


AAT/GAP 


Start 


2516 






End 


3033 


GI 


none 






Score 


983 


Exons 


2516. .3033 










•J C » l^i \J . 


6457 






Seq. ID 


OJ990311_11.9819.C28 


Gene No. 


13654 






Strand 




Start 


2516 






End 


3033 


Name 


OJ990311 11.9819. 


C28.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2716 






End 


2996 


GI 


none 






Score 


172 


Exons 


2716. .2901, 2717. 


.2923, 


2730 


..2918, 2951. .2989, 2952. .2996 




6458 






Seq. ID 


OJ990311 11 9819 C29 


Gene No. 


13655 






Strand 




Start 


2115 






End 


2579 


Name 


OJ990311 11.9819. 


C29.ol 


.gp 


Method 


AAT/GAP 


Start 


2115 






End 


2579 


GI 


none 






Score 


822 


Exons 


2115. .2579 










Sea No 


6458 






Seq. ID 


OJ990311_11.9819.C29 


Gene No. 


13656 






Strand 




Start 


7321 






End . 


7608 


Name 


OJ990311 11.9819. 


C29.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


7321 






End 


7608 


GI 


none 






Score 


277 


Exons 


7321. .7608, 7362. 


.7592, 


7405 


. .7608 




Seq. No. 


6459 






Seq. ID 


OJ990311_11.9819.C31 


Gene No. 


13657 






Strand 


+ 


Start 


2306 






End 


3012 


Name 


OJ990311 11.9819. 


C31.ol 


.gp 


Method 


AAT/GAP 


Start 


2306 






End 


3012 


GI 


59478 1.R1084 






Score 


778 


Exons 


2306. .2598, 2744. 


.2809, 


2909 


..3012 




GI Descrip. 


'3088573 2.0e-16 


(AF059530) ; 


protein arginine N-methyltransf erase 




3 [Rattus norvegicus] 1 








Seq. No. 


6460 






Seq. ID 


OJ990311_11.9819.C32 


V3C11C Vi\J . 


13658 






Strand 




Start 


99 






End 


582 


Name 


OJ990311 11.9819. 


C32.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


99 






End 


582 


GI 


none 






Score 


83 


Exons 


99. .167, 100. .168 


131. 


.169, 


276. .362, 


276.-356, 278..3S8, 




514. ;582 










Seq. No. 


6460 






Seq. ID 


OJ990311_11.9819.C32 


Gene No. 


13659 






Strand 




Start 


588 






End 


1027 


Name 


OJ990311 11.9819. 


C32.o2 


. tm 


• Method 


TBLASTX: Maize 


Start 


.588 






End 


1027 



6772 




GI 


none 






Score 


59 


Exons 


588.-632, 589. .633, 746 


. .859, 


761. .841 


, 762. .863, 762. .857, 




935. .1024, 


937.. 1023, 938.. 1027 




Seq. No. 


64 fid 






Seq. ID 


OJ990311_11.9819.C32 


Gene No. 


13660 






Strand 




JtalL 


1271 






End 


1676 


Name 


OJ990311 11 


Qft 1 Q n1 

■ )?OI3.^J4 . U J- 


■ LIU 


Method 


TBLASTX: Maize 


Start 


1271 






End 


1676 


GI 


none 






Score 


95 


Exons 


1271. .1342, 


1273. .1323, 


1324. 


.1461, 1352.. 1465, 1553.. 1642, 




1562. .1669, 


1563. .1676 








Seq. No. 


6461 






Seq. ID 


OJ990311_11.9819.C33 


ucilc INvJ . 


13661 






Strand 




Start 


1064 






End 


2074 


Name 


OJ990311 11 




• LIU 


Method 


TBLASTX: Maize 


Start 


1064 






End 


2074 


GI 


none 






Score 


111 


Exons 


1064. .1144, 


1721. .1846, 


1722. 


.1844,, 1853. .2074, 1854. .2000 


Seq. No. 


6461 






Seq. ID 


OJ990311_11.9819.C33 




13661 






Strand 




Start 


1064 






"End 


2074 


Name 


OJ990311 11 




. LC 


Method 


TBLASTX: Cress 


Start 


1710 






End 


1985 


GI 


none 






Score 


108 


Exons 


1710. .1844, 


1718. .1846, 


1857. 


.1985, 1859. .1984 


Seq. No. 


6461 






Seq. ID 


OJ990311_11. 9819.C33 


Gene No. 


13661 






Strand 




Start 


1064 






End 


2074 


Name 


OJ990311 11 


• 70 i 7 ■ U J J . Ul 




Method 


TBLASTX : Soybean 


Start 


1793 






End 


2053 


GI 


4297956 






Score 


114 


Exons 


1793. .1846, 


1857. .2000, 


1859. 


.2053 




GI Descrip. 


- 










Seq. No. 


6462 






Seq. ID 


OJ990311_11.9819.C41 


uCl It: LNL> • 


13662 " 






Strand 




Start 


1345 






End 


1697 


Name 


OJ990311 11 






Method 


AAT/GAP 


Start 


1345 






End ' 


1697 


GI 


3762250 






Score 


662 


Exons 


1345. .1697 










Seq. No. 


6463 






Seq. ID 


OJ990311_11. 9819.C42 




13663 • 






Strand 




Start 


120 






End 


3410 


Name 


OJ990311 11 


.9819.C42.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


120 






End 


3374 


GI 


none 






Score 


84 


Exons 


120.. 296, 3204.. 3374, 3205.. 3372 




Seq. No. 


6463 






Seq. ID 


OJ990311_11.-9819.C42 


Gene No. 


13663 






Strand 




Start 


120 






End 


3410- 



6773 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990311_11.9819.C42.ol.ts Method 
120 End 
none Score 
120. .206, 3190. .3372, 3204. .3410 



TBLASTX : Soybean 

3410 

120 



6464 Seq. ID 

13664 Strand 

578 End 
OJ990311_11. 9819.C43.ol.gp Method 

578 End 

7406_1.R1084 Score 
578. .909, 944. .1018 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ990311_11. 9819.C43 
+ 

1018 
AAT/GAP 
1018 . 
625 





Seq. No. 


6464 


' Seq. ID 


OJ990311_11.9819.C43 




Gene No. 


13665 


Strand 






Start 


961 


End 


1414 




Name 


OJ990311 11. 


9819.C43.o2.gp Method 


AAT/GAP 




Start 


961 


End 


1414 




GI 


LIB3431-045- 


P1-N1-A10 Score 


872 




Exons 


961. .1414 








GI Descrip. 


'5441876/dbj 


|AP000367.1|AP000367 0.0e+00 Oryza satiya genomic 






DNA, chromosome 2, clone : P0437H03 (contig b) ' 


w 

!«•?% 


Seq. No. 


6464 


Seq. ID 


OJ990311_11.9819.C43 


1. i = 


Gene No. 


13666 


Strand 




\7 1 ; 


Start 


2476 


End 


2975 


fa 


Name 


OJ990311 11. 


9819.C43.o3.gp Method 


AAT/GAP 




Start 


2476 


End 


2975 




GI 


LIB3475-007- 


P1-K1-G8 Score 


789 


! : si 


Exons 


2476. .2726, 


2803. .2975 




! Ll 


GI Descrip. 


, 5441880/dbj 


IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 





Seq. No. 


6464 










Seq. ID 


OJ99p.311_ll.9819.C43 




Gene No. 


13667 










Strand 






Start 


5798 










End 


6272 


□ 


Name 


OJ990311 11 


.9819. 


C43.ol 


; tw 


Method 


TBLASTX: Wheat 




Start 


5598 










End 


5978 




.GI 


none 










Score 


79 




Exons 


5598. 


.5774, 


5628. 


.5774, 


5659. 


.5778, 5772.. 5972, 5784. .5978 




Seq. No. 


6464 










Seq. ID 


OJ990311_11.9819.C43 




Gene No. 


13667 










Strand 






Start 


5798 










End 


6272 




Name 


OJ990311 11 


.9819. 


C43.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5676 










End 


6272 




GI 


none 










Score 


145 




Exons 


5676. 


5747, 


5811. 


.6110, 


5872. 


.6093, 6144.. 6272, 6166. .6264 




Seq. No. 


6464 










Seq. ID . 


OJ990311_11. 9819.C43 




Gene No. 


13667 










Strand 






Start 


5798 










End 


6272 




Name 


OJ990311 11 


.9819. 


C43.o4 


.gp 


Method 


AAT/GAP 




Start 


5798 










End 


6229 



6774 




GI 5701669 Score 837 

Exons 5798.-6229 

GI Descrip. 5441880/dbj I BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


6465 








Seq. ID 


OJ990311_11. 9819.C4 4 


Gene No. 


13668 








Strand 




Start 


1010 








End 


1223 


Name 


OJ990311 11. 


.9819. 


C44 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1010 








End 


1223 


GI 


none 








Score 


195 


Exons 


1010. .1204, 


1011. 


.1205, 


1011. 


.1223 




Seq. No. 


6466 








Seq. ID 


OJ990311_11. 9819.C45 


Gene No. 


13669 








Strand 




Start 


1038 








End 


2934 


Name 


OJ990311 11, 


.9819. 


C45.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1038 








End 


2934 


GI 


none 








Score 


108 


Exons 


1038. .1145, 


1040. 


.1144, 


1239. 


.1481, 1470. .1565, 1569. .1709, 




1817. .1945, 


2812. 


.2934 









Seq. No. 6466 

Gene No. 13669 

Start 1038 

Name OJ990311_11 . 9819 . C45 . ol . ts 

Start 1038 

GI none 

Exons 1038.. 1145, 1040.. 1144, 1239. 

1484. .1558, 1569. .1709, 1817. 

iy Seq. No. 6466 

;s Gene No. 13669 

□ Start 1038 ; : 

y Name OJ990311_11 . 9819 . C45 . ol . tw 

i s I Start 1038 

GI none 

Exons 1038.. 1145, 1040.. 1144, 1239. 



i;fl 

i'ii 



. 1 
"ssf 



Seq. ID OJ990311_11.9819.C45 
Strand 

End 2934 

Method TBLASTX : Soybean 

End 1945 

Score 108 

.1481, 1254. .1469, 1470. .1565, 
.1945 

.Seq. ID OJ990311_11.9819.C45 
Strand 

End 2934 

Method TBLASTX : Wheat 

End 1709 

Score 108 

.1481, 1470. .1565, 1569. .1709 



□ Seq. No. 6466 

Gene No. 13669 

Start 1038 

Name OJ990311_11 . 9819 . C45 . ol . tm 

Start 1113 

GI none 

Exons 1113.. 1148, 1232.. 1480, 1233. 

1482. .1733, 1553. .1729, 1817. 



Seq. ID OJ990311__11.9819.C45 
Strand 

End ■ 2934 

Method TBLASTX : Maize 

End 1855 

Score 35 

.1481, 1460. .1729, 1464. .1727, 
.1855 



Seq. No. 6466 

Gene No. 13669 

Start 1038 

Name OJ990311_11 . 9819 . C4 5 . o2 . tm 

Start 1861 

GI none 
Exons 



Seq. ID OJ990311_11.9819.C45 
Strand 
End 

Method 
End 
Score 



2934 

TBLASTX: Maize 

2493 

134 



1861. .1989, 1862. .1987, 2227. .2493, 2241. .2471 



6775 




Seq. No. 


6466 




Seq. ID 


OJ990311_11 . 9819 


-C45 


Gene No. 


13669 




Strand 






Start 


1038 




End 


2934 




Name 


OJ990311_11 . 9819.C45.o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2232 




End 


2472 




GI 


none 




Score 


246 




Exons 


2232. .2468, 2233. .2472 










Seq. No. 


6466 




Seq. ID 


OJ990311_11 . 9819 


.C45 


Gene No. 


13669 




Strand 






Start 


1038 




End 


2934 




Name 


OJ990311_11. 9819.C45.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2572 




End 


2873 




GI 


none 




Score 


89 




Exons 


2572. .2721, 2575. .2775, 


2576. 


.2731, 2797. .2871, 2799. .2873 


Seq. No. 


6467 




Seq. ID 


OJ990311JL1.9819 


.C47 


Gene No. 


13670- 




Strand 






Start 


220 




End 


383 




Name 


OJ990311_11 . 9819.C47.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


220 




End 


383 




GI 


none 




Score 


266. 




Exons 


220. .378, 222. .377, 336. 


. 383 








Seq. No. 


6467 




Seq. ID 


OJ990311_11.9819 


.C47 


Gene No. 


13670 




Strand 






Start 


220 




End 


383 




Name 


OJ990311_11 . 9819.C47 .ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


220 




End 


378 




GI 


none 




Score 


245 




Exons 


220. .378, 222. .377 










Seq. No. 


6468 




Seq. ID 


OJ990311JL1.9819 


.C50 


Gene No. 


13671 




Strand 






Start 


133 




End 


630 




Name 


OJ990311_11 . 9819.C50.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


133 




End 


531 




GI 


none 




Score 


57 




Exons 


133. .270, 209. .271, 280. 


. 531, 


281. .454 






Seq. No. 


6468 




Seq. ID 


OJ990311_11. 9819 


.C50 


Gene No. 


13671 




Strand 






Start 


133 




End 


630 




Name 


OJ990311_11 . 9819.C50.o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


178 




End 


627 




GI 


none 




Score 


56 




Exons 


178. .258, 200. .268, 325. 


. 627 








Seq. No. 


6468 




Seq. ID 


OJ990311^11. 9819 


.C50 


Gene No. 


13671 




Strand 






Start 


133 




End 


630 




Name 


^TQQnn i it qqi q r*£n 

ujyyujii i ± . yy i y . lou . oz . 


tw 


Method 


TBLASTX: Wheat 




Start 


■208 




End 


630 




GI 


none 




Score 


39 




Exons 


208. .258, 209. .286, 358. 


.630, 


362. .568 






Seqi No. 


6468 




Seq. ID 


OJ990311_11.-9819 


.C50 



6776 



ru 
p 



ru 

u 



Gene No. 


13672 








" Strand 




Cfarf 
o Lai u 


1376 








End 


3118 


Name 


OJ990311 11. 


9819 


.CSO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1376 








End 


3118 


GI 


none 








Score 


138 


Exons 


1376. .1678, 


1510 


. .1848, 


1843. 


.2025, 1851.. 2018, 2031.. 2675, 




2155. .2394, 


2527 


. .2676, 


2629. 


.2676, 3065.. 3118 


Seq. No. 


6468 








Seq. ID 


OJ990311_11.9819.C50 


Gene No. 


13672 








Strand 






1376 








End 


3118 


Name 


OJ990311 11. 


9819 


-CSO.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


1381 








End 


2672 


GI 


none 








Score 


60 


Exons 


1381. .1434, 


1391 


. .1486, 


1516. 


.1668, 1687. .1830, 1896. .1988, 




2046. .2258, 


2292 


. .2474, 


2514. 


.2672 




Seq. No. 


6468 








Seq. ID 


OJ990311_11.9819.C50 


Gene No. 


13672 








Strand 




Start 


1376 








End 


3118 


Name 


OJ990311 11 


9819 


.C50 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1507 








End 


2675 


GI 


none 








Score 


80 


Exons 


1507. .1659, 


1510 


. .1713, 


1511. 


.1714, 1759.. 1833, 1760.. 1834, 




1842. .1967, 


1843 


. .2007, 


1848 . 


.2015, 2040. .2675, 2121. .2186, 




2155. .2394, 


2464 


. .2673 








Seq. No. 


6468 








Seq. ID 


OJ990311_11.9819.C50 




13672 








Strand 




Start 


1376 








End 


3118 


Name 


OJ990311 11. 


9819.C50.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2031 








End 


2301 


GI 


none 








Score 


53 


Exons 


2031. .2300, 


2037 


. .2186, 


2155. 


.2301 




Seq. No. 


6469 








Seq. ID 


OJ990311_11.9819.C51 


Gene No. 


13673 








Strand 




Start 


1096 








End 


3070 


Name 


OJ990311 11. 


9819 


.C51.ol, 


.ts 


Method 


TBLASTX : Soybean 


Start 


1096 








End 


3070 


GI 


none 








Score 


135 


Exons 


1096. .1710, 


1097 


. .1384, 


-1448. 


.1750, 1810.. 2394, 1868.. 2383, 




3017. .3070 












Seq. No. 


6469 








Seq. ID 


OJ990311_11.9819.C51 


Gene No. 


13673 








Strand 




o Lai u 


J. VJ _7 U 








End" 


3070 


Name 


OJ990311 11. 


9819 


,C51.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


1174 








End 


3070 


GI 


none 








Score 


107 


Exons 


1174. .1410, 


1178 


. .1411, 


1442. 


.1705, 1459.. 1713, 1816.. 2382, 




1828. .1968, 


1868 


. .2380, 


3017. 


.3070 




Seq. No. 


6469 








Seq. ID 


OJ990311_11. 9819.C51 


Gene No. 


13673 








Strand 




Start ■ 


1096 








End 


3070 


Name 


OJ990311 11. 


9819 


.CSl.ol, 


,tc 


Method 


TBLASTX: Cress 



6777 



: ! E 

U 



Start 


1204 






* End 


2283 


GI 


none 






Score 


254 


Exons 


1204.. 1374, 1459 


. .1572, 


1558. 


.1704, 1825.. 2283 


Seq. No. 


6469 








n.TQQD^I 1 11 QfilQ PS1 




1 ^67^ 
Ijo / J 






C +- ran H 
O L£ ciilU 




Start 


1096 






PnH 




Name 


OJ990311 11.9819 


.CSl.ol 


.tw 




TRT a^TY • Whcaa t- 


Start 


1810 










GI 


. none 






Score 


ft 0 


Exons 


1810.. 2007, 1819 


. .1974, 


1868. 


.2008 




Seq. No. 


6470 






Seq. ID 


OJ990311_11.9819.C52 


Gene No. 


13674 






Strand 




Start 


311 






End 


3644 


Name 


OJ990311 11.9819 


,C52.ol 


.gp 


Method 


AAT/GAP 


Start 


311 






End 


3644 




13076 1.R1084 






Score 


1819 


Exons 


311.. 574, 939.. 1096, 1436.. -1484, 2022.. 


2089, 2476. .2556, 




2647.. 2691, 2791 


. .2855, 


3015. 


.3085, 3447.. 3644 


GI Descrip. 


•4758922/ref |NP_ 


004269. 


UpPIGLI 2.0e-28 phbsphatidylinositol 




glycan, class L 


>gi 4239986 dbj BAA74775.1 (AB017165) PIG-L 




[Homo sapient] 1 










Seq. No. 


6470 






Seq. ID 


OJ990311_11.9819.C52 


Gene No. 


13675 






Strand 






4191 






End 


5712 


Name 


OJ990311 11.9819 


.C52.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2800 






End 


3640 


GI 


none 






Score 


63 


Exons 


2800.. 2856, 2801 


. .2857, 


3012. 


.3086, 3013. .3084, 3014. .3088, 




3014.. 3091, 3443 


. .3640, 


3447. 


.3635 




Seq. No. 


6470 






Seq. ID 


OJ990311_11.9819.C52 


Gene No. 


13675 






Strand 




Start 


4191 






End 


5712 


Name 


OJ990311 11.9819 


.C52.o2 


.gp 


Method 


AAT/GAP 


Start . 


4191 






End 


5712 


GI 


1444 1.R1084 






Score 


2657 


Exons 


4191. .5446, 5568 


. .5712 









GI Descrip. ' 629829/pir || S39394 1.0e-146 protochlorophyllide reductase (EC 
1.3.1.33) - wheat >gi_510677_emb_CAA54042_ (X76532) 
protochlorophyilide reductase [Triticum aestivum] ' 



Seq. No. 6470 

Gene No. 13675 

Start - 4191 

Name OJ990311_11 . 9819 .C52 . ol . ts 

Start 4337 

GI none 

Exons 4337.. 4738, 4338.-4544, 4602. 

4821.. 5210, 5271.. 5318 . 



Seq. ID OJ990311_11.9819.C52 
Strand 

End 5712 

Method TBLASTX : Soybean 

End 5318 

Score 201 

.4739, 4742. .4771, 4820. .5308, 



Seq. No. 6470 Seq. ID 

Gene No. 13675 Strand 

Start 4191 . End 

Name OJ990311 11 . 9819 . C52 . ol . tm Method 



OJ990311_11. 9819.C52 
5712 

TBLASTX: Maize 



6778 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4338 
none 

4338. .4484, 
4821. .5210, 

6470 

13675 

4191 

OJ990311JL1. 

4340 

none 

4340. .4738, 
4824. .5210 



4340.. 5398, 4341. 
5271.. 5309, 5394. 



9819.C52.ol.tc 



4347.. 4544, 4586. 



End 54 4 4 

Score 301 

.4547, 4586.-4765, 4605. .4772, 
.5444 

Seq. ID OJ990311_11.9819.C52 
Strand 

End 5712 

Method TBLASTX: Cress 

End 5308 

Score 207 

.4732, 4602. .4739, 4742. .5308, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
!s _ Gene No. 
\~ Start 
II n Name 
rlj Start 

T"l Exons 

't w 

^ Seq. No. 
j"tJ Gene No. 
i3 Start 

Name 
;;1 Start 

GI 

i 1 ^ Exons 



6471 

13676 

2769 

OJ990311_11. 

2609 

none 

2609. .2653, 

6471 

13676 

2769 

OJ990311_11. 

2613 

none 

2613. .2768, 

6471 

13676 

2769 

OJ990311_11. 

2613 

none 

2613. .2768, 



9819.C53.o2.ts 



Seq. ID OJ990311_11.9819.C53 

Strand + 

End 3197 

Method TBLASTX : Soybean 

End 27 68 

Score 189 



2610. .2768, 2635. .2730, 2681. .2731 



9819.C53.ol.tc 



2618. .2653, 2681. 



9819.C53.o2.tm 



2618. .2746 



Seq. ID OJ990311_11.9819.C53 
Strand + 

3197 

TBLASTX: Cress 
2768 
185 



End 

Method 
End 
Score 
.2746 



Seq. ID OJ990311_11.9819.C53 

Strand + 

End 3197 

Method TBLASTX : Maize 

End 2768 

Score 184 



Q Seq. No. 

r=l Gene No. 

ltsS Start 
Name 
Start 
GI 

Exons 



6471 

13676 

2769 

OJ990311_11. 

2769 

none 

2769. .3197 



9819.C53.ol.gp 



Seq. ID OJ990311_11.9819.C53 

Strand + 

End ' 3197 

Method AAT/GAP 

End 3197 

Score 812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6471 

13677 

3802 

OJ990311_11, 

3802 

none 

3802. .4041, 
4074. .4139, 
4842. .4937, 



9819.C53.ol.tm 



3803. .4042, 3804. 
4075. .4170, 4141. 
5047. .5142, 5048. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4043, 3804 
.4410, 4197 



OJ990311 11.9819.C53 



5142 

TBLASTX: Maize 
5142 
224 

4043, 3808. 
4409, 4839. 



.4047, 
.4937, 



.5077, 5091.. -5123 



Seq. No. 



6471 



Seq. ID OJ990311_11.9819.C53 



6779 



Gene No. 


13677 






Strand 




Start 


3802 






End 


5142 


Name 


OJ990311 11.9819 


.C53.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4281 






End 


5133 


GI 


none 






Score 


105 


Exons 


4281. .4409, 4291 


. .4410, 


4839. 


.4961, 4879.. 4962, 5047.. 5133 


Seq. No. 


6472 






Seq. ID 


OJ990311 11 . 9819 .C54 


Gene No . 


13678 






Strand 




Start 


1334 






End 


1501 


Name 


OJ990311 11.9819 


.C54.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1334 






End 


1501 


GI 


none 






Score 


176 


Exons 


1334. .1498, 1334 


. .1501 








Seq. No. 


6473 






Seq. ID 


OJ990311 11 9819 C57 


Gene No 


13679 






Strand 




Start 


34 






End 


166 


Name 


OJ990311 11.9819 


.C57.ol 


.gp 


Method 


AAT/GAP 


Start 


34 




.End 


166 


GI 


none 






Score 


235 


Exons 


34. .166 










Seq. No. 


6474 






Seq. ID 


OJ990311_11 . 9819. C58 


Gene No. 


13680 






Strand 


+ 


Start 


122 






End 


426 


Name 


OJ990311 11.9819 


.C58.ol 


• gp 


Method 


AAT/GAP 


Start 


122 






End 


426 


GI 


287269 






Score 


577 


Exons 


122. .426 










GI Descrip. 


121343/sp| P14 655 |GLN2_ORYSA 1 


.0e-23 GLUTAMINE SYNTHETASE SHOOT 



i. J 



i.l . Seq. No.. 
Gene No. 
Start 
iis ^ Name 
Start 
GI 

Exons 



ISOZYME, CHLOROPLAST PRECURSOR ( GLUT AMATE-- AMMONIA LIGASE) 

(CLONE LAMBDA-GS31 ) >gi_68598_pir AJRZQD glutamate — ammonia 

ligase (EC 6.3.1.2) delta precursor, chloroplast - rice 
>gi_20370_emb_CAA324 62_ (X14246) precursor chloroplastic 
glutamine synthetase (AA -46 to 382) [Oryza sativa] 



6475 
13681 
264 

OJ990311_11.9819.C59.ol.tm 
264 
none 

264. .353, 269.-343, 273. .350, 275. .35 
463. .555, 624. .707, 624. .707, 625. .711, 626 



Seq. -ID OJ990311_11.9819.C59 
Strand 

712 

TBLASTX: Maize 
712 
77 

461. .556, 462. .554, 

.712 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



6476 
13682 
184 

OJ990311_11. 9819.C60.ol.tm 
184. 
none 

184. .309, 185. .313, 186. .308, 412 
551. .658, 573. .659, 575. .649, 577 



6477 
13683 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311_11.9819.C60 
725 

TBLASTX: Maize 

725 

222 



,486, 414. .488, 415. .486, 
,651, 696. .725 



Seq. ID OJ990311_11.9819.C63 
Strand + 



6780 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



289 

AAT/GAP 
289 
494 



OJ990311_11. 9819. C63. ol.gp 
1 

LIB3431-045-P1-N1-A10 
1. .289 

'5441876/dbj I AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. ID OJ990311_11.9819.C63 

Strand 

End 638 

Method AAT/GAP 

End 638 

Score 669 



6477 
13684 
232 

OJ990311_11.9819.C63.o2.gp 
232 

7406_1.R1084 
232. .638 

1 1122315/emb) CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. ID OJ990311_11.9819.C67 

Strand + 

End 368 

Method AAT/GAP 

End 368 

Score 145 



6478 
13685 
274 

OJ990311_11.9819.C67.ol.gp 
274 

33511_1.R1084 
274. .368 

, 3549652/emb|CAA12272| 2.0e-36 (AJ224982) MAP3K epsilon protein 
kinase [Arabidopsis thaliana] * 



Seq. ID OJ990311_11.9819.C74 

Strand + 

End 106 

Method AAT/GAP 

End 106 

Score 79 



6479 
13686 
55 

OJ990311_11.9819.C74 .ol.gp 
55 

LIB3432-030-P1-K1-F9 
55. .106 

'3941543 2.0e-15 (AF069497) pelota [Arabidopsis thaliana] 
>gi_4469016_emb_CAB38277_ (AL035602) pelota (PEL1) [Arabidopsis 
thaliana] 1 



6480 
13687 
581 

OJ990311_11. 9819. C77 .ol.gp 
581 

19694_1.R1084 
581. .674 

' 3281853/emb | CAA1974 8 | 2.0e-98 (AL031004) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990311_11.9819.C77 

Strand + 

End 674 

Method AAT/GAP 

End 674 

Score 148 



6481 
13688 
396 

OJ990311_11. 9819. C80. ol.gp 
396 

570065 
396. .503, 903. .1032 

2443881 1.0e-16 (AC002294) contains beta-transducin motif 



Seq. ID OJ990311_11.9819.C80 

Strand + 

End 1032 

Method AAT/GAP 

End 1032 

Score 411 



6781 



[Arabidopsis thaliana] 

Seq. No. 6481 
Gene No. 13689 
Start 2061 

Name OJ990311_11 . 9819 . C80 . o3 . tm 

Start 1358 
GI none 

Exons 1358.. 1480, 1376.. 1471, 1641. 

1679.. 1867, 2032.. 2172, 2066. 
2835.. 2909, 2837.. 2908 



Seq. ID OJ990311_11.9819.C80 

Strand + 

End 4488 

Method TBLASTX : Maize 

End 2909 

Score 65 

1659. .1751, 
2068. .2175, 



.1865, 1659. .1868, 
.2176, 2067. .2171, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6481 Seq. ID 

13689 Strand 

2061 End 

OJ990311_11.9819.C80.o2.gp Method 

2061 End 

4714835 Score 



OJ990311_11.9819.C80 
+ 

4488 
AAT/GAP 
4179 
900 



2061. .2169, 2839. .2909, 3671. .3745, 3833. .3976, 4083. .4179 
2443881 1.0e-59 (AC002294) contains beta-transducin motif 
[Arabidopsis thaliana] 



S3. 

ru 

□ 

! . E 
: i : 
■; -ct 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6481 . Seq. ID 

13689 Strand 

2061 End 

OJ990311_ll.9819.C80.ol.tm - Method 

3667 End 

none Score 



OJ990311_11.9819.C80 
+ 

4488 ; 

TBLASTX: Maize 

4488 

104 



3667. .3759, 3669.-3749, 3671. .3754, 3824. .3976, 3831. .3986, 
3831. .3971, 3832.-3975, 4065. .4247, 4071. .4325, 4071. .4307, 
4082. .4324, 4411.-4488, 4413. .4478, 4414. .4479 



6481 Seq. ID 

13689 Strand 

2061 End 

OJ990311_11 . 9819 . C80 . ol . tc Method 

3689 End 

none Score 



OJ990311_11.9819.C80 
+ 

4488 

TBLASTX: Cress 

4322 

87 



3689.. 3754, 3691.. 3759, 3824.. 3976, 3825.. 3986, 3834.. 3971, 
3835. .3972, 4071. .4283, 4075. .4188, 4224. .4322, 4226. .4303, 
4245. .4304, 4250. .4306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6481 
13690 
4492 
OJ9903 
4492 
none 
4492. . 
4660. . 
4765. . 
4781. . 
4834. . 
4905. . 
4973. . 
5026. . 



11 11-9819. C80.o2.tm 



4731, 4492.. 4731, 4573. 

4761, 4681. .4773, 4716. 

4902, 4766. .4792, 4778. 

4915, 4782.. 4913, 4783. 

4902, 4882.. 5037, 4893. 

5033, 4914.. 5033, 4915. 

5038, 4986. .5087, 4987. 

5193, 5053.. 5076, 5091. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.4785, 
.4763, 
.4906, 
.4962, 
.4943, 
.5034, 
.5127, 
.5180 



D OJ990311_11.9819.C80 
5193 

TBLASTX: Maize 
5193 
199 

4639. .4716, 4652. .4717, 
4723. .4770, 4748. .4792, 
4779. .4901, 4780. .4896, 
4816. .4899, 4816. .4911, 
4896. .5036, 4904. .5023, 
4923. .5090, 4942. .5067, 
5007. .5129, 5008. .5148, 



6782 




Seq. No. 


6482 


Seq. ID 


OJ990311_11. 9819.C84 


Gene No. 


13691 


Strand 


+ 


Start 


68 


End 


720 


Name 


OJ990311 11. 9819.C84 .ol.tm 


Method 


TBLASTX: Maize 


Start 


67 


End 


720 


GI 


none 


Score 


728 


Exons 


67. .720, 68. .718, 76. .720 






Seq. No. 


6482 


Seq. ID 


OJ990311_11 . 9819.C84 


Gene No. 


13691 


Strand 


+ 


Start 


68 


End 


720 


Name 


OJ990311 11.9819.C84 .ol.tw 


Method 


TBLASTX: Wheat 


Start 


67 


End 


463 


GI 


none 


Score 


61 


Exons 


67. .198, 226. .321, 310. .462, 


374. .463 




Seq. No. 


6482 


Seq. ID 


OJ990311 11.9819.C84 


Gene No. 


13691 


Strand 


+ 


Start 


68 


End 


720 


Name 


OJ990311 11.9819.C84.ol.ts 


Method 


TBLASTX : Soybean 


Start 


67 


End 


720 


GI 


none 


Score 


69 


Exons 


67. .198, 68. .199, 137. .199, 


193. .228, 


229.-294., 242.. 268, 




292. .711, 292. .720, 518. .718 






Seq. No. 


6482 


Seq. ID 


OJ990311_11.9819.C84 


Gene No. 


13691 


Strand 


+ 


Start 


68 


End 


720 


Name 


OJ990311 11.9819.C84.ol.gp 


Method 


AAT/GAP 


Start 


68 


End 


720 


GI 


215 1.R1084 


Score 


1271 


Exons 


68. .720 






GI Descrip. 


, 4158219/emb|CAA77234 | 0.0e+00 (Y18623) amylogenin [Oryza 




sativa] 1 






Seq. No. 


6482 


Seq. ID 


OJ990311_11.9819.C84 


Gene No. 


13691 


Strand 


+ 


Start 


68 


• End 


720 


Name; 


OJ990311 11.9819. C84.ol.tc 


Method 


TBLASTX: Cress 


Start 


70 


End 


718 


GI 


none 


Score 


50 


Exons 


70. .198, 226. .321, 241. .318, 


245. .322, 


310. .717, 361. .642, 




374. .718 






Seq. No. 


6483 


Seq. ID 


OJ990311_11.9819.C87 


Gene No. 


13692 


Strand 




Start 


1 


End 


848 


Name 


OJ990311 11.9819.C87.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


848 


GI 


uC-osrocyp003c06al 


Score 


707 


Exons 


1..233, 496. .559, 676. .738, 


817. /848 




GI Descrip. 


*6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa genoi 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


6484 


Seq. ID 


OJ990311_11.9819.C88 


Gene No. 


13693 


Strand 




Start 


185 


. • End 


584 



6783 



!==# 

'J 



ill 



Vi 



u 

i!3 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
y Name 
*i Start 

,1 GI 

Exons 
J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 



OJ990311_11 . 9819 . C88 . ol . tm Method TBLASTX : Mai ze 

1 End 584 

none Score 58 

1..60, 164. .274, 165. .275, 167. .277, 378. .581, 379. .582, 

380. .580, 381. .584 



6484 

13693 

185 

OJ990311_11.9819.C88.ol.ts 

165 

none 



Seq. ID OJ990311_11.9819.C88 

Strand 

End 584 

Method TBLASTX : Soybean 

End 584 

Score 55 



165. .275, 185. .277, 379. .471, 381. .500, S55..584, 556. .582 



6484 
13693 
185 

OJ990311_ll.9819.C88.ol.gp 
185 

43933_1.R1084 
185. .275, 381. .580 

1 3128186 6.0e-17 (AC004521) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990311_11.9819.C88 

Strand 

End 584 

Method AAT/GAP 

End 580 

Score 527 



Seq. ID OJ990311_11.9819.C91 

Strand + 

End 126 

Method AAT/GAP 

End 126 

Score 213 



6485 
13694 
1 

OJ990311_11.9819.C91.ol.gp 
1 

18501_1.R1084 
1. .126 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



6485 

13695 

88 

OJ990311_11.9819.C91.ol.tm 
88 

none 



Seq. ID OJ990311_11.9819.C91 
Strand 

End 1015 

Method . TBLASTX :Maize 

End 1015 

Score 47 



88. .147, 267. .371, 272. .361, 363. .422, 367. .423, 370. .429, 
459. .584, 494. .583, 501. .593, 899. .1015, 901. .1014 



6486 

13696 

246 

OJ990311_11. 9819.C92.ol.gp 
246 

LIB3475-006-P1-K1-A4 



Seq. ID OJ990311_11.9819.C92 

Strand + 

End 1299 

Method AAT/GAP 

End 1015 

Score 819 



246. .357, 497. .730, 892. .1015 

1 3293031/emb|CAA07563| 3.0e-36 (AJ007574) amino acid carrier 
[Ricinus communis] 1 



6486 

13696 

246 



Seq. ID OJ990311_11.9819.C92 
Strand + 
End ' 1299 



6784 



Name 

Start 

GI 

Exons 



OJ990311_11.9819.C92.ol.tc Method 
315 End 
none Score 



TBLASTX : Cress 

1299 

59 



315. .374, 493. .732, 495. .713, 1155. .1292, 1156. .1299 



Seq. No. 6486 

Gene No. 13696 

Start 246 

Name OJ990311_11 . 9819.C92 .ol . ts 

Start 330 

GI none 

Exons 330.. 374, 493.. 732, 495.. 731, 1083.. 1133, 1084.. 1164, 
1140. .1298, 1144. .1299 



Seq. ID OJ990311_11.9819.C92 

Strand + 

End 1299 

Method TBLASTX : Soybean 

End 1299 

Score 54 



Seq. No. 6486 

Gene No. 13696 

Start 246 

Name OJ990311_11 . 9819 . C92 . ol . tm 

Start 505 

GI none 

Exons 505.. 732, 507.. 632, 1102.. 1164, 1150.. 124 
1156. .1260 



Seq. ID OJ990311_11.9819.C92 

Strand + 

End 1299 

Method TBLASTX : Mai ze 

End 1260 

Score 269 

1155. .1253, 



:: : ; 



Seq. No. 6487 
Gene No. 13697 
Start 235 

Name OJ990311_11 . 9819 . C96 . ol . gp 

Start 235 

GI LIB3475-011-P1-K1-F12 
Exons 235.. 382 

GI Descrip. '3941543 1.0e-25 (AF069497) pelota [Arabidopsis thaliana] 

>gi_4469016_emb_CAB38277_ (AL035602) pelota (PEL1) [Arabidopsis 
thaliana] ' 



Seq. ID OJ990311_11.9819.C96 
Strand 

End 382 

Method AAT/GAP 

End 382 

Score 177 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6487 

13698 

1893 

OJ990311_11 . 9819 . C96 . ol . tm 

1893 

none 



Seq. ID OJ990311_11.9819.C96 
Strand 

End 2230 
Method TBLASTX: Maize 
End * 2230 

Score 218 



1893. .2027, 1894. .2028, 1946. .2068, 2156. .2230, 2160. .2219, 
2161. .2220 



Seq. No. 6487 

Gene No. 13698 

Start 1893 

Name OJ990311_11 . 9819 . C96. ol . ts 

Start 1893 

GI none 

Exons 1893.. 2027, 1894.. 2028 

Seq. No. 6488 

Gene No. 13699 

Start 65 

Name OJ990311_11 . 9819 . C99 . ol . gp 

Start 65 

GI uC-osflcypl21b09bl 



Seq. ID OJ990311_11.9819.C96 
Strand 

End 2230 

Method TBLASTX : Soybean 

End 2028 

Score 169 



Seq. ID OJ990311_11.9819.C99 

Strand + 

End 211 

Method AAT/GAP 

End 211 

Score 179 



6785 




Exons 65.. 211 

GI Descrip. 1 4585871/gb | AAD25544 . 1 | AC005850_1 1.0e-67 (AC005850) Unknown 
protein [Arabidopsis thaliana] ' 





Seq. No. 


6489 




Seq. ID 


OJ990311_11. 9819.C102 




Gene No. 


13700 




Strand 


+ 




Start 


351 




End 


406 




Name 


OJ990311 11.9819.C102.ol 


• gp 


Method 


AAT/GAP 




Start 


351 




End 


406 




GI 


13076 1.R1084 




Score 


56 




Exons 


351. .406 










GI Descrip. 


•4758922/ref |NP 004269.1 


IpPIGLI 2.0e-28 


1 phosphatidylinositol 






glycan, class L >gi 4239986 dbj BAA74775.1_ (AB017165) PIG-L 






[Homo sapiens] ' 










Seq. No. 


6490 




Seq. ID 


OJ990311 11.9819.C103 




Gene No. 


13701 




Strand 






Start 


646 




End 


737 




Name 


OJ990311_11 . 9819.C103. ol 


.gp 


Method 


AAT/GAP 




Start 


646 




End 


737 




- GI 


none 




Score 


154 




Exons 


646. .737 










Seq. No. 


6491 




Seq. ID 


OJ990311_11.9819.C106 




Gene No . 


13702 




Strand 






Start 


72 




End 


470 




Name 


OJ990311_11 . 9819 . C10 6 . ol 


. tm 


Method 


TBLASTX: Maize 


rli 


Start 


72 




End 


470 




GI * 


none 




Score 


184 




Exons 


72.-323, 149. .322, 332.. 


394, 


333. .470 




W 


Seq. No. 


6492 




Seq. ID 


OJ990311_11.9819.C108 


1 y 


Gene No. 


13703 




Strand 


+ 




Start 


1 




End 


201 




Name 


OJ990311_11 . 9819.C108 .ol 


.gp 


Method 


AAT/GAP 


-i 


Start 


1 




End 


201 




GI 


21771_1 .R1084 




Score 


394 


I s ^ 


Exons 


1 . . 201 










GI Descrip. 


1 4454472/gb| AAD20919 | 4 . 


Oe-27 


(AC006234) unknown protein 


I s 3 




[Arabidopsis thaliana] 1 










Seq. No. 


6492. 




Seq. ID 


OJ990311_11.9819.C108 




Gene No. 


13704 




Strand 


+ 




Start 


7362 




End 


7501 




Name 


OJ990311 ll.9819.C108.o2 


.gp 


Method 


AAT/GAP 




Start 


7362 




End 


7501 




GI 


LIB3474-009-P1-K1-F11 




Score 


228 




Exons 


7362. .7501 










GI Descrip. 


M455244/emb|CAB36743. 1 1 


6.0e 


-11 (AL035523) MtN3-like proteii 






[Arabidopsis thaliana] 1 










Seq. No. 


6492 




Seq. ID 


OJ990311_11.9819.C108 




Gene No. 


13705 




Strand 






Start 


13418 




End 


15125 




Name 


OJ990311 1I.9819.C108.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


803 




End 


1012 




GI 


none 




Score 


115 



6786 




Exons 


803. .1012, 


807. . 


929 








Seq. No. 


6492 








Seq. ID 


OJ990311_11 . 98 19. CI 08 


Gene No. 


13705 








Strand 




Start 


13418 








End 


15125 


Name 


OJ990311 11 


. 9819 


'.C108.bl 


. tm 


Method 


TBLASTX: Maize 


Start 


893 








End 


2336 


GI 


none 








Score 


72 


Exons 


893. .1015, 


908. . 


1018, 14 


27. . 


1573, 1436. 


.1573, 1497.. 1634, 




1660. . 1869, 


1661 


. .1903, 


1662 


..1727, 1667.. 1900, 1977.. 2201, 




1982. .2209, 


2313 


. .2336 








Seq. No. 


6492 








Seq. ID 


OJ990311_11.9819.C108 


Gene No . 


13705 








Strand 




Start 


13418 








End 


15125 


Name 


OJ990311 11 


. 9819 


.C108.O3 


.tc 


Method 


TBLASTX: Cress 


Start 


938 








End 


1870 


GI 


none 








Score 


69 


Exons 


938. .1012, 


1442. 


.1573, 1503. 


.1700, 1662.. 1856, 1664.. 1870 


Seq. No. 


6492 








Seq. ID 


OJ990311_11.9819.C108 


Gene No. 


- 13705 








Strand 




Start 


13418 








End 


15125 


Name 


OJ990311 11 


.9819 


.CIO8.0I 


. ts 


Method 


TBLASTX: Soybean 


Start 


1466 








End 


2399 


GI 


none 








Score 


58 


Exons 


1466. . 1573, 


1506 


. . 1577, 


1662 


..1871, 1664. .1900, 1715. .1879, 




1962. .2186, 


1967 


. .2209, 


1988 


..2188, 2313. .2399 


Seq. No. 


6492 








Seq. ID 


OJ990311_11.9819.C108 


Gene No. 


13705 








Strand 




Start 


13418 








End 


15125 


Name 


OJ990311 11 


. 9819 


.C108.O2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1751 








End 


2209 


GI 


none 








Score 


84 


Exons 


1751. . 1900, 


1751 


. .1903, 


1967 


..2209, 1988. .2176, 1989. .2201 


Seq. No. 


6492 








Seq. ID 


OJ990311_11.9819.C108 


Gene No. 


13705 








Strand 




Start 


13418 








End 


15125 


Name 


OJ990311 11 


.9819 


.CIO8.0I 


.tc 


Method 


TBLASTX: Cress 


Start 


1983 , 








End 


2700 


GI 


none 








Score 


103 


Exons 


1983. .2207, 


1984 


. .2094, 


1986 


..2201, 1988. .2212, 1988. .2227, 




2310. .2417, 


2310 


. .2432, 


2312 


..2449, 2368. .2433, 2611. .2700 


Seq. No. 


6492 








Seq. ID 


OJ990311_11. 9819.C108 


Gene No. 


13705 








Strand 




Start 


13418 








End 


15125 


Name 


OJ990311 11 


.9819 


.C108.O4 


.tm 


Method 


TBLASTX: Maize 


Start 


9045 








End 


9308 


GI 


none 








Score 


189 


Exons 


9045. .9308, 


9212 


. .9304 








Seq. No. 


6492 








Seq. ID 


OJ990311_11. 9819.C108 


Gene No. 


13705 








Strand 




Start 


13418 








End 


15125 



6787 



Name OJ990311_11. 9819.C108 .o3 .gp Method AAT/GAP 

Start 13418 End . 15125 

GI 2265_1.R1084 Score 2693 

Exons 13418. .14092, 14304 14547, 14647.. 15125 

GI Descrip. 1 542200/pir | | S41890 4.0e-86 hypothetical protein - garden 

asparagus >gi_452714_emb_CAA54526_ (X77320) unknown [Asparagus 
officinalis] 1 



Seq. No. 6492 

Gene No. 13705 

Start 13418 

Name OJ990311_11 . 9819. C108 . o2 . tm 

Start 13797 

GI none 
Exons 



Seq. ID OJ990311_11.9819.C108 
Strand 

End 15125 

Method TBLASTX : Mai ze 

End 14457 

Score 348 



13797. .13985, 13817 .. 14110, 13818 .. 14078, 14304 ,. 14456, 
14305. .14457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6492 
13705 
13418 - 

OJ990311_11 . 9819 .C108 . o2 . tc 

13817 

none 



Seq. ID OJ990311_11.9819.C108 
Strand 

End 15125 

Method TBLASTX : Cress 

End 14870 

Score 300 



13817. .14089, 13818. .14087, 13853 14092, 14365 . .14451, 
14370. .14459, 14430 .. 1454 9, 144 67 14550, 14 685 .. 14786, 
14796.. 14870 



6492 

13705 

13418 

OJ990311_ll.9819.C108.o2.ts 

13817 

none 



Seq. ID OJ990311_11.9819.C108 

Strand ' - 

End 15125 

Method TBLASTX : Soybean 

End 14486 

Score 316 



13817. .14116, 13818. .14087, 13829 14092, 14304 .. 14486, 
14308. .14451 



Seq. No. 
Gene No. 
Start 
Name 
>3 Start 
GI 

Exons 



6492 

13705 

13418 

OJ990311_11.9819.C108.ol.tw 

14400 

none 



Seq. ID OJ990311_11.9819.C108 
Strand 

End 15125 

Method TBLASTX : Wheat 

End 14862 

Score 189 



14400. .14573, 14401 14562, 14655 .. 14861, 14656. . 14862, 
14776.. 14862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6492 

13705 

13418 

OJ990311_11 . 9819. C108 . o3 . tm 

14463 

none 



Seq. ID OJ990311_11.9819.C108 
Strand 

End 15125 

Method TBLASTX : Mai ze 

End 14861 

Score 86 



14463. .14552, 144 63 .. 14567 , 14 685 147 98 , 14686. . 14772, 
14778. .14861, 14812.. 14859 



Seq. No. 
Gene No. 
S.tart 



6493 

13706 

1 



Seq. ID OJ990311_13.9819.C2 
Strand + 
End 4326 



6788 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

rfj " Seq. No. 
Gene No. 
Start 
Name 
Start 
l J GI 
j : y Exons 
„' GI Descrip. 

C3 

S J Seq. No. 

h= Gene No. 

i.g Start 

^ Name 

l :t Start 

^ GI 

Exons 



□ 



OJ990311_13 . 9819 .C2 . ol .np Method AAT/NAP 

1 End 4326 

4378066 Score 638 
1..20, 1329. .2110, 4286..4326 
(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



6493 
13706 
1 

OJ990311_13.9819.C2.o2.np 
554 

1109849 
554. .596, 2451. .2734 

(U41538) proline rich [Caenorhabditis elegans] 



Seq. ID OJ990311_13.9819.C2 

Strand + . 

End 4326 

Method AAT/NAP 

End 2734 

Score 67 



6493 

13706 

1 

OJ990311_13. 9819.C2.ol.tw 

1670 

none 



Seq. ID OJ990311_13.9819.C2 

Strand + 

End 4326 

Method TBLASTX : Wheat 

End 2076 

Score 203 



1670.. 1897, 1723.. 1932, 1943. .2071, 1948.. 2076 



6494 
13707 
1 

OJ990311_13. 9819.C3.ol.np 
1 

5732634 

1..219, 366. .590, 7681. .7911 

(AF121009) hypothetical protein Jv0534 [Mycobacterium 
tuberculosis H37Rv] 



Seq. ID OJ990311_13.9819.C3 

Strand + ■ 

End 7911 

Method AAT/NAP 

End 7911 

Score 158 



6494 

13708 

203 

OJ990311_13 . 98 1 9 . C3 . ol . gs 

203 

none 



Seq. ID OJ990311_13.9819.C3 
Strand 

End 3157 

Method GENSCAN 

End 3157 

Score .79 



203. .,466, 495. .856, 1088. .1224, 1652. .1703, 2117. .2147, 
2524. .2687, 3010. .3157 



Seq. No. 6494 

Gene No. 13709 

Start 6846 

Name OJ990311_13 . 9819 . C3 . o2 .gs 

Start 6846 

GI none 

Exons 6846.. 6960, 7813.. 7958 

Seq. No. 6495 

Gene No. 13710 

Start 137 

Name OJ990311_13 . 9819 . C4 . ol .gs 

Start 137 



Seq. ID OJ990311_13. 9819.C3 
Strand 

End 7958 

Method GENSCAN 

End 7958 

Score .69 



Seq. ID OJ990311_13.9819.C4 

Strand + 

End 588 

Method GENSCAN 

End 588 



6789 



GI 


none 


Score 


.49 






Exons 


137. .351, 532. .588 










Seq. No. 


6495 


Seq. ID 


OJ990311_13. 


9819. 


C4 


Gene No. 


13711 


Strand 


+ 






Start 


1428 


End 


1809 






Name 


OJ990311 13.9819.C4.o2.gp 


Method 


AAT/GAP - 






Start 


1428 


End 


1809 






GI 


uC-osflcyp033a04bl 


Score 


679 






Exons 


1428. .1809 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


6495 


Seq. ID 


OJ990311_13. 


9819. 


C4 


Gene No. 


13712 


Strand 


— 






Start 


1 


End 


4697 






Name 


OJ990311 13.9819.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4697 






GI 


5852180 


Score 


475 






Exons 


1..63, 103. .506, 558. .675, 


1658. .1727, 


4540. .4697 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 








Seq. No. 


6495' 


Seq. ID 


OJ990311_13. 


9819. 


C4 


Gene No. 


13712 


Strand 








Start 


1 


End 


4697 






Name 


OJ990311 13.9819.C4.o2.gs 


Method 


GENS CAN 






Start 


2998 


End 


4404 






GI 


none 


Score 


.95 






Exons 


2998. .4404 










Seq. No. 


6495 


Seq. ID 


OJ990311_13. 


9819. 


C4 


Gene No. 


13712 


Strand 








Start 


1 


End 


4697 






Name 


OJ990311 13.9819.C4.o2.np 


Method 


AAT/NAP 






Start 


3187 


End 


3576 






GI 


2665788 


Score 


88 






Exons 


3187. .3363, 3450. .3576 










GI Descrip. 


(AF035676) cellular nucleic acid binding protein [Gallus 


i gallus 


Seq. No. 


6496 


Seq. ID 


OJ990311_13. 


9819. 


C6 


Gene No. 


13713 


Strand 


+ 






Start 


498 


End 


697 






Name 


OJ990311 13.9819.C6.ol.gs 


Method 


GEN SCAN 






Start 


498 


End 


689 






GI 


none 


Score 


.63 






Exons 


498. .689 










Seq. No. 


6496 


Seq. ID 


OJ990311__13. 


9819. 


C6 


Gene No. 


13713 


Strand- 


+ 






Start 


498 


End 


697 






Name 


OJ990311 13.9819.C6.ol.np 


Method 


AAT/NAP 






Start 


498 


End 


697 






GI 


4680186 


Score 


245 






Exons 


498. .697 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


6497 


Seq. ID 


OJ990311_13. 


9819. 


C8 



6790 



Gene No. 


13714 


Strand 










Start 


494 


End 


775 








Name 


OJ990311 13.9819.C8.ol.np 


Method 


AAT/NAP 








Start 


494 


End 


775 








GI 


728831 


Score 


203 








Exons 


494. .775 












GI Descrip. 


**** ALU SUBFAMILY J WARNING 


ENTRY **** 








Seq. No. 


6498 


Seq. ID 


OJ990311 


13 


.9819 


.Cll 


Gene No. 


13715 


Strand 


+ 








Start 


6182 


End 


9487 








Name 


OJ990311 13.9819.Cll.ol.np 


Method 


AAT/NAP 








Start 


6182 


End 


9484 








GI 


5803259 


Score 


4380 








Exons 


6182.. 7440, 7540.. 7772, 7818 


• .9484 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


6498 


Seq. ID 


OJ990311 


13 


.9819 


.Cll 


Gene No . 


13715 


Strand 


+ 








Start 


6182 


End 


9487 








Name 


OJ990311 13.9819.Cll.o2.gs 


Method 


GENSCAN 








Start 


6182 


End 


9487 








GI 


none 


Score 


.86 








Exons 


6182.. 7440, 7540.. 8388, 8419 


. .9487 










Seq, No. 


6498 


Seq. ID 


OJ990311_ 


13 


.9819 


.Cll 


Gene No. 


13716 


Strand 


+ 








Start . 


16335 


End 


17853 








Name 


OJ990311 13.9819.Cll.o3.np 


Method 


AAT/NAP 








Start 


16335 


End 


17853 








GI 


5922623 


Score 


288 








Exons 


16335. .16442, 16824. .16944, 


17111. .17186, 17769. 


.17853 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gil 6016856 |dbj IBAA85199.il (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


6498 


Seq. ID 


OJ990311_ 


13 


.9819 


.Cll 


Gene No. 


13717 


Strand 


+ 








Start 


17755 


End 


19645 








Name 


OJ990311 13-9819. Cll.o4.np 


Method 


AAT/NAP 








Start 


17755 


End 


19645 








GI 


10048.4- 


Score 


1201 








Exons 


17755. .19645 












GI Descrip. 


hypothetical protein - garden snapdragon 








Seq. No. 


6498 


Seq. ID 


OJ990311_ 


13 


.9819 


.Cll 


Gene No. 


13718 


Strand 


+ 








Start 


26029 


End 


30384 








Name 


OJ990311 13.9819.Cll.o6.np 


Method 


AAT/NAP 








Start 


26029 


End 


30381 








GI 


6815052 


Score 


1806 








Exons 


26029. .26182, 26264 .. 26334 , 


26617. .26738, 27035. 


.27134, 






27995. .28087, 28904 .. 29042, 


29091. .29825, 29907. 


.29980, 






30262. .30381 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6498 


Seq. ID 


OJ990311_ 


13 


.9819 


.Cll 



6791 



• # 





Gene No. 


13718 




Strand 


+ 








Start 


26029 




End 


30384 








Name 


OJ990311 13. 9ol9.CH. 


06 . gs 


Method 


GENSCAN 








Start 


28205 




End 


o ft o o a 

30384 








GI 


none 




Score 


. 4 6 








Exons 


28205 29921/ 30263.. 


30384 












Seq. No. 


6498 




Seq. ID 


/-\ ta a n o i i 

OJ990311 


13 . 9819 


. Cll 




Gene No. 


13719 




Strand 


+ 








Start 


32442 




End 


33167 








Name 


OJ990311 13. 9819.C11. 


o 7 . gs 


Method 


GENSCAN 








Start 


32442 




End 


33167 








GI 


none 




Score 


. 52 








Exons 


32442 . . 33167 














Seq. No. 


64 98 




Seq. ID 


00 99031 1 


13 . yb iy 


. CI 1 




Gene No. 


13720 




Strand 


+ 








Start 


40632 




End 


42765 








Name 


OJ990311 13.9oly.Cll. 


o9 . gs 


Method 


bLNbCAN 








Start 


40632 




End 


427 65 








GI 


none 




Score 


t ft 

. 7 9 








Exons 


40632 41561, 42367.. 


42765 










t e== s 


Seq. No. 


6498 




Seq. ID 


OJ990311_ 


13 . 9819 


. Cll 




Gene No. 


13721 




Strand 


+ 








Start 


43835 




End 


66266 






! 5 : i 


Name 


OJ990311 13. 9819.C11. 


olO.np 


Method 


AAT/NAP 






i y 


Start 


43820 




End 


66266 






'= cr 


GI 


4680204 




Score 


815 






! ■ * 

; : y 


Exons 


43820. .45212, 45325.. 


45706, 


54759. .54868, 60665. 


.60979, 








66229. .66266 












i « 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




is 


Seq. No. 


6498 




Seq. ID 


OJ990311_ 


13.9819 


. Cll 


: : ^ 
: e S3 


Gene No. 


13721 




Strand 


+ 






: i t 

""4 


Start 


43835 




End 


66266 






I s - 


Name 


OJ990311 13.9819.C11. 


olO.gs 


Method 


GENSCAN 








bear l 


43835 




End 


49160 








GI 


none 




Score 


.41 






.= a 


Exons 


43835. .44042, 44118.. 


44737, 


44807. .44984, 45061. 


.45212, 




!. J 




45325. .45518, 45702.. 


45957, 


46168. .46349, 46439. 


.46612, 








46702. .46792, 47676.. 


47749, 


48278. .48407, 48443. 


.48616, 








48735. .48902, 49023.. 


49160 











Seq. No. 


6498 


Seq. ID 


OJ990311_13. 


9819. 


Cll 


Gene No. 


13722 


Strand 


+ 






Start 


66305 


End 


71674 






Name 


OJ990311 13. 9819. Cll. oil. np 


Method 


AAT/NAP 






Start 


66305 


End 


71674 






GI 


4680179 


Score 


5594 






Exons 


66305. . 66377, 67273.-68266, 68294.. 71674 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






Seq. No. 


6498 


Seq. ID 


OJ990311_13. 


9819. 


Cll 


Gene No. 


13723 


Strand 








Start 


893 


End 


4981 






Name 


f OJ990311 13.9819.Cll.ol.gs 


■ Method 


GENSCAN 







6792 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



893 
none 



End 
Score 



4981 
.7 



893. .1055, 3275. .3420, 3646. .3696, 4524. .4700, 4925. .4981 



6498 

13724 

10106 

OJ990311_13.9819.Cll.o2.np 

10106 

6498441 

10106. .10387, 10481. .11878, 
13140. .13274, 13458. .13831, 
(AP000815) EST C72786(E2258 
predicted gene.; Similar to 
retrotransposon RetroSorl. • 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311 13.9819.C11 



15752 
AAT/NAP 
15752 
6791 

12050. .12532, 12725 12965, 
13895. .14358, 14689.. 15752 

) corresponds to a region of the 
Sorghum bicolor Gypsy-Ty3 type 

(AF098806) [Oryza sativa] 





Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819. 


Cll 




Gene No., 


13725 




Strand 








Start 


20819 




End 


21121 






Name 


OJ990311 13.9819.C11 


.oS.np 


Method 


AAT/NAP 






Start 


20819 




End 


21121 






GI 


6539578 




Score 


140 




!. -i 


Exons 


20819. .21121 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




'i ex 
S 


Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819. 


Cll 




Gene No. 


13726 




Strand 






1 y 


Start 


32640 




End 


37178 






Name 


OJ990311 13.9819.C11 


. o7 . np 


Method 


AAT/NAP 




LLi 


Start 


32640 




End 


37178 






GI 


4680203 




Score 


1615 




rU 


Exons 


32640. .32759, 33842. 


.34687, 


34964. .35190, 35350 .. 36261 , 








36295. .36658, 36695. 


.36906, 


36970. .37178 




: rsf 


GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 




'-J 


Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819. 


Cll 




Gene No. 


13726 




Strand 






..3 


Start 


32640 




End 


37178 






Name 


OJ990311 13.9819.C11 


. 08 . gs 


Method 


GENSCAN 




u 


Start 


33734 




End 


37137 






GI 


none 




Score 


.55 






Exons 


33734. .34062, 34573. 


.35473, 


35633. .35890, 36209 36793, 








36844. .37137 












Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819. 


Cll 




Gene No. 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


10472 




End 


71296 






GI 


none 




Score 


707 






Exons 


10472. .10588, 10643. 


.10801, 


70670. .71296, 70671 .. 70691, 








70726. .71175, 70727. 


.71287, 


71236. .71295 






Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819. 


Cll 




Gene No. 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


.olO. tw 


Method 


TBLASTX: Wheat 





6793 




Start 


10844 




End 


11233 






GI 


none 




Score 


169 






Exons 


10844. .11233, 10920. 


.11210 










Seq. No. 


6498 




Seq. ID 


OJ990311 


_13.9819. 


Cll 


Gene No . 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


.06. tm 


Method 


TBLASTX: 


Maize 




Start 


10913 




End 


11236 






GI 


none 




Score 


192 






Exons 


10913. . 11236, 10926. 


. 11207 










Seq. No. 


6498 




Seq. ID 


OJ990311 


JL3.9819. 


Cll 


Gene No . 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


.o22. tw 


Method 


TBLASTX: 


Wheat 




Start 


11429 




End 


11741 






GI 


none 




Score 


67 






Exons 


11429. .11689, 11565. 


.11741 










Seq. No. 


6498 




Seq. ID 


OJ990311 


_13.9819. 


Cll 


Gene No. 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11489 




End 


12055 






GI 


5666795 




Score 


64 






Exons 


11489. .11689, 11744. 


.11881, 


11957. .12055 






GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 






Seq. No. 


6498 




Seq. ID 


OJ990311 


_13.9819. 


Cll 


Gene No. 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


.oll.tw 


Method 


TBLASTX: 


Wheat 




Start 


11744 




End 


15204 






GI 


none 




Score 


86 






Exons 


11744. .11893, 11745. 


.11882, 


11747. .11884, 11940 


. .12113, 






11954. .12205, 11954. 


.12178, 


15151. .15204 






Seq. No. 


6498 




■Seq. ID 


OJ990311 


_13.9819. 


Cll 


Gene No. 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13.9819.C11 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12828 




End 


69670 






GI 


none 




Score 


335 






Exons 


12828. .13253, 12833. 


.13252, 


62485. .62673, 62535 


. . 62699, 






62601. .62714, 62615. 


.62701, 


69425. .69670 






Seq. No. 


6498 




Seq. ID 


OJ990311 


_13.9819. 


Cll 


Gene No. 


13727 




Strand 








Start 


72423 




End 


72687 






Name 


OJ990311 13. 9819. Cll 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


12911 




End 


69655 






GI 


none 




Score 


56 






Exons 


12911. .13282, 62446. 


. 62604, 


62601. . 62711, 69260 


. .69292, 






69262. .69291, 69296. 


. 69349, 


69298. .69339, #9395 


; .69439, 






69404. .69655, 69412. 


.69645, 


69503. .69646 







6794 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819 . Cll . o7 . tm 

Start 12926 

GI none 

Exons 12926. .13309, 12945 13310, 
62535. .62609, 62601. .62708, 



Seq. ID OJ990311_13.9819.eil 
Strand 

End 72687 

Method TBLASTX: Maize 

End 69640 

Score 226 
62425. .62673, 6244 6 .. 62553, 
62615. .62701, 69425.. 69640 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13. 98 19. Cll .oS.tm 

Start 13337 

GI none 

Exons 13337. .13642, 13337 .. 13693, 
62041. .62397, 68969.. 69214 



Seq. ID OJ.990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Mai ze 

End 69214 

Score . 115 
13347. .13658, 62040. .62396, 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 98 1 9 . Cll . o4 . tw 

Start 13361 

O GI none 

; ,1 Exons 13361. .13822, 13362 13823, 

•fft 68969. .69187 

Seq. No. 6498 

U Gene No. 13727 

! : j Start 72423 

E .3 Name OJ990311_13 . 9819 . Cll . 08 . ts 

jlfs Start 13418 

1 " GI none 

; L Exons 13418. .13552, 13559 13783, 



Seq. ID OJ99 f 0311JL3. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Wheat 

End 69187 

Score 4 00 
61912. .62367, 61974 .. 62366, 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Soybean 

End 62145 

Score 99 
61951. .62145 



l '"4 Seq. No. 
ujj Gene No. 

Start 
lz Name 
u Start 
□ GI 

Exons 



6498 

13727 

72423 

OJ990311_13. 9819. Cll. o7.tw 

13991 

none 

13991. .14473, 14019 .. 14279, 
61327. .61458, 61507 .. 61707, 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX: Wheat ' 

End 61707 

Score 165 ' 
14301. .14474, 58261. .58362, 
61507. .61701 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 98 19. Cll .ol3. tw 

Start 15212 

GI none 

Exons 15212. .15469, 15324 .. 15485, 
15557. .15604, 52667 . . 52771, 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72,687 

Method TBLASTX : Wheat 

End 60528 

Score 80 
15452. .15550, 154 53. .15533, 
60208. .60288, 60280. .60528 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311 13 . 9819 . Cll . ol5 . tm 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Mai ze 



6795 



Start 
GI 

Exons 



15314 End 60411 

none Score 86 

15314. .15562, 15315 15599, 52583 .. 52759, 60208.. 60411 



Seq. No. 6498 
Gene No. 13727 
Start 72423 

Name OJ990311JL3 . 9819. Cll .ol4 . tw 

Start 17705 
GI none 
Exons 17705. 

17862. 

36359. 

36548. 



,17824, 17737. .17838, 

,18056, 17862. .18053, 

,36595*, 36359. .36493, 
,36610 



Seq. ID 
Strand 
End 

Method 

End 

.Score 
17821. .17862, 
17867. .18064, 
36363. .36611, 



OJ990311 13. 9819. Cll 



72687 

TBLASTX: Wheat 
36611 
85 

17860. .18054, 
17867. .18058, 
36363. .36512, 



Seq. No. 6498 
Gene No. 13727 
Start 72423 

Name OJ990311_13 . 9819 .Cll . o3 . ts 

Start 17985 
GI none 

Exons 17985. .18068, 17986 .. 18060, 

18147 .18401, .18148. .18414, 
36326. .36448 



Seq. ID 
Strand 
End 

Method 
■ End 

Score 
18061 
35987 



OJ990311 13. 9819. Cll 



72687 

TBLASTX : Soybean 
36448 
103 

18156, 18145. .18396, 
36253, 35988. .36227, 



I Seq. No. 

s Gene No. 

j Start 

J Name 

s Start 

* Exons 

Seq. No. 
] Gene No. 
j Start 
Name 
Start 
GI 

Exons 



6498 

13727 

72423 

OJ990311_13. 9819. Cll. o2.tc 

18154 

none 



Seq. ID OJ990311_13. 9819. Cll 
Strand 
End 

Method 
End 
Score 



72687 

TBLASTX: Cress 

36247 

222 



18154. .18426, 18426 .. 184 91, 35906 .. 36247 , 35913.. 36062 



6498 
13727 
72423 

OJ990311_13. 9819. Cll. o9.tm 
18154 
none 

18154. .18243, 18259 .. 18423, 18282 
18426. .18536, 35861 .. 36112 , 35930 
36170. .36247, 36305.. 36391 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ990311 13. 9819. Cll 



72687 

TBLASTX : Maize 
36391 
67 

18410, 18425. .18538, 
36091, 35931. .36110, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6498 

13727 

72423 

OJ990311_13. 9819. Cll. o8.tw 

18336 

none 

18336. .18425, 18337 .. 18426, 
18449. .18541, 18519 .. 18743, 
35666. .35704, 35717 .. 35812 , 
35960. .36061, 35961 .. 36089, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Wheat 

36110 

112 



18441. .18539, 18446. . 18538, 

1854 0. .1874 3, 18542. .1874 8, 

35843. .35956, 35856 .. 35954 , 

36068. .36109, 36069. .36110 



Seq. No. 
Gene No. 
Start 



6498 

.13727 

"72423 



Seq. ID 

Strand 

End 



OJ990311 13. 9819. Cll 



72687 



6796 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ru 

q Seq. No, 

\~ Gene No. 

^ Start 

! ==* Name 

rU Start 

» GI 

r=l Exons 

; '4 

I 8 * Seq. No. 
hi Gene No. 
ri Start 

Name 
;ccf Starts. 

GI 

Exons 



OJ990311_13 . 981 9 . Cll . 06 . ts Method 
18624 End 
none Score 



TBLASTX: Soybean 

35782 

199 



18624. .18854, 35552 .. 35707, 35717.. 35782 



6498 
13727 
72423 

OJ990311_13 . 9819 . Cll . o9 . tw 
18887 
none 

18887. .18937, 18888 18950, 18936. . 19178, 18956 
19208. .19291, 19211. .19291, 19212 .. 19292 , 35075 
35076. .35162, 35304 .. 35369, 35309 .. 35398 , 35477 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

72687 

TBLASTX: Wheat 
35518 
90 



End 

Method 

End 

Score 



.19129, 
.35161, 
,35518 



6498 

13727 

72423 

OJ990311_13. 9819. Cll. ol.tw 

19293 

none 

19293. .19478, 19298 .. 19600, 
34058. .34162, 34059 .. 34163, 
34358. .35074, 34521 .. 35021, 
41210. .41254, 41211. .41255, 
41300. .41425, 4 1301 .. 4 1429, 
41523.. 41621 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311 13. 9819. Cll 



72687 

TBLASTX: Wheat 
41621 
385 

19299. .19601, 33941. .34042, 
34151. .34309, 34 167 .. 34298, 
40595. ,4i200, 40596 .. 4 1216, 
41258. .41353, 41262 .. 41321, 
41331. .41447, 4 14 69 .. 4 1534 , 



OJ990311 13. 9819. Cll 



6498 Seq. ID 

13727 Strand 

72423 End 
OJ990311_13 . 98 1 9 . CI 1 . o3 . tm Method 

19341 End 

none Score 

19341. .19601, 19352. .19591, 34715 .. 35029, 347 16 .. 35030, 
35030. .35098 



72687 

TBLASTX: Maize 

35098 

247 



6498 

"13727 '-'V 
72423 

OJ990311_13. 9819. Cll .ol5. tw 

25270 

none 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Wheat 

End 44830 

Score 64 



25270. .25347, 25274 .. 25342 , 25426 .. 25671 , 25453.-25542, 
44429.-44665, 44429 .. 44572 , 44485 .. 44670, 44660 .. 44830, 
44713. .44829 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819. Cll .o9. ts 

Start 28310 

GI none 

Exons 28310. .28516, 28499.. 28690 

Seq. No. 6498 

Gene No. 13727 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Soybean 

End 28690 

Score 106 



Seq. ID OJ990311_13. 9819. Cll 
Strand 



6797 



Start 
Name 
Start 
GI 

Exons 



72423 

OJ990311_13.9819.C11 

28337 

none 

28337. .28480, 28364. 



End 72687 
,ol7.tw Method TBLASTX : Wheat 

End 28792 

Score 89 
.28489, 28496.-28792, 28573.. 28782 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819 .Cll 

Start 34175 

GI none 

Exons 34175. .34279, 34176. 

40911. .41012, 41076. 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 
.olO.tm Method TBLASTX: Maize 

End 41201 

Score 83 
.34280, 34295.-34465, 34329 34463, 
.41189, 41079. .41201 



i. I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
fy Name 
ri Start 

Id GI 
"H Exons 



6498 

13727 

72423 

OJ990311_13. 9819. Cll 

34358 

none 

34358. .34783, 34521. 
40596. .41033 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 
.ol.tc Method TBLASTX: Cress 

End " 41033 - 

Score 144 
.34775, 40584 . .41033, 40592 .. 41029, 



6498 
13727 
72423 

OJ990311_13. 9819. Cll. ol2.tm 
38204 
none 

38204. .38266, 38220 .. 38309, 38360 .. 38530, 38361 .. 38 609, 
38592. .38693 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

72687 

TBLASTX: Maize 
38693 
87 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6498 

13727 

72423 

OJ990311_13. 9819. Cll. o23.tw 

38571 

none 

38571. .38897, 38690.. 38887 



Seq. ID OJ990311_13.9819.C11 
Strand 

End 72687 

Method TBLASTX : Wheat 

End 38897 

Score 185 ' 



6498 
13727 
72423 

OJ990311_13. 9819. Cll. o8.tm 
38694 
none 

38694. .38915, 38702 .. 38887, 39003 .. 39227 , 39258.. 39377 



Seq. ID OJ990311J.3. 9819. Cll 
Strand - * 

72687 

TBLASTX: Maize 
39377 
155 



End 

Method 

End 

Score 



6498 

13727 

72423 

OJ990311_13. 9819. Cll 

39003 

none 

39003. .39230, 39240. 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

.olO.ts Method TBLASTX : Soybean 

End 39641 

Score 109 
.39338, 39429. .39491, 39618.. 39641 



6798 



Seq. No. 64 98 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819 .Cll , 

Start 39363 

GI none 

Exons 39363.-39569, 39365., 
39579. .39698 



Strand 
End 

ol6.tw Method 
End 
Score 



Seq. ID OJ990311_13. 9819. Cll 



72687 

TBLASTX: Wheat 

39698 

183 



39544, 39476.-39544, 39578 .. 39694 , 



Seq. No.. 64 98 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819 .Cll . 

Start 39378 

GI none 

Exons. 39378. .39569, 39437., 
39636. .39746 



Strand 
End 

ol4 . tm Method 
End 
Score 



Seq. ID OJ990311_13. 9819. Cll 



72687 

TBLASTX: Maize 

39746 

144 



39568, 39448. .39588, 39567 .. 39644 , 



Seq. No. 6498 Seq. ID 

Gene No. 13727 Strand 

Start 72423 . End 

Name OJ990311_13 . 98 1 9 . Cll . ol3 . tm Method 

Start 39996 End 

GI none* Score 

<f Exons 39996. .40100, 40093 .. 40311, 40168.. 40299 



OJ990311 13. 9819. Cll 



72687 

TBLASTX: Maize 
40311 
96 



Cll Seq. No. 6498 Seq. ID 

\'H Gene No. 13727 Strand 

r~ Start 72423 End 

I'* Name OJ990311_13 . 9819 .Cll . o7 . ts Method 

ls *f Start 62152 End 

hJ GI none Score 

rU Exons 62152. .62358, 68873.. 69187 



OJ990311JL3. 9819. Cll 
72687 

TBLASTX : Soybean 

69187 

93 



Seq. No. 6498 Seq. ID 

Gene No. 13727 Strand 

Start 72423 End 

Name OJ990311_13 . 9819 .Cll . o21 . tw Method 

.Start 67417 ' End 

GI none Score 

Exons 67417. .67614, 67418.. 67615 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Wheat 

67615 

195 



Seq. No. 6498 Seq. ID 

Gene No. 13727 Strand 

Start 72423 End 

Name OJ990311_13 . 9819 .Cll . oil . tm Method 

Start 67667 End 

GI none Score 

Exons 67667. .68005, 67667.. 67876 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Maize 

68005 

246 



Seq. No. 6498 Seq. ID 

Gene No. 13727 Strand 

Start 72423 End 

Name OJ990311_13 . 9819 . Cll . ol2 . tw Method 

Start 67667 End 

GI none Score 

Exons 67667.. 68017 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Wheat 

68017 

314 



6799 



Seq. No. 64 98 

Gene No. 13727 

Start 72423 

Name OJ990311_13.9819.Cll.ol9. tw 

Start 68351 

GI none 

Exons 68351. .68704 



Seq. ID OJ990311_13.9819.C11 
Strand 

End 72687 

Method TBLASTX : Wheat 

End 68704 

Score 24 5 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819.Cll.ol6. tm 

Start 68738 

GI none 

Exons 68738. .68905, 68746.. 68853 



Seq. ID OJ990311_13.9819.C11 
Strand 

End 72687 

Method TBLASTX : Mai ze 

End 68905 

Score 193 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

""^Name OJ990311_13 . 9819 . Cll . o20 . tw 

Start 69197 

GI none 

n Exons 69197. .69346, 69205 .. 69342, 

™ 69261.. 69371 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Wheat 

69373 

220 



69219. .69362, 69224. .69373, 



I;;; Seq. No. 6498 

\U Gene No. 13727 

□ Start 72423 

! a Name OJ990311_13. 9819. Cll. o5.tw 

^ Start 69671 

: !f! GI none 

>y Exons 69671. .70096, 69679 .. 70089, 69746.. 70096 



Seq. ID OJ990311_13. 9819. Cll 
Strand 

End 72687 

Method TBLASTX : Wheat 

End 70096 

Score 588 



Q Seq. No. 6498 Seq. ID 

■y Gene No. 13727 Strand 

i : Start 72423 End 

V Z Name OJ990311JL3. 9819. Cll. o4 .ts Method 

W Start 69677 End 

£j GI none Score 

n Exons 69677.. 69925 



OJ990311_13. 9819. Cll 
72687 

TBLASTX : Soybean 

69925 

206 



Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819 . Cll . o2 . tm 

Start 69743 

GI none 

Exons 69743. .70096, 69748.. 70089 

Seq. No. 6498 

Gene No. 13727 

Start 72423 

Name OJ990311_13 . 9819 . Cll . o3 . tw 

Start 70124 

GI none- 

Exons 70124 . .70663, 7030.6 .. 70662 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Maize 

70096 

463 



OJ990311_13. 9819. Cll 
72687 

TBLASTX: Wheat 

70663 

622 



6800 






fid Qft 




Seq. ID 


OJ990311_13.9819 


pi i 


Gene No. 


13727 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


70361 




End 


70687 




GI 


none 




Score 


91 




Exons 


70361. .70543, 70544. 


.70687, 


70546. .70686 






fid Qft 




Seq. ID 


OJ990311_13.9819 


pi 1 


Gene No. 


13727 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


70454 




End 


70711 




GI 


none 




Score 


298 




Exons 


70454. .70711, 70462. 


.70710 










fid Qft 




Seq. ID 


OJ990311_13.9819 


Pi 1 


Gene No. 


13727 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


70510 




End 


70801 




GI 


none 




Score 


410 




Exons 


70510. .70797, 70511. 


.70801, 


70643.. 70798 




Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819 


.Cll 




1 ^797 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


70849 




End 


71434 




GI 


none 




Score 


219 




Exons 


70849. .71004, 70850. 


.71011, 


71008. .71169, 71009. .71434, 






71236. .71433 










OC^> IN (_> . 


fid Qft 




Seq. ID 


OJ990311JL3.9819 


pi 1 


Gene No. 


13727 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


.ol8. tw 


Method 


TBLASTX: Wheat 




Start 


71300 




End ; 


71629 




GI 


none 




Score 


249 




Exons 


71300. .71629, 71311. 


.71577, 


71447. .71578 




Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819 


.Cll 


(~^Ciy\ (2i Kin 


13727 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


. ol2 .np 


Method 


AAT/NAP ■ 




Start 


72381 


End 


72687 




GI 


5852179 




Score 


112 




Exons 


72381. .72687 










GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 






Seq. No. 


6498 




Seq. ID 


OJ990311_13.9819 


.Cll 


Gene No. 


13727 




Strand 






Start 


72423 




End 


72687 




Name 


OJ990311 13.9819.C11 


. ol3 . gs 


Method 


GENSCAN 




Start 


72423 




End 


72647 




GI 


none 




Score 


.5 





6801 



Exons 



72423. '.72647 



k_J XZ V-^ . liU • 


6499 




Seq. ID 


OJ990311_13.9819 


.C12 


Gene No. 


13728 




Strand 


+ 




Start 


1 




End 


710 




Name 


OJ990311 13.9819.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


710 




GI 


4680179 




Score 


523 




Exons 


1. .710 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


6499 




Con T Pi 




.C12 


Gene No. 


13728 




Strand 


T 




Start 


1 




fcina 


/ 1 u 




Name 


OJ990311 13.9819.C12.ol 


.tw 


Kyf ^ W /«\ /«J 


l dLiHo i a . wneau 




Start 


231 




IIjTLkI 


jOO 




GI 


none 




Score 


1 po 
10 J 




Exons 


231. .488, 232. .498, 502 


. .588, 


O 1Z . . jOD 






Seq. No. 


6499 




Seq. ID 


OJ990311_13.9819 


.Cl2 


Gene No. 


13728 




Strand 


+ 




Start 


1 




End 


710 




Name 


OJ990311 13.9819.C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


241 




End 


488 




GI 


none 




Score 


183 




Exons 


241. .471, 348. .488 










Seq. No. 


6500 




Seq. ID 


OJ990311_13.9819 


.C14 




13729 




Strand 






Start 


1 




End 


755 




Name 


OJ990311 13.9819.C14.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


755 




GI 


4505631 




Score 


1232 




Exons 


1. .755 










GI Descrip. 


protocadherin 1 (cadherin-like 1) gi 1387675 (L11370) 






protocadherin 42 [Homo 


sapiens] 






Seq. No. 


6500 




Seq. ID 


OJ990311_13.9819 


.C14 


Gene No. 


13729 




Strand 






Start 


1 




End 


755 




Name 


OJ990311 13. 9819.C14.ol 


.gs 


Method 


GENSCAN 




Start 


23 




End 


704 




GI 


none 




Score 


.55 




Exons 


23. .704 










Seq. No. 


6501 




Seq. ID 


OJ990311_13. 9819 


.C16 




13730 




Strand 






Start 


354 




End 


510 




Name 


OJ990311 13. 9819.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


354 




End 


510 




GI 


jC-osleLIB3474037gllal 




Score 


276 




Exons 


354. .510 










GI Descrip. 


'5852 182 /emb|CAB55420.1 


I 9.0e- 


-13 (AL117265) zhb0012.1 [Oryz; 




sativa] 1 










Seq. No. 


6502 




Seq. ID 


OJ990421_10. 9819 


.C2 


Gene No. 


13731 




Strand 


+ 





6802 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



784 ' 
AAT/NAP 
657 
70 



OJ990421_10 . 9819 . C2 . ol . np 
1 

114409 

1..26, 217. .361, 536. .657 

ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67822 | pir | | PWRZAM 
H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - rice 
mitochondrion gi | 13959 | emb | CAA35787 | (X51422) F-l-ATPase alpha 
subunit (AA 1-509) [Oryza sativa] 



6502 Seq. ID 

13731 Strand 
1 End 
OJ990421JL0 . 9819 . C2 . o2 .np Method 
484 End 
3643596 Score 
484. .784 

(AC005395) hypothetical protein [Arabidopsis thaliana] 



OJ990421_10.9819.C2 
+ 

784 

AAT/NAP 
784 
223 



Seq. No. 6502 Seq. ID 

Gene No. 13731 Strand 

Start 1 End 

Name OJ990421_10 . 98 1 9 . C2 . ol . gs Method 

Start 511 End 

GI none Score 

Exons 5 11.. 6 99'^ 



OJ990421_10.9819.C2 
+ 

784 . 
GEN SCAN 
699 
.74 



Seq. No. 


6502 


Seq. ID 


OJ990421_10.9819.C2 


Gene No. 


13732 


Strand 




Start 


508 


End 


708 


Name 


OJ990421 10.9819.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


484 


End 


708 


GI 


none 


Score 


186 


Exons 


484. .657, 505. .630, 619. .708, 


629. .706, 


630. .707 


Seq. No. 


6502. 


Seq. ID 


OJ990421_10.9819.C2 


Gene No. 


13732 


Strand 




Start 


508 


End 


708 


Name 


OJ990421 10.9819. C2.ol.gp 


Method 


AAT/GAP 


Start 


508 


End 


707 


GI 


35014 1.R1084 


Score 


320 


Exons 


508. .707 






GI Descrip. 


'3643596 2.0e-40 (AC005395) hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


6503 


Seq. ID 


OJ990421_10.9819.C3 


Gene No. 


13733 


Strand 


+ 


Start 


108 


End 


916 


Name 


OJ990421 10.9819.C3.ol.np 


Method 


AAT/NAP 


Start 


108 


End 


916 


GI 


1724114 


Score 


196 


Exons 


108. .200, 326. .405, 550. .648, 


777. .916 




GI Descrip. 


(U80041) AflO-protein [Avena 


fatua] 




Seq. No. 


.6503 


Seq. ID 


OJ990421_10.9819.C3 


Gene No. 


13733 


Strand 


+ 


Start 


108 


End 


916 



6803 



Name 


OJ990421 10. 9819.C3.ol.gs ... Method 


GENSCAN 




Start 


14 9 -"-End 


628 




GI 


none Score 


.7 




Exons 


149. .254, 326. .405, 550. .628 






Seq. No. 


6504 Seq. ID 


OJ990421_10. 9819. 


C5 


Gene No. 


13734 Strand 






Start 


1 End 


773 




Name 


OJ990421 10.9819.C5.ol.np Method 


AAT/NAP 




Start 


1 End 


773 




GI 


3643597 Score 


249 




Exons 


1..322, 683. .773 






GI Descrip. 


(AC005395) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6504 Seq. ID 


OJ990421 10.9819. 


C5 


Gene No. 


13734 Strand 






Start 


1 End 


773 




Name 


OJ990421 10. 9819.C5.ol.ts Method 


TBLASTX : Soybean 




Start 


59 End 


279 




GI 


none Score 


123 




Exons 


59. .232, 61. .237, 64. .237, 232. .279 






Seq. No. 


6504 Seq. ID 


OJ990421_10. 9819. 


C5 


Gene No. 


13734 Strand 






Start 


1 End 


773 




Name 


OJ990421 10.9819.C5.ol.gs Method 


GENSCAN 




Start 


64 End 


282 




GI 


none Score 


.59 




Exons 


64. .282 






Seq. No. 


6505 Seq. ID 


OJ990421_10.9819. 


C8 


Gene No. 


13735 Strand 


+ 




Start 


1 End 


779 




Name 


OJ990421 10.9819.C8.ol.np Method 


AAT/NAP 




Start 


1 . End 


779 




GI 


3643597 Score 


194 




Exons 


1..24, 540. .779 






GI Descrip. 


(AC005395) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6505 Seq. ID 


OJ990421JL0.9819. 


C8 


Gene No . 


13736 Strand 






Start 


105 End 


211 




Name 


OJ990421 10.9819.C8.ol.gs Method 


GENSCAN 




Start 


105 End 


211 




GI 


none Score 


.53 




Exons 


105. .211 






Seq. No. 


6506 Seq. ID 


OJ990421_10.9819. 


C9 


Gene No . 


13737 Strand 


+ 




Start 


130 End 


441 




Name 


OJ990421 10. 9819.C9.ol.tm Method 


TBLASTX: Maize 




Start 


127 End 


441 




GI 


none Score 


41 




Exons 


127. .165, 226. .441, 240. .440 






Seq. No. 


.6506 Seq. ID 


OJ990421JL0. 9819. 


C9 


Gene No. 


13737 Strand 


+ 





6804 



Start 
Name 
Start 
GI 

Exons 



130 End 

OJ990421__10.9819.C9.ol.gs Method 

130 End 

none Score 
130. .441 



441 

GENSCAN 

441 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Q Gene No. 
y Start 
fn Name 
i=.= Start 

l A GI 

Exons 

kl Seq. No. 
I'M Gene No. 

Start 
* & Name 

Start 
h 4 GI 
j»£ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6507 Seq. ID 

13738 Strand 
112 End 
OJ990421JL0 . 98 19 . C10 . ol . gs Method 
112 End 
none Score 
112. .247, 378. .451 

6507 Seq. ID 

13739 Strand 
1491 End 
OJ990421_10 .9819. CIO . o2 . gs Method 
1491 End 
none Score 
1491.. 1495, 1549.. 1600 

6508 Seq. ID 

13740 Strand 
103 End 
OJ990421_10.9819.Cll.ol.gs Method 
103 End 
none Score 
103. .640 



OJ990421_10. 9819. C10 
+ 

451 

GENSCAN 

451 

.46 



OJ990421_10. 9819. C10 

1600 
GENSCAN 
1600 
.89 



OJ990421_10.9819.C11 
+ 

724 

GENSCAN 

640 

.68 



6508 Seq. ID OJ990421_10 . 9819 . Cll 

13740 Strand + 

103 End 724 

OJ990421_10. 9819. Cll. ol.gp Method AAT/GAP 

500 End 724 

52271_1.R1084 Score 379 

500.. 724 

, 5042437/gb|AC007789.1|AC007789 5.0e-14 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



6508 

13741 

1632 

OJ990421_10. 9819. Cll. ol.tm 

105 

none 

105. .227, 105. .227 

6508 

13741 

1632 

OJ990421_10. 9819. Cll. ol.ts 

1611 

none 

1611. .1664, 1631. .1675, 1768. 
1927. .2019, 1944. .2024, 1944. 
2324.. 2410, 2326.. 2400, 2532, 



Seq. ID OJ990421_10. 9819. Cll 

Strand + 

End 5023 

Method TBLASTX : Maize 

End 227 

Score 213 



Seq. ID OJ990421_10. 9819. Cll 

Strand + 

End 5023 

Method TBLASTX : Soybean 

End . 27 63 

Score 48 

.1821, 1769.. 1822, 1775.. 1819, 
.2003, 2173. .2253, 2181. .2246, 
.2642, 2725.. 2763 



6805 



.s a 



Seq. No. 


6508 


Seq. ID 


OJ990421 


Gene No. 


13741 


Strand 


+ 


Start 


1632 


End 


5023 


Name 


OJ990421 10.9819.Cll.ol.np 


Method 


AAT/NAP 


Start 


1632 


End 


4906 


GI 


1724114 


Score 


791 


Exons 


1632. .1672, 1768. .1819, 1945. 


.2024, 2169. .2247, 




2496.. 2641, 2727. .2974, 3204. 


.3272, 3434.. 3636, 




4837. .4906 






GI Descrip. 


(U80041) AflO-protein [Avena 


fatua] 




Seq. No. 


6508 


Seq. ID 


OJ990421 


Gene No. 


13741 


Strand 


+ 


Start 


1632 


End 


5023 


Name 


OJ990421 10.9819.Cll.o2.gs 


Method 


GENSCAN 


Start 


1632 


End 


5023 


GI 


none 


Score 


.91 


Exons 


1632.. 1672, 1768.. 1873, 1945. 


.2024, 2169. .2247, 




2496.. 2641, 2727.. 2993, 3142. 


.3272, 3434.. 3636, 




4836. .5023 






Seq. No. 


6508 


Seq. ID 


OJ990421 


Gene No. 


13741 


Strand 


+ 


Start 


1632 


End 


5023. 


Name 


OJ990421 10.9819.Cll.ol.tc 


Method 


TBLASTX: 


Start 


2498 


End 


2763 


GI 


none 


Score 


171 


Exons 


2498. .2584, 2499. .2642, 2722. 


.2763 




Seq. No. 


6509 


Seq. ID 


OJ990421 


Gene No. 


13742 


Strand 


+ 


Start 


1 


End 


211 


Name 


OJ990421 10.9819.C13.ol.np 


Method 


AAT/NAP 


Start ■ 


1 


End 


211 


GI 


6630699 


Score 


86 


Exons 


1. .211 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 


■ * *. ■* 


gi| 6721536 |dbj IBAA89566.il (AP001073) 


hypotheti 




[Oryza sativa] 






Seq. No. 


6509 


Seq. ID 


OJ990421 


Gene No. 


13743 


Strand 


+ 


Start 


. 348 


End 


1700 


Name 


OJ990421 10.9819.C13.o2.np 


Method 


AAT/NAP 


Start 


348 


End 


1700 


GI 


6539570 


Score 


118 


Exons 


348. .542, 698. .765, 1612. .1700 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6510 


Seq. ID 


OJ990421 


Gene No. 


13744 


Strand 


+ 


Start 


622 


End 


1871 


Name 


OJ990421 10.9819.C14.ol.gs 


Method 


GENSCAN 


Start 


622 


End 


1871 


GI 


none 


Score 


.7 


Exons 


622. .686, 692. .966, 1852. .1871 





6806 



Seq- No. 


6510 








Seq. ID 


OJ990421 


_10.9819.C14 


Gene No. 


13745 








Strand 


+ 




Start 


3494 








End 


9736 




Name 


OJ990421 10 


.9819. 


C14.ol 


. np 


Method 


AAT/NAP 




Start 


3098 








End 


5504 




GI 


3643597 








Score 


474 




Exons 


3098. .3145, 


3615. 


.3705, 


3810. 


.3880, 4532. .4783, 


4867. .4997, 




5149. .5504 














GI Descrip. 


(AC005395) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


6510 








Seq. ID 


OJ990421 


_10. 9819.C14 


Gene No. 


13745 








Strand 


+ 




Start 


3494 








End 


9736 




Name 


OJ990421 10 


. 9819. 


C14 .ol 


. 


Method 


AAT/GAP 




Start 


3284 








End 


3663 




GI 


none 








Score 


678 




Exons ' 


3284. .3663 














Seq. No. 


6510 








Seq. ID 


OJ990421 


_10.9819.C14 


Gene No . 


13745 








Strand 


+ 




Start 


3494 








End 


9736 




Name 


OJ990421 10 


.9819. 


C14.o2 


.gs 


Method 


GENSCAN 




Start 


3494 








End 


9410 




GI 


none 








Score 


.92 




Exons 


3494. .3880, 


4532. 


.4783, 


4867. 


.4962, 5149. .5317, 


5596. .5696, 




6054. .6146, 


7162. 


.7233, 


7411. 


.7560, 8765. .8953, 


9243. .9410 


Seq. No. 


6510 








Seq. ID 


OJ990421 


_10.9819.C14 


Gene No. 


13745 








Strand 


+ 




Start 


3494 








End 


9736 




Name 


OJ990421 10 


.9819. 


C14.o2 


.np 


Method 


AAT/NAP 




Start 


8472 








End 


9736 




GI 


114419 








Score 


70 




Exons 


8472. .8615, 


9704. 


.9736 











!| J GI Descrip. ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67820 | pir | | PWWTAM ' 
!:£ H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - wheat 

: =% mitochondrion 



Seq. No. 


6510 






Seq. ID 


OJ990421_10.9819.C14 


Gene No. 


13745 






Strand 


+ 


Start 


3494 






End 


9736 


Name 


OJ990421 10 


.9819.C14.o3 


. np 


Method 


AAT/NAP 


Start 


8738 






End 


9407 


GI 


3643596 






Score 


423 


Exons 


8738. .8953, 


9243. .9407 








GI Descrip. 


(AC005395) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


6510 






Seq. ID 


OJ990421_10. 9819.C14 


Gene No. 


13746 






Strand 




Start 


9997 






End 


14699 


Name 


OJ990421 10 


.9819.C14.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4568 






End 


5274 


GI 


none 






Score 


41 


Exons 


4568. .4615, 


4610. .4786, 


4610. 


.4783, 4615. .4788, 4867. .4980, 




4869. .4916, 


4870. .4944, 


5147. 


.5257, 5148. .5264, 5149. .5274, 



5172. .5261 



6807 



Seq. No. 6510 
Gene No. 13746 
Start 9997 

Name OJ990421_10. 9819.C14 .o3. tm 

Start 5424 
GI none 

Exons 5424.. 5525, 5431.. 5517, 5472. 

5597.. 5704, 6050.. 6145, 6052. 
7156.. 7233, 7160.. 7237, 7162. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 10.9819.C14 



14699 

TBLASTX: Maize 
7237 
141 

5519, 5595.. 5696, 5595. 
6147, 6054. .6146, 7155. 
7233 



.5696, 
.7232, 



Seq. No. 6510 

Gene No. 13746 

Start 9997 

Name OJ990421_10 . 9819 . C14 . o2 . tm 

Start 8738 

GI none 

Exons 8738.. 8911, 8759.. 8884, 8873. 

9240. .9413, 9242. .9421 



OJ990421_10.9819.C14 
14699 

TBLASTX: Maize 
9421 
186 

.8965, 8884. .8955, 9219. .9413, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



pi I 



Seq. No. 6510 

Gene No. 13746 

Start 9997 

Name OJ990421_10 . 9819 . C14 . o2 . ts 

Start 8849 

GI none 

Exons 8849.. 8965, 8851.. 8928, 9219. 
9309. .9407 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_10.9819.C14 
14699. 

TBLASTX: Soybean * 

9410 

129 



.9281, 9240. .9410, 9293. .9394, 



Seq. No. 6510 Seq. ID 

Gene No. 13746 Strand 

Start 9997 End 

Name OJ990421_10 . 9819 . C14 . o2 . gp Method 

Start 9759 End 

GI none Score 

Exons 9759., 10294, 10394.. 10729 



OJ990421_10.9819.C14 

14699 
AAT/GAP 
10729 
1672 



r ; Seq. No. 6510 
^ Gene No. 13746 
Q Start 9997 

□ Name OJ990421_10 . 9819 .C14 . ol . tm 

Start 9829 
GI none 

Exons 9829.-9897, 9871. .9930, 9877. 

9997. .10095, 9997. .10116, 10144 .. 10296, 10157 .. 10297, 
10172. .10297, 10391. .10432, 10393 .. 104 37 , 10393. . 10431, 
10513. .10614, 10534. .10608, 1054 1 .. 10618 , 10669.. 10728 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



OJ990421 10.9819.C14 



14699 

TBLASTX: Maize 

10728 

63 



,9939, 9894. .9932, 9992. .10105, 



Seq. No. 6510 

Gene No. 13746 

Start 9997 

Name OJ990421_10 . 9819 . C14 . ol . tw 

Start 9996 

GI none 
Exons 



Seq. ID OJ990421_10.9819.C14 
Strand 

End 14699 

Method TBLASTX : Wheat 

End 10648 

Score 5 6 



9996. .1007 6, 9997-. .10074, 9997. .10077, 1004 9. .10099, 
10083. .10121, 10087. .10209, 10100 .. 10222 , 10110 .. 10205, 
10127. .10222, 10207. .10296, 10208 .. 10309, 10391 .. 104 62 , 



6808 



10393. .10461, 10498. .10575, 10500 .. 10577 , 10537 10578, 
10570. .10638, 10583.. 10648 



Seq. No. 6510 

Gene No. 13746 

Start 9997 

Name OJ990421_10 . 9819.C14 .o3.gs 

Start 9997 

GI none 
Exons 



Seq. ID OJ990421_10.9819.C14 
Strand 

End 14699 

Method GENSCAN 

End 14699 

Score . 7 



9997. .10294, 10394 .. 10643, 13127 .. 13183, 13307 .. 13492, 
13494. .13650, 13716 .. 13905, 13999. . 14307, 14497. .14699 



Seq. No. 6511 Seq. ID OJ990421 

Gene No. 13747 Strand + 

Start 2081 1 End 2361 

Name OJ990421_10 . 9819. C15 .ol . gs Method GENSCAN 

Start 2081 End 2361 

GI none. Score . 69 

Exons 2081.. 2192, 2197.. 2361 



10.9819.C15 



Seq. No. 

Gene No. 

Start 
»=! Name 
ie f Start 

£^ Exons 

::; s 
: w 

Q Seq. No. 

j\! Gene No. 

Start 

^ Name 

l*y Start 

15 GI 

Exons 
j[j GI Descrip. 

Li. 



6511 Seq. ID 

13748 Strand 

4539 End 
OJ990421_10 . 9819 . C15 ;S2 . gs Method 

4539 * End 

none Score 
4539.-4695, 4743. .5158 



OJ990421_10.9819.C15 
+ 

5158 
GENSCAN 
5158 
.71 



6512 Seq. ID OJ990421_10 . 9819 . CI 6 

1374 9 . Strand + 

911 End 4257 

OJ990421_10. 9819.C16.o2.np Method AAT/NAP 

911 End 2725 

461978 Score 531 

911.. 985, 1763.. 2725 

GLUCAN ENDO-l,3-BETA-GLUCOSIDASE A PRECURSOR ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE A) ( ( l->3) -BETA-GLUCANASE A) (ACIDIC 
BETA-1, 3-GLUCANASE) (BETA-1, 3-ENDOGLUCANASE A) 

gi|282944|pir||S26240 beta-glucanase - tomato gi|170380 (M80604) 
beta-1, 3-glucanase [Lycopersicon esculentum] 



Seq. No. 


6512 






Seq. ID 


OJ990421 


Gene No. 


13749 






Strand 


+ 


Start 


911 






End 


4257 


Name 


OJ990421 10 


.9819 


. C16.o3.np 


Method 


AAT/NAP 


Start 


974 






End 


3393 


GI 


4835761 






Score 


224 


Exons 


974. .1051, 


1823. 


.2320, 2751. 


.3034, 3373.. 3393 


GI Descrip. 


(AC007202) 


T8K14 


.10 [Arabidopsis thaliana] 


Seq. No. 


6512 






Seq. ID 


OJ990421 


Gene No. 


13749 






Strand 


+ 


Start 


911 






End 


4257 


Name 


OJ990421 10 


.9819 


.C16.ol.gs 


Method 


GENSCAN 


Start 


1350 






End 


4160 


GI 


none 






Score X 


.63 


Exons 


1350. .1395, 


1743 


..3017, 3894 


..3924, 4031. .4160 



6809 




Seq. No. 


6512 








Seq. ID 


OJ990421 10.9819.C16 


Gene No. 


13749 








Strand 


+ 


Start 


911 








End 


4257 


Name 


OJ990421 10 


.9819 


.C16.ol. 


.np 


Method 


AAT/NAP 


Start 


1760 








End 


2497 


GI 


2921323 








Score 


995 


Exons 


1760. .2497 












GI Descrip. 


(AF034112) beta- 


1, 3-glucanase 


7 [Glycine max] 


Seq. No. 


6512 








Seq. ID 


OJ990421_10. 9819.C16 


Gene No. 


13749 








Strand 


+ 


Start 


911 








End 


4257 


Name 


OJ990421 10 


. 9819 


.C16.ol, 




Method 


AAT/GAP 


Start 


2949 








End 


4257 


GI 


286358 








Score 


606 


Exons 


2949. .3017, 


3894 


. .3924, 


4031. 


.4257 




Seq. No. 


6512 








Seq. ID 


OJ990421_10. 9819.C16 


Gene No. 


13750 








Strand 




Start 


4882 








End 


6363 


Name 


OJ990421 10 


. 9819 


.C16.o2, 


. ts 


Method 


T BLAST X : Soybean 


Start 


1736 








End 


2212 


GI 


none 








Score 


356 


Exons 


1736. .2212, 


1756 


. .2211 








Seq. No. 


6512 








Seq. ID 


OJ990421_10. 9819.C16 


Gene No. 


13750 








Strand 




Start 


4882 








End 


6363 


Name 


OJ990421 10 


. 9819 


.CI6.0I, 


. tm 


Method 


TBLASTX: Maize 


Start 


1741 








End 


2848 


GI 


none 








Score 


1854 


Exons 


1741. .2499, 


1742 


. .2848, 


2075. 


.2791, 2554. .2847 


Seq. No. 


6512 








Seq. ID 


OJ990421_10.9819.C16 


Gene No. 


13750 








Strand 




Start 


4882 








End 


6363 


Name 


OJ990421 10 


. 9819 


.CI6.0I , 


. tc 


Method 


TBLASTX: Cress 


Start 


1751 








End 


3016 


GI 


none 








Score 


185 


Exons 


1751. .2047, 


2063 


. .2131, 


2234 . 


.2356, 2369. .2563, 2578. .2727, 




2582 . . 2731, 


2759 


. . 3016 








Seq. No. 


6512 








Seq. ID 


OJ990421_10.9819.C16 


Gene No. 


13750 








Strand 




Start 


4882 








End 


6363 


Name 


OJ990421 10 


.9819 


.CI6.0I. 


. tw 


Method 


TBLASTX: Wheat 


Start 


1760 








End 


2170 


GI 


none 








Score 


188 


Exons 


1760. .2047, 


1765 


. .1938, 


2005. 


.2055, 2066. .2170, 2078. .2161 


Seq. No. 


6512 








Seq. ID 


OJ990421_10. 9819.C16 


Gene No. 


13750 








Strand 




Start 


4882 








End 


6363 


Name 


OJ990421 10 


.9819 


.CI6.0I, 


.ts 


Method 


TBLASTX : Soybean 


Start 


2275 








End 


2908 


GI 


none 








Score 


1085 



6810 






Exons 


a a t c o i no 

22 /5 . . 24 99, 


A A 1 c ' 

227 6 . 


A A A O 

. 2908, 


A A "7 C 

22 !76 . 


.2791, 2472.. 2900, 


A C C >A A A m 

2554 . .2907 




Seq. No. 


C C 1 A 








Seq. ID 


/~v tAAA A 11 

OJ9904 21 


1 A AOIA /-"i -1 S~ 

_10 . 98 19 . C16 




Gene No. 


13750 








Strand 








Start 


4882 








End 


6363 






Name 


OJ990421 10 


. 9819 . 


C16 . o3 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


2477 








End 


2716 






GI 


none 








Score 


174 






Exons 


2477 . . 2716, 


2572 . 


. 2694 












Seq. No. 


6512 








Seq. ID 


OJ990421 


10 . 98 19 . C16 




Gene No. 


13750 








Strand 








Start 


4882 








End 


6363 






Name 


OJ990421 10 


A O 1 A 

. 9819 . 


C16 . o2 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


A T ^ O 

2 / DO 








End 


3018 






GI 


none 








Score 


90 






Exons 


2 /bo . . 2848, 


A "7 "7 ^ 

2 /76 . 


A O A *"T 

. 2847, 


A O C A 

2852 . 


.3016, 2899. .3018 






Seq. No. 


C C 1 a 

6512 








Seq. ID 


OJ990421 


1 A A A 1 A /—» 1 f 

_10 . 9819 . C16 




Gene No. 


1 A T C A 

13750 








Strand 








Start 


4882 








End 


6363 






Name 


OJ990421_10 


.9819. 


C16.o2 


.tm 


Method 


TBLASTX: 


Maize 




Start 


A O A O 

2848 








End 


4353 




.SSS 


GI 


none 








Score 


302 




: s 
! ss? 


Exons 


2848 . . 3018, 


A A X A 

2849 . 


. 3019, 


2849. 


.3022, 3882.. 3929, 


A A "7 A VI T A A 

3978 . . 4 193, 


i ^ 




3990 . . 4 160, 


A A A 1 

3991 . 


. 4215, 


4033. 


.4236, 4312. .4353, 


4315 . .4347 


i,n 

fu 


Seq. No. 


£ C 1 a 

6512 








Seq. ID 


OJ990421 


_10 . 9819 . C16 


□ 


Gene No. 


13/50 








Strand 








Start 


4882 








End 


6363 






Name 


OJ990421JL0 


.9819. 


C16.o4 


.np 


Method 


AAT/NAP 




S3. 


Start 


>i o o a 

4882 






End 


6363 






GI 


3377509 








Score 


208 




Exons 


/I OOO C A 1 A 

4882 . . 5013, 


5827 . 


.5989, 


6067. 


.6127, 6262.. 6363 






GI Descrip. 


(AF056027) , 


auxin 


transport protein REH1 [Oryza 


sativa] 




Seq. No. 


/"CIO 

6512 








Seq. ID 


OJ990421 


_10 . 9819 . C16 


zs 


Gene No. 


13750 








Strand 






i. 1 


Start 


4882 ^ 








End 


6363 




1*3 


Name 


ojyyo42i 10 


. 9819 . 


C16.o2 


.gs 


Method 


GENSCAN 






Start 


C O A A 

5820 






End 


5989 




i!3 


GI 


none 








Score 


.52 






Exons 


coon c no a 

5820 . . 598 9 
















Seq. No. 


f C 1 a 

6512 








Seq. ID 


OJ990421 


1A A A 1 A 

_10 . 9819 . C16 




Gene No. 


13750 








Strand 








Start 


4882 








End 


6363 






Name 


/-\TAAAvlA1 1 A 

OJ990421_10 


. 9819 . 


C16.o2 


. tc 


Method 


TBLASTX : 


Cress 




Start 


5823 








End 


6121 






GI 


none 








Score 


149 






Exons 


5823 . . 5990, 


5836 . 


.5994, 


6059. 


.6121, 6060. .6119 






Seq. No. 


6512 








Seq. ID 


OJ990421 


_10. 9819.C16 




Gene No. 


13750 








Strand 








Start 


4882 








End 


6363 






Name 


OJ990421 10 


.9819. 


C16.o3, 


.tm 


Method 


TBLASTX:: 


Maize 




Start 


5833 








'End 


6121 





6811 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 138 

5833.. 5991, 5835.. 5990, 6059.. 6121, 6060.. 6119 



6512 Seq. ID 

13750 Strand 

4882 End 

OJ990421_10.9819.C16.o3.ts Method 

5835 End 

none Score 



OJ990421_10.9819.C16 
6363 

TBLASTX: Soybean 

6127 

153 



5835.. 5990, 5836.. 5991, 6059.. 6127, 6066.. 6122 

6513 Seq. ID OJ990421_10 . 9819 . C17 

13751 Strand 

43 End 168 

OJ990421_10 . 9819 . C17 . ol . gs Method GEN SCAN 

43 End 168 

none Score . 4 3 

43. .168 



i.J 



Seq. No. 6514 • ■ Seq. ID 

Gene No. 13752 Strand 

Start 140 End 

Name OJ990421_10 . 9819 . C19 . ol . gs Method 

Start 140 End 

GI none Score 

Exons 140.. 261 



OJ990421_10.9819.C19 
+ 

261 

GENSCAN 
261 
. 63 



ry Seq. No. 6514 Seq. ID 

'A Gene No. 13753 Strand 

!\i Start 90 End 

! =f Name OJ990421_10 . 9819.C19 . ol . gp Method 

Q Start 90 End 

fjj GI none Score 

Exons 90.. 34 6 



OJ990421_10. 9819.C19 
346 

AAT/GAP 

346 

472 



Seq. No. 6515 Seq. ID OJ990421_10 . 9819 . C21 

Gene No. 13754 Strand + 

Start 1 End 1209 

Name OJ990421_10.'9819.C21 .ol .np ^ Method AAT/NAP 

Start 1 End 416 

GI 114419 Score 77 

Exons 1.-.168, 328.. 416 

GI Descrip. ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67820 | pir | | PWWTAM 

H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - wheat 
mitochondrion 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



6515 Seq. ID 

13754 Strand 

1 End 

OJ990421_10. 9819.C21.ol.tm Method 

258 End 

none Score 



OJ990421_10.9819.C21 
+ 

1209 

TBLASTX: Maize 

942 

186 



258. .431, 279. .404, 393 .. 485, 404 .. 475, 740. .934, 761. .934, 
762. .935, 763. .942 



6515 
13754 



Seq. ID OJ990421_10.9819.C21 
Strand + 



6812 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990421_10.9819.C21.o2.np 
258 

3643596 
258. .473, 764. .928 

(AC005395) hypothetical protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



1209 
AAT/NAP 
928 
423 



6515 

13754 

1 

OJ990421_10. 9819.C21.ol.gp 
281 

35014 1.R1084 



Seq. ID OJ990421_10.9819.C21 

Strand + 

End 1209 

Method AAT/GAP 

End 1209 

Score 932 



281. .473, 764. .1010, 1045. .1209 

'3643596 2.0e-40 (AC005395) hypothetical protein [Arabidopsi 
thaliana] 1 



Seq. No. 


6515 








Seq. ID 


OJ990421_10 . 9819 


.C21 


Gene No . 


13754 








Strand 


+ 




Start 


1 








End 


1209 




Name 


OJ990421 


10. 9819.C21 


.ol 


.gs 


Method 


GENSCAN 




Start 


285 








End 


931 




GI 


none 








Score 


. 92 




Exons 


285. .473, 


764 . . 931 












Seq. No. 


6515 








Seq. ID 


OJ990421_10. 9819 


.C21 


Gene No . 


13754 








Strand 


+ 




Start 


1 








End 


1209 




Name 


OJ990421 


10. 9819. C21 


.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


345 








End 


910 




GI 


none 








Score 


163 




Exons 


345. .485, 


347. .472, 


750, 


. .827, 


755. .856, 


761. .856, 833.. 


910, 




847. . 909 














Seq. No. 


6515 








Seq. ID 


OJ990421__10. 9819 


. C21 


Gene No. 


13754 








Strand 


+ 




Start 


1 








■ End 


1209 




Name 


OJ990421 


10.9819.C21 


.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


369 








End 


931 




GI 


none 








Score 


129 




Exons 


369. .485, 


371. .448, 


740, 


. .802, 


761. .931, 


814. .915, 830.. 


928 


Seq. No. 


6516 








Seq. ID 


OJ990421_10. 9819 


.C22 


Gene No. 


13755 








Strand 


+ 




Start 


89 








End 


3627 




Name 


OJ990421 


10.9819.C22 


.ol, 


• gp 


Method 


AAT/GAP 




Start 


89 








End 


343 




GI 


4968607 








Score 


401 




Exons 


89. .343 














Seq. No. 


6516 








Seq. ID 


OJ990421_10. 9819 


.C22 


Gene No. 


13755 








Strand 


+ 




Start 


89 








End 


3627 




Name 


OJ990421 


10. 9819.C22 


.ol. 


.gs 


Method 


GENSCAN 




Start 


167 








End 


3418 




GI 


none 








Score 


.52 




Exons 


167. .526, 


694. .835, 


895. 


, .1258 


, 2420. .2449, 2545. .2650, 





6813 



2722.. 2801, 2946.. 3024, 3104.. 3187, 3273.. 3418 



Seq. No. 


6516 




Seq. ID 


OJ990421_10.9819.C22 


Gene No. 


13755 




Strand 


+ 


Start 


89 




End 


3627 


Name 


OJ990421 10.9819.C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


323 




End 


529 


GI 


none 




Score 


282 


Exons 


323.. 529, 32S..528 








Seq. No. 


6516 




Seq. ID 


OJ990421_10.9819.C22 


Gene No. 


13755 




Strand 


+ 


Start 


89 




End 


3627 


Name 


OJ990421_10. 9819.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


701 




End 


1005 


GI 


none 




Score 


309 


Exons 


701. .898, 702. .881, 703 


. . 882, 


883. .1005, 883. .1005 


Seq. No. 


6516 




Seq. ID 


OJ990421_10.9819.C22 


Gene No. 


13755 , . 




Strand 


+ 


Start 


89 




End 


3627 


Name 


OJ990421 10.9819.C22.o2 


■ gp 


Method 


AAT/GAP 


Start 


1278 




End 


1501 


GI 


52271 1.R1084 




Score 


362 


Exons 


1278. .1501 








GI Descrip. 


, 5042437/gb|AC007789.1 IAC007789 5.0e-14 


Oryza sativa BAC T4 




genomic sequence, complete sequence 1 




Seq. No. 


6516 




Seq. ID 


OJ990421_10. 9819.C22 


Gene No. 


13755 




Strand 


+ 


Start 


89 




End 


3627 


Name 


OJ990421 10.9819.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2388 




End 


3540 


GI 


none 




Score 


48 


Exons 


2388. .2441, 2408. .2452, 


2545. 


.2598, 2546.-2599, 2552.. 2596, 




2704.. 2796, 2721.. 2801, 


2721. 


.2780, 2950.. 3030, 2958.. 3023, 




3101.. 3187, 3103.. 3177, 


3309. 


.3419, 3502.. 3540 


'Seq. No. - 


6516 




Seq. ID 


OJ990421_10.9819.C22 


Gene No. 


13755 




Strand 


+ 


Start 


89 




End 


3627 


Name 


OJ990421 10.9819.C22.ol 


.np 


Method 


AAT/NAP 


Start 


2409 




End 


3627 


GI 


1724114 




Score 


435 


Exons 


2409.. 2449, 2545.. 2596, 


2722. 


.2801, 2946.. 3024, 3104.. 3187, 




3273.. 3418, 3504 .. 3627 








GI Descrip. 


(U80041) AflO-protein [Avena 


f atua] 




Seq. No. 


6516 




Seq. ID 


OJ990421 10.9819.C22 


Gene No . 


13755 




Strand 


+ 


Start 


89 




End 


3627 


Name 


OJ990421 10.9819.C22.ol 


tc 


Method 


TBLASTX: Cress 


Start 


3275 




End 


3540 


GI 


none 




Score 


171 


Exons 


3275. .3361, 3276. .3419, 


3499. 


.3540 




Seq. No. 


6517 




Seq. ID 


OJ990421_10. 9819.C23 



6814 





Gene No . 


13756 




Start 


231 




Name 


OJ990421 




Start 


231 




GI 


none 




Exons 


231. .293, 




Seq. No. 


6518 




Gene. No. 


13757 




Start 


179 




Name 


OJ990421_ 




Start 


179 




GI 


3643597 




Exons 


179. . 331, 




GI Descrip. 


(AC005395 




Seq. No. 


6518 




Gene No. 


13757 




Start 


179 




Name* 


OJ990421 * 




Start 


366 




GI 


none 




Exons 


366. .534, 


u 


Seq. No. 


6519 


en 


Gene -No . 


13758 




Start 


293 




Name 


OJ990421 : 




Start 


293 



Strand 
End 

Method 

End 

Score 



+ 

921 

GENSCAN 

921 

.81 



W GI 

i._3 Exons 

j=!i GI Descrip. 



Seq. ID OJ990421_10. 9819.C25 
Strand 

End 903 

Method AAT/NAP 

End 903 

Score 205 



Seq. ID OJ990421_10. 9819.C25 
Strand 

End 903 

Method GENSCAN 

End 816 

Score .54 



Seq. ID OJ990421_10.9819.C26 

Strand + 

End 1164 

Method AAT/NAP 

End 1164 

Score 264 



4539423 

293. .431, 479. .519, 603. .665, 753. .892, 1073. .1164 

(AL04 9171) pyrophosphate-dependent phosphof ructo-l-kinase 

[Arabidopsis thaliana] 



Seq. No. 


6519 








Seq. ID 


Gene No. 


13758 ' 








Strand 


Start 


293 








End 


Name 


OJ990421 


10.9819.C26 


,ol 


. tm 


Method 


Start 


328 








End " 


GI 


none 








Score 


Exons 


328. .375, 


329. .376, 


477 


. .521, 


477. .521 




585. .668, 


750. .890, 


751 


. .888, 


752. .901 


Seq. No. 


6519 








Seq. ID 


Gene No. 


13758 








Strand 


Start 


293 








End 


Name 


OJ990421 


10.9819.C26 


.ol 


.gs 


Method 


Start 


329 








End 


GI 


none 








Score 


Exons 


329. .375, 


480. .519, 


603 


. .665, 


753. .890 


Seq. No. 


6519 








Seq. ID 


Gene No. 


13758 








Strand 


Start 


293 








End 


Name 


OJ990421 


10.9819.C26 


.ol 


-ts 


Method 


Start 


329 








End 


GI 


none 








Score 



+ 

1164 

TBLASTX: Maize 

901 

90 



+ 

1164 
GENSCAN 
890 
.71 - 



+ 

1164 

TBLASTX : Soybean 

887 

65 



6815 




Exons 


329. . 376, 


477. .521, 


478 


. . 522, 


584 . . 667 


, 585 . . 668, 750 . . 


887, 




752. .886 














Seq. No. 


6519 








Seq. ID 


OJ990421_10. 9819 


.C26 


Gene No. 


13758 








Strand 


+ 




Start 


293 








End 


1164 




Name 


OJ990421_ 


10.9819.C26 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


329 








End 


887 




GI 


none 








Score 


58 




Exons 


329. .376, 


334 . . 375, 


477 


. . 518, 


478 . . 522 


, 585. . 668, 605. . 


667, 




750. .887, 


752 . .883 












Seq. No. 


6520 








Seq. ID 


OJ990421 10.9819 


.C27 


Gene No. 


13759 








Strand 


+ 




Start 


413 








End 


484 




Name 


OJ990421_ 


10. 9819.C27 


.ol 


.gs 


Method 


GENSCAN 




Start 


413 








End 


484 




GI 


none 








Score 


. 95 




Exons 


413. . 484 














Seq. No. 


6521 








Seq. ID 


OJ990421_10 . 9819 


.C28 


Gene No. 


13760 








Strand 


+ 




Start 


138 








End 


641 




Name 


OJ990421_ 


10.9819.C28 


.ol 


.gs 


Method 


GENSCAN 




Start 


138 








End 


641 




GI 


none 








Score 


. 64 




Exons 


138. .308, 


540. .641 












Seq. No. 


6522 








Seq. ID 


OJ990421_10 . 9819 


.C29 


Gene No. 


13761 








Strand 






Start 


250 








End 


591 




Name 


OJ990421_ 


10.9819.C29 


.ol 


. gs 


Method 


GENSCAN 




Start 


250 








End 


591 




GI 


none 








Score 


. 7 




Exons 


250. .338, 


441. .591 












Seq. No. 


6523 








Seq. ID 


OJ990421_10 . 9819 


.C30 


Gene No. 


13762 








Strand 


+ 




Start 


598 








End 


669 




Name 


OJ990421_ 


10.9819.C30 


.ol 


. gs 


Method 


GENSCAN 




Start 


598 








End 


669 




GI 


none 








Score 


. 92 




Exons 


598. . 669 














Seq. No. 


6524 








Seq. ID 


OJ990421_10 . 9819 


.C31 


Gene No. 


13763 








Strand 


+ 




Start 


293 








End 


600 




Name 


OJ990421_ 


10.9819.C31 


.ol 


.gs 


Method 


GENSCAN 




Start 


293 








End 


600 




GI 


none 








Score 


.71 




Exons 


293. .400, 


409. . 600 












Seq. No. 


6524 








Seq. ID 


OJ990421_10.9819 


.C31 


Gene No. 


13764 








Strand 






Start 


208 








End 


373 




Name 


OJ990421 


10.9819.C31 


.ol 


.gp 


Method 


AAT/GAP 




Start 


208 








End 


373 





6816 



GI 44826_1.R1084 * . Score * 300 

Exons 208.. 373 

GI Descrip. 1 2117355/pir | | S51590 7.0e-31 mitochondrial processing peptidase 
(EC 3.4.99.41) alpha-II chain precursor - potato 
>gi_587562_emb_CAA56520_ (X80236) mitochondrial processing 
peptidase [Solanum tuberosum] 1 



Seq. No. 6525 Seq. ID 

Gene No. 13765 Strand 

Start 555 End 

Name OJ990421_10. 9819.C35 .ol.gs Method 

Start 555 . End 

GI none Score 

Exons 55S..869 



OJ990421_10.9819.C35 
869 

GENSCAN 

869 

.56 



i U 



r 



y 



.5 8% 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J Seq. No. 
J Gene No. 
g Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6526 Seq. ID OJ990421_10 . 9S19 . C36 

13766 Strand + 

1 End 516 

OJ990421_10 . 98 19 . C36 . ol . np Method AAT/NAP 

1 End 516 

5922620 Score 73 

1..52, 417. .516 

(AP0004 92) EST D15357 (C05-14 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6526 Seq. ID 

13767 Strand 
2189 End 
OJ990421_10.9819.C36.ol.gp Method 
2189 End 
none Score 
2189. .2694 

6526 Seq. ID 

13768 Strand 
3436 End 

0 J9904 2 1_1 0 . 98 1 9 . C36 . o2 . gp Method 

3436 End 

3444993 - Score 
3436. .3927 



OJ990421_10.9819.C36 
+ 

2694 
AAT/GAP 
2694 
986 



OJ990421_10.9819.C36 
+ 

3927 
AAT/GAP 
3927 
772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6526 Seq. ID 

13769 Strand 

425 End 
OJ990421_10. 9819. C36. ol.gs Method 

425 End 

none Score 

425.. 496, 1174.. 1262, 1365.. 1539 



OJ990421_10.9819.C36 

1539 
GENSCAN 
1539 
.65 



Seq. No. 6526 Seq. ID 

Gene No. 13769 Strand 

Start 425 End 

Name OJ990421_10 . 9819. C36 . o2 . np Method 

Start 656 End 



OJ990421_10.9819.C36 

1539 

AAT/NAP 

733 



6817 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630699 Score'.; 72 

656.-733 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



6526 

13770 

1666 

OJ990421_10.9819.C36.o3.np 

1666 

4263787 

1666. .1712, 4214. .4313, 4396. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_10.9819.C36 

5595 
AAT/NAP 
5595 
301 



.4478, 5100. .5193, 5473. .5595 



(AC006068) unknown protein [Arabidopsis thaliana] 

6526 Seq. ID OJ990421_10 . 9819 . C36 

13770 Strand 

1666 End 5595 

OJ990421_10 . 9819 . C36 . o2 . gs Method GENSCAN 

2411 End 5193 

none Score .73 

2411. .2795, 3302. .3394, 3745. .4073, 4224. .4313, 4396.-4478, 
5100. .5193 



Q Seq. No. 
;;f| Gene No. 
pi Start 
Name 
Start 
GI 

*i3 Exons 



j 8 £ Seq. No. 
; /g Gene No. 
Start 
Name 
Start 
GI 

Exons 



;==c 
i ss J 

,: is. 



6526 

13770 

1666 

OJ990421_10.9819.C36.ol.tm 

3511 

none 

3511.. 3552, 3512.. 3550, 3571. 
3717. .3770, 3718.. 3924, 3765, 
3834.-3947, 3886.-3978, 3919. 
3996. .4124, 4002.. 4121, 4027, 
4227.-4328, 4376.. 4441, 4393, 

6526 

13770 

1666 

OJ990421_10. 9819.C36.o3.gp 

3891 

2800596 

3891.. 4313, 4396.. 4514 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3615, 3574 
.3833, 3775 
.3996, 3927 
.4125, 4224 
.4443 



OJ990421 10.9819.C36 



5595 

TBLASTX: Maize 
4443 
43 

3651, 3716.. 3769, 
3864, 3808. .3912, 
4034, 3933.. 4013, 
4313, 4225. .4314, 



Seq. ID 

Strand 

End 

.Method 

End 

Score 



OJ990421_10.9819.C36 

5595 
AAT/GAP 
4514 
890 



Seq. No. 6526 

Gene No. 13770 

Start 1666 

Name OJ990421_10 . 9819. C36 . ol . tc 

Start 4224 

GI none 

Exons 4224.. 4313, 4228.. 4299, 4393. 
5102. .5182 



OJ990421_10. 9819.C36 
5595 

TBLASTX: Cress 

5202 

64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4488, 4394.. 4477, 5098.. 5202, 



Seq. No. 6526 Seq. ID 

Gene No. 13770 Strand 

Start 1666 End 

Name OJ990421 10 . 9819 . C36 . ol . ts Method 



OJ990421_10. 9819.C36 
5595 

TBLASTX : Soybean 



6818 





Start 


4224 






End 


5526 






GI 


none 






Score 


67 






Exons 


4224. .4313, 


4225. .4302, 


4376. 


.4492, 4393. .4488, 5101. .5202, 






5105. .5188, 


5476. .5526 












Seq. No. 


6526 






Seq. ID 


OJ990421_10.9819. 


C36 




Gene No. 


13770 






Strand 








Start 


1666 






End 


5595 






Name 


OJ990421 10 


.9819.C36.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


4227. 






End 


5526 






GI 


none 






Score 


61 






Exons 


4227. .4328, 


4228. .4299, 


4344. 


.4475, 4376. .4492, 4393. .4488, 






5098. .5202, 


5102. .5203, 


5461. 


.5526 








Seq. No. 


6527 






Seq. ID 


OJ990421_10.9819. 


C37 




Gene No. 


13771 






Strand 








Start 


1 






End 


778 






Name 


OJ990421 10 


.9819.C37.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


778 






GI 


4263787 






Score 


155 






Exons 


1..106, 541 


..778 












GI Descrip. 


(AC006068) unknown protein [Arabidopsis thaliana] 






Seq. No. 


6527 






Seq. ID 


OJ990421 10.9819. 


C37 


!. ff 


Gene No . 


13771 






St rand 






LI g 


Start 


1 






End 


778 






Name 


OJ990421 10 


.9819.C37.ol 


.gs 


Method 


GEN SCAN 




|" ; | 


"Start 


545 






End 


778 






GI 


none 












w 


Exons 


545. .778 












: e 
: 1 : 


Seq. No. 


6527 






Seq. ID 


OJ990421_10.9819. 


C37 




Gene No . 


13772 






Strand 








Start 


782 






End 


1062 




>ssf 


Name 


OJ990421 10 


.9819.C37.ol 


.tm 


Method 


TBLASTX: Maize 




S J 


Start 


536 






End 


653 




js 


GI 


none 






Score 


167 




: "T. 


Exons 


536..6S2, 537. .653, 545 


. .652 








,;s. 


Seq. No. 


6527 






Seq. ID 


OJ990421_10. 9*819. 


C37 




Gene No . 


13772 






Strand 








Start 


782 






End 


1062 






Name 


OJ990421 10 


. 9819.C37.ol 


. ts 


Method 


TBLASTX: Soybean 






Start ■ 


545 






End 


676 






GI 


none 






Score 


84 






Exons 


545. .658, 545. .676, 558 


. .662 










Seq. No. 


6527 






Seq. ID 


OJ990421_10.9819. 


C37 




Gene No . 


13772 






Strand 








Start 


782 






End 


1062 






Name 


OJ990421 10 


. 9819.C37.ol 


• gp 


Method 


AAT/GAP 






Start 


782 






End 


1062 






GI 


none 






Score 


542 






Exons 


782. .1062 














Seq. No. 


6528 






Seq. ID 


OJ990421_10,9819. 


C38 




Gene No. 


13773 






Strand 


+ 





6819 



'is? 

i'ii 



Start 
Name 
Start 
GI 

Exons 



1206 End 

OJ990421_10 . 9819 . C38 . ol . gs Method 

1206 End 

none Score 
1206.. 1235, 1473.. 1832 



1832 
GENSCAN 
1832 
.53 



Seq. No. 6528 
Gene No. 13774 
Start 6001 

Name . OJ990421_10 . 9819.C38 . o3 . gs 

Start 6001 
GI none 

Exons 6001.. 6076, 6940.. 7052, 7619 

8780. .8932, 9319. .9614, 10792. . 11088, 11171. . 11338, 
11422. .11589, 11671. .11806, 12060 12157 , 134 17 .. 134 66, 
14253. .14365, 14545 .. 14608, 14908 14986, 15711 .. 16030, 
16099. .16429, 16530 .. 16664 , 16751.. 16837 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_10.9819.C38 
+ 

16837 
GENSCAN 
16837 
.67 



,7737, 7934. .8159, 8242. .8371, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
* ' Name 
P Start 
H GI 
La Exons 



Q GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6528 

13774 

6001 

OJ990421_10.9819.C38.ol.gp 
9449 

44826 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
9449.. 9614, 10475 .. 10696, 10792.. 10919 

' 2117355/pir | | S51590 7.0e-31 mitochondrial processing peptidase 
(EC 3.4.99.41) alpha-II chain precursor - potato 
>gi_587562_emb_CAA56520_ (X80236) mitochondrial processing 
peptidase [Solanum tuberosum] 1 



OJ990421_10.9819.C38 
+ 

16837 
AAT/GAP 
10919 
956 



6528 Seq. ID 

13774 Strand 

6001 End . 

OJ990421_10 . 9819 -C38 . ol . np Method 

9576 End 

266567 Score 



OJ990421_10.9819.C38 
+ 

16837 
AAT/NAP 
14609 
1450 



9576.. 9629, 10475 .. 10696, 10792 11088, 11171 11338 , 
11422. .11589, 11671. .11751, 11899 11965, 12060 .. 12157, 
13104. .13176, 13259. .13329, 134 17 134 66, 14253 .. 14365, 
14560. .14609 

MITOCHONDRIAL PROCESSING PEPTIDASE ALPHA SUBUNIT PRECURSOR 
(ALPHA-MPP) (UBIQUINOL-CYTOCHROME C REDUCTASE SUBUNIT II) 
gi I 421956 | pir | | S23558 mitochondrial processing peptidase (EC 
3.4.99.41) alpha chain precursor - potato gi | 21493 | emb | CAA46990 | 
(X66284) mitochondrial processing peptidase [Solanum tuberosum] 



OJ990421_10.9819.C38 
+ 



6528 Seq. ID 

13774 Strand 
6001 . End 16837 

OJ990421_10.9819.C38.o2.gp Method AAT/GAP 
10921 End 12195 

661_1.R1084 Score 1377 

10921. .11088, 11171. .11338, 
11899. .11965, 12060. .12195 

•266567/spl P29677 |MPPA_SOLTU 4.0e-96 MITOCHONDRIAL PROCESSING 
PEPTIDASE ALPHA SUBUNIT PRECURSOR (ALPHA-MPP) 
(UBIQUINOL-CYTOCHROME C REDUCTASE SUBUNlf II) 



11422. .11589, 11671. .11751," 



6820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>gi_421956_pir S23558 mitochondrial processing peptidase (EC 

3.4.99.41) alpha chain precursor - potato 

>gi_214 93_emb_CAA4 6990_ (X66284) mitochondrial processing 
peptidase [Solanum tuberosum] 1 



OJ990421_10.9819.C38 
+ 



6528 Seq. ID 

13774 Strand 
6001 End 16837 

OJ990421_10 . 9819 . C38 . o3 . gp Method AAT/GAP 
13140 End 14831 

4632_1.R1084 Score 1002 

13140. .13176, 13259. .13329, 
14560. .14831 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



13417. .13466, 14253. .14365, 



6528 
13775 
18598 

OJ990421_10.9819.C38.o4.gs 
18598 



none 

18598. 

21637. 

22882. 

24598. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18769, 19330. .19484, 20555 20839, 21486 21532, 
21676, 21760. .21822, 21*910 22047, 22594 .. 22647, 
22950, 23067. .23196, 23487 23527, 23685 23909, 
24643, 24775. .24926, 25063 .. 25258, 26063.. 26700 



OJ990421_10. 9819.C38 
+ * 
26700 
GEN SCAN 
26700 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6528 Seq. ID OJ990421_10 . 9819 . C38 

13775 Strand + 

18598 End 26700 

OJ990421_10 . 9819 . C38 . o2 . np Method AAT/NAP 

21450 End 25260 

4539423 Score 1332 

21450. .21588, 21636 .. 21676, 217 60 .. 21822 , 21910 .. 22051, 

22313. .22512, 22594 .. 22647,- 22882 .. 22950, 23067 .. 23196, 

23487. .23527, 23685 .. 23909, 24598 .. 24 643, 24775 .. 24 926, 

25063. .25260 

(AL04 9171) pyrophosphate-dependent phosphof ructo-1- kinase 
[Arabidopsis thaliana] 



6528 Seq. ID 

13776 Strand 

224 9 End 
OJ99042 1_10 . 98 19 . C38 . o2 . gs Method 

224 9 * End 

none Score 

2249. .2354, 2523. .2631, 3134. .3290 



OJ990421_10.9819.C38 

3290 
GENSCAN 
3290 
.48 



6528 

13777 

26938 

OJ990421_10. 9819.C38.o6.tc 

7784 

none 



Seq. ID OJ990421_10.9819.C38 
Strand 
End 

Method 
End 
Score 



27475 

TBLASTX: Cress 

8048 

104 



7784. .7846, 7785. .7850, 7895. .8008, 7899. .8009, 7983. .8048 



6821 






Seq. No. 


6528 






Seq. ID 


OJ990421_10. 9819 


.C38 




Gene No. 


13777 






Strand 








Start 


26938 






End 


27475 






Name 


OJ990421 10.9819.C38 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


8185 






End 


8388 






GI 


none 






Score 


306 






Exons 


8185. . 


.8388, 8193. .8381 










Seq. No. 


6528 






Seq. ID 


OJ990421_10. 9819 


.C38 




Gene No. 


13777 






Strand 








Start 


26938 






End 


27475 






Name 


OJ990421 10.9819.C38 


. o4 .tm 


Method 


TBLASTX: Maize 






Start 


8187 






End 


8548 






GI 


none 






Score 


277 






Exons 


8187. . 


,8378, 8188. .8388, 8503. .8544, 8504. .8548 






Seq. No. 


6528 






Seq. ID 


OJ990421JL0.9819 


.C38 




Gene No. 


13777 






Strand 








Start 


26938 






End 


27475 






Name 


OJ990421 10.9819.C38 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


8206 






End 


8548 






GI 


none 






Score 


240 






Exons 


8206. . 


.8394, 8208.. 8384, 848 


5.-8547, 84 * 


39. .8548 






Seq. No. 


6528 






Seq. ID 


OJ990421_10.9819 


.C38 




Gene No. 


13777 






Strand 






: s ! ! 


Start 


26938 






End 


27475 




JS 1 3 

; y 


Name 


OJ990421 10.9819.C38 


. ol . tm 


Method 


TBLASTX: Maize 




i. Li 


Start 


10439 






End 


14612 




GI 


none 






Score 


253 




es. 


Exons 


10439. 


..10693, 10469. 


.10678, 


104 94. .10682, 10507. .10692, 








10791. 


..11087, 10792. 


.11091, 


10795. . 1101 


38, 11167. . 11340, 




: ~ 




11168, 


..11347, 11168. 


.11341, 


11187. .11342, 11388. .11618, 








11416. 


..11586, 11426. 


.11587, 


11670. .1174 4, 11674. .117 60, 








11675. 


..11785, 11675. 


.11764, 


11895. .11966, 11897. .11968, 








11897. 


..11965, 12061. 


.12183, 


12062. .12157, 13103. .13174, 




i. x 




13104. 


..13169, 13106. 


.13180, 


1324 9. .13323, 13257. .13328, 




St. 




13258. 


..13329, 13420. 


.13467, 


13420.'. 13470, 14236 .. 14 364 , 




ft* 




14241. 


..14369, 14250. 


.14369, 


14559. .14612 




p 


Seq. No. 


6528 






Seq. ID 


OJ990421_10.9819 


.C38 


Gene No. 


13777 






Strand 








Start 


26938 






End 


27475 






Name 


OJ990421 10.9819.C38 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


10475 






End 


11347 






GI 


none 






Score 


121 






Exons 


10475. 


.10513, 10484. 


.10693, 


10627. .10689, 10788 .. 11075, 








10792. 


.11091, 10794. 


.11084, 


10798. .11088, 11168. .11347, 








11177. 


. .11347 












Seq. No. 


6528 






Seq. ID 


OJ990421_10.9819 


.C38 




Gene No. 


13777 






Strand 








Start 


26938 






End 


27475 






Name 


OJ990421 10.9819.C38 


.ol . ts 


Method 


TBLASTX : Soybean 






Start 


10484 






, End 


12139 . 






GI 


none 






Score 


75 






Exons 


10484. 


.10582, 10522. 


.10692, 


10622. . 10693, 10791 .. 11000, 





6822 




10792. .1104 9, 10804. .11049, 

11167. .11340, 11168. .11347, 

11421. .11618, 11671. .11760, 
12062. .12139 




10824. .11057, 11050. .11091, 
11404. .11577, 11416. .11586, 
11682. .11759, 11895. .11966, 





Seq. No. 


6528 








Seq. ID 


OJ990421 


1 A A Q *! A 

iu . yy iy 


. Coo 




Gene No. 


13777 








Strand 










Start 


26938 








End 


27475 








Name 


OJ990421 10.9819.C38 


. ol . tw 


Method 


TBLASTX: 


wneat 






Start 


11168 








End 


11571 








GI 


none 








Score 


183 








Exons 


11168. 


.11347, 


11424. 


T 1 C C A 


11425. .11571 








Seq. No. 


6528 








Seq. ID 


OJ990421 


iu . yo iy 


poo 
. Coo 




Gene No. 


- 13777 








Strand 










Start 


26938 








End 


27475 








Name 


OJ990421 10.9819.C38 


. o2 . tm 


Method 


TBLASTX: 


Maize 






Start 


20344 








End 


23101 








GI 


none 








Score 


40 








Exons 


20344. 


.20439, 


20345. 


. 20374 , 


20480. .20638, 20624 


A A O "3 A 

. . Zuo 39 , 








20638. 


.20838, 


21485. 


. Zlb 3Z, 


21486. .21533, 21487 


O 1 C *3 A 
. . ZlD 04 , 








21634. 


.21678, 


21634 . 


. Zlo /Of 


21635. .21679, 21741 


O 1 Q O A 








21742. 


.21825, 


21907. 


O O A A 1 

. ZZOh / , 


21909. .22058, 22347 


O O C 1 A 








22351. 


.22530, 


22354. 


O O C 1 A 

. ZZbZQ, 


22590. .22652, 22593 


O O £ c a 








22594. 


.22653, 


22876. 


. ZZ3d\j, 


22880. .22948, 23063 


O O 1 A T 

. ..Z olUl , 




.» 

"l ET 

t* f% 




23065. 


.23094 














i y 


Seq. No. 


6528 








Seq. ID 


OJ990421 


iu . y# iy 


poo 
. Coo 




Gene No. 


13777 








Strand 








<ssJ 


Start 


26938 








End 


27475 








Name 


OJ990421 10.9819.C38 


. oz . ts 


Method 


TBLASTX: 


Soybean 






Start 


20744 








End 


23920 






! y 


GI 


none 








Score 


97 






ii 


Exons 


20744. 


.20839, 


21486. 


. zlooo, 


21634. .21678, 21635 


O 1 £ T A 

. . zio / y, 




n 




21741. 


.21824, 


21742. 


. ZIoZd, 


21907. .22044, 21909 


. . ZZKJ^. O , 




'••I 




22356. 


.22514, 


22357. 


O O C. O A 

. ZZbZ*k , 


22396. .22530, 22590 


o o a a c\ 
. . ZZ 04 U , 








22593. 


.22631, 


22594. 


A A £ C O 


22876. .22956, 23057 


A T A T 

. . Z oiy / , 








23066. 


.23197, 


23067. 


A O 1 1 o 

. ZoZZo, 


23483. .23527, 23489 


a o c o o 




ee. 




23491. 


.23538, 


23684. 


. 23911, 


23685. .23909, 23777 


A "1 A A A 

. . 23920 




i. -i 


Seq. No. 


6528 








Seq. ID 


OJ990421 


J.0.9819 


.C38 




Gene No. 


13777 








Strand 










Start 


26938 








End 


27475 








Name 


OJ990421 10.9819.C38 


. o3 . tc 


Method 


TBLASTX: 


Cress 






Start 


20765 








End 


22044 








GI 


none 








Score 


91 








Exons 


20765. 


.20839, 


21486. 


.21533, 


21491. .21532, 21634 


. .21675, 








21635. 


.21679, 


21742. 


.21825, 


21762. .21824, 21907 


. .22044, 








21909. 


.22040 















Seq. No. 6528 

Gene No. 13777 

Start 26938 

Name OJ990421_10 . 9819. C38 . o4 . tc 

Start 22345 

GI none 
Exons 



Seq. ID OJ990421_10. 9819.C38 



Strand 
End 

Method 

End 

Score 



27475 

TBLASTX: Cress. 

22929 - 

61 



22345. .22530, 22356 .. 22514 , 22357 22524, 22590 ;. 22 658 , 



6823 







22593. .22652, 22594. 


. 22653, 


22876.. 22929 






Seq. No. 


6528 




Seq. ID 


OJ990421_10.9819. 


C38 




Gene No. 


13777 




Strand 








Start 


26938 




End 


27475 






Name 


OJ990421_10.9819.C38 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


22900 




End 


23855 






GI 


none 




Score 


81 






Exons 


22900. .22956, 23066. 


.23176, 


23067. .23171, 23483 .. 23527 , 








23485. .23529, 23675. 


.23815, 


23685. .23855, 23685.. 23831 






Seq. No. 


6528 




Seq. ID 


OJ990421_10.9819. 


C38 




Gene No. 


13777 




Strand 








Start 


26938 




End 


27475 






Name 


OJ990421 10.9819.C38 


.o3. tm 


Method 


TBLASTX : Maize 






Start 


23101 




End 


25289 






GI 


none 




Score 


153 






Exons 


23101. .23196, 23103. 


.23228, 


23103. .23198, 23459 .. 23527 , 








23485.-23529, 23488. 


.23535, 


23683..23778, 23685 .. 23909, 








23685. .23909, 23771. 


.23914, 


24S86..24642, 24595.-24 642, 








24597. .24644, 24772. 


.24924, 


24773.-24934, 24774,-24 938, 








25062. .25163, 25063. 


.25200, 


25064. .25213, 2524 9.-25278, 








25250. .25288, 25251. 


.25289 








.c » 


Seq. No. 


6528 




Seq. ID 


OJ990421_10.9819. 


C38 


i. 1 


• Gene No . 


13777 




Strand 








Start 


26938 




End 


27475 




fy 


Name 


OJ990421 10.9819.C38 


. o5 . tc 


Method 


TBLASTX: Cress 




f 3 


Start 


23675 




End 


23876 




i : 


GI 


none 




Score 


215 




=& 


Exons 


23675. .23815, 23685. 


.23876 










Seq. No. 


6528 




Seq. ID 


OJ990421_10. 9819. 


C38 


:= 


Gene No. 


13777 




Strand 






.X Si 


Start 


26938 




End 


27475 




i ;s j 


Name 


OJ990421 10.9819.C38 


.o2. tw 


Method 


TBLASTX: Wheat 






Start 


24773 




End 


24919 




> - 


GI 


none 




Score 


248 




i "t 
*; sf 


Exons 


24773. . 24919, 24774 . 


.24917, 


24781.. 24918 






Seq. No. 


6528 




Seq. ID 


OJ990421_10.9819. 


C38 




Gene No. 


13777 




Strand 








Start 


26938 




End 


27475 






Name 


OJ990421 10.9819.C38 


. o4 . ts 


Method 


TBLASTX : Soybean 






Start 


24773 




End 


25179 






GI 


none 




Score 


93 






Exons 


24773. .24874, 24773. 


.24877, 


24774..24878, 24878 24 922 , 








24879. .24929, 25066. 


.25179, 


25080. .25163, 25087.. 25179 






Seq. No. 


6528 




Seq. ID 


OJ990421_10.9819. 


C38 




Gene No. 


13777 




Strand 








Start 


26938 




End 


27475 






Name 


OJ990421 10.9819.C38 


. o5 . gs 


Method 


GENSCAN 






Start 


26938 




End 


27475 






GI 


none 




Score 


.82 






Exons 


• 26938. .27151, 27438. 


.27475 









6824 



Seq.* No. 6529 Seq. ID 

Gene No. 13778 Strand 

Start 372 End 

Name OJ990421_10 . 98 19 . C39 . ol . gs Method 

Start 372 End 

GI none Score 

Exons 372.. 487 



OJ990421_10.9819.C39 
487 

GENSCAN 

487 

.51 



Seq. No. 6530 Seq. ID 

Gene- No. 13779 Strand 

Start 76 End 

Name OJ990421_10 . 9819 . C4 1 . ol . gp Method 

Start 76 End 

GI none Score 

Exons 76. .567 



OJ990421_10.9819.C41 
582 

AAT/GAP 

567 

890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.3 US, 

! :3 Seq. No. 
i!n Gene No. 
["LI Start 
j==i Name 
«\1 Start 

W Exons 



6530 Seq. ID 

13779 Strand 

76 End 

OJ990421_10. 9819.C41.ol.tm Method 

102 End 

none Score 



OJ990421_10.9819.C41 
582 

TBLASTX: Maize 

570 

63 



102. .170, 144. .203, 150. .212, 167. .205, 268. .378, 270. .368, 
270. .380, 417. .569, 430. .570, 445.;570 



6530 

13779 

76 

OJ990421_10. 9819.C41.ol.tw 

269 

none 



Seq. ID OJ990421_10.9819.C41 

Strand 

End 582 

Method TBLASTX : Wheat 

End 582 

Score 56 



269. .349, 270. .347, 270. .350, 345. .371, 346. .372, 360. .482, 
400. .489, 480. .569, 484. .582 



a 



Seq. No. 6531 

Gene No. 13780 

Start 571 

Name OJ990421_10 . 9819 - C4-2 . o2 . gp 

Start .571 

GI 35014_1.R1084 

Exons 571.. 1139 

GI Descrip. '3643596 2.0e-40 (AC005395) hypothetical protein [Arabidopsis 
thaliana] f 



Seq. ID OJ990421_10.9819.C42 

Strand + 

End 1139 

Method AAT/GAP 

End 1139 

Score 903 



Seq. No. 6531 Seq. ID 

Gene No. 13781 Strand 

Start 80 End 

Name OJ990421_10 . 9819 . C42 . ol . gp Method 

Start 80 End 

GI none Score 

Exons 80.. 596 



OJ990421_10.9819.C42 
596' 

AAT/GAP 

596 

995 



Seq. No. 6531 Seq. ID 

Gene No. 13781 Strand 

Start 80 End 

Name OJ990421_10 . 9819 . C42 . ol . gs Method 

Start 228 End 



OJ990421_10.9819.C42 
596 

GENSCAN 
309 • 



6825 



GI 

Exons 



none 

228. .309 



Score 



45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
s ^ Start 
^ Name 
; 3 Start 

:n gi 

=ij Exons 

GI Descrip. 



\s£s 

Q 
u 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6531 Seq. ID OJ990421_10 . 9819 . C42 

13782 Strand 

975 End 1139 

OJ990421_10 . 9819 . C42 . ol . tm Method TBLASTX : Maize 

80 End 529 

none Score 199 

80. .214, 81. .185, 82. .201, 242. .361, 253. .366, 263. .361, 

395. .421, 419. .481, 426. .464, 428. .487, 461. .529 

6531 Seq. ID OJ9904 21_10 . 98 19 . C42 

13782 Strand 

975 End 1139 

OJ990421_10 . 9819 . C42 . ol . tw Method TBLASTX : Wheat 

80 End 362 

none Score 122 

80. .151, 81. .149, 82. .150, 136. .258, 136. .231, 149. .271, 

153. .248, 237. .275, 259. .309, 281. .361, 282. .362, 284. .361 

6531 Seq. ID OJ990421_10 . 9819 . C42 

13782 Strand 

975 End 1139 

OJ990421_10.9819.C42.ol.np ■ Method AAT/NAP 

975 End 1139 

3643596 Score 121 
975. .1139 

(AC005395) hypothetical protein [Arabidopsis thaliana] 

6532 Seq. ID OJ990421_10 . 9819 . C43 

13783 Strand + 

1 End 1199 

OJ990421_10. 9819.C43.ol.np Method AAT/NAP 

1 End 1199 

4539423 Score 399 

1..225, 307. .360, 595. .663, 780. .978, 1155. .1199 

(AL04 9171) pyrophosphate-dependent phosphof ructo-1- kinase 

[Arabidopsis thaliana] 

6532 Seq. ID OJ990421_10 . 9819. C43 

13783 Strand + 

1 End . 1199 

OJ990421_10 . 98 1 9 . C43 . ol . tm Method TBLASTX : Mai ze 

93 End 814 
none Score 242 

93. .137, 94. .237, 94.-243, 303. .365, 306. .365, 307. .366, 

589. .663, 593. .661, 779. .814, 780... 809 

6532 Seq. ID OJ990421_10 . 9819. C43 

13783 Strand + 

1 End 1199 

OJ990421_10. 9819.C43.ol.tc Method TBLASTX : Cress 

94 End 642 
none Score 196 

94. .237, 112. .243, 303. .371, 306;. 365, 307. .366, 589. .642 



6826 



Seq. No. 6532 

Gene No. 13783 

Start 1 End 

Name OJ990421_10 . 9819 . C43 . ol . ts Method TBLASTX : Soybean 

Start 94 End 941 

GI none Score 201 

Exons 94.. 237, 109.. 243, 303.. 353, 307.. 366, 589.. 669, 770.. 904, 
779. .910, 780. .941, 780. .911 



Seq. ID OJ990421_10.9819.C43 
Strand + 

1199 



Seq. ID OJ990421_10.9819.C43 
Strand + 
End 1199 



Seq. No. 6532 

Gene No. 13783 

Start 1 

Name OJ990421_10 . 9819 . C43 . ol . gs Method GENSCAN 

Start 106 End 744 

GI none Score . 9 

Exons 106.. 225, 307.. 360, 595.. 744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

hJ Exons . 

J GI Descrip. 

£n 

;ms Seq. No. 
] Z Z Gene No. 
Start 
Name 
Start 
GI 

Exons 



1 1& 



6533 
13784 
1 

OJ990421_10 . 9819 . C4 4 . ol . np Method AAT/NAP 



Seq. ID OJ990421_10. 9819.C44 
Strand 

End 784 



End 
Score 



784 
160 



4263787 
1..257, 340. .422, 752. .784 

(AC006068) unknown protein [Arabidopsis thaliana] 



6533 

13784 

1 



Seq. ID OJ990421_10.9819.C44 

Strand 

End 784 



OJ990421_10. 9819.C44 .ol.gp Method AAT/GAP 

82 End 457 

2800596 Score 372 
82. .257, 340. .457 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6533 

13784 

1 



Seq. ID OJ990421_10. 9819.C44 
Strand 

End 784 



OJ990421 10.9819.C44.ol.tm Method TBLASTX : Maize 



126 
none 



End 
Score 



413- 
146 



126. .272, 145. .258, 170. .271, 320. .409, 337. .411, 345. .413 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



6533 
13784 
1 

0 J9 904 2 1_1 0.9819.C44.ol.gs Method GENSCAN 



Seq. ID OJ990421_10.9819.C44 
Strand 

End 784 



168 
none 

168. .257, 340. .422 



End 
Score 



422 

,82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6533 

13784 

1 



Seq. ID OJ990421_10. 9819.C44 

Strand 

End 784 



OJ990421 10. 9819.C44 .ol.tc Method TBLASTX : Cress 



168 
none 



End 
Score 



432 
64 



168. .257, 172. .243, 337. .432, 338. .421 



6827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6533 

13784 

1 

OJ990421_10.9819.C44.ol.ts 

168 

none 



Seq. ID OJ990421_10.9819.C44 

Strand 

End 784 

Method TBLASTX : Soybean 

End 436 

Score 67 



168. .257, 169. .246, 320. .436, 337. .432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6533 

13784 

1 

OJ990421_10.9819.C44 .ol.tw 

171 

none 



Seq. ID OJ990421_10.9819.C44 

Strand 

End 784 

Method TBLASTX : Wheat 

End 4 36 

Score 61 



171. .272, 172. .243, 288. .419, 320. .436, 337. .432 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



m Seq. No. 

ill Gene No. 

j>3 Start 

j 1 ^ Name 
Start 

! :=J GI 

i'LJ Exons 



6534 
13785 
1 

OJ990421_10. 9819.C45.ol.np 
1 

4263787 

1..37, 246. .343, 623. .749, 1129. .1510 

(AC006068) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990421_10.9819.C45 
Strand 

End 1635 

Method AAT/NAP 

End 1510 

Score 352 



6534 

13785 

1 

OJ990421_10.9819.C45.ol.gs 

250 

none 



Seq. ID OJ990421_10.9819.C45 
Strand 

End 1635 

Method GENSCAN 

End 1635 

Score .86 



250. .343, 623. .745, 1268. .1501, 1582. .1635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6534 

13785 

1 

OJ990421_10. 9819.C45.o2.ts 

251 

none 



Seq. ID OJ990421_10. 9819.C45 
Strand 

End 1635 

Method TBLASTX : Soybean 

End 759 

Score 70 



251. .352, 25S..338, 626. .748, 627. .743, 628. .759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6534 

13785 

1 

OJ990421_10.9819.C45.ol.tm 

611 ■ 

none 



Seq. ID OJ990421_10.9819.C45 
Strand 

End 1635 

Method TBLASTX : Maize 

End 1384 

Score 192 



611. .748, 621. .764, 624. .743, 1259. .1384, 1268. .1375 



6534 

13785 

1 

OJ990421_10. 9819. C4 5. ol.ts 

1268 

none 

1268. .1390, 1281. .1367 



Seq. ID OJ990421_10. 9819.C45 
Strand 

End 1635 

Method TBLASTX : Soybean 

End 1390 

Score 88 



6828 



Seq. No. 6535 Seq. ID OJ990421_10 . 9819 . C4 6 

Gene No. 13786 Strand 

Start 1 End 401 

Name OJ990421_10. 9819.C46.ol.np Method AAT/NAP 

Start 1 End 401 

GI 4539423 Score 196 

Exons 1..201, 359.. 401 

GI Descrip. (AL049171) pyrophosphate-dependent phosphof ructo-l-kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6535 Seq. ID OJ990421_10 . 9819 .C46 

13787 Strand 

359 End 427 

0 J9904 2 1_10 . 98 1 9 . C4 6 . ol . tm Method TBLASTX : Mai ze 

82 End 403 

none Score 118 

82. .201, 83. .211, 357. .401, 359. .403 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 
Exons 

rLI Seq. No. 

£3 Gene No. 

Q Start 
Name 
Start 

i ^ GI 

«. Exons 



LjL Seq. No. 
l 'Z Gene No. 
^ Start 
i J Name 
;;3 Start 
GI 

Exons 



Seq. ID OJ990421_10.9819.C46 
Strand 
End 427 



6535 
13787 
359 

0 J9904 2 1_10 . 98 1 9 . C4 6 . ol . tw Method TBLASTX : Wheat 
82 End 403 

none Score 119 

82. .201, 83. .211, 357. .401, 359. .403 



Seq. ID OJ990421_10.9819.C46 
Strand 
End 427 



6535 
13787 
359 

OJ9904 2 1_10 . 98 1 9 . C4 6 . ol . ts Method TBLASTX : Soybean 

82 End 427 

none Score 7 9 

82. .201, 82. .201, 83. .202, 348. .395, 353.-397, 357. .401, 

359. .427 



6535 
13787 

359 End 
OJ990421_10. 9819.C46.ol.tc Method TBLASTX : Cress 

92 End 427 

none Score 

92. .202, 94. .201, 357. .401, 359. .427 



Seq. ID OJ990421_10.9819.C46 
Strand 

427 



107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6535 

13787 

359 



Seq. ID OJ990421_10.9819.C46 
Strand 

End 427 



OJ990421_10 . 9819 . C4 6 . ol . gs Method GENSCAN 



359 
none 

359. .399 



End 
Score 



399 
.42 



Seq. No. 
Gene No. 
Start 
Name 
Start 



6536 
13788 
43 

OJ990421_10.9819.C47.ol.gs - Method GENSCAN 



Seq. ID OJ990421_10.9819.C47 
Strand 

End 4 68 



43 



End 



468 



6829 



GI 

Exons 



none 

43. .76, 266. .468 



Score 



.52 



Seq. No. 


6537 








Seq. ID 


OJ990421 


Gene No. 


13789 








Strand 


+ 


Start 


1 








End 


495 


Name 


OJ990421 


_10. 


9819.C48.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


495 


GI 


2688822 








Score 


148 


Exons 


1. .158, 


295. 


.495 








GI Descrip. 


(U93272) 


pyrophosphate- 


dependent phosphof ructo- 




armeniaca] 










Seq. No. 


6537 








Seq. ID 


OJ990421 


Gene No. 


13789 








Strand 


+ 


Start 


1 








End 


495 


Name 


OJ990421 


_10. 


9819.C48.ol 


. tm 


Method 


TBLASTX :i 


Start 


89 








End 


382 


GI 


none 








Score 


128 


Exons 


89. .166, 


90. 


.170, 294.. 


380, 


295. .381, 


296. .382 


Seq. No. 


6537 








Seq. ID 


OJ990421 


Gene No. 


13789 








Strand 


** + 


Start 


1 








End 


495 


Name 


OJ990421 


_10. 


9819.C48.ol 


.gs 


Method 


GEN SCAN 


Start 


96 








End 


490 


GI 


none 








Score 


.69 


Exons 


96. .158, 


295 


. .490 








Seq. No. 


6538 








Seq. ID 


OJ990421 


Gene No. 


13790 








Strand 




Start 


88 








End 


1360 


Name 


OJ990421 


_10. 


9819.C50.ol 


.gp 


Method 


AAT/GAP 


Start 


88 








End 


1360 


GI 


4632 1.R1084 






Score 


352 


Exons 


88. .154, 


349 


..463, 1272 


..1360 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



6538 

13790 

88 

OJ990421__10. 9819.C50.ol.np 
105 

2117355 



Seq. ID OJ990421_10. 9819.C50 
Strand 

End 1360 

Method AAT/NAP 

End 1360 

Score 138 



105. .154, 349. .463, 1271. .1360 

mitochondrial processing peptidase (EC 3.4.99.41) alpha-II chain 
precursor - potato gi | 587562 | emb | CAA56520 | (X80236) 
mitochondrial processing peptidase [Solanum tuberosum] 



6538 

13790 

88 

OJ990421_10. 9819.C50.ol.gs 

349 

none 



Seq. ID OJ990421_10. 9819.C50 
Strand 

End 1360 

Method GENSCAN 

End 1336 

Score .81 



6830 



Exons 


349. i'478, 1271. .1336 












Seq. No. 


6539 




Seq. ID 


OJ990421_10 


. 9819 


.C51 


Gene No. 


13791 




Strand 








Start 


282 




End 


344 






Name 


OJ990421 10. 9819.C51.ol. 


gs 


Method 


GENSCAN 






Start 


282 




End 


344 






GI 


none 




Score 


. 96 






Exons 


282. .344 












Seq. No. 


6540 




Seq. ID 


OJ990421JL0 


.9819 


.C53 


Gene No. 


13792 




Strand 








Start 


335 




End 


713 






Name 


OJ990421 10. 9819.C53.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


135 




End 


415 






GI 


none 




Score 


134 






Exons 


135. .242, 143. .244, 143. 


.244, 


314. .415 


, 320. .367, 


322. . 


408 


Seq.. No. 


6540 




Seq. ID 


OJ990421_10 


.9819 


.C53 


Gene No. 


13792 




-Strand 








Start 


335 




End 


713 






Name 


OJ990421 10.9819.C53.ol. 


np 


Method 


AAT/NAP 






Start 


335 




End 


713 






GI 


3643597 




Score 


88 






Exons 


335. .713 












GI Descrip. 


(AC005395) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


6541 




Seq. ID 


OJ990421_10 


.9819 


.C56 


Gene No. 


13793 




Strand 








Start 


1 




End 


734 






Name 


OJ990421 10.9819.C56.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


734 






GI 


4539423 




Score 


57 






Exons 


1..98, 184. .389, 543. .608, 655. .734 








GI Descrip. 


(AL04 9171) pyrophosphate-dependent phosphof ructo-1 


-kinase 




[Arabidopsis thaliana] 












Seq. No. 


6542 




Seq. ID 


OJ990421_10 


.9819 


.C58 


Gene No. 


13794 




Strand 








Start 


1 




End 


778 






Name 


OJ990421 10.9819.C58.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


778 






GI 


4539423 




Score 


164 






Exons 


1..186, 532. .778 












GI Descrip. 


(AL04 9171) pyrophosphate 


t-dependent phosphof ructo-1 


-kinase 




[Arabidopsis thaliana] 












Seq. No. 


6542 




Seq. ID 


OJ990421_10 


.9819 


.C58 


Gene No . 


13794 




Strand 








Start 


1 




End 


778 






Name 


OJ990421 10.9819.C58.ol. 


gs 


Method 


GENSCAN 






Start 


119 




End 


187 






GI 


none 




Score 


.83 






Exons 


119. .187 












Seq. No. 


6542 




Seq. ID 


OJ990421_10 


.9819 


.C58 


Gene No. 


13794 




Strand 









6831 



Start 1 

Name OJ990421_10. 9819.C58 .ol . tm 

Start 119 

GI none 

Exons 119.. 193, 121.. 186, 568.. 741, 

Seq. No. 6543 

Gene No. 13795 

Start 340 

Name OJ990421_10 . 9819. C59 . ol . gs 

Start 340 

GI none 

Exons 340.. 540 



End 

Method 

End 

Score 



778 - 

TBLASTX: Maize 

748 

94 



591. .743, 630. .743, 635. .748 

Seq. ID OJ990421_10.9819.C59 

Strand 

End 540 

Method GENSCAN 

End 540 

Score . 4 



Seq. No. 6544 Seq. ID 

Gene No. 13796 Strand 

Start 404 End 

Name OJ990421_10 . 9819 . C60 . ol . gs Method 

Start 404 End 

GI none Score 

Exons 404.. 577 



OJ990421_10.9819.C60 
577 

GENSCAN 

577 

.79 



Seq. No. 
1:3 Gene No. 
.[g Start 
\Z. Name 

Start 

i_y gi 

Exons 

Id 

; =1 Seq. No. 
Gene No. 
Start 
: Name 
□ Start 

H GI 
Exons 



6545 Seq. ID 
13797' Strand 
299 * End 
OJ990421_10. 9819.C61.ol.gs Method 
299 End 
none Score 
299.. 380 

6546 Seq. ID 
13798 Strand 
261 End 
OJ990421_10 . 9819 .C62 . ol . gs Method 
261 End 
none Score 
261. .425 



OJ990421_10.9819.C61 
+ 

380 

GENSCAN 

380 

.83 



OJ990421_10.9819.C62 
+ 

425 

GENSCAN 

425 

.83 



Seq. No. 6547 

Gene No. 13799 

Start 38 

Name OJ990401_12 . 9819 . CI . ol , 

Start 38 

GI none 

Exons 38.. 259 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_12.9819.C1 
259 

GENSCAN 

259 

.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



6548 Seq. ID 

13800 Strand 

332 End 

OJ990401_12 . 9819 . C2 . ol . np Method 

332 End 

4680186 Score 
332. .534 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990401_12.9819.C2 
+ 

562 

AAT/NAP 
534 
222 



6548 
13800 



Seq. ID OJ990401_12.9819.C2 
Strand + 



6832 



Start 


332 


End 


562 




Name 


JDJ990401 12.9819.C2.ol.gs 


Method 


GENSCAN 




Start 


423 


End 


562 




GI 


none 


Score 


.52 




Exons 


423. .562 








Seq. No. 


6548 


Seq. ID 


OJ990401_12. 9819 


.C2 


Gene No. 


13801 


Strand 






Start 


78 


End 


463 




Name 


OJ990401 12.9819.C2.ol.gp 


Method 


AAT/GAP 




Start 


78 


End 


463 




GI 


uC-osflcyp033a04bl 


Score 


675 




Exons 


78. .463 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone:] 


P0711E10' 






Seq. No. 


6549 


Seq. ID 


OJ990401_12.9819 


,C3 


Gene No. 


13802 


Strand 






Start 


563 


End 


740 




Name 


OJ990401 12.9819.C3.ol.gp 


Method 


AAT/GAP 




Start 


563 


End 


740 




GI 


5816516 


Score 


197 




Exons 


563. .740 








GI Descrip. 


6006895/gb|AAF00670.1|AC008153 22 3.0e 


-20 (AC008153) 






hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6550 


Seq. ID 


OJ990401_12. 9819 


.C4 


Gene No . 


13803 


Strand 






Start 


833 


End : 


1019 




Name 


OJ990401 12.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


833 


End 


1019 




GI 


none 


Score 


.44 




Exons 


833.. 991, 996.. 1019 








Seq. No. 


6551 


Seq. ID 


OJ990401 12.9819 


.C6 


Gene No . 


13804 


Strand 


+ 




Start 


587 


End 


1682 




Name 


OJ990401 12.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


587 


End 


1477 




GI . 


none 


. Score 


.79 




Exons 


587. .802, 1379. .1477 








Seq. No. 


6551 


Seq. ID 


OJ990401_12. 9819 


.C6 


Gene No. 


13804 


Strand 


+ 




Start 


587 


End 


1682 




Name 


OJ990401 12.9819.C6.ol.gp 


Method 


AAT/GAP 




Start 


1114 


End 


1682 




GI 


4879016 


Score 


832 




Exons 


1114. .1682 








GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, 


Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


6552 


Seq. ID 


OJ990401_12. 9819 


.C7 


Gene No. 


13805 


Strand 


+ 




Start 


1 


End 


3135 




Name 


OJ990401 12.9819.C7.ol.gp 


Method 


AAT/GAP 





6833 



Start 


1 


End 


3135 


GI 


342_1 . R1084 


Score 


939 


Exons 


1. .559, 3116. .3135 






GI Descrip. 


' 4574406/gbi AAD24042 . 1 | 0 . 


0e+00 (AF121139) RIM2 




sativa] 1 






Seq. No. 


6552 


Seq. ID 


OJ990401 


Gene No . 


13805 


Strand 


+ 


Start 


1 


End 


3135 


Name 


OJ990401 12.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2820 


GI 


6742729 


Score 


794 


Exons 


1..611, 2746. .2820 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


6552 


Seq. ID 


OJ990401 


Gene No. 


13805 


Strand 


+ 


Start 


1 


End 


3135 


Name 


OJ990401 12. 9819.C7.o2.gp 


Method 


AAT/GAP 


Start 


1 


End 


559 


GI 


342 1.R1084 


Score 


941 


Exons 


1. .559 






GI Descrip. 


'4574406/gb|AAD24042.1| 0. 


0e+00 ^(AF121139) RIM2 




sativa] 1 






Seq. No. 


6552 


Seq. ID 


OJ990401 


Gene No. 


13805 


Strand 


+ 


Start 


1 


End 


3135 


Name 


OJ990401 12.9819.C7.o2.np 


Method 


AAT/NAP 


Start 


1695 


End 


1780 


GI 


5852084 


Score 


76 


Exons 


1695. .1780 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


6552 


Seq. ID 


OJ990401 


Gene No. 


13806 


Strand 


+ 


Start 


3368 


End 


3798 


Name 


OJ990401 12.9819.C7.o3.np 


Method 


AAT/NAP 


Start 


3368 


End 


3798 . 


GI 


6539570 


Score 


84 


Exons 


3368.. 3579, 3725.. 3798 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6552 


Seq. ID 


OJ990401 


Gene No. 


13807 


Strand 


+ 


Start 


5500 


End 


8605 


Name 


OJ990401 12.9819.C7.o5.np 


Method 


AAT/NAP 


Start 


5500 


End 


8605 


GI 


4417306 


Score 


266 


Exons 


5500.. 6124, 6194.. 6391, 6526.. 6665, 6792.. 6923, 




7192. .7310, .8560. .8605 






GI Descrip. 


(AC006446) putative Athila 


retroelement ORF1 pr> 




[Arabidopsis thaliana] 






Seq. No. 


6552 


Seq. ID 


OJ990401 


Gene No. 


13807 


Strand 


+ 


Start 


5500 


End 


8605 



6834 



Name OJ990401_l2. 9819.C7.o6.np Method AAT/NAP 

Start 6960 End 7672 

GI 2522230 Score 327 

Exons 6960.. 7672 

GI Descrip. (AB0074 67) retrotransposon-like gene; the first amino acid was 
determined to be leucine [Vicia faba] 



Seq. No. 6552 

Gene No. 13808 

Start 844 

Name OJ990401_12 . 9819 . C7 . o3 . gp 

Start 844 

GI 21474JL.R1084 

Exons 844.. 988 

GI Descrip. 1 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990401_12.9819.C7 

Strand 

End 988 

Method AAT/GAP 

End 988 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6552 

13809 

3433 

OJ9904 01_12 . 98 19 . C7 . ol . tw 

3 

none 



Seq. ID OJ990401_12.9819.C7 
Strand 

End 6366 

Method TBLASTX : Wheat 

End 430 

Score 115 



3. .119, -5. .112, 123. .236,- 128. .220, 201. .425, 221. .430, 224. .430 



Seq. No. 
Gene No. 
Start 
P Name 
Ld Start 
GI 

Exons 



ru 



;i Seq. No. 

Q Gene No. 

Start 

ix Name 

r r Start 

^ GI 

hJ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6552 

13809 

3433 

OJ990401__12.9819.C7.ol.tm 
11 

none 

11. .259, 15. .260, 270. .464 

6552 

13809 

3433 

OJ990401_12 . 9819 . C7 . ol . ts 

294 

nottfe 

294. .536 

6552 
13809 
3433 

O J9 90 4 0 1_1 2 . 98 1 9 . C7 . o4 . np 
3433 
5922620 



Seq. ID OJ990401_12.9819.C7 
Strand 

End 6366 

Method TBLASTX : Maize 

End 4 64 

Score 197 



Seq. ID OJ990401_12.9819.C7 
Strand 

End 6366 

Method TBLASTX : Soybean 

End 536 

Score 199 



Seq. ID OJ990401_12.9819.C7 
Strand 

6366 
AAT/NAP 
6366 
66 



End 

Method 
End 
Score 

3433. .3499, 4599. .5020, 6306. .6366 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



6552 

13809 

3433 



Seq. ID OJ990401_12.9819.C7 
Strand 

End 6366 



6835 



Name 

Start 

GI 

Exons 



OJ990401_12 . 98 19 . C7 . o2 . tw Method 
5769 End 
none Score 
5769..588S, 5901.. 6116, 6090.. 6197 



TBLASTX: Wheat 

6197 

90 



Seq. No. 6552 

Gene No. 13809 

Start 3433 

Name OJ9904 01_12 . 98 19 . C7 . ol . tc 

Start 5916 

GI none 

Exons 5916.. 6224 



Seq. ID OJ990401_12.9819.C7 
Strand 

End 6366 

Method TBLASTX : Cress 

End 6224 

Score 188 



Seq. No. 6552 

Gene No. 13810 

Start 6999 

Name OJ9904 01_12 . 98 19 . C7 . o3 . tw 

Start 6999 

GI none 

Exons 6999.. 7142, 7185.. 7370, 7256. 



Seq. ID OJ990401_12.9819.C7 
Strand 

End 7370 

Method TBLASTX : Wheat 

End 7370 

Score 101 
.7369 



Pi! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



Gene No. 
TP Start 
ss Name 
□ Start 
Q GI 
. ~ Exons 



6553 
13811 
7015 

OJ9904 0'1_12 . 98 19 . C8 . o3 . np 
7015 
6539570 
7015. .7215, 7644. .7720 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ990401_12. 9819.C8 

Strand + 

End 7720 

Method AAT/NAP 

End 7720 

Score 82 



6553 

13812 

54 

OJ9904 01_12.9819.C8.ol.gs 
54 

none 



Seq. ID OJ990401_12. 9819.C8 
Strand 

End 7697 

Method GENSCAN 

End 7697 

Score .52 



54. .398, 620. .733, 2999. .3093, 4862. .4996, 5853. .5883, 
6269. .6409, 6603.. 6707, 7089.. 7204, 7601.. 7697 



Seq. No. 6553 

Gene No. 13812 

Start 54 

Name OJ990401_12 . 98 19 . C8 . ol . np 

Start 1111 

GI 99922 

Exons 1111. .1305, 2367.. 2644 

GI Descrip. hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



Seq. ID OJ990401_12.9819.C8 
Strand 

End 7697 

Method AAT/NAP 

End 2644 

Score 144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6553 

13812 

54 

OJ990401_12.9819.C8.o2.np 

3382 

5922620 



Seq. ID OJ990401_12.9819.C8 
Strand 

End 7697 

Method AAT/NAP 

End 6152 

Score 47 



3382. .3423, 4831. .4972, 6106. .6152 

(AP000492) .EST D15357 (C0514 ) corresponds to a region " of fc the 



6836 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 6553 
Gene No. 13812 
Start . 54 

Name 0 J990 4 01_12 . 98 1 9 . C8 . ol . gp 

Start 3432 
GI 4879016 
Exons 3432.. 4000 

GI Descrip. 6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ990401_12.9819.C8 
Strand 

End 7697 

Method AAT/GAP 

End . 4000 

Score 808 



Li! 



Seq. No. 


6554 


Seq. ID 


OJ990401_12. 


. 9819. C9 


Gene No. 


13813 


Strand 


+ 




Start 


1049 


End 


1163 




Name 


OJ990401 12.9819.C9.ol.gp 


Method 


AAT/GAP 




Start 


1049 


End 


1163 




GI 


LIB3477-003-P1-K1-E9 


Score 


150 




Exons 


1049. .1163 








GI Descrip. 


, 2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


6554 


Seq. ID 


OJ990401_12, 


. 9819. C9 


Gene No. 


13814 . 


Strand 






Start 


958 


End 


4303 




Name 


OJ990401 12.9819.C9.ol.np 


Method 


AAT/NAP 




Start 


958 


End 


4303 




GI 


4680204 


Score 


410 




Exons 


958.. 1012, 3146.. 3550, 3646. 


.4303 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


6554 


Seq. ID 


OJ990401_12, 


. 9819. C9 


Gene No. 


13814 


Strand 






Start 


958 


End 


4303 




Name 


OJ990401 12.9819.C9.o2.np 


Method 


AAT/NAP - 




Start 


3139 


End- 


4303 




GI 


4680204 


Score 


404 




Exons 


3139.. 3550, 3646.. 4303 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


6555 


Seq. ID 


OJ990401_12, 


.9819. C10 


Gene No. 


13815 


Strand 


+ 




Start 


110 


End 


373 




Name 


OJ990401 12.9819.C10.ol.gs 


Method 


GENSCAN 




Start 


110 


End 


373 




GI 


none 


Score 


.8 




Exons 


110. .373 








Seq. No. 


6555 


Seq. ID 


OJ990401_12, 


. 9819. C10 


Gene No. 


13816 


Strand 






Start 


1186 


End 


1574 




Name 


■ OJ990401 12.9819.C10.o2.gs 


Method 


GENSCAN 





6837 






Start 


iiob 








Lna 


ID I 4 






GI 


none 








Score 


. DO 






Exons 


Hob . . l^y 1 , 


1 A Q C 


. .13/4 












Seq. No. 


boob 








Seq. ID 


oj y yu4 ui 


1 O QQ1 Q f 1 1 

iz . yy iy . ci i 




Gene No. • 


13817 








Strand 








O 4- — .4- 

otart 


254 








End 


5502 






Name 


OJ990401 12 


.9819 


.Cll.ol 


.gp. 


Method 


AAT/GAP 






Start 


254 








End 


4174 






GI 


342 1.R1084 








Score 


6109 






Exons 


254. .4174 
















GI Descrip. 


'4574406/gbl AAD24042.il 


0.0e+00 (AF121139) RIM2 


protein [Or^ 






sativa] 1 
















beq. No. 


6556 








Seq. ID 


OJ990401 


iz . y o iy . ci i 




Gene No. 


13817 








Strand 








Start 


254 








End 


5502 






Name 


OJ990401 12 


. 9819 


.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


850 








End 


4178 






GI 


none * 








Score 


.47 






Exons 


850. . 1471, 


1822 . 


.3213, 


3361. . 


4178 








Seq. No. 


6556 








Seq. ID 


OJ990401 


iz . y o i y . ci l 




Gene No . 


13817 








Strand 






: t 
';t si 


Start 


254 








End 


5502 




hi 


Name 


OJ990401_12 


. 9819 


.Cll.ol 


.np 


Method 


AAT/NAP 




i. : e 


Start 


871 








End 


5502 




rjf 


GI 


4680203 








Score 


3135 






Exons 


871 . . 1844 , 


2121 . 


.2351, 


2505. . 


4178, 5428. .5502 




s? 

: e 

j.y 


GI Descrip. 


{AF114 171) 


TNP2- 


like protein 


[Sorghum bicolor] 




; =E 


beq. No. 


6556 








Seq. ID 


OJ990401 


TO QQ1 Q pi 1 

iz . y o i y . li l 


ru 


Gene No . 


13817 








Strand 






ii 


Start 


254 








End ■ 


5502 






Name 


OJ990401_12 


. 9819 


.Cll.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


925 








End 


2243 






GI 


none 








Score 


106 






Exons 


925. .1017, 


1006. 


.1086, 


1093. . 


1209, 1093.. 1212, 


1 110 . . LZo 1 , 


i. " I 

- 5? 




1157 . . 1282, 


1219 


" .1278, 


1285. 


.1326, 1285.. 1329, 


TOOn "1*3*3*1 

12yU . . 1331 , 


\',3 




1324 . .144 6, 


1340 


. . 1450, 


1355. 


.1450, 1440. .1652, 


14 5^. . ZZ3 f f 






1459. .2238, 


1964 


. .2239, 


2058. 


.2243 








Seq. No. 


6556 








Seq. ID 


OJ990401 


TO noi (1 T 

±z . yy iy . cii 




Gene No. 


13817 








Strand 








Start 


254 








End 


5502 






Name 


OJ990401 12 


.9819 


.Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


1503 








End 


1950 






bl 


none 








Score 


194 






Exons 


1503. .1946, 


1503 


. .1946, 


1507. 


.1950 








Seq. No. 


6556 








Seq. ID 


OJ990401 


to no 1 n pi i 

iz . yyiy . cii 




Gene No . 


13817 








Strand 








Start 


254 








End 


5502 






Name 


OJ990401 12 


.9819 


.Cll.o2 


.tm 


Method 


TBLASTX : i 


Maize 




Start 


1881 








End 


2195 






GI 


none 








Score 


142 






Exons 


1881. .2195, 


1909 


. .2184 











6838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6556 

13817 

254 

OJ990401_12, 

2244 

none 

2244. .2324, 
2586. .2648, 



9819.Cll.o3.tw 



2245.-2325, 2250. 
2599. .2649 



Seq. ID OJ990401_12.9819.C11 
Strand 

End 5502 

Method TBLASTX : Wheat 

End 2649 

Score 72 

.2330, 2358.. 2600, 2359.-2577, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6556 

13817 

254 

OJ990401_12, 

2754 

none 

2754. .2945, 



9819.Cll.ol.tm 



2958.. 3212, 2958, 



Seq. ID OJ990401_12.9819.C11 
Strand 

End 5502 

Method TBLASTX : Maize 

End 3212 

Score 100 
.3200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



r=l Seq. No. 

Gene No. 

Start 
W Name 
flj Start 
■i GI 
r=t Exons 



U 
□ 



Seq- No, 

Gene No, 

Start 

Name 

Start 

GI . 

Exons 



6556 

13817 

254 

OJ990401_12. 
2788 
none 
2788. 
2997. 
3201. 



.2892, 
.3095, 
.3245, 



6556 

13817 

254 

OJ990401_12, 

3045 

none 

3045. .3386, 

6556 

13817 

254 

OJ990401_12, 
3126 ■ 
none 

3126. .3422, 



9819.Cll.o2.tw 



2791.. 2997, 2793. 
2998.. 3090, 3081. 
3205. .3246 



9819.Cll.o2.tc 



3064.. 3192, 3241. 



9819.Cll.ol.ts 



Seq. ID OJ990401_12.9819.C11 
Strand 

End 5502 

Method TBLASTX : Wheat 

End 324 6 

Score. 81 

.2996, 2793.. 3017, 2995. .3087, 
.3203, 3099.. 3203, 3103. .3204, 



Seq. ID OJ990401_12.9819.C11 
Strand 

5502 

TBLASTX: Cress 
3393 
61 



End 

Method 
End 
Score 
.3393 



Seq. ID OJ990401_12.9819.C11 
Strand 

End 5502 

Method TBLASTX : Soybean 

End 3554 

Score 110 



3139. .3390, 3417. .3479, 3480. .3554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6556 

13817 

254 

OJ990401_12. 

3476 

none 

3476. .3727, 
3720. .3827 



Seq. ID" OJ990401_12.9819.C11 
Strand 

End 5502 

Method TBLASTX : Wheat 

End 3827 

Score 126 
3486. .3728, 3486. .3737, 3487. .3729, 3569.-3736, 



9819.Cll.o4.tw 



Seq. No. 
Gene No, 
Start 
Name 



6556 

13817 

254 

OJ990401 12, 



9819.Cll.o2.gp 



Seq. ID OJ990401_12.9819.C11 
Strand 

End 5502 

Method AAT/GAP 



6839 



Start 4039 * End 4 633 

GI 2310235 Score 299 

Exons 4039.. 4178, 4596.. 4633 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6557 

13818 

3538 

.OJ990401_12.9819.C12.ol.np 
3538 
6907087 



Seq. ID OJ990401_12.9819.C12 

Strand + 

End 5306 

Method AAT/NAP 

End 5306 

Score 982 



3538. .3914, 3959. .4665, 5205. .5306 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 6557 

Gene No. 13819 

Start 5769 

Name OJ990401_12 . 9819 . C12 . ol . gp 

Start . 5769 

GI uC-osflcyp033a04bl 

Exons 5769.. 6153 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990401_12.9819.C12 

Strand + 

End 6153 

Method AAT/GAP 

End 6153 

Score 682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6557 
13820 
5698 

OJ990401_12 . 9819 .C12 . o2 .np 
5698 
4680186 
5698.. 5902, 7631.. 7651 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990401_12.9819.C12 
Strand 

End 7651 

Method . AAT/NAP 

End 7651 

Score 222 



6558 
13821 
1 

OJ990401_12.9819.C13.ol.np 
1 

5103193 
1..366 

(AP000342) transposase of TnlO [Plasmid R100] 

gi|5738084 | gb | AAD50242 . 1 1 AF162223_1 (AF162223) ISlO-left 

transposase [Shigella flexneri] 



Seq. ID OJ990401_12.9819.C13 
Strand 

End 366 

Method AAT/NAP 

End 366 

Score 625 



Seq. No. 


6558 


Seq. ID 


OJ990401_ 


12. 


9819. 


.C13 


Gene No. 


13821 


Strand 










Start 


1 


End 


366 








Name 


OJ990401 12.9819.C13.ol.gs 


Method 


GEN SCAN 








Start 


171 


End 


366 








GI 


none 


Score 


.64 








Exons 


171. .366 












Seq. No. 


6558 


Seq. ID 


OJ990401_ 


12. 


9819. 


.C13 


Gene No. 


13822 


Strand 











6840 



! i3 



Start 


326 




End 


4 92 


Name 


OJ990401_12. 9819.C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


326 




End 


492 


GI 


none 




Score 


191 


Exons 


326. .472, 326. .445, 328 


. .492, 


328 . . 492 




Seq. No. 


6559 




Seq. ID 


OJ990401_12 . 98 19. CI 4 


Gene No. 


13823 




Strand 


+ 


Start 


1 




End 


1181 


Name 


OJ990401 12.9819.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


694 


GI 


6523547 




Score 


202 


Exons 


1. .694 








GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


6559 




Seq. ID 


OJ990401_12.9819.C14 


Gene No . 


13823 




Strand 


+ 


Start 


1 




End 


1181 


Name 


OJ990401 12.9819.C14.ol 


.gs 


Method 


GEN SCAN 


Start 


22 




End 


1181 


GI 


none 




Score 


.63 


Exons /■ 


22. .145, 415. .504, 681. 


,847, 


1062. .118 


1 


Seq. No. 


6560 




Seq. ID 


OJ990401_12.9819.C15 


Gene No. 


13824 




Strand 


+ 


Start 


115 




End 


186 


Name 


OJ990401 12.9819.C15.ol 


.gs 


Method 


GENSCAN 


Start 


115 V/ 




End 


186 


GI 


none 




Score 


.63 


Exons 


115. .186 








Seq. No. 


6560 




Seq. ID 


OJ990401_12.9819.C15 


Gene No. 


13825 




Strand 


+ 


Start 


305 




End 


453 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990401_12. 9819.C15.ol.gp Method AAT/GAP 
305 End 453 

uC-osflcyp001c04b2 Score 226 

305. .453 

l 6041757/gb|AC011806.1|AC011806 2.0e-34 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



6561 
13826 
1 

OJ990401_12.9819.C17.ol.np 
1 

6742729 
1. .702 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990401_12.9819.C17 
Strand 

702 

AAT/NAP 
702 
529 



End 

Method 

End 

Score 



6561 

13826 

1 

OJ990401_12.9819.C17.ol.tw 
134 



Seq. ID OJ990401_12.9819.C17 
Strand 

End 702 

Method TBLASTX : Wheat 

End 520 



6841 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 95 

134. .244, 145. .267, 146. .268, 301. .516, 302. .520 



6562 
13827 
256 

OJ990401_12.9819.C18.ol.gp 
256 

5816516 
256. .553 

6006895/gbIAAF00670.1|AC008153_22 3.0e-20 (AC008153) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990401_12.9819.C18 
Strand 

End 553 

Method AAT/GAP 

End 553 

Score 371 



Seq. No. 


6563 




Seq. ID 


Gene No. 


13828 




Strand 


Start 


535 




End 


Name 


OJ990401 12.9819.C19 


.ol .gs 


Method 


Start 


535 




End 




nunc 






Exons 


535.. 615, 638.. 715 






Seq. No. 


6564 




Seq. ID 


Gene No. 


13829 




Strand 


Start 


40 




End ' 


Name 


OJ990401 12.9819. C21 


. ol .np 


Method 


Start 


40 




End 


GI 


S852182 




Score 


Exons 


40. .506 






GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 


Seq. No. 


6564 




Seq. ID 


Gene No. 


13829 




Strand 


Start 


40 




End 


Name 


OJ990401 12.9819.C21 


. ol . gs 


Method 


Start 


86 




End 


GI 


none 




Score 


Exons 


86. .132 






Seq. No. 


6565 




Seq. ID 


Gene No. 


13830 




Strand 


Start 


183 




End 


Name 


OJ990401 12.9819.C22 


.ol .gs 


Method 


Start 


183 




End 


GI 


none 




Score 


Exons 


183. .275 






Seq. No. 


6565 




Seq. ID 


Gene No. 


13831 




Strand 


Start 


341 




End 


Name 


OJ990401 12.9819.C22 


. o 1 . np 


Method 


Start 


341 




End 


GI 


2462640 




Score 


Exons 


341. .729 






GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


Seq. No. 


6565 




Seq. ID 


Gene No. 


13831 




Strand 



+ 

715 

GEN SCAN 

715 

.84 



506 

AAT/NAP 

506 

395 



506 

GENSCAN 

132 

.5 



275 

GENSCAN 

275 

.67 



804 

AAT/NAP 

729 

434 



6842 



Start 


341 




End 


804 


Name 


OJ990401 12.9819.C22.ol.tm 




Method 


TBLASTX: Maize 


Start 


398 




End 


804 


GI 


none 




Score 


142 


Exons 


398..532 # 592.. 804 








Seq. No. 


6566 




Seq. ID 


OJ990401_12.9819.C23 


Gene No. 


13832 




Strand 


+ 


Start 


126 




End 


891 


Name 


OJ990401 12.9819.C23.o2.np 




Method 


AAT/NAP 


Start 


126 




End 


891 


PT 


626375 




Score 


103 


Exons 


126. .214, 644. .891 








GI Descrip. 


probable membrane protein YILlOOc-a - 


yeast (Saccharomyces 




cerevisiae) gi | 558706 | emb| CAA86280 | (Z38125) orf, len: 112, 




0.07, overlapped by orf 3694 9 


..36826 qv [Saccharomyces 




cerevisiae] 








Seq. No. 


6566 




Seq. ID 


OJ990401_12.9819.C23 


Gene No. 


13833 




Strand 


+ 


Start 


847 




End 


966 


Name 


OJ990401 12.9819.C23.ol.gp 




Method 


AAT/GAP 




847 




End 


966 


GI 


LIB3477-003-P1-K1-E9 




Score 


180 


Exons 


847. .966 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


6567 




Seq. ID 


OJ990401_12. 9819.C25 


Gene No. 


13834 




Strand 




tD Lai l_ 


1 




End 


809 


Name 


OJ990401 12.9819.C25.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


809 


GI 


4680183 




Score 


931 


Exons 


1. .809 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


6567 




Seq. ID 


OJ990401_12.9819.C25 


ucllc 1MO . 


13834 




Strand 




Start 


1 




End 


.809 


Name 


OJ990401 12. 9819.C25.ol.tw 




Method 


TBLASTX: Wheat 


Start 


81 




End 


494 


GI 


none 




Score 


46 


Exons 


81. .302, 327. .494 








Seq. No. 


6567 




Seq. ID 


OJ990401_12. 9819.C25 




13834 




Strand 




Start 


1 




End 


809 


Name 


OJ990401 12.9819.C25.ol.gs 




Method 


GENS CAN 


Start 


107 




End 


739 


GI 


none 




Score 


.51 


Exons 


107. .739 








Seq. No. 


6568 




Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


13835 




Strand 


+ 


Start 


1 




End 


3682 



CAI: 



6843 



j= — 



Name 
Start 



OJ990401_12.9819.C26.ol.np Method 
1 End 



AAT/NAP 
3682 



GI 


4522005 


Score 


1361 


Exons 


1..2351, 2406. .3411, 3444.. 


3682 




GI Descrip. 


(AC007069) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


6568 


Seq. ID 


OJ990401_12. 9819.C26 


Gene No. 


13835 


Strand 


+ 


Start 


1 


End 


3682 


Name 


OJ990401 12. 9819.C26.ol .gs 


Method 


GENSCAN 


Start 


714 


End 


3514 


GI 


none 


Score 


.55 


Exons 


714.. 1022, 1100.. 1271, 2031 


..2144, 2292. .2960, 3174. .3514 


Seq. No. 


6568 


Seq. ID 


OJ990401__12.9819.C26 


Gene No. 


13836 


Strand 


+ 


Start 


9365 


End 


9454 


Name 


OJ990401_12. 9819.C26.o4 .np 


Method 


AAT/NAP 


Start 


9365 


End 


9454 


GI 


4680183 


Score 


142 


Exons 


9365. . 9454 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


6568 


Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


13837 


Strand 




Start 


4300 


End 


9332 


Name 


OJ990401 12.9819.C26.o2.gs 


Method 


GENSCAN 


Start 


4300 


End 


9332 


GI 


none 


Score 


.56 


Exons 


4300. .4405, 4923. .5137, 5249. .5573, 6998. .7090, 7935. .8142, 




9119. .9332 






Seq. No. 


6568 


Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


13837 


Strand 




Start 


4300 


End 


9332 


Name 


OJ990401 12.9819.C26.o2.np 


Method 


AAT/NAP 


Start 


7156 


End 


7544 


GI 


2462640 


Score 


434 


Exons 


7156. .7544 






GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 


Seq. No. 


6568 


Seq. ID 


OJ990401_12.9819.C26 


Gene No . 


13837 


Strand 




Start 


4300 


End 


9332 


Name 


OJ990401 12.9819.C26.o3.np 


Method 


AAT/NAP 


Start 


7270 


End 


9332 


GI 


6721561 


Score 


84 


Exons 


7270.. 7342, 9246.. 9332 






GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 



gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 



6568 
13837 



■Seq. ID OJ990401_12.9819.C26 
Strand 



6844 



Start 4300 End " 9332 

Name OJ990401_12 . 9819.C26.ol .gp Method AAT/GAP 

Start 8646 End 8738 

GI uC-osflcyp088bl2bl Score 142 

Exons 8646.. 8738 

GI Descrip. 1 5257255/dbj I AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


6568 








Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


13838 








Strand 




oian 


9832 








End 


9951 


Name 


OJ990401 12 


.9819 


.C26.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


455 








End 


8473 


GI 


none 








Score 


56 


Exons 


455. .556, 8204.. 


8260, 8300.. 


8473, 8301 


..8444 


Seq. No. 


dj do 








Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


1 "3ft*}ft 








Strand 




Start 


Qft ^9 








End 


9951 


Name 


n TQQfM 01 1 9 




• D . U J 


■ LIU 


Method 


TBLASTX: Maize 


Start 


1398 








End 


7508 


GI 


none 








Score 


102 


Exons 


1 ^Qft 1 ^SQ 


J- J D O 


1 fi ?9 

• • X O O § 


1 ft QO 
x o y\j 


..1967, 5297. .5578, 7144. .7341, 




/ jJO . • / JUO 












Seq. No. 


DO DO 








Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


1 JO JO 








Strand 




Start 


Qft ^9 

-JO Oc. 








End 


9951 


Name 


n TQQn^m i 9 

Uu^jUfivJX X^ 


• -7 0 X Z7 


. LZO .ox 


. tw 


Method 


TBLASTX .-Wheat 


Start 


1 A AO 
X 4 Q £. 








End 


7296 


GI 


none 








Score 


253 


Exons 


1442. .1663, 


1443 


. .1661, 


1453 


..1674, 1501. .1662, 1649. .1771, 




1649. .1822, 


1656 


. .1838, 


7144 


. .7296 




Seq. No. 


6568 








Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


13838 








Strand 




Start 


9832 








End 


9951 


Name 


OJ990401 12 


.9819 


.C26.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2105 








End 


5356 


GI 


none 








Score 


108 


Exons 


2105. .2305, 


2200 


. .2253, 


2309 


..2524, 2332. .2451, 4895. .5032, 




4968. .5033, 


5108 


. .5221, 


5121 


..5207, 5219. .5356 


Seq. No. 


6568 








Seq. ID 


OJ990401_12.9819.C26 


Gene No. 


13838 








Strand 




Start 


9832 








End 


9951 


Name 


OJ990401 12 


.9819 


.C26.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2110 








End 


5219 


GI 


none 








Score 


351 


Exons 


2110. .2496, 


2132 


. .2497, 


4928 


..5086, 4944.. 5030, 5084.. 5215, 




5133. .5219 













Seq. No. 6568 Seq. ID OJ990401_12 . 98 19 . C26 

Gene No. 13838 Strand 

Start 9832 ' End 9951 

Name OJ9904 01_12 . 98 19 . C26 . ol . tm . Method TBLASTX : Maize 

Start 2375 End 5285 



6845 






GI 


- none 






Score 


77 








Exons 


<cj / j. . z4 yi , 


4oUi . . 4 by / , 


A Q1 "5 

4 y ij . 


.5125, 4923. .5129," 


5132. .5284, 






















beq. no. 


OOOO 






Seq. ID 


OJ990401 


_12.9819 


.C26 




Gene No. 


13838 






b rrana 










Start 


9832 






Lna 


QQC1 

y yo 1 








Name 


U J y y u 4 u i 1 z 


. yo 1 y . gz d . 00 . 


. tw 


Mernoa 


I t>li/ib I A . 


wneaTz 






btart 


/o 






hna 










GI 


none 






Score 


ZOO 








Exons 


zy /o . . jjoi, 


^ytJ J . . jUDj 














beq. no. 


DODO 






Seq. ID 


OJ990401 


_12.9819 


.C26 




Gene No. 


13838 






b Tirana 










Start 


9832 






-r" 1 _ -J 

Lna 


QQC1 

yyoi 








Name 


uuyyu4ux iz 


. yo 1 y . gz 0 . oz . 


. tm 


Metznoa 


rpnT 7\ C? T> V • 

loLiAb 1 A : 


Maize 






Start 


4 loU 






Lna 


A A ^ *3 
4 4 / J 








GI 


none 






Score 


1 0 








Exons 


/ 1 Cfl A A TO 

4 10U . .44 / J, 


4o /Z . . 4 4 /o 














Seq. No. 


DO OO 






Seq. ID 


OJ990401 


_12.9819 


.C26 




Gene No. 


13838 






otrana 










Start 


9832 






bna 


QQC1 

yyoi 






'5 el 


Name 


ujyyu4ui lz 


qqi q poc 

. yo iy . lzd . 0 j , 


. gs 


Method 


C E 1 VT C 7\ M 

GbNbGAN 








Start 


yooz 






bna 


QQC1 

y yo 1 








GI 


none 






Score 


. yy 






m 


Exons 


QQ "3 0 QQC1 

yooz . . yyoi 
















beq. no. 


oooy 






Seq. ID 


OJ990401 


_12.9819 


.C27 




Gene No. 


13839 






btrana 


x 

*r 








Start 


309 






bna 


"71 Q 

/ 1 y 






i : I 5 


Name 


OJ990401 12 


.9819.C27.ol, 


. gs 


Method 


GLNbGAN 






! y 


C 4- i v4- 

b tart: 


309 






bna 


/ ± y 








GI 


none 






Score 


. 4 j 








Exons 


309. .427, 698. .719 












"'"4 


beq. no. 


6569 






Seq. ID 


OJ990401 


_12.9819 


.C27 




Gene No. 


13840 






Strand 








;U 


Start 


2099 






End 


4342 








Name 


OJ990401 12 


.9819.C27.o2. 


. gs 


Method 


GEN SCAN 








C 4- i y»4- 

btart 


2099 






End 


4342 








GI 


none 






Score 


.76 








Exons 


2099. .2736, 


3115. .3271, 




.3419, 3909.. 4069, 


4218. .4342 




Seq. No. 


6570 






Seq. ID 


OJ990401 


_12. 9819 


.C28 




Gene No. 


13841 






Strand 


+ 








Start 


1 






End 


2668 








Name 


OJ990401 12 


.9819.C28.ol. 


.np 


Method. 


AAT/NAP 








btart 


1 






End 


2668 








GI 


6742729 






Score 


492 








Exons 


1..30, 553. 


.1716, 2643.. 


.2668 












GI Desrrin 


(AF121139) 1 


RIM2 protein 


[Oryza sativa] 










Seq. No. 


6570 






Seq. ID 


OJ990401 


_12.9819 


.C28 




Gene No. 


13842 






Strand 










Start 


108 






End 


400 








Name 


OJ990401 12 


.9819.C28.ol. 


.gs 


Method 


GENSCAN 







6846 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
i;3 Start 
i Name 
Start 

•:; gi 

Exons 

Lij Seq. No. 

Gene No. 

jlfj Start 

1 y Name 

" s Start 

U GI 

""■■-I Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



108 
none 
108. .400 

6570 
13843 
1182 

OJ990401_12.9819.C28.ol.tw 
1182 
none 

1182.. 1283, 1183.. 1509, 
1552. .1608 

6570 

13843 

1182 

OJ990401_12.9819.C28.ol.tm 

1188 

none 

1188. .1442, 1234. .1461 



End 
Score 



400 
.43 



Seq. ID OJ990401_12.9819.C28 
Strand 

End 1608 
Method TBLASTX : Wheat 
End 1608 
Score . 257 
1324. .1497, 1326. .1538, 1551. .1607, 



Seq. ID OJ990401_12.9819.C28 
Strand 

End 1608 

Method TBLASTX : Maize 

End 14 61 

Score 189 



6571 

13844 

314 

OJ990401_12.9819.C29.ol. 

314 

none 

314.'. 430, 324. .425, 440. 

6571 

13844 

314 

OJ990401_12.9819.C29.ol. 

371 

none 

371. .643, 371. .655, 408, 



Seq. ID OJ990401_12.9819.C29 
Strand 

End 709. 

tm Method TBLASTX : Maize - 

End 709 

Score 51 
.499, 491. .709, 494. .643, 519. .659 

• Seq. ID OJ990401_12. 9819.C29 
Strand 

End 709 

tw Method TBLASTX: Wheat 

End 665 

Score 100 



.665 



6572 

13845 

821 

OJ990401_12. 9819.C30.ol.np 
821 

2583130 
821. .1648 

(AC002387) putative non- 
[Arabidopsis thaliana] 

6572 

13846 

1457 

OJ990401_12.9819.C30.o2.gs 

1457 

none 

1457. .1570 

6573 
13847 



Seq. ID OJ990401_12.9819.C30 



Strand 
End 



+ 

1648 



Method AAT/NAP 
End 1648 
Score 286 

LTR retroelement reverse transcriptase 



Seq. ID OJ990401_12. 9819.C30 
Strand 

End 1570 

Method GENSCAN y. 

End 1570 

Score .98 



Seq. ID OJ990401_12.9819.C31 
Strand + . 



6847 




Start 


49 






End 


754 




Name 


OJ990401 


12.9819.C31.ol. 


np 


Method 


AAT/NAP 




Start 


49 






End 


703 




GI 


4140712 






Score 


977 




Exons 


49. .703 












GI Descrip. 


(AF110183) putative integrase 


[Oryza sativa] 




Seq. No. 


6573 






Seq. ID 


OJ990401 12 9819 


.€31 




1 ?ft47 

1 Jul / 






nH 


-j- 




Start 


49 






End 


754 




Name 


OJ990401 


12.9819.C31.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 00 

-L \J \J 






End 


481 




GI 


r-| /-» t"i o 






Score 


166 




Exons 


inn 477 


1 ^ft 477 1*31 

1 JU • •*! / / , 1 Jl • 


.481 








Seq. No. 








Seq. ID 


OJ990401 12 9819 


.C31 




J. J O *4 / 






^t" rand 






Start 


49 






End 


754 




Name 


OJ990401 


12.9819.C31.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 ft ft 

-LOO 






End 


505 




GI 


none 








94 




Exons 


1 ft ft 

J.OO. . Jul/ 


9ftQ "361 "369 

Z. U -7 * • JUi/ Jut . 


SOS 


*364 4RQ 






Seq. No. 


DJ / J 






Seq. ID 


OJ990401 12 9819 


.C31 




1 "3ft 4 7 

1 J04 / 












Start 


49 






End 


754 




Name 


OJ990401 


12.9819.C31.ol. 


gs 


Method 


GENSCAN 




Start 


9S4 






End 


645 




GI 


none 








. 4 1 




Exons 


9S4 64 R 

Z, J *i . • U4 J 












Seq. No. 


U J ' J 






Seq. ID 


OJ990401 12 9819 


.C31 


(^{=> n Mn 


1 ^847 






Q4- r And 


-J- 




Start 


49 






End 


754 




Name 


OJ990401_ 


12.9819.C31.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


974 

Z> 1 H 








S99 
jl? 




GI 


none 






Score 


9ft Q 
z. o y 




Exons 


974 ^9ft 

Z, t H • . JZ, O , 


9ft1 S9Q 401 

Z. O -L . . J Z. I? , 1U1 . 


S9Q 

. Jl J 








Seq. No. 


UJ / J 








O.TQQn4m 19 Qfil Q 


.C31 




1 ^ft4 7 
J. J O fi / 






uLI Cli iU 






Start * 


49 






End 


754 




Name 


OJ990401 


12.9819.C31.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9ftft 
z o o 








S4 9 




GI 


none 






Score 


IUj 




Exons 


288. .452, 


289.. 549, 290. 


.547 








Seq. No. 


6573 






Seq. ID 


OJ990401JL2. 9819 


.C31 


CZc* n p> Mr» 


13847 






Strand 


+ 




Start 


49 






End 


754 




Name 


OJ990401 


12.9819.C31.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


487 






End 


754 




GI 


none 






Score 


230 




Exons 


487. .630, 


488. .754, 488. 


.754 








Seq. No. 


6573 






Seq. ID 


OJ990401_12. 9819 


.C31 


Gene No. 


13847 






Strand 







6848 




Start 


49 


End 


754 




Name 


ujyyu4ui iz . yoiy . Goi . o^ . tm 


Metnoa 


TOT 7\ CTV • M -1 t ,-«, 

i dIiAo i a : Mai ze 




Start 


ool 


bna 


/ 04 




GI 


none 


Score 


on a 




Exons 


cci H C A CC1 COO COO TC5 








oeq. no. 


DO / H 


oeq. id 


ATQQfl^ni 1 1 QQ1 Q 


poo 


Gene No. 


13848 


Strand 


+ 




otart 


377 


End 


755 




Name 


OJ990401 12.9819.C32.ol.gp 


Method 


AAT/GAP 




Start 


377 


End 


755 




GI 


uC-osflcyp033a04bl 


Score 


636 




Exons 


377. .755 








GI Descrip. 


•6016845/dbj I AP000570. 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1/ clone : P0711E10 ' 






Seq. No. 


6574 


Seq. ID 


OJ990401 12.9819. 


C32 


Gene No. 


13849 


Strand 






Start 


1 


End 


755 




Name 


OJ990401 12.9819.C32.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


755 




GI 


5852180 


Score 


54 




Exons 


1..95, 608. .755 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


6574 


Seq. ID 


OJ990401 12.9819. 


C32 


Gene No . 


13849 


Strand 






Start 


1 


End 


755 




Name 


OJ990401 12.9819.C32.ol.np 


Method 


AAT/NAP 




btart 


310 


End 


755 




GI 


4680186 


Score 


205 




Exons 


310. .510, 730. .755 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


6575 


Seq. ID 


OJ990401_12 .9819. 


C33 


Gene No. 


13850 


Strand 


+ 




Start 


433 


End 


6897 




Name 


OJ990401 12.9819.C33.ol.gs 


Method 


GENSCAN 




Start 


433 


End 


6897 




GI 


none 


Score 


.72 




Exons 


433. .524, 1041. .1157, 2967.. 


3120, 3352 


..3411, 6097. .6187 






6792. .6897 








Seq. No. 


6576 


Seq. ID 


OJ990401_12.9819. 


C34 


Gene No. 


13851 


Strand 


+ 




Start 


1 


End 


4870 




Name 


OJ990401 12.9819.C34.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4870 




GI 


5852180 


Score 


434 




Exons 


1..118, 3027. .3084, 4063. .4181, 4233.. 


4654, 4836. .4870 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


6576 


Seq. ID 


OJ990401_12.9819. 


C34 


Gene No. 


13852 


Strand 






Start 


2933 


End 


3314 




Name 


OJ990401 12.9819.C34.ol.gp 


Method 


AAT/GAP 




Start 


2933 


End 


3314 





6849 



GI uC-osflcyp033a04bl Score 667 

Exons 2933. .3314 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 6576 

Gene No. 13853 

Start 3742 

Name OJ990401_12 . 9819 .C34 .o2 .gs 

Start 3742. 

GI none 

Exons 3742.. 3827, 4122.. 4191, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4387. .4565 



OJ990401_12.9819.C34 

4565 
GENSCAN 
4565 
.73 



Seq. No. 6577 Seq. ID OJ990401_12 . 9819 . C35 

Gene No. 13854 Strand + 

Start 8866 End 9179 

Name OJ990401_12 . 9819 .C35 . ol .gp Method AAT/GAP 

Start 8866 End 9179 

GI 5816516 Score 365 

Exons 8866. .9179 

GI Descrip. 6006895/gb | AAF00670 . 1 | AC008153_22 3.0e-20 (AC008153) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


6577 




Seq. ID 


OJ990401_ 


12.9819. 


C35 


Gene No. 


13855 




Strand 


+ 






Start 


12235 




End 


15887 






Name 


OJ990401 12.9819.C35, 


. o2 . gs 


Method 


GENSCAN 






Start 


12235 




End 


15887 






GI 


none 




Score 


.49 






Exons 


12235. .12591, 12737., 


.12987, 


12992. .13092, 15658. 


.15887 




Seq. No. 


6577 




Seq. ID 


OJ990401_ 


12.9819. 


C35 


Gene No. 


13856 




Strand 


+ 






Start 


16098 




End 


22657 






Name 


OJ990401 12.9819.C35, 


. o3 . gs 


Method 


GENSCAN 






Start 


16098 




End 


17049 






GI 


none 




Score 


.73 






Exons 


16098. .16311, 16796., 


.17049 










Seq. No. 


6577 




Seq. ID 


OJ990401_ 


12.9819. 


C35 


Gene No. 


13856 




Strand 


+ 






Start 


16098 




End 


22657 






Name 


OJ990401 12.9819.C35. 


, o2 . np 


Method 


AAT/NAP . 






Start 


16748 




End 


22654 






GI 


5902444 




Score 


3838 






Exons 


16748. .17095, 20095., 


,22654 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6577 Seq. ID OJ990401 

13856 Strand + 

16098 End 22657 

OJ9904 01_12 . 9819 . C35 . o5 . gs Method GENSCAN 
19294 End 22657 

none Score .43 

19294. .19431, 20265 .. 20459, 20513 .. 20831, 20994. 

21344. .21499, 21535 .. 22183, 22236.. 22657 



12.9819.C35 



,213.34/ 



6850 






Seq. No. 


6577 


Seq. ID 


OJ990401_12.9819.C35 




Gene No. 


13856 


Strand 


+ 




Start 


16098 


End 


22657 




LN clitic 


OJ990401 12.9819.C35.o5.gp 


Method 


AAT /HAP 




Start 


19815 


End 


20089 




GI 


61605 1.R1084 


Score 


477 




Exons 


19815. .20089 








GI Descrip. 


»5852170/emb|AL117265. HOST17804 1 . Oe 


-137 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 


4, BAC clone:tl7804 1 




Seq. No. 


DO / / 


Seq. ID 


OJ990401_12.9819.C35 




Gene No. 


JL JO J / 


Strand 


+ 




Start 


22721 


End 


23129 




Name 


OJ990401 12.9819.C35.o3.np 


Method 


AAT /NAP 




Start 


22721 


End 


23129 




GI 


5902445 


Score 


621 




Exons 


22721. .23129 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


6577 


Seq. ID 


OJ990401_12.9819.C35 




Gene No. 


13858 


Strand 






Start 


1 


End 


22553 




Name 


OJ990401 12.9819.C35.ol.np 


Method 


AAT /NAP 


Q 


Start 


1 


End 


22553 




GI 


6523547 


Score 


113 


w 


Exons 


1..375, 12154. .12181, 12799.. 


13168, 19237. .19313, 204 36 .. 20508 , 


1,1 1 




22522. .22553 






ru 


GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 






carteri f. nagariensis] 








Seq. No. 


6577 


Seq. ID 


OJ990401_12.9819.C35 




Gene No. 


13858 


Strand 




i y 


O Lai. (_ 


1 


End 


22553 




Name 


OJ990401 12.9819.C35.o2.tm 


Method 


TBLASTX: Maize 


i 3S l 


Start 


6013 


End 


15604 


''J 


GI 


none 


Score 


34 


i = 


Exons 


6013.. 6033, 6096.. 6275, 6100. 


.6276, 6113. .6280, 6278. .6352, 






6281.. 6472, 6316.. 6354, 6400. 


.6468, 15280. .15393, 154 97 .. 15604 


r*i 


Seq. No. 


6577 


Seq. ID 


OJ990401_12.9819.C35 


=, 


Gene No. 


13858 


Strand 






Start 


1 


End 


22553 




Name 


OJ990401 12.9819.C35.o3.gp 


Method 


AAT /GAP 




Start 


15471 


End 


15619 




GI 


uC-osflcyp001c04b2 


Score 


226 




Exons 


15471. .15619 








GI Descrip. 


1 6041757/gb | AC011806. 1 | AC011806 2 . 0e-: 


34 Genomic Sequence For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 1 








Seq. No. 


6577 


Seq. ID 


OJ990401_12.9819.C35 




Gene No. 


13858 


Strand 






Start 


1 


End 


22553 




Name 


OJ990401 12.9819.C35.o4.gp 


Method 


AAT /GAP 




Start 


19226 


End 


20092 




GI 


4107138 


Score 


1169 




Exons 


19226. .20092 







6851 




GI Descrip. 5852170/embl AL117265 . 1 IOST17804 1.0e-149 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 


6577 




Seq. ID 


OJ990401_12 .9819 


.C35 


Gene No. 


13858 




Strand 






Start 


1 




End 


22553 




Name 


OJ990401_12. 9819.C35, 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


21058 




End 


21451 




GI 


none 




Score 


257 




Exons 


21058. .21120, 21059., 


.21451 








Seq. No. 


6577 




Seq. ID 


OJ990401_12.9819 


.C35 


Gene No. 


13858 




Strand 






Start 


1 




End 


22553 




Name 


OJ990401_12. 9819.C35, 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


22036 




End 


22423 




GI 


none 




Score 


178 




Exons 


22036. .22302, 22179., 


.22316, 


22301. .22423, 22312.. 22407 




Seq. No. 


6577 




Seq. ID 


OJ990401_12.9819 


.C35 


Gene No. 


13859 




Strand 






Start 


22666 




End 


23113 




Name 


OJ9904 01_12. 9819.C35, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


22666 




End 


23092 




GI 


none 




Score 


466 




Exons 


.22666. .23070, 22667., 


.23092, 


22694. .23092 




Seq. No. 


6577 




Seq. ID 


OJ990401_12. 9819 


.C35 


Gene No. 


13859 




Strand 






Start 


22666 




End 


23113 




Name 


OJ990401_12. 9819.C35, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


22706 




End 


23071 




GI 


none 




Score 


129 




Exons 


22706. .22930, 22937., 


.23071 








Seq. No. 


6577 




Seq. ID 


OJ990401_12.9819 


. C35 


Gene No. 


13859 




Strand 






Start 


22666 




End 


23113 




Name ' 


OJ990401_12. 9819.C35. 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


22796 




End 


23113 




GI 


none 




Score 


312 




Exons 


22796. .23113, 22837. . 


.23103 








Seq. No. 


6578 




Seq. ID 


OJ990401_12.9819 


.C36 


Gene No. 


13860 




Strand 


+ 




Start 


97 




End 


703 




Name 


OJ990401 12.9819.C36. 


. ol . gs 


Method 


GENSCAN 




Start 


97 




End 


703 




GI 


none 




Score 


.46 - 




Exons 


97. .703 










Seq. No. 


6579 




Seq. ID 


OJ990401_12.9819 


.C37 


Gene No. 


13861 




Strand 


+ 




Start 


208 




End 


280 




Name 


OJ990401 12.9819.C37. 


ol.gs 


Method 


GENSCAN 




Start 


208 




End 


280 




GI 


none 




Score 


.64 





6852 



Exons 



208. .280 



ru 

Q 

i, 1 



Seq. No. 


6580 


Seq. ID 


OJ990401_12 . 9819 .C38 


Gene No. 


13862 


Strand 


+ 


Start 


208 


End 


505 


Name 


OJ990401 12.9819.C38.o2.gp 


Method 


AAT/GAP 


Start 


208 


End 


505 


GI 


5816516 


Score 


359 


Exons 


208. .505 






GI Descrip. 


6006895/gb|AAF00670.1|AC008153 22 3.0e 


-20 (AC008153) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


6581 


Seq. ID 


OJ990301_05.9819.C1 


Gene No. 


13863 


Strand 


+ 


Start - 


420 


End 


758 


Name 


OJ990301 05.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


420 


End 


662 


GI 


none 


Score 


. 56 


Exons 


420. .662 






Seq. No. 


6581 


Seq. ID 


OJ990301_05.9819.C1 


Gene No. 


13863 


Strand 


+ 


Start 


420 


End 


758 


Name 


OJ990301 05.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


465 


End 


758 


GI 


6721559 


Score 


137 


Exons 


465. .758 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gil 6815084 |dbj | BAA90370.il (AP001081) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


6582 


Seq. ID 


OJ990301 05. 9819. C2 


Gene No. 


13864 


Strand 


+ 


Start 


424 


End 


3029 


Name 


OJ990301 05.9819.C2.ol.gs 


Method 


GENSCAN 


Start 


424 


End 


3029 


GI 


none 


Score 


.47 


Exons 


424. .476, 484. .688, 2171. .2892, 2960.. 


3029 


Seq. No. 


6582 


Seq. ID 


OJ990301_05.9819.C2 


Gene No. 


13864 


Strand 


+ 


Start 


424 


End 


3029 


Name 


OJ990301 05.9819.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


2171 


End 


2629 


GI 


none 


Score 


92 


Exons 


2171. .2443, 2438.. 2629, 2450. 


.2629 




Seq. No. 


6583 


Seq. ID 


OJ990301_05.9819.C3 


Gene No. 


13865 


Strand 




btart 


2285 


End 


4426 


Name 


OJ990301 -05.9819.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


2256 


End 


3615 


GI 


none 


Score 


116 


Exons 


2256.. 2372, 2288.. 2371, 2289. 


.2372, 3237.. 3332, 3253.. 3330, 




3357.. 3422, 3364.. 3423, 3542. 


.3613, 3561. .3614, 3562. .3615 


Seq. No. 


6583 


Seq. ID 


OJ990301_05.9819.C3 



6853 



en 

ru 

; =3 





IjODj 


Strand 






Start 


2285 


End 


4426 




Name 


OJ990301 05.9819.C3.ol.tm 


Method 


TBLASTX: 


Maize 


jLdL L 


t \J 


End 


3665 




(IT 


none 


Score 


104 




Exons 


997(1 9^71 99ftfi 9^79 9^01 


..2372, 3237.. 3422, 


^941 "3496 




"3949 ^4*30 *}94Q ^49ft ^R^fl 


..3626, 3560.. 3625, 




oeq. no. 




Seq. ID 


OJ990301 




bene nu . 


IJODJ 


Strand 






Start 


2285 


End 


4426 




Name 


OJ990301 05.9819.C3.ol.np 


Method 


AAT/NAP 




O Lai L 


2285 


End 


4426 






4406770 


Score 


354 




Exons 


2285.. 2369, 3238.. 3423, 3556 


..3624, 4301. .4426 






(AC006836) unknown protein [Arabidopsis 


; thaliana] 


oeq. iNO • 


6583 


Seq. ID 


OJ990301 


_05.9819.C3 


bene no • 


13865 


Strand 






Start 


2285 


End 


4426 




Name 


OJ990301 05.9819.C3.ol.ts 


Method 


TBLASTX: 


Soybean 


c+- -j -r t* 


2309 


End 


3623 




bl 


none 


Score 


194 




Exons 


2309.. 2371, 3237.. 3422, 3244 


..3423, 3371. .3424, 


3555. .3623 




3558. .3623 








oeq . iNO . 


6584 


Seq. ID 


OJ990301 


_05.9819.C4 


bene no . 


13866 


Strand 


+ 




Cf a — .4- 
jLdLL 


5811 


End 


19080 




Name 


OJ990301 05.9819.C4.o3.gs 


Method 


GEN SCAN 




Start 


5811 


End 


19080 




GI 


none 


Score 


.44 




Pyrin Q 


5811.. 5887, 8576.. 8717, 9339 


..9389, 9528.. 9664, 


11029. .111 




11689. .11754, 13973. .14053, 


14184. .14231, 15345 


. .15395, 




15468. .15536, 16734 1684 4 , 


18628. .18828, 18830 


. .18919, 




19003. .19080 








OctJ . INO. 


6584 


Seq. ID 


OJ990301 


_05. 9819.C4 


bene no . 


13866 


Strand 


+ 






5811 


End 


19080 




Name 


OJ990301 05.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


8190 


End 


8607 






81286 


Score 


64 




Exons 


8190. .8607 








bi uescxrip. 


extensin - Volvox carteri (fragment) gi 


. I 21992 |emb|CAA46283 




(X65165) extensin [Volvox carteri] 






oeq . no . 


6584 


Seq. ID 


OJ990301 


_05.9819.C4 


bene no . 


13866 


Strand 


+ 




olaic 


5811 


End 


19080 




Name 


OJ990301 05.9819.C4.o3.np 


.Method 


AAT/NAP 




Start 


8556 


End 


18894' 




GI 


3152596 


Score 


740 




Exons 


8556.. 8711, 9339.. 9502, 9566 


..9692, 9950. .10127 


, 11689. .11 




11983. .12021, 14184. .14228, 


15280. .15395, 15468 


. .15536, 




16734. .16970, 18643.. 18894 









GI Descrip. , .(AC002986). YUP8H12R.36 [Arabidopsis thaliana] 



6854 






Seq. No. 


6584 


Seq. ID 


OJ990301_05, 


. 9819. C4 




Gene No. 


13867 


Strand 


+ 






Start 


22337 


End 


25567 






Name 


OJ990301 05.9819.C4.o4.np 


Method 


AAT/NAP 






Start 


22337 


End 


25567 






GI 


6907089 


Score 


3978 






Exons 


22337. .23598, 23692.. 25567 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


6584 


Seq. ID 


OJ990301_05. 


, 9819. C4 




Gene No. 


13868 


Strand 








Start 


429 


End 


2613 






Name 


OJ990301 05. 9819.C4 .ol.np 


Method 


AAT/NAP 






Start 


429 ~ 


End 


2613 






GI 


4406770 


Score 


533 






Exons 


429.-485, 1326. .1389, 1505. 


.1837, 1908. 


.2067, 2542, 


. .2613 




GI Descrip. 


(AC006836) unknown protein 


[ Arabidopsis 


> thaliana] 






Seq. No. 


6584 


Seq. ID 


OJ990301_05. 


>9819.C4 




Gene No. 


13868 


Strand 








Start 


429 


End 


2613 






Name 


OJ990301 05. 9819.C4 .ol.gs 


Method 


GENSCAN 




1* —3 


Start 


433 ~~ 


End 


2009 






GI 


none 


Score 


. 83 




hJ 


Exons 


433.. 485, 1326.. 1389, 1505. 


.1837, 1908. 


. 2009 




Lis 


Seq. No. 


6584 


Seq. ID 


OJ990301_05. 


, 9819. C4 


i" : 


Gene No. 


13868 


Strand 








Start 


429 


End 


2613 




i s U 


Name 


OJ990301 05. 9819.C4 .ol.gp 


Method 


AAT/GAP 




_c 


Start 


1644 ~~ 


End 


2097 




i*i : 


GI 


58415 1.R1084 


Score 


699 




is 


Exons 


1644.71837, 1908. .2097 










GI Descrip. 


1 4406770/gb| AAD20081 | 3. Oe- 


17 (AC006836) unknown protein 






[Arabidopsis thaliana] 1 










Seq. No. 


6584 


Seq. ID- 


OJ990301_05. 


, 9819. C4 


hi 


Gene No. 


13869. 


Strand 






.3 a 

L J 


Start 


20714 


End 


21194 




l3 


Name 


OJ990301 05.9819.C4.o4.gs 


Method 


GENSCAN 






Start 


20714 


End 


21194 






GI 


none 


Score 


.48 






Exons 


20714. .20838, 21071.. 21194 










Seq. No. 


6584 


Seq. ID 


OJ990301_05. 


, 9819. C4 




Gene No . 


13870 


Strand 








Start 


26203 


End 


31484 






Name 


OJ990301 05.9819.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


430 


End 


1947 






GI 


none 


Score 


55 






Exons 


430.. 489, 1321.. 1392, 1324. 


.1401, 1500. 


.1625, 1502. 


.1618, 






1607. .1801, 1608. .1790, 1909. .1947, 1920. .1940 






Seq. No. 


6584 


Seq. ID 


OJ990301_05. 


9819. C4 




Gene No. * 


13870 


Strand 








Start 


26203 


End 


31484 





6855 



Name . 
Start 
GI 

Exons 



OJ990301_05 . 981 9 . C4 . ol . tm Method TBLASTX : Maize 

430 End 1947 

none Score 92 

430. .489, 1324. .1392, 1325. .1387, 1500. .1628, 1502.. 1624, 

1607. .1804, 1608. .1805, 1900. .1947, 1920. .1940 



Seq. No. 6584 

Gene No. . 13870 

Start 26203 

Name OJ990301_05. 9819.C4 .ol.ts 

Start 436 

GI none 

Exons 436.. 489, 1321.. 1392, 1322. 

1607.. 1807, 1608.. 1811, 1918 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1390, 1500 



OJ990301_05.9819.C4 
31484 

TBLASTX: Soybean . 

1950 

79 

..1625, 1502. .1624, 



1950, 1920.. 1940 



Seq. No. 6584 Seq. ID 

Gene No. 13870 Strand 

Start 26203 End 

Name - OJ990301_05 . 9819 . C4 . o5 . tm Method 

Start 26173 ■ End 

GI none Score 

Exons 26173. .26343, 26174.. 26338 



OJ990301_05.9819.C4 
31484 

TBLASTX: Maize 

26343 

125 



Seq. No. 6584 
Gene No. 13870 
Start 26203 

Name OJ990301_05 . 9819 . C4 . o5 . np 

Start 26203 
GI , 6498441 

Exons 26203. .26484, 26578 .. 27975, 

29237. .29371, 29555 .. 29928, 

GI Descrip. (AP000815) EST C72786(E2258 
predicted gene.; Similar to 
retrotransposon RetroSorl. 



Seq. ID 
Strand- 
End 

Method 

End 

Score 
28147. .28631, 
29992. .30455, 



OJ990301 05. 9819. C4 



31484 
AAT/NAP 
31484 
5898 

28824. 
30786. 



,29062, 
.31484 



) corresponds to a region of the 
Sorghum bicolor Gypsy-Ty3 type 
(AF098806) [Oryza sativa] 



Seq. No. 6584 

Gene No. 13870 

Start 26203 

Name OJ990301_05 . 98 1 9 . C4 . 06 . tw 

Start 26212 

GI none 
, Exons 



Seq. ID OJ990301_05.9819.C4 



Strand 
End 

Method 

End 

Score 



31484 

TBLASTX: Wheat 

26814 

83 



26212. .26337, 26216 .. 26338, 26530 .. 26814 , 26531.. 26809 



Seq. No. 


6584 






Seq. ID 


OJ990301_05.9819 


.C4 


Gene No. 


13870 






Strand 






Start 


26203 






End 


31484 




Name 


OJ990301 05. 


9819. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


26815 






End 


27196 ■ 




GI 


none 






Score 


153 ' : 




Exons 


26815. .27195 


, 26846 


. .27094, 


27140. .27196 




Seq. No. 


6584 






Seq. ID 


OJ990301_05.9819 


.C4 


Gene No. 


13870 






Strand 






Start 


26203 






End 


31484 




Name 


OJ990301 05. 


9819. C4 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


27010 






End 


27333 




GI 


none 






Score 


177 





6856 



Exons 


27010. .27333, 27023 


. .27304 








Seq. No. 


6584 




Seq. ID 


OJ990301JD5.9819. 


C4 


Cpnp No 


13870 




Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 05. 9819. C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


27526 




End 


27838 




GI 


none 




Score. 


62 




Exons 


27526. .27786, 27637 


. .27825, 


27662.. 27838 




Seq. No. 


6584 




Seq. ID 


OJ990301_05.9819. 


C4 


Gene No. 


13870 




Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 05. 9819. C4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


27586 




End 


28152 




GI 


5666795 




Score 


68 




Exons 


27586. .27786, 27841 


. .27978, 


28054. .28152 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


6584 




Seq. ID 


OJ990301_05.9819. 


C4 


Gene No. 


13870 




■ Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 05 9819 C4 


* o5 * tw 


Method 


TBLASTX: Wheat 




Start 


27841 ~ 




End 


28299 




GI 


none 




Score 


87 




Exons 


27841 ?7990 27842 


. .27979 


27844. .27981, 28037 .. 28210, 






28051. .28299, 28051 


. .28275' 








Seq. No. 


6584 




Seq. ID 


OJ990301_05.9819. 


C4 


Gene No . 


1 3870 




Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 OS 9819 P4 


r>2 


Method 


TBLASTX : Soybean 




Start 


2RQnn — 

c* o y \j \j 




End 


29271 




GI . 


none 




Score 


90 




Exons' 


28900. .29271, 29111 


. .29254 








Seq. No. 


6584 




Seq. ID 


OJ990301_05.9819. 


C4 


Gene No . 


13870 




Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 05. 9819. C4 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


28925 




End 


29349 




GI 


none " 




Score 


330 




Exons 


28925. .29344, 28930 


. .29349 








Seq. No. 


6584 




Seq. ID 


OJ990301_05.9819. 


C4 


Gene No 


13870 




Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 05. 9819. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29023 




End 


29407 




GI 


none 




Score 


206 




Exons 


29023. .29406, 29042 


. .29407 








Seq. No. 


6584 




Seq. ID 


OJ990301_05.9819. 


C4 


Gene No. 


13870 




Strand 






Start 


26203 




End 


31484 




Name 


OJ990301 05. 9819. C4 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


29434 




End 


29790 





6857 



GI none Score 105 

Exons 29434. .29703, 29434 . .29790, 29444.. 29755 



Seq. No. 6584 Seq. ID 

Gene No. 13870 Strand 

Start 26203 End 

Name OJ990301_05. 9819.C4 .ol.tw Method 

Start 29458 End 

GI none Score 

Exons 29458. .29919, 29459.. 29920 



OJ990301_05.9819.C4 
31484 

TBLASTX: Wheat 

29920 

401 



Seq. No. 6584 Seq. ID 

Gene No. 13870 Strand 

Start 26203 End 

Name OJ990301_05 . 98 1 9 . C4 . o4 . t s Method 

Start 29515 End 

GI none Score 

Exons 29515. .29649, 29656.. 29880 



OJ990301_05.9819.C4 
31484 

TBLASTX : Soybean 

29880 

117 



Seq. No. 


6584 


Seq. ID 


OJ990301_05. 9819. 


C4 


Gene- No. 


13870 


Strand 






Start 


26203 


End 


31484 




Name 


OJ990301 05.9819.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


30085 


End 


30571 




GI 


none 


Score 


172 




Exons 


30085. .30570, 3008 9 .. 30376, 


30398. .30571 




Seq. No. 


6585 


Seq. ID 


OJ990301_05. 9819. 


C5 


Gene No. 


13871 


Strand 


+ 




Start 


213 


End 


653 




Name 


OJ990301 05-9819. C5.ol.gs 


Method 


GENSCAN 




Start 


213 


End 


653 




GI 


none 


Score 


.59 




Exons 


213. .218, 594. .653 








Seq. No. 


6586 


Seq. ID 


OJ990301_05.9819. 


C7 


Gene No. 


13872 


Strand 


+ 




Start 


1 


End 


382 




Name 


OJ990301 05. 9819.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


382 




GI 


5803259 


Score 


320 




Exons 


1. .382 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6587 Seq. ID 

13873 Strand 

46 End 

OJ990301_05. 9819.C9.ol.np Method 

4 6 End 

4406770 Score 



OJ990301_05. 9819.C9 

2510 
AAT/NAP 
2510 
297 



46. .130, 318. .503, 636. .704, 1381. .1442, 1714. .1773, 2451. .2510 
(AC006836) unknown protein [Arabidopsis thaliana] 



Seq. No. 6587 Seq. ID 

Gene No. 13873 Strand 

Start 4 6 . End 

Name OJ990301 05 . 9819 . C9 . ol . tc Method 



OJ990301_05. 9819.C9 
2510 

TBLASTX: Cress 



6858 




Start 


317 


End 


1783 


GI 


none 


Score 


70 


Exons 


317. .412, 333. .410, 437. .502, 


444. .503, 622. .693, 641. .694, 




642. .695, 1709. .1783, 1711. .1770 




Seq. No. 


6587 


Seq. ID 


OJ990301_05.9819.C9 


Gene No . 


13873 


Strand 




Start 


46 


End 


2510 


Name 


OJ990301 05.9819.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


317 


End 


1770 


GI 


none 


Score 


194 


Exons 


317. .502, 324. .503, 451.. 504, 


635. .703, 638. .703, 1717. .177 


Seq. No. 


6587 


Seq. ID 


OJ990301_05.9819.C9 


Gene No. 


13873 


Strand 




Start 


46 


End 


2510 


Name 


OJ990301 05.9819.C9.ol.tm 


Method 


TBLASTX: Maize . 


Start 


317 


End 


1770 


GI 


none 


Score 


220 


Exons 


317.. 502, 321.. 506, 322.. 510, 


329. .508, 638. .706, 640. .705, 




641. .745, 1711. .1770, 1712. .1768 




Seq. No. 


6587 


Seq. ID 


OJ990301__05.9819.C9 


Gene No . 


13873 


Strand 




Start 


46 


End 


2510 


Name 


OJ990301 05.9819.C9.ol.gs 


Method 


GENSCAN 


Start 


318 


End 


2397 


GI 


none 


Score 


.72 


Exons 


318. .503, 636. .704, 1387. .1442, 1714.. 


1766, 2251.. 2397 


Seq. No. 


6588 


Seq. ID 


OJ990301_05. 9819. C10 


Gene No. 


13874 


Strand 


+ 


Start 


1765 


End 


6219 


Name 


OJ990301 05.9819.C10.ol.gs 


Method 


GENSCAN 


Start 


1765 


End 


6219 


GI 


none 


Score 


.53 


Exons 


1765.. 1954, 2104.. 2360, 2664. 


.2777, 26 


156.. 3053, 3130.. 3228, 




3321.. 3408, 3524.. 3622, 3704. 


.3772, 3856. .4025, 4104. .4538, 




4621. .4751, 5921. .6219 






Seq. No. 


6588 


Seq. ID 


OJ990301_05. 9819. C10 


Gene No. 


• 13875 


Strand 




Start 


1281 


End 


1410 


Name 


OJ990301 05.9819.C10.ol.gp 


Method 


AAT/GAP 


Start 


1281 


End 


1410 


GI 


uC-osflcyp013a06bl 


Score 


167 


Exons 


1281. .1410 






GI Descrip. 


f 4538905/emb|CAB39642.1| 5.0e 


-36 (AL049482) putative protei: 




[Arabidopsis thaliana] ' 






Seq. No. 


6589 


Seq. ID 


OJ990301_05.9819.C11 


Gene No. 


1387 6 


Strand 


+ 


Start 


1 


End 


614 


Name 


OJ990301 05.9819.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


614 


GI 


4680341 


Score 


233 


Exons 


L.614 







6859 



rii 



GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. No. 


6589 




Seq. ID 


OJ990301 


Gene No. 


13877 




Strand ■ 




Start 


2370 




End 


3856 


Name 


OJ990301 05.9819.C11 


. o2 . np 


Method 


AAT/NAP 


Start 


2370 




End 


3856 


GI 


6721512 




Score 


83 


Exons 


2370.. 2457, 3765.. 3856 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


6590 




Seq. ID 


OJ990301 


Gene No. 


13878 




Strand 


+ 


Start 


326 




End 


683 


Name 


OJ990301 05 9819. C12 


. ol . qs 


Method 


GENSCAN 


Start 


326 ~~ 




End 


683 


GI 


none 




Score 


. 63 


Exons 


326. .683 








Seq. No. 


6590 




Seq. ID 


OJ990301 


Gene No. 


13879 




Strand 


+ 


Start 


13386 




End 


13673 


Name 


OJ990301 05 9819 C12 


. o3 • qs 


Method 


GENSCAN 


Start 


13386 — 




End 


13673 


GI 


none 




Score 


. 96 


Exons 


13386. .13673 








Seq. No. 


6590 




Seq. ID 


OJ990301 


Gene No. 


13880 




Strand 


+ 


Start 


16804 




End 


21541 


Name 


OJ990301 05 9819 C12 


. o3 . qp 


Method 


AAT/GAP 


Start 


16747 _ 




End 


18232 


GI 


2796844 




Score 


275 


Exons 


16747 16817- 18098 


. 18232 






Seq. No. 


6590 




Seq. ID 


OJ990301 


Gene No. 


13880 




Strand 


+ 


Start 


16804 




End 


21541 


Name 


OJ990301 05 9819 C12 


.oS.gs 


Method 


GENSCAN 


Start 


16804 ~~ 

-L V Q V *4 




End 


18496 


GI 


none 




Score 


.95 


Exons 


16804. .16817, 18098. 


.18259, 


18388. .18496 


Seq. No. 


6590 




Seq. ID 


OJ990301 


Gene No. 


13880 




Strand 


+ 


Start 


16804 




End 


21541 


Name 


OJ990301 05.9819.C12 


. o2 . np 


Method 


AAT/NAP 


Start 


18159 




End 


21541 


GI 


5091536 




Score 


71 


Exons 


18159. .18259, 18388. 


.18487, 


21470. .21541 


GI Descrip. 


(AC007067) T10O24.5 


[Arabidopsis thaliana] 


Seq. No. 


6590 




Seq. ID 


OJ990301 


Gene No. 


13880 




Strand 


+ 


Start 


16804 




End 


21541 


Name 


OJ990301 05.9819.C12 


.06. gs 


Method 


GENSCAN 


Start 


20160 




End 


20907 



05. 9819.C12 



6860 





GI 


none 


Score 


.82 




Exons 


20160. .20318, 20734.. 20907 








Seq. No. 


6590 


Seq. ID 


OJ990301 




Gene No. 


13881 


Strand 






Start 


1330 


End 


12381 




Name 


OJ990301 05.9819.C12.ol.np 


Method 


AAT/NAP 




Start 


1330 


End 


9193 




GI 


2586082 


Score 


4601 




Exons 


1330.. 2587, 6101.. 6455, 6527 


. .9193 






GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


6590 


Seq. ID 


OJ990301 




Gene .-.No. 


13881 


Strand 






Start' 


1330 


End 


12381 




Naine 


OJ990301 05.9819.C12.ol.gp 


" Method 


AAT/GAP 




Start 


2746 


End 


2854 




GI 


uC-osflcyp088bl2bl 


Score 


152 




Exons 


2746. .2854 








GI Descrip." 


•5257255/dbj | AP000364 . 1 1 AP000364 3.0e- 


36 Oryza 






DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


6590 


Seq. ID 


OJ990301 




Gene No. 


13881 


Strand. 






Start 


1330 


End 


12381 


hi 


Name 


OJ990301 05.9819.C12.o2.gs 


Method 


GENSCAN 


0 


Start 


2820 


End 


12381 


ni 


GI 


none 


Score 


.55 


f ^ 


Exons 


2820.. 2879, 4628.. 5316, 5524 


. .5651, 6145. .7054, 


i = 




8880.. 9142, 11185. .11305, 11345.. 11674 


, 11771.. 


. ^ 




11883. .12065, 12151. .12293, 


12313.. 12381 


e =7 
I'll 

i b? 


Seq. No. 


6590 


Seq. ID 


OJ990301 


:I 


Gene No. 


13881 


Strand 






Start 


1330 


End 


12381 


5? 


Name 


OJ990301 05.9819.C12.o2.gp 


Method 


AAT/GAP 


'"J 


Start 


3978 


End 


4058 




GI 


LIB3434-017-P1-K1-F5 


Score 


88 




Exons 


3978. .4058 






L -i 


GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 5.0e- 


20 Oryza 


ri 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


6590 


Seq. ID 


OJ990301 




Gene No . 


13882 


Strand 






Start 


14288 


End 


15632 




Name 


OJ990301 05.9819.C12.o4.gs 


Method 


GENSCAN 




Start 


14288 


End 


15632 




GI 


none 


Score 


.55 




Exons 


14288. .14373, 14579 .. 14809, 


15566. .15632 




Seq. No. 


6590 


Seq. ID 


OJ990301 




Gene No. 


13883 


Strand 






Start 


18496 


End 


21541 




Name 


OJ990301 -05.9819.C12.ol.ts 


Method 


TBLASTX : ; 




Start . 


1381 


End 


1952 




"GI 


none 


Score 


54 




Exons 


1381. -.1602, 1390. .1518, 1601 


..1-705, 1604.. 1696,- 



6861 



1708. .1950 



ry 

LJ 

S3. 

y 



u 



Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819.C12 


Gene No. 


13883 








Strand 




Start 


18496 








End 


21541 


Name 


OJ990301 05. 


9819. 


C12.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


1387 








End 


1812 


GI 


none 








Score . 


90 


Exons 


1387. .1599, 


1405. 


.1557, 


1490. 


.1573, 1598.. 1672, 1701.. 1811, 




1708. .1812 












Seq. No. 


6590 








Seq. ID 


OJ990301_05. 9819.C12 


Gene No. 


13883 








Strand 




Start . 


18496 








End 


21541 


Name 


OJ990301 05. 


9819. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1743 








End 


2170 


GI 


none 








Score 


67 


Exons 


1743. .1952, 


1744 . 


.1950, 


1951. 


.2169, 1952.. 2170 


Seq. No. 


6590 








Seq. ID 


OJ990301_05. 9819.C12 


Gene No. 


13883 








Strand 




Start 


18496 








End 


21541 


Name 


OJ990301 05. 


9819. 


C12.o4 


.tm 


Method 


TBLASTX: Maize 


Start . 


1824 








End 


2059 


GI 


none 








Score 


66 


Exons 


1824. .1943, 


1824. 


.1949, 


1852. 


.1950, 1927. .2040, 1948.. 2058, 




1955. .2059 












Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819.C12 


Gene No. 


13883 








Strand 




Start 


18496 








End 


21541 


Name 


OJ990301 05. 


9819. 


C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2168 








End 


2560 


GI 


none 








Score 


82 


Exons 


2168. .2560, 


2391. 


.2540 








Seq. No. 


6590 








Seq. ID 


OJ990301_05. 9819.C12 


Gene No. 


13883 








Strand 




Start 


18496 








End 


'21541 


Name 


OJ990301 05. 


9819. 


C12.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2171 








End 


6198 


GI 


none 








Score 


98 


Exons 


2171. .2356, 


2348. 


.2551, 


2388. 


.2540, 2469.. 2567, 6097.. 6198, 




6108. .6197 












Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819.C12 


Gene No. 


13883 








Strand 




Start 


18496 








End 


21541 


Name 


OJ990301 05. 


9819. 


C12.o3 


-ts 


Method 


TBLASTX : Soybean 


Start 


2258 








End 


2566 


GI 


none 








Score 


59 


Exons 


2258. .2440, 


2384. 


.2437, 


2462. 


.2566, 2474.. 2554 


Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819.C12 


Gene No. 


13883 








Strand 




Start 


18496 








End 


21541 


Name 


OJ990301 05. 


9819. 


C12.o7 


. tm 


Method 


TBLASTX: Maize 



6862 




Start 


6093 








End 


6338 




GI 


none 








Score 


84 




Exons 


6093. .6338, 


6109 


. .6327 










Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819 


.C12 


Gene No. 


13883 








Strand 






Start 


18496 








End 


21541 




Name 


OJ990301 05. 


9819 


.C12.o5 


.ts 


Method 


TBLASTX: Soybean 




Start 


6102 








End 


6326 




GI 


none 








Score 


102 




Exons 


6102. .6236, 


6109 


. .6237, 


6264. 


.6326 






Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819 


-C12 


Gene No. 


13883 








Strand 






Start 


18496 








End 


21541 




Name 


OJ990301 05. 


9819 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6996 








End 


7448 




GI 


none 








Score 


83 




Exons 


6996. .7238, 


7251 


. .7448, 


7294. 


.7428 






Seq. No. 


6590 








Seq. ID 


OJ990301_05. 9819 


.C12 


Gene No. 


13883 








Strand 






Start 


. 18496 








End 


21541 




Name 


OJ990301 05. 


9819 


.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6996 








End 


7337 




GI 


none 








Score 


83 




Exons 


6996. .7253, 


7000 


. .7140, 


7177. 


.7212, 7248. .7337 




Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819 


.C12 


Gene No. 


13883 








Strand 






Start 


18496 








End 


21541 




Name 


OJ990301 05. 


9819 


.C12.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


7014 








End 


7427 




GI 


none 








Score 


128 




Exons 


7014 . .7238, 


7248 


. .7427 










Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819 


.C12 


Gene No . 


13883 








Strand 






Start 


18496 








End 


21541 




Name 


OJ990301 05. 


9819 


C12.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


7017 








End 


7334 




GI 


none ' 








Score 


63 




Exons 


7017. .7238, 


7021 


.7140, 


7233. 


.7334 






Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819 


.C12 


Gene No . 


13883 








Strand 






Start 


18496 








End 


21541 




Name 


OJ990301 05. 


9819, 


C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


7450 








End 


7861 




GI 


none 








Score 


37 




Exons 


7450.. .7620, 


7476. 


.7604, 


7645. 


.7860, 7649.. 7861 




Seq. No. 


6590 








Seq. ID 


OJ990301_05.9819 


.C12 


Gene No. 


13883 








Strand 






Start 


18496 


981T9. 






End 


21541 




Name 


OJ990301 05. 


C12.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


7970 








End 


•8284 





6863 



C3 



GI 


none 




Score 


146 


Exons 


7970. .8092, 


8090.. 8284, 8093 


. .8266 




Seq. No. 


6590 




Seq. ID 


OJ990301_05.9819.C12 




13883 




Strand 




Start 


18496 




End 


21541 


Name 


OJ990301 05. 


9819.C12.o6.tm 


Method 


•TBLASTX: Maize 


Start 


8138 




End 


8380 


GI 


none' 




Score 


88 


Exons 


8138. .8260, 


8139.. 8276, 8291 


..8377, 8306.. 8380 


Seq. No. 


6590 




Seq. ID 


OJ990301_05. 9819.C12 


V3C11C LV\J • 


13883 




Strand 




Start 


18496 




End 


21541 


Name 


OJ990301 05. 


9819.C12.o3.tm 


Method 


TBLASTX: Maize 


Start 


8709 




End 


9115 


GI 


none 




Score 


43 


Exons 


8709. .8774, 


8711. .8773, 8765 


..8986, 8766.-8987, 9011. .9115 


Seq. No. 


6590 




Seq. ID 


OJ990301_05.9819.C12 


Cleric* Mo 


13883 




Strand 




Start 


18496 




End 


21541 


Name 


OJ990301 05. 


9819.C12.o5.tw 


Method 


TBLASTX: Wheat 


Start 


8801 




End 


9154 


GI 


none 




Score 


71 


Exons 


8801. .9154, 


8802. .9026 






Seq. No. 


6590 




Seq. ID 


OJ990301_05.9819.C12 


Gene No. 


13883 




Strand 




Start 


18496 




End 


21541 


Name 


OJ990301 05. 


9819.C12.o3.np 


Method 


AAT/NAP 


Start 


18496 




End 


21541 


GI 


6069646 




Score 


103 


Exons 


18496. .18514 


, 20846. .21199, 


21498. .21541 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



6591 Seq. ID 

13884 Strand 

1 End 

OJ990301_05 .9819. C13 . o3 . np Method 

1 * End 

4417309 Score 



OJ990301_05. 9819.C13 

15168 
AAT/NAP 
5514 
353 



1..25, 2860. .3239, 3423. .3709, 3865. .4324, 5402., 
(AC006446) putative retroelement pol polyprotein 
thaliana] 



5514 

[Arabidopsis 



Seq. No. 6591 Seq. ID 

Gene No. 13884 Strand 

Start 1 End 

Name OJ990301_05. 9819 . C13 . ol . gs Method 

Start 753 End 

GI none . Score 
Exons 



OJ990301_05. 9819.C13 

15168 
GENSCAN 
15168 
.48 



753. .1467, 1569. .1609, 1859. .2781, 2888 3160, • 3236 3377, 



6864 




3500 .-.3699, 4019. .5454, 5587. .5911, 7929. .8115, 8169. .8413, 
9520. .9545, 9923. .10098, 10301 10575, 14434 .. 14567, 
15056. .15168 





Seq. No. 


6591 


Seq. ID 


OJ990301_05. 9819.C13 




Gene No. 


13884 


Strand 


— 




Start 


1 


End 


15168 




Name 


OJ990301 05.9819.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


756 


End 


995 




GI 


none 


Score 


97 




Exons 


756. .866, 864. .932, 918. .995 








Seq. No. 


6591 


Seq. ID 


OJ990301_05.9819.C13 




Gene No. 


13884 


Strand 


— 




Start 


1 


End 


15168 




Name 


OJ990301 05.9819.C13.o2.ts 


Method 


TBLASTX: Soybean 




Start 


768 


End 


1013 




GI 


none 


Score 


48 




Exons 


768. .1013, 772. .813, 883. .969 








Seq. No. 


6591 


Seq. ID 


OJ990301_05. 9819.C13 




Gene No . 


13884 


Strand 






Start 


1., 


End 


15168 




Name 


OJ990301 05.9819.C13.ol.np 


Method 


AAT/NAP 


p 


Start 


77'4 


End 


2617 




GI 


4544372 


Score 


632 




Exons 


774. .2617 






! y 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 








Seq. No. 


6591 


Seq. ID 


OJ990301_05.9819.C13 




Gene No. 


13884 


Strand 




i i i 


Start 


1 


End 


15168 




Name 


OJ990301 05.9819.C13.o3.tw 


Method 


TBLASTX: Wheat 




Start 


789 


End 


1205 




GI 


none 


Score 


90 


Li 


Exons 


789. .1013, 1065. .1205 








Seq. No. 


- 6591 


Seq. ID 


OJ990301_05.9819.C13 


| iS i 


Gene No. 


13884 


Strand 






Start 


1 


End 


15168 




Name 


OJ990301 05.9819.C13.o2.np 


Method 


AAT/NAP 




Start 


982 


End 


4640 




GI 


4417309 


Score 


341 




Exons 


982. .1034, 2841. .3239, 3423.. 


3709, 3865.. 4280, 4467. .4640 






(AC006446) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 








Seq. No. 


6591 


Seq. ID 


OJ990301_05.9819.C13 




Gene No. 


13884 


Strand 






Start 


1 


End 


15168 




Name 


OJ990301 05.9819. C13.o4.tm 


Method 


TBLASTX: Maize 




Start 


1628 


End 


1981 




GI 


none 


Score . 


185 




Exons 


1628.. 1981 








Seq. No. 


6591 


Seq. ID 


OJ990301_05.9819.C13 



6865 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



13884 
1 

OJ990301_05. 

2360 

none 

2360. .2722 



9819.C13.o2.tw 



Strand 
End 

Method 

End 

Score 



15168 

TBLASTX: Wheat 

2722 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6591 

13884 

1 

OJ990301_05. 

2495 

none 

2495. .2737, 

6591 

13884 

1 

OJ990301_05, 

2890 

none 

2890. .3291, 

6591 

13884 

1 

OJ990301_05. 

2977 

none 

2977. .3237, 

6591 

13884 

1 

OJ990301_05. 

3093 

none 

3093. .3227, 

6591 
.13884 
1 

OJ990301_05. 

3942 

none 

3942. .4304 



9819.C13.ol.ts 



Seq. ID OJ990301_05.9819.C13 
Strand 

End 15168 

Method TBLASTX : Soybean 

End 2851 

Score 75 



2499.. 2612, 2649..2738, 2768.. 2851 



9819.C13.ol.tw 



2891.. 2962, 2892. 



9819. C13.ol. tin 



2979. .3239 



9819.C13.o3.ts 



3243. .3461 



9819.C13.o4.ts 



Seq. ID OJ990301_05.9819.C13 
Strand 

End 15168 

Method TBLASTX : Wheat 

End 3299 

Score 57 

.3299, 2943.. 3173, 2959.. 3282 

Seq. ID OJ990301_05.9819.C13 
Strand 

End 15168 

Method TBLASTX: Maize 

End 3239 

Score 282 



Seq. ID OJ990301_05.9819.C13 
Strand 

End 15168 

Method TBLASTX : Soybean 

End 34 61 

Score 144 



Seq. ID OJ990301_05.9819.C13 
Strand 

End 15168 

Method TBLASTX : Soybean 

End 4304 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.\ No. 
Gene No. 



6591 

13884 

1 

OJ990301_05. 

5445 

none 

5445. .5663, 

6591 -. 
13884 



9819.C13.o2.tm 



Seq. ID OJ990301_05. 9819.C13 
Strand 

End 15168 

Method TBLASTX : Maize 

End 5813 

Score 51 



5542.. 5658, 5688.. 5813, 5689.-5796 



Seq. ID' OJ990301_05.9819.C13 
Strand. 



6866 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990301_05. 9819.C13.o4.np 

6825 

6063554 

6825. .6996, 8052. .8115, 8214. 



End 

Method 
End 
Score 
.8451 



15168 
AAT/NAP 
8451 
166 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6592 Seq. ID 

13885 Strand 

3117 End 
OJ990301_05 . 98 19 . C14 . o2 . np Method 

3117 End 

4539658 Score 
3117. .3139, 



OJ990301_05.9819.C14 
+ 

5666 
AAT/NAP 
5666 
215 



3844. .3969, 4134. .4311, 5636. .5666 
(AF061282) serine carboxypeptidase-like protein 
bicolor] 



[Sorghum 



! !E 



□ 



Seq. No. 6592 Seq. ID 

Gene No. 13885 Strand 

Start 3117 End 

Name OJ990301_05 . 9819 .C14 . ol . gp Method 

Start 3415 End 

GI LIB3475-004-P1-K2-A5 Score 

Exons 3415.. 3440, 3703.. 3964 

GI Descrip. 1 5777612/emb I AJ245900 . 1 | OSA24 5900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome' 



OJ990301_05.9819.C14 
+ 

5666 
AAT/GAP 
3964 
403 



i j Seq. No. 
^ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6592 Seq. ID 

13885 Strand 
3117 End 
OJ990301_05 . 9819 . C14 . ol . np Method 
3843 End 
4539658 Score 
3843.. 3969, 4134.. 4311, 5636. ."5666 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



OJ990301_05.9819.C14 
+ 

5666 
AAT/NAP 
5666 
215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6592 Seq. ID 

13885 Strand 

3117 End 

OJ99030 1_05 . 98 19 . C14 . o2 . gp Method 

4322 End 

LIB3475-004-P1-K2-A5 Score 
4322. .4572 

. , 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



OJ990301_05.9819.C14 
+ 

5666 
AAT/GAP 
4572 
421 



6592 Seq. ID 

13885 Strand 

3117 End . 

OJ990301_05. 9819.C14 .o3.np Method 

4791 End 

4680183 Score 
4791:. 4859, 5364.. 5455 

(AF111709) gag-pol protein v [Oryza sativa subsp. indica] 



OJ990301_05.9819.C14 
+ 

5666 
AAT/NAP 
5455 
189 



6867 





6S9? 








Seq. ID 


OJ990301 


05 9819 C14 


Gene No. 


13886 








Strand 






Start 


2648 








End 


5333 




Name 


OJ990301 05 


.9819. 


C14.ol, 


.gs 


Method 


GENSCAN 




Start 


2648 








End 


5333 




GI 


none 








Score 


.72 




Exons 


2648.-2695, 


3473. 


.3716, 


4820. 


.4856, . 5171. .5333 




Seq. No. 


6592 








Seq. ID 


OJ990301 


_05.9819.C14 


Gene No. 


13886 








Strand 






Start 


2648 








End 


5333 




Name 


OJ990301 05 


.9819. 


C14.ol. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3733 








End 


4597 




GI 


none 








Score 


43 




Exons 


3733.-3777, 


3746. 


.3778, 


3779. 


.3874, 3783.. 3875, 


3847. .3984, 




3860. .3985, 


3863. 


.3988, 


3873. 


.3989, 4353.. 4475, 


4353. .4475, 




4354. .4482, 


4367. 


.4483, 


4455. 


.4592, 4468.-4593, 


4471. .4596, 




4481. .4597 















Seq. No. 


6593 






Seq. ID 


OJ990301_05.9819. 


C16 


Gene No. 


13887 






Strand 


+ 




Start 


151 






End 


204 




Name 


OJ990301 


05.9819.C16.ol, 


.gs 


Method- 


GENSCAN 




Start 


151 






End 


204 




CI 


none 






Score 


77 




Exons 


151. .204 












Seq. No. 


6594 






Seq. ID 


OJ990301J35.9819. 


C19 


Gene No. 


13888 






Strand 


+ 




Start 


241 






End 


408 




Name 


OJ990301 


05.9819.C19.ol, 


.gs 


Method 


GENSCAN 




Start 


241 






End 


389 




GI 


none 






Score 


.69 




Exons 


241. .389 












Seq. No. 


6594 






Seq. ID 


OJ990301_05.9819. 


C19 


Gene No. 


13888 






Strand 


+ 




Start. 


241 






End 


408 




Name 


OJ990301 


05.9819.C19.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


241 






End 


408 




GI 


none 






Score 


209 




Exons 


241. .408, 


243.. 290, 263, 


. .400, 


345. .407 






Seq. No. 


6594 






Seq. ID 


OJ990301_05.9819. 


C19 


Gene No. 


13889 






Strand 






Start 


398 






End ■ 


667 




Name 


OJ990301 


05. 9819.C19.ol, 


,ts 


Method 


TBLASTX : Soybean 




Start 


398 






End 


667 




GI 


none 






Score 


100 




Exons 


398. .481, 


511.. 600, 512. 


. .667 








Seq. No. 


6595 






Seq. ID 


OJ990301_05.9819. 


C21 


Gene No. 


13890 






Strand 


+ 




Start 


281 






End 


418 




Name 


OJ990301 


05.9819.C21.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


225 






End 


418 





6868 




GI 


none 








Score 


114 






Exons 


225. .413, 


227. .406, 


229 


. .414, 


233. .418 








Seq. No. 


6595 








Seq. ID 


OJ990301 05. 


9819 


.C21 




13890 








Strand 


+ 






Start 


281 








End 


418 






Name 


OJ990301 


05.9819.C21 


-ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


231 








End 


418 






GI 


none 








Score 


239 






Exons 


231. .284, 


232. .411, 


233 


. .418 










Seq. No. 


6595 








Seq. ID 


OJ990301_05. 


9819 


.C21 




13890 








Strand 


+ 






Start 


281 








End 


418 






Name 


OJ990301 


05.9819.C21 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


232 








End 


418 






GI 


none 








Score 


105 






Exons 


232. .291, 


233. .298, 


323 


. .418, 


325. .402 








Seq. No. 


6595 








Seq. ID 


OJ990301_05. 


9819 


-C21 


f!pnp Mo 


13890 








St rand 


+ 






Start 


281 








End 


418 






Name 


OJ990301 


05.9819.C21 


.ol 


.gs 


Method 


GEN SCAN 






Start 


281 








End 


417 






GI 


none 








Score 


.46 






Exons 


281. .417 
















Seq. No. 


6596 








Seq. ID 


OJ990301_05. 


9819 


.C22 




13891 








Strand 








Start 


359 








End 


751 






Name 


OJ990301 


05.9819.C22 


.ol 


.gs 


Method 


GENSCAN 






Start 


359 








End 


751 






GI 


none 








Score 


.9 






Exons 


359. .451, 


749. .751 














Seq. No. 


6597 








Seq.. ID 


OJ990301_05. 


9819 


.C24 


flga-rip No 


13892 








Strand 








Start 


22 








End 


4 82 






Name 


OJ990301 


05.9819.C24 


.ol 


.gs 


Method 


GENSCAN ' 






Start 


22 








End 


482 






GI 


none 








Score 


.79 






Exons 


22. .482 
















Seq. No. 


6598 








Seq. ID 


OJ990301_05. 


9819 


.C25 


flpnp Kin 

w die • 


13893 








^t rand 


+ 






Start 


744 








End 


924 






Name 


OJ990301 


05.9819.C25 


.ol 


.gs 


Method 


GENSCAN 






Start 


744 








End 


924 






GI 


none 








Score 


.93 






Exons 


744. .924 
















Seq. No. 


6599 








Seq. ID 


OJ990301_05. 


9819 


.C27 


Gene No. 


13894 








Strand 


+ 






Start 


772 








End 


852 






Name 


OJ990301 


05.9819.C27 


.ol 


.gs 


Method 


GENSCAN 






Start 


772 








End 


852 






GI 


none 








Score 


\76 







6869 




Exons 


772. .852 












Seq. No. 


6600 


Seq. ID 


OJ990301 


_05. 


9819 


.C28 


Gene No. 


13895 


Strand 


+ 








Start 


1 


End 


7 63 








Name 


OJ990301 05.9819.C28.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


763 








GI 


5803259 


Score 


375 








Exons 


1. .763 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


6600 


Seq. ID 


OJ990301 


_05. 


9819 


.C28 


Gene No . 


13895 


Strand 


+ 








Start 


1 


End 


7 63 








Name 


OJ990301 05 9819 C28 ol as 


Met - hod 


GEN SCAN 








Start 


343 ~ 


End 


710 








GI 


none 


Score 


.85 








Exons 


343 710 












Seq. No. 


6601 


Seq. ID 


OJ990301 


_05. 


9819 


.C30 


Gpnp No 


13896 


Strand 


+ 








Start 


83 


End 


123 








Name 


OJ990301 05.9819.C30.ol.gs 


Method 


GENSCAN 








Start 


83 


End 


123 








GI 


none 


Score 


.58 








Exons 


83. .123 












Seq. No. 


6602 


Seq. ID 


OJ990301 


_05. 


9819 


.C32 


Gene No. 


13897 


Strand 


+ 








Start 


14 


End 


776 








Name 


OJ990301 05.9819.C32.ol.np 


Method 


AAT/NAP 








Start 


14 


End 


776 








GI 


5042454 


Score 


210 








Exons 


14. .160, 499. .776 












GI Descrip. 


(AC00778 9) putative polyprotein [Oryza 


sativa] 








Seq. No. 


6602 


Seq. ID 


OJ990301 


_05. 


9819 


.C32 


Gene No . 


13897 


Strand 


+ 








Start 


14 


End 


776 








Name 


OJ990301 05.9819.C32.ol.gs 


Method 


GENSCAN 








Start 


123 


End 


573 








GI 


none 


Score 


.68 








Exons 


123. .160, 450. .573 












Seq. No. 


6603 


Seq. ID 


OJ990301 


_05. 


9819 


.C33 


Gene No. 


13898 


Strand 


+ 








Start 


459 


End 


526 








Name 


OJ990301 05.9819.C33.ol.gp 


Method 


AAT/GAP 








Start 


459 


End 


526 








GI 


uC-osflcyp088bl2bl 


Score 


93 








Exons 


459. .526 












GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza ; 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 










Seq. No. 


6603 


Seq. ID 


OJ990301 


_05. 


9819 


.C33 


Gene No. 


13899 


Strand 










Start 


26 


End 


451 









6870 



1 



Name 


OJ990301 05.9819.C33.ol.gs 


Method 


GENSCAN 


Start 


26 


End 


451 


GI 


none 


Score 


.45 


Exons 


26. .220, 341. .451 






Seq. No. 


6604 


Seq. ID 


OJ990301 


Gene * No . 


13900 


Strand 


+ 


Start 


390 


End 


729 


Name 


OJ990301 05. 9819.C35.ol.gs 


Method 


GENSCAN 


Start 


390 


End 


684 


GI 


none 


Score 


.95 


Exons 


390. .684 






Seq. No. 


6604 


Seq. ID 


OJ990301 


Gene No. 


13900 


Strand 


+ 


Start 


390 


End 


729 


Name 


OJ990301 05.9819.C35.o2.np 


Method 


AAT/NAP 


Start 


401 


End 


729 


GI 


5902445 


Score 


321 


Exons 


401. .729 






GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 


Seq. No. 


6604 


Seq. ID 


OJ990301 


Gene No. 


13901 


Strand 




Start 


1 


End 


729 


Name 


OJ990301 05.9819.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


729 


GI 


3152596 


Score 


57 


Exons 


1.-139, 654 . .72.9 







~ GI Descrip. (AC002986) YUP8H12R.36 [Arabidopsis thaliana] 



j Seq. No. 

II Gene No. 

y Start 

Name 

4 Start 

j GI 

i Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6604 

13901 

1 

OJ990301_05.9819.C35.ol.tw 

359 

none 

359.-544, 407. .727, 408. .719 

6604 

13901 

1 

OJ990301_05.9819.C35.ol.tm 

491 

none 

491..727, 492. .719 



Seq. ID OJ990301_05.9819.C35 
Strand 

End 729 

Method TBLASTX : Wheat 

End 727 

Score 77 



Seq. ID OJ990301_05.9819.C35 
Strand 

End 729 

Method TBLASTX : Maize 

End 727 

Score 219 



Seq. No. 6605 

Gene No. 13902 

Start 104 

Name OJ990301_05 . 9819 . C36 . ol . gs 

Start 104 

GI none 
Exons ' 104.. 228 



Seq. ID OJ990301_05.9819.C36 

Strand 

End * 228 

Method GENSCAN 

End 228 

Score . 64 



Seq. No, 
Gene No. 



6606 
13903 



Seq. ID OJ990331_03. 9819. CI 
Strand + 



6871 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
.End 
Score 



233 

AAT/NAP 
233 
103 



OJ990331_03.9819.Cl.ol.np 
1 

4581110 
1..233 

(AC005825) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 6606 

Gene No. 13904 

Start 8 

Name OJ990331_03 . 98 19 . CI . ol . gs 

Start 8 

GI none 

Exons 8.. 89 



Seq. ID OJ990331_03.9819.C1 

Strand 

End 89 

Method GENSCAN 

End 89 

Score .46 



ry 

i 3 y 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
:,1 Gene No. 
ffj Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6606 
13905 
2 

OJ990331_03 . 9819. CI . ol . tm 
2 

none 

2. .43, 3. .41, 29... 253, 39. .254 



6607 
13906 
10807 

OJ990331_03 . 9819 . C2 . o2 . np 
10807 
6063554 



Seq. ID OJ990331_03.9819.C1 

Strand 

End 254 

Method TBLASTX: Maize 

End 254 

Score 55 



Seq. ID OJ990331_03.9819.C2 
Strand + 

13067 
AAT/NAP 
13067 
453 



End 

Method 
End 
Score 

10807. .11051, 11329. .11516, 12084 .. 12112, 12893.. 13067 
(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



'as? 

□ 



Seq. No. 


6607 






Seq. ID 


OJ990331_03.9819. 


C2 


Gene No. 


13907 






Strand 


+ 




Start 


18262 






End 


19429 




Name 


OJ990331 03'." 


9819. C2. 


o3. tm 


Method 


^ TBLASTX: Maize 




Start 


13856 






End 


14225 




GI 


none 






Score 


148 




Exons 


13856. .13981 


, 13857. 


.13982, 


14007. .14225, 14012. .14128 




Seq. No. 


6607 






Seq. ID 


OJ990331_03.9819. 


C2 


Gene No. 


13907 






Strand 


+ 




Start 


18262 






End 


19429 




Name 


OJ990331 03. 


9819. C2. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16189 






End 


16557 




GI 


none 






Score 


139 




Exons 


16189. .16407 


, 16423. 


.16557 








Seq. No. 


6607 






Seq. ID 


OJ990331_03.9819. 


C2 


Gene No. 


13907 






Strand 


+ 




Start 


18262 






End 


19429 




Name 


OJ990331 03. 


9819. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16351 






End 


16759 




GI 


none 






Score 


597 





6872 



• ... 

i£7rq ic?sq icinn i£Ar>n i£7f;Q 



Exons 


IDJOl. . ID/DO/ IDjDo. 


i £7nn 

• iO / UU / 


16430. .16759 ?*'* 




Q rt rt- XI 


DDU / 




oeq. lu 


ujyyujji uj . y o x y . 


co 


Gene No. 


13907 




Strand 


■ + 




Start 


18262 




End 


19429 




Name 




rt 1 4-m 

o^ . tm 


Method 


TBLASTX: Maize 




OLdrt 


± D4 1 ± 




End 


16626 






none 




Score 


288 




Exons 


1 £41 1 1££9£ 1 ") 


1 ££99 








Q rt rt- XT /-\ 

oeq . ino . 


£ £H7 




Seq. ID 


OJ990331J33.9819. 


CO 


Gene No. 


13907 * 




Strand 


+ 




Start 


18262 




End 


19429 




Name 




ol . tm 


Method 


TBLASTX : Maize 




C -1- -j >"+- 
OLdit 


1 ££97 _ 
J. D / 




End 


17085 




o J. 


none 




Score 


602 




Exons 


1 ££97 iTflftR 1 ££97 


1 7 fi7 Q 


16776. .17084 




C rt rt KTrt 

oeq . ino . 


££fl7 
DDU / 




Seq. ID 


OJ990331_03.9819. 


CO 
Lt 


Gene No. 


13907 




Strand 






Start 


18262 




End 


19429 




Name 


riTQQfmi H"} QQl q no 


Oj . IS 


Method 


TBLASTX : Soybean 






1 O / / ft 




End 


17066 * 




r* t 


none 




Score 


204 




Exons 


i£77^ nn^^ i cQriQ 

ID / / ft . . J. / UDO/ iDouy. 


1 7 H ££ 
. 1 / U DD 








beq. no. 


£ cm 

DDU / 




Seq. ID 


OJ990331 03.9819. 


co 


Gene No. 


13907 




Strand 


+ 




Start 


18262 




End 


19429 




Name 




o3 . tw 


Method 


TBLASTX: Wheat 




o tar u 


1 £777 
10 / / / 




End 


17079 




ul 


none 




Score 


183 




Exons 


1 £777 17070 IfiQ^I 
ID / / / . . 1 1 U I )? f lodjl. 










Q rt rt- XT rt 

oeq. wo. 


££07 
DDU / 




Seq. ID 


OJ990331_03.9819. 


CO 

ti 


Gene No. 


13907 




Strand 


+ 




Start 


18262 




End 


19429 




Name 




r\0 -ha 


Method 


TBLASTX : Soybean 




otart 


1 7*5QQ 




End 


17660 






none 




Score 


182 




Exons 


17"5QQ 17^D£ 17400 
1 / J^y . . 1 / DUD/ 1/4UU. 


1 7 GL "37 
. 1 / J J / f 


17400. .17537, 17574. .17660 




C rt rt- XTrt 

oeq. no. 


££m 

DDU / 




Seq. ID 


OJ990331_03.9819. 


no 


f" 1 rt T*t XI rt 

uene ino . 


1 *3QH7 
X jjU / 




Strand 


+ 




O L a. J- L 


1 R9£9 




End 


19429 




Name 


OJ990331 03. 9819. C2 . 


o4 . np 


Method 


AAT/NAP 




Start 


18262 




End 


19429 




C T 


629693 




Score 


449 




Exons 


18262. .19429 










GI Descrip. 


probable integrase - 


common 


tobacco ( fragment ) 






gil 530742 | emb | CAA56791 | (X80830) integrase [Nicotiana taba( 


Seq. No. 


6607 




Seq. ID 


OJ990331_03.9819. 


C2 


Gene No. 


13907 




Strand 


+ 




Start ■ 


18262 




End 


19429" 




Name 


OJ990331 03. 9819. C2. 


ol.ts 


Method . 


TBLASTX : Soybean 




Start 


18312 




End 


18593 





6873 



GI 

Exons 



none 

18312. .18593 



Score 



224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

□ GI 
, Exons 

GI Descrip. 

[U Seq. No. 

i!3 Gene No. 

i e y Start 

. «j| Name 

■;rt Start 

!y GI 

11 Exons 



'is? 

s 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6607 

13907 

18262 

OJ990331_03.9819.C2.o2.tw 

18946 

none 

18946.. 19329 

6607 

13907 

18262 

OJ990331_03.9819.C2.o5.ts 

19138 

none 



Seq. ID OJ990331_03.9819.C2 

Strand + 

End 19429 

Method TBLASTX : Wheat 

End 19329 

Score 199 



Seq. ID OJ990331_03.9819.C2 

Strand + 

End 19429 

Method TBLASTX : Soybean 

End 19370 

Score 196 



19138. .19353, 19188 .. 19268, 19347.. 19370 



6608 

13908 

1 

OJ990331_03.9819.C3.o2.np 
1 • 

927428 

1..30, 3507. .3663, 10049.. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
10125, 19285 



OJ990331_03.9819.C3 
+ 

19313 
AAT/NAP 
19313 
128 

. .19313 



(X86733) fisl [Linum usitatissimum] 



6608 
13908 
1 

OJ990331_03. 9819.C3.o3.gs 
12421 
none 

12421. .12434, 12806 12897 , 13337 .. 13474 , 13940 
14466. .14744, 14842 14941, 15129 .. 15350, 15753 



Seq. ID OJ990331_03.9819.C3 
Strand + 

19313 
GENSCAN 
16000 
.63 



End 

Method 

End 

Score 



,14448, 
16000 



6608 
13908 
1 

OJ990331_03. 9819.C3.o4 .np 
14347 
5596481 
14347. .14744, 14842. .14952 

(AL096882) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990331_03.9819.C3 

Strand ■+ 

End 19313 

Method AAT/NAP 

End 14952 

Score 394 



Seq. ID 
Strand 
End . 
Method 
End 

Score . 



OJ990331 03. 9819. C3 



6608 
13909 
2683 

OJ990331_03. 9819.C3.ol.np 
2683 
1172874 
2683. .2958, 2995.-. 3141 

DEHYDRATION-RESPONSIVE PROTEIN RD22 PRECURSOR 
gi|479589|pir| IS34823 dehydration-induced protein RD22 - 
Arabidopsis thaliana gi | 391608 I dbj | BAA0154 6 | (D10703) rd22 
[Arabidopsis thaliana] gi | 447134 | prf | | 1913421A rd22 gene 



3141 
AAT/NAP 
3141 
127 



6874 



cn 
ru 

o 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 

6608 Seq. ID 

13910 Strand 

11847 End 

OJ990331_03.9819.C3.o3.np Method 

11847 End 

6899926 Score 

11847. .11915, 14092. .14249, 16035.. 16083 

(AL138651) putative protein [Arabidopsis thaliana] 



OJ990331_03.9819.C3 

16812 
AAT/NAP 
16083 
42 



6608 
13910 
11847 

OJ990331_03.9819.C3.o5.np 
15504 
5777617 
15504. .15627, 16781. .16812 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 03. 9819. C3 



16812 
AAT/NAP 
16812 
103 



6608 
13911 
17114 . 

OJ990331_03.9819 

2683 

none 

2683.. 2736, 2687 
2884. .2961, 2888 
3044.. 3211, 3058 
17135. .17191, 17 
17190. .17288, 17 
17564. .17659, 17 
17730. .17909, 17 



Seq. ID OJ990331_03.9819.C3 
Strand 

End 19236 
Method TBLASTX : Maize 
End 17991 
Score 64 

.2824, 2734. .2823, 2820. .2873, 
.3047, 3019. .3147, 3032. .3148, 
.3236, 3238. .3291, 3246. .3290, 
135. .17191, 17136. .17201, 17189 .. 17287, 
312. .17422, 17370. .17423, 17486 .. 17524 , 
565. .17660, 17681. .17719, 17723 17923, 
947. .17991 



.C3.ol.tm 



..2737, 2729. 
..2968, 2988. 
..3153, 3180. 



is 

: : — i: 


Seq. No. 


6608 




Seq. ID 


OJ990331_03.9819 


.C3 




Gene No. 


13911 




Strand 






■4 


Start 


17114 




End 


19236 






Name 


OJ990331 03. 9819. C3. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


3064 




End 


17885 




"s 5? 


GI 


none 




Score 


75 






Exons 


3064. .3147, 3175. .3291, 17564 .. 17659, 


17565. .17660, 




L _i 




17681. .17794, 17681. 


.17884, 


17682. .17885 






Seq. No. 


6608 




Seq. ID 


OJ990331_03.9819 


.C3 




Gene No. 


13911 




Strand 








Start 


17114 - 




End 


19236 






Name 


OJ990331 03. 9819. C3. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


14353 




End 


14627 






GI 


none 




Score 


142 






Exons 


14353. .14478, 14367. 


.14462, 


14463. .14627, 14465. .14581 






Seq. No. 


6608 




Seq. ID 


OJ990331_03.9819 


.C3 




Gene No. 


13911 




Strand 








Start 


17114 




End 


19236 






Name 


OJ990331 03.. 9819. C3. 


ol. ts 


Method 


TBLASTX : Soybean 






Start 


14356 




End 


14744 






GI 


none 




Score 


.87 





6875 




Exons 


14356. .14478, 14463. 


.14654, 


14465. .14575, 14688. .14744 




Seq. No. 


6608 




Seq. ID 


OJ990331JD3.9819 


.C3 


Gene No. 


13911 




Strand 






Start 


17114 




End 


19236 




Name 


OJ990331_03.9819.C3. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


14463 




End 


14874 




GI 


none 




Score 


219 - 




Exons 


14463. .14717, 14465. 


. 14575, 


14702. .14743, 14703 .. 14744, 






14832. .14873, 14839. 


. 14874 








Seq. No. 


6608 




Seq. ID 


OJ990331_03. 9819 


.C3 


Gene No. 


13911 




Strand 






Start 


17114 




End 


19236 




Name 


OJ990331_03. 9819.C3. 


o4 .gs 


Method 


GENSCAN 




Start 


17114 




End 


19236 




GI 


none 




Score 


. 68 




Exons 


17114 . . 17943, 19188. 


.19236 








Seq. No. 


6608 




Seq. ID ' 


OJ990331_03. 9819 


.C3 


Gene No. 


13911 




Strand 






Start 


17114 




End 


19236 




Name 


OJ990331 03. 9819. C3. 


o6.np 


Method 


AAT/NAP 




Start 


17511 




End 


17943 




GI 


1063666 




Score 


277 




Exons 


17511. .17943 










GI Descrip. 


(U38791) unknown [Zea mays] 








Seq. .No. 


6609 




Seq. ID 


OJ990331_03.9819 


. C6 


Gene No. 


13912 




Strand 






Start 


239 




End 


762 




Name 


OJ990331 03. 9819. C6. 


ol.gs 


Method 


GENSCAN 




Start 


239 




End 


762 




GI 


none 




Score 


. 94 




Exons 


239.. 361, 660. .762 










Seq. No. 


6610 




Seq. ID 


OJ990331_03.9819 


. C7 


Gene No. 


13913 




Strand 


+ 




Start 


264 




End 


543 




Name 


OJ990331 03. 9819. C7. 


ol .gs 


Method 


GENSCAN 




Start 


264 




End 


543 




GI 


none 




Score 


.99 




Exons 


264. .543 










Seq. No. 


6610 




Seq. ID 


OJ990331_03. 9819 


. C7 


Gene No. 


13914 




Strand 






Start 


557 




End 


1322 




Name 


OJ990331 03. 9819. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


557 




End 


1322 




GI 


none 




Score 


54 





Exons 557.. 646, 562.. 612, 562.. 612, 635.. 769, 656.. 760, 665.. 760, 

668. .763, 688. .768, 688.-759, 691. .768, 693. .764, 698. .766, 
758. .868, 776..8S3, 783. .890, 784. .897, 785. .901, 790. .891, 
823. .897, 910. .1053, 925. .1047, 937. .1038, 937. .1044, 937. .1047, 
945. .1070, 948. .1070, 953. .1054, 956. .1045, 1068. .1208, 
1070. .1210, 1074. .1199, 1077. .1202, 1093. .1221, 1096..1221, 
1101. .1193, 1103. .1225,- 1117. .1203, 1213. .1269, 1269.. 1322 



6876 



Seq. No. 6611 Seq. ID 

Gene No. 13915 Strand 

Start 363 End 

Name OJ990331_03 . 98 19 . C8 . ol . gs Method 

Start 363 End 

GI none Score 

Exons 363.. 477 



OJ990331_03.9819.C8 
+ 

477 

GENSCAN 

477 

.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

£3 Exons 

rf; Seq. No. 

»i! Gene No. 

j ;f Start 

W Name 

LJ Start 

U GI. 

r| 1 Exons 

: ;_ Seq. No. 

Gene No. 
: -J Start 

Name 

Start 

It GI 
* Exons 

GI Descrip. 



6611 Seq. ID 

13916 Strand 
10678 End 
OJ990331_03 . 98 19 . C8 . ol . np Method 
10678 End 
4972079 Score 

10678. .10700, 12754 . .12784, 15057 .. 154 10, 16615. .16662 

(AL078469) putative protein [Arabidopsis thaliana] 



OJ990331_03.9819.C8 
+ 

17284 
AAT/NAP 
16662 
109 



6611 

13916 

10678 

OJ990331_03.9819.C8.o4 .gs 

16089 

none 



Seq. ID OJ990331_03.9819.C8 



Strand 
End " 
Method 
End 
Score 



+ 

17284 
GENSCAN 
17284 
.81 



16089. .16991, 17018. .17192, 17220. .17284 



6611 

13917 

1345 

OJ990331_03 . 9819 . C8 . o2 . gs 

1345 

none 



Seq. ID OJ990331_03.9819.C8 
Strand 

End 13666 

Method GENSCAN 

End 13666 

Score .8 



1345. .2648, 7578. .7757, 10119 .. 10281, 13337 13468, 13583.. 13666 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331 03. 9819. C8 



13666 
AAT/GAP 
6604 
813 



6611 
13917 
1345 

OJ990331_03 . 981 9 . C8 . ol . gp 
6168 

66825_1.R1084 
6168.. 6604 

, 3877655/emb|CAA96657. 1 1 1.0e-22 (Z72511) possible zinc finger 
protein; cDNA EST EMBL:M89115 comes from this gene; cDNA EST 
EMBL:D71533 comes from this gene; cDNA EST EMBL:D72314 comes 
from this gene; cDNA EST EMBL:D75164 comes from this gene; cDNA 
EST EMBL: ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6611 

13918 

15985 

OJ990331 _03 . 981 9 . C8 . ol . tm 

15070 

none 



Seq. ID OJ990331_03.9819.C8 
Strand 

End 16468 

Method TBLASTX : Maize 

End 15404 

Score 66 



15070. .15132, 15126. .15233, 15231 .. 15368 , 15372.. 15404 



6611 
13918 



Seq. ID OJ990331_03.9819.C8 
Strand 



6877 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15985 End 16468 

OJ990331_03 . 98 19 . C8 . o2 . np Method AAT/NAP 
15985 End 16468 

5306245 Score 56 

15985. .16276, 16383.. 16468 

(AC0064 38) unknown protein [Arabidopsis thaliana] 



6612 

13919 

1792 

OJ990331_03 . 98 19 . C9 . ol . gs 

1792 

none 

1792. .1863 



Seq. ID OJ990331_03.9819.C9 

Strand + 

End 18 63 

Method GENSCAN 

End 1863 

Score .44 



ru 



: 3 i e 



Seq. No. 6613 
Gene No. 13920 
Start . 1 

Name OJ990331_03 . 9819 . CIO . ol . np 

Start 1 
GI 6815062 
Exons 1..753, 4094.. 4118 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID OJ990331_03. 9819. CIO 

Strand + 

End 4310 

Method AAT/NAP 

End 4118 

Score 564 



Seq. No. 


6613 




Seq. ID 


OJ990331 


_03. 9819. C10 


Gene No. 


13920 




Strand 


+ 




Start 


1 




End 


4310 




Name 


OJ990331 03. 9819. C10. ol, 


.gs 


Method 


GENSCAN 




Start 


92 




End 


4310 




GI 


none 




Score 


.52 




Exons 


92. .187, 2555. .2623, 3318. .3349, 4229. 


.4310 




Seq. No. 


6613 




Seq. ID 


OJ990331 


_03. 9819. C10 


Gene No. 


13921 




Strand 


+ 




Start 


5427 




End 


7799 




Name 


OJ990331 03. 9819. C10. ol. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


153 




End 


396 




GI 


none 




Score 


108 




Exons 


153. .269, 158. .244, 265, 


. .396, 


282. .386 






Seq. No. 


6613 




Seq. ID 


OJ990331 


_03. 9819. C10 


Gene No. 


13921 




Strand 


+ 




Start 


5427 




End 


7799 




Name 


OJ990331 03. 9819. C10. o2. 


.gs 


Method 


GENSCAN 




Start 


5427 




End 


7799 




GI 


none 




Score 


.58 




Exons 


5427. .5607, 5677. .5917, 


6198. 


.6361, 6840. .6964, 


7119. .7263, 




7677. .7799 










Seq. No. 


6614 




Seq. ID 


OJ990331 


_03.9819.C11 


Gene No . 


13922 




Strand 


+ 




Start 


534 




End 


1125 




Name 


OJ990331 03.9819.Cll.o2. 


,gp ■ 


Method 


AAT/GAP 




Start 


534 




End 


1125 




GI 


LIB3477-003-P1-K1-E9 




Score 


154 





6878 



Exons 534.. 581, 1073.. 1125 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
• S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



Seq. No. 6614 Seq. ID 

Gene No. 13923 Strand 

Start 1425 End. 

Name OJ990331_03 . 9819 .Cll . ol . gs Method 

Start 1425 . End 

GI none Score 
Exons 



OJ990331_03. 9819. Cll 
+ 

4577 

'GENSCAN 
4577 
.81 



1425. .1587, 1680. .1808, 2125. .2247, 2352. .2453, 2985. .3107, 
3406. .3528, 3824. .3946, 4248. .4376, 4476. .4577 



:.1 



Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i; Seq. No. 

Gene No. 

!;1 Start 

. ^ Name 

^ Start . . 

Q GI • 

□ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6614 Seq. ID OJ990331_03 . 9819 .Cll 

13924 Strand 

466 End 568 

OJ990331_03 . 9819 . Cll . o3 . gp Method AAT/GAP 

466 End 568 

LIB3477-003-P1-K1-E9 Score 154 

466. .568 

1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



6615 

13925 

153 

OJ990331_03. 9819.C12.ol.gs 

153 

none 

153. .372 

6615 

13925 

153 

OJ990331_03.9819.C12.ol.ts 

207 

none 

207. .488 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990331_03.9819.C12 
488 

GENSCAN 

372 

.98 



OJ990331_03.9819.C12 
488 

TBLASTX: Soybean 

488 

224 



OJ990301 03..9819.C3 



6616 Seq. ID 

13926 Strand 

603 End 676 * 

OJ990301_03 . 98 19 . C3 . ol . gp Method AAT/GAP 

603 End 676 

LIB3477-003-P1-K1-E9 Score 85 
603.. 676 

1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 6617 Seq. ID 

Gene No. 13927 Strand 

Start 729 End 

Name OJ990301_03 . 9819 . C4 . ol . gs -Method 

Start 729 ' End 



OJ990301_03.9819.C4 
+ 

2258 

GENSCAN 

2258 



6879 



GI none : 

Exons 729.. 817, 2201.. 2258 

Seq. No. 6617 

Gene No. 13928 

Start 2496 

Name OJ990301_03 . 98 19 . C4 . o2 . gs 

Start 2496 

GI none 

Exons 2496.. 3056, 3652.. 3914, 4210. 
12465. .12494 



Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4395, 



.65 



OJ990301_ 
+ 

12494 
GEN SCAN 
12494 
.62 

4864. .5021, 



03. 9819. C4 



6361. .7220, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
* Start " 
''^ Name 
^ Start 
i;H GI 
r|j Exons 

Seq. No. 
'"-'t Gene No. 
W Start 
1"U Name 
k Start 
GI 

Exons 

GI Descrip. 



!I3 



j3± 



6617 
13928 
24 96 

OJ990301_03 . 98 19 . C4 . ol . np 
6257 
4680184 



Seq. ID OJ990301_03.9819.C4 
Strand + 
End 124 94 

Method AAT/NAP 
End 8062 
Score 534 

6257. .6311, 6348. .6735, 6911. .7059, 7385. .7469, 7502. .8062 
(AF111709) unknown [Oryza sativa subsp. indica] • 



6617 Seq. ID 

13929 Strand 
14033 End 
OJ990301_03 . 98 19 . C4 . o3 . gs Method 
14033 End 
none Score 
14033. .14102, 16147.. 16187 

6617 Seq/ ID 

13930 Strand 
10943 End 
OJ990301_03 . 98 19 . C4 . o2 . np Method 
10943 End 
133446 Score 
10943. .11104, 12732.. 12782 
DNA-DIRECTED RNA POLYMERASE BETA" 
DNA-directed RNA polymerase (EC 2. 
chloroplast gi | 11973 | emb | CAA33988 | 
subunit-2 [Oryza sativa] 



OJ990301_03.9819.C4 
+ 

16187 
GEN SCAN 
16187 
.46 



OJ990301 03.9819-C4 



12782 
AAT/NAP 
12782 
50 



CHAIN gi | 66986 | pir | | RNRZC2 
7.7.6) beta 1 -2 chain — rice 
(X15901) RNA polymerase beta 



Seq. . No. 


6617 




Seq. ID 


OJ990301_03. 


9819. 


C4 


Gejie No . 


13931 




Strand 








Start 


16826 




End 


17251 






Name - 


OJ990301 03.9819.C4.o3, 


.np 


Method 


AAT/NAP 






Start 


16826 




End 


17251 






GI 


4680180 




Score 


141 






Exons 


16826. .17251 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


6618 




Seq. ID 


OJ990301_03. 


9819. 


C5 


Gene No. 


13932 




Strand 


+ 






Start 


1 




End 


1620 






Name 


OJ990301 03.9819.C5.ol. 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1620" 






GI 


5902444 




Score 


. 147 






Exons 


1..236, 1594.. 1620 













6880 



GI Descrip. 



(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6618 

13933 

1991 

OJ990301_03.9819.C5.o2.np 

1991 

5922631 



Seq. ID OJ990301_03.9819.C5 

Strand + 

End 8052 

Method AAT/NAP 

End 8052 

Score 6600 



1991.. 2115, 2373. .2617, 2877.. 3055, 3101.. 3672, 3715.. 3865, 
3992.. .4918, 5524.. 8052 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il . (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


6618 


Seq. ID 


OJ990301J33. 


9819. 


C5 


Gene *nq . 


13934 


Strand 


+ 






Start 


11503 


End 


13030 






Name 


OJ990301 03.9819.C5.o4.np 


Method 


AAT/NAP 






Start 


11503 


End 


13027 






GI , 


6729552 


Score 


77 






Exons 


11503. .11564, 12814.. 13027 










GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 






ij C . 1>I \J . 


6618 


Seq. ID 


OJ990301_03. 


9819. 


C5 


Gene No. 


13934 


Strand 


+ 






Start 


11503 


End 


13030 






Name 


OJ990301 03.9819.C5.o3.gs 


Method 


GEN SCAN 






Start 


11949 


End 


13030 






GI 


none 


Score 


.89 






Exons 


11949. .11968, 12802.. 13030 










Seq. No. 


6618 


Seq. ID 


OJ990301_03. 


9819. 


C5 


Gene No. 


13935 . 


Strand 


- + 






Start 


16924 


End 


17493 






Name 


OJ990301 03.9819.C5.o5.np ' 


Method 


AAT/NAP 






Start 


16594 


End 


17490 






GI 


2462834 


Score 


177 






Exons 


16594. .16660, 16953 .. 17116, 


17158. .17490 






GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6618 


Seq. ID 


OJ990301_03. 


9819. 


C5 


Gene No. 


13935 


Strand 


+ 






Start 


16924 


End 


17493 






Name 


OJ990301 03.9819.C5.o4.gs 


Method 


GENSCAN 






Start 


16924 


End 


17493 






GI 


none 


Score 


1 






Exons 


16924. .17493 










Seq. No. 


6618 


Seq. ID 


OJ990301_03. 


9819. 


C5 


Gene No. 


13936 


Strand 


+ 






Start 


18821 


End 


23507 






Name 


OJ990301 03.9819.C5-.ol.gp 


Method 


AAT/GAP 






Start 


18821 


End 


20347 







6881 



GI - 2310235 " Score 302 

Exons 18821. .18858, 19271 .. 19410, 20287.. 20347 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6618 Seq. ID 

13936 Strand 

18821 - End 

OJ990301_03.9819.C5.o6.np Method 

19271 End 

4680203 Score 



OJ990301_03.9819.C5 
+ 

23507 
AAT/NAP 
22577 
3288 



19271. .20939, 21093 21323, 21600.. 22577 
(AF114171) TNP2-like protein [Sorghum bicolor] 



C3 
u3 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



i!n Start 



Name 
Start 
GI 

Exons 
W GI Descrip. 

ru 



6618 

13936 

18821 

0 J990301_03 . 9819 ."65 . o2 . gp 
19275 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
19275. .22682, 22801 22905, 23015.. 23362 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990301_03.9819.C5 
+ 

23507 
AAT/GAP 
23362 
6678 



6618 Seq. ID 

13936 Strand 

18821 End 

OJ990301_03 . 981 9 . C5 . o4 . gp Method 

19275 End 

342JL.R1084 Score 

19275. .22682, 22801 22905, 23015.. 23358 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139 
sativa] 1 



OJ990301_03.9819.C5 
+ 

23507 
AAT/GAP 
23358 
6670 



RIM2 protein [Oryza 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6618 

13936 

18821 

OJ990301_03.9819.C5.o5.gp 
19275 

342 1.R1084 



Seq. ID 
Strand 
• End 
Method 
End 

_ Score 
19275. .22682, 22801 .. 22905, 23015.. 23352 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ990301_03.9819.C5 
+ 

23507 
AAT/GAP 
23352 
6658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6618 Seq. ID 

13936 Strand 

18821 End 

OJ990301_03 . 981 9 . C5 . o3 . gp Method 

19275 End 

342 1.R1084 Score 



OJ990301_03.9819.C5 
+ 

23507 
AAT/GAP 
23364 
6682 



19275. .22682, .22801. .22905, 23015.. 23364 

? 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 
^Gene No. 
Start 



6618 

13936 

18821 



Seq. ID OJ990301__03.9819.C5 
Strand + 
End 23507 



6882 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990301_03 . 9819 . C5 06 . gp Method AAT/GAP 

19433 End 23507 

342_1.R1084 Score 6722 

19433. .22682, 22801 22905, 23015.. 23507 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



6618 

13936 

18821 

OJ990301_03 . 9819 . C5 . o7 . gp 
19437 

342 1.R1084 



Seq. ID OJ990301_03.9819.C5 

Strand + 

End 23507 

Method * AAT/GAP 

End 23507 

Score 6718 



19437. .22682, 22801 .. 22905 , 23015.. 23507 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,tf Seq. No. 

*«* Gene No. 

=y Start 

.g Name 

»}i Start 

; rf gi 

' Exons 



3. Seq. No. 

Gene No. 
;~ Start 

Name 

Start 

GI 

Exons 



6618 
13937 
8418 

OJ990301_03 . 98 1 9 . C5 . 06 . tm 
1277 
none 

1277.. 1351, 1285.. 1350, 1394 
12829. .12951, 17020 17088 , 17022 17087 , 17 14 6 .. 174 30, 
17187. .17414 



Seq. ID OJ990301_03.9819.C5 
Strand 

End 17430 

Method TBLASTX: Maize 

End 17430 

Score 99 

1477, 1423. .1473, 128 15 .. 12967 , 



6618 

13937 

8418 

OJ990301_03 . 981 9 . C5 . o3 . tc 

1279 

none 



Seq. ID OJ990301_03.9819.C5 
Strand 

End 17430 

Method TBLASTX: Cress 

End 17409 

Score 84 



1279. .1353, 1280. .1354, 1391. .1474, 1393. .1473, 1570. .1599, 
12803. .12946, 12829 .. 12945, 17019 .. 17090, 17020 17091, 
17155. .17409, 17157. .17237, 17292. .17408 



6618 

13937 

8418 

OJ990301_03. 9819. C5. oil. tw 

3276 . 

none 

3276. .3545, 3277. .3678 



Seq. ID OJ990301_03.9819.C5 
Strand 

End 17430 

Method TBLASTX : Wheat 

End 3678 

Score 281 



Seq. No. 6618 

Gene No. 13937 

Start 8418 

Name OJ990301_03 . 981 9 . C5 . o3 . tw 

Start 4258 

GI none 
Exons 



Seq. ID OJ990301_03.9819.C5 
Strand 

End 17430 

Method TBLASTX: Wheat 

End 5055 

Score 14 0 



4258. .4434, 4479. .4715, 4483. .4713, 4762. .5055, 4890. .5051 



Seq. No. 6618 

Gene No. 13937 

Start 8418 

.Name OJ990301 03 . 9819 . C5 . ol2 . tw 



Seq. ID OJ990301_03.9819.C5 
Strand 

End 17430 

Method TBLASTX : Wheat 



6883 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
h Z Start 

U s Exons 

Q Seq. No. 
jTi Gene No. 

Start 

Name 
TU Start 

ii GI 

ri Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5085 
none 

5085. .5288, 

6618 

13937 

8418 

OJ990301_03. 

5093 

none 

5093. .5410, 

6618 

13937 

8418 

OJ990301_03. 

5289 

none 

5289. .5708, 

6618 

13937 

8418 

OJ990301_03. 

5583 

none 

5583. .5984, 

6618 

13937 

8418 

OJ990301_03. 

5651 

none 

5651. .5902, 

6618 - 

13937 

8418 

OJ990301_03. 

5754 

none 

5754. .6182 

6618 

13937 

8418 

OJ990301_03. 

6207 

none 

6207. .6596, 

6618 

13937 

8418 

OJ990301_03. 
6219 



5089.. 5289, 5093. 

9819.C5.o2.tm 
5100. .5420 

9819.C5.o4.tw 

5291. .5707 

'.'•* 

9819.C5.o2.ts 
5600. .5743, 5780. 

9819.C5.ol.tm 
5652.. 5903, 5928. 

9819.C5.o6.tw 



End 5289 
Score 242 
.5287, 5097.. 5288 



9819.C5.o3.ts 
6218. .6598 

9819.C5.o8.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

. Method 

End 

Score 
.5950 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6083 

Seq. ID 
Strand^ 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990301__03.9819.C5 
17430 

TBLASTX: Maize 

5420 

350 



OJ990301_03.9819.C5 
17430 , 

TBLASTX: Wheat 

5708 

447 



OJ990301_03. 9819.C5 
17430 

TBLASTX : Soybean 

5984 

292 



OJ990301_.03.9819.C5 
17430 

TBLASTX : Maize 

6083 

272 



OJ990301_03.9819.C5 
17430 

TBLASTX: Wheat 

6182 

402 



OJ990301_03. 9819.C5 
17430 

TBLASTX : Soybean 

6598 

252 



OJ990301_03.9819.C5 
17430 

TBLASTX: Wheat 
6641 



6884 




GI 


none 








Score 


379 


Exons 


6219. .6641, 


6224 


. . 6565 








Seq. No. 


6618 








Seq. ID 


OJ990301_03. 9819.C5 


Gene No. 


13937 








Strand 




Start 


8418 








End 


17430 


Name 


OJ990301 03. 


9819 


.C5.ol4 


. tw 


Method 


TBLASTX: Wheat 


Start 


6657 








End 


6995 


GI 


none 








Score 


133 


Exons 


6657. .6791, 


6659 


. .6751, 


6842. 


.6976, 6858.. 6995 


Seq. No. 


6618 








Seq. ID 


OJ990301_03.9819.C5 


Gene No. 


13937 








Strand 




Start 


8418 








End 


17430 


Name 


OJ990301 03. 


9819 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6953 








End 


7317 


GI 


none 








Score 


287 


Exons 


6953. .7171, 


6954 


. -.7172, 


7014 . 


.7238, 7138. .7278, 7270. .7317 


Seq. No. 


6618 








Seq. ID 


OJ990301_03.9819.C5 


Gene No. 


13937 








Strand 




Start 


8418 








End 


17430 


Name 


OJ990301.03. 


9819 


.CS.olO 


. tw 


Method 


TBLASTX: Wheat 


Start 


7092 








End 


7461 


GI 


none 








Score 


87 


Exons 


7092. .7169, 


7144 


. .7458, 


7168. 


.7347, 7191.. 7460, 7399.. 7461 


Seq. No. 


6618 








Seq. ID 


OJ990301_03.9819.C5 


Gene No . 


13937 








Strand 




Start 


8418 








End 


17430 


Name 


OJ990301 03. 


9819 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7462 








End 


8076 


GI 


none 








Score 


345 


Exons 


7462. .7953, 


7482 


. .7571, 


7623. 


.7751, 7945. .8076 


Seq. No. 


6618 








Seq. ID 


OJ990301_03.9819.C5 


Gene No. 


13937 








Strand 




Start' 


8418 








End 


17430 


Name 


OJ990301 03. 


9819 


lC5.o7. 


tm ' 


Method 


TBLASTX: Maize 


Start 


7774 








End 


8037 


GI 


none 








Score 


157 


Exons 


7774 . .7956, 


7935 


. .8036, 


7936. 


.8037 




Seq. No. 


6618 








Seq. ID 


OJ990301_03.9819.C5 


Gene No. 


13937 








Strand 




Start 


8418 








End 


17430 


Name 


OJ990301 03. 


9819 


.C5.o2. 


gs 


Method 


GENSCAN 


Start 


8418 








End 


11345 


GI 


none 








Score 


. 92 


Exons 


8418. .8762, 


9383 


. .9570, 


9648. 


.10006, 10083. .10247, 10283.. 




10461. .11345 












Seq. No. 


6618 








Seq. ID 


OJ990301_03.9819.C5 


Gene No. 


13937 








Strand 




Start 


8418 








End 


17430 


Name 


OJ990301 03. 


9819 


.C5.o3. 


np 


Method 


AAT/NAP 


Start 


8430 








End 


11345 



6885 



GI 6691716 Score 2485 

Exons 8430.. 8869, 8943.. 9056, 9206.. 9308, 9383.. 9570, 9648.. 9827, 

9906.. 10006, 10083. .10260, 10457.. 11345 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 6618 Seq. ID 

Gene No. 13937 Strand 

Start 8418 End 

Name OJ990301_03 . 98 19 . C5 . ol3 . tw Method 

Start 10935 End 

GI none Score 

Exons 10935. .11225 



OJ990301_03.9819.C5 
17430 

TBLASTX: Wheat* 

11225 

218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



''Z Seq. No. 

*f Gene No. 

in Start 

s jj Name 

s i Start 

•5 GI 



Exons 



6618 

13938 

19622 

OJ990301_03.9819.C5.o9.tw 

19622 

none 

19622. .19729, 19712 .. 19963, 
19722.. 19973 

6618 

13939 

19894 

OJ990301_03.9819.C5.ol.ts 

19894 

none 

19894. .19977, 19895 .. 19969, 
20081. .20305 



Seq. ID OJ990301_03. 9819.C5 
Strand 

End 19978 

Method TBLASTX : Wheat 

End 19978 

Score 103 
19720. .19962, 19721 .. 19978, 



Seq. ID OJ990301_03.9819.C5 
Strand 

End 20762 

Method TBLASTX : Soybean 

End 20323 

Score 102 
19970. .20032, 20027 .. 20323, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6618 Seq. ID 

13939 Strand 

19894 End 

OJ990301_03. 9819.C5.o2.tc Method 

20056 End 

none Score 



OJ990301_03. 9819.C5 
20762 

TBLASTX: Cress 

20365 

283 



20056. .20208, 20063 20365, 20248.. 20343 



Seq. No. 6618 

Gene No. 13939 

Start 19894 

Name OJ990301_03 . 98 19 . C5 . o2 . tw 

Start 20192 

GI none 

Exons - 20192. .20245, 20200 .. 20244 , 
20366. .20449, 20367 .. 20450, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990301 03. 9819. C5 



20762 

TBLASTX: Wheat 
20656 
72 

20246. .20350, 20257 .. 2034 6, 
20430. .20531, 20451 20522 , 



20453. .20566, 20523 .. 20651, 20528 .. 20656, 20531.. 20656 



Seq. No. 6618 Seq. ID 

Gene No. 13939 Strand 

Start 19894 End 

Name . OJ990301_03 . 9819 . C5 . o4 ..tm Method 

Start 20237 End 

GI none Score 



OJ990301_03.9819.C5 
20762 

TBLASTX: Maize 

20690 

101 



6886 



Exons 



20237. .20365,, 20249. .20368, 20367 .. 20489, 20370 20489, 
20523. .20690 



Seq. No. 6618 Seq. ID 

Gene No. 13939 Strand 

Start 19894 End 

Name OJ990301_03 . 9819 . C5 . o4 . ts Method 

Start 20526 End 

GI none Score 

Exons 20526. .20762 



OJ990301_03.9819.C5 
20762 

TBLASTX: Soybean 

20762 

211 



i.U 

:.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6618 

13940 

20795 

OJ990301_03 . 9819 . C5 . o7 . tw 

20795 

none 

20795. .'20845, 20796 .. 20858, 
20875. .21087,, 21119. .21205, 

6618 

13941 

21206 

OJ990301_03.9819.C5.ol.tw 

21206 

none 

21206. .22108, 21207 . . 22124 , 
22166. .22261, 22170 22229, 
22362. .22442, 22431.. 22523 

6618 

13941 

21206 

OJ990301_03. 9819.C5.o3.tm 

21249 

none 

21249. .21563, 21260.. 21535 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20864. .21046, 
21120. .21203 



OJ990301 03. 9819. C5 



21205 

TBLASTX: Wheat 
21205 
87 

20868. .21086, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22119. .22163, 22123 
22208. .22348, 22209 



OJ990301 03. 9819. C5 



22523 % 
TBLASTX :Whg§t 
22523 
876 

22158, 
2234 9, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301_03.9819.C5 
22523 

TBLASTX: Maize 

21563 

311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6618 ^ 

13941 
21206 

OJ990301_03.9819.C5.ol.tc 

21490 

none 

21490. .21672, 214 94 .. 21814 , 
21504. .21941, 21691.. 21942 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301J)3.9819.C5 
22523 

TBLASTX: Cress 

21942 

152 



21494. .21937, 21504 .. 21941, 



03. 9819. C6 



6619 
13942 
456 

OJ990301_03.9819.C6.ol.gp 
456 ■ 

LIB3477-003-P1-K1-E9 
456. .527 

? 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 ■ . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301_ 
+ 

527 

AAT/GAP 

527 

93 



6887 




Seq. No. 


6620 


Seq. ID 


OJ990301_03.9819.C7 


Gene No. 


13943 


Strand 


+ 


Start 


1176 


End 


4336 


Name 


OJ990301 03.9819.C7.o3.np 


Method 


AAT/NAP 


Start 


1086 


End 


4318 


GI 


4680204 


Score 


851 


Exons 


1086.. 2066, 2141.. 3231, 3341. 


.3514, 3611.. 3830, 4181.. 4318 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


6620 


Seq. ID 


OJ990301_03.9819.C7 


Gene No . 


13943 


Strand 


+ 


Start 


1176 


End 


4336 


Name 


OJ990301 03.9819.C7.o2.gs 


Method 


GENSCAN 


Start 


1176 


End 


4336 


GI 


none 


Score 


.62 


Exons 


1176. .2066, 2141.. 2282, 2402. 


.2544, 2546. .3231, 3341. .3514, 




3611.. 3721, 3806.. 3878, 3973. 


.4071, 4151. .4336 


Seq. No. 


6620 


Seq. ID 


OJ990301_03. 9819.C7 


Gene No. 


13944 


Strand 


+ 


Start 


4616 


End 


4756 


Name 


OJ990301 03.9819.C7.o2.gp 


Method 


AAT/GAP 


Start 


4616 


End 


4756 ■ 


GI 


21474 1.R1084 


Score 


244 


Exons 


4616. .4756 






GI Descrip. 


'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidops 




thaliana] ' 






Seq. No. 


6620 


Seq. ID 


OJ990301_03.9819.C7 


Gene No. 


13945 


Strand 




Start 


1 


End 


2165 


Name 


OJ990301 03.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2165 


GI 


4680203 


Score 


843 


Exons 


1..839, 2135.. 2165 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


6620 


Seq. ID 


OJ990301_03'. 9819.C7 


Gene No. 


13945 


Strand 




Start 


1 


End 


2165 


Name 


OJ990301 03.-9819.C7.ol.gs 


Method 


GENSCAN 


Start 


78 


End 


701 


GI 


none 


Score 


.46 


Exons 


78. .701 






Sea. No 


6620 


Seq. ID 


OJ990301_03.9819.C7 


Gene No. 


13945 


Strand 




Start 


1 


End 


2165 


Name 


OJ990301 03.9819.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


126 


End 


416 


GI 


none 


Score 


95 


Exons 


126. .191, 198. .416, 202. .408 






Seq. No. 


6620 


Seq. ID 


OJ990301_03. 9819.C7 


Gene No. 


13945 


Strand 




Start 


- i 


End 


2165 



6888 



Name 


OJ990301 03.9819.C7.ol. 


tw 


Method 


TBLASTX : Wheat""" 


Start 


183 




End 


539 


Gl' 


none 




Score 


157 


Exons 


183. .440, 188. .439, 198 


. .449, 


199. .441 


, 432. .539 


Seq. No. 


6620 




Seq. ID 


OJ990301_03.9819.C7 


Gene No. 


13945 




Strand 




Start 


1 




End 


2165 , 


Name 


uuyyujui uo. yoiy.u/.oi. 




Method 


AAT/GAP 


Start 


■435 




End 


839 


GI 


2310235 




Score 


141 


Exons 


435. .460, 751. .839 








GI Descrip. 


5852182/embt CAB55420.il 


9.0e- 


13 (AL117265) zhb0012.1 [Oryz; 




sativa] 








Seq. No. 


6620 




Seq. ID 


OJ990301_03.9819.C7 


Gene No. 


13945 




Strand 




btart 


1 




End 


2165 


Name 


OJ990301 03.9819.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1273 




End 


1676 


GI 


none 




Score 


62 


Exons 


1273. .1413, 1273. .1383, 


1275. 


.1511, 1275. .1424, 1376. .1543 




1506.. 1676 








Seq. No. 


6621 




Seq. ID 


OJ990301_03.9819.C8 


Gene No. 


13946 




Strand 






J. 




End 


766 


Name 


OJ990301 03.9819.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


766 


GI 


4680180 




Score 


592 


Exons 


1. .766 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


6621 




Seq. ID 


OJ990301_03.9819.C8 


Gene No. 


1 jy4 D 




Strand 




Start 


1 




End 


766 


Name 


OJ990301 03.9819.C8.ol. 


gs 


Method 


GENSCAN 


Start 


21 




End 


365 


GI 


none 




Score 


.87 


Exons 


21. .365 








Seq. No. 


6621 




Seq. ID 


OJ990301_03.9819.C8 


Gene No . 


13-94 6 




Strand 




Start 


1 




End 


766 


Name 


OJ990301 03.9819.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


79 




End 


418 


GI 


none 




Score 


44 


Exons 


79. .117, 81. .251, 99. .260, 169. .252, 259. .417, 263. .418 - 


Seq. No. 


6621 




Seq. ID 


OJ990301_03.9819.C8 


Gene No. 


13946 




Strand 




Start 


1 




End 


766 


Name 


OJ990301 03.9819.C8.ol. 


tm 


Method 


TBLASTX :Maize 


Start 


Ill 




End 


418 


GI 


none 




Score 


81 


Exons 


111.. 158, 150,. 290, 190 


. .414, 


256. .414 


, 257. .418 



6889 



Seq. No. * 6622 

Gene No. 13947 

Start 30 

Name OJ990301_03 . 9819 . C9 . ol . np 

Start 30 

GI 4680204 

Exons 30. . 1182 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990301_03.9819.C9 

Strand + 

End 1182 

Method AAT/NAP 

End 1182 

Score 682 



Seq. No. 6622 

Gene No. 13947 

Start 30 

Name OJ990301_03 . 98 19 . C9 . ol . tw 

Start 780 

GI none 
Exons 



Seq. ID OJ990301_03. 9819.C9 

Strand + 

End 1182 

Method TBLASTX : Wheat 

End 1119 

Score 166 



780. .929, 781. .942, 949. .1083, 1002. .1082, 1087. .1119 



Seq. No. 6623 

Gene No. 13948 

Start 1 

Name OJ990301_03 . 9819. C10 .ol . np 

Start 1 

GI 5902445 

Exons 1..796 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990301_03. 9819. C10 
Strand 

End 796. 

Method AAT/NAP 

End 796 

Score 1143 



ft Seq. No. 

\\ Gene No. 

If Starts 

^ Name 

J Start \i 

3 GI ^ 
il Exons \ a \J 

„ Seq. No.,* 

°* Gene No : ^ e 

4 Start 

£ Name \w 



6623 

13949 

863 

OJ990301_03. 9819. C10. o2.tw 
79 

none 

79. .171, 165. .395, 166. .396 

6623 

13949 

863 

.OJ990301 03.9819.C10.ol.tm 



Start 




366 




End 


GI 


O 


none 




Score 


Exons 




366.. 686, 376.. 693 






Seq. No. 


si 


6623 




Seq. ID 


Gene No. 




13949 




Strand 


Start 




863 




End 


Name 




OJ990301 03. 9819. C10. ol 


. tw 


Method 


Start 


396 




End 


GI 




none 




Score 


Exons 




396.. 701, 397.. 693, 692 


. .850, 


726. .851 


Seq. No. 




6623 




Seq. ID 


Gene No. 




13949 




Strand 


Start 




863 




End 


Name 




OJ990301 03. 9819. C10. o2 


.np 


Method 


Start 




863 




End 


GI 




5902444 




Score 


Exons 




863. .1116 







Seq. ID OJ990301_03. 9819. C10 
Strand 

End 1116 

Method TBLASTX : Wheat 

End 396 

Score 111 



Seq. ID OJ990301_03. 9819. C10 
Strand 

End 1116 
Method TBLASTX: Maize 
693 
188 



1116 

TBLASTX: Wheat 

851 

193 



1116 
AAT/NAP 
1116 
242 



6890 



GI Descrip. 



(AB030283) GAG-POL precursor [Oryza sativa] 



Sea No 


6624 


Seq. ID 


OJ990301_03.9819. 


C13 


Gene No. 


13950 


Strand 


+ 




Start 


1 


End 


1150 




Name 


OJ990301 03.9819.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1108 




GI 


5902444 


Score 


1558 




Exons 


1. .1108 








GI Descrip. 


(AB030283). GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


6624 


Seq. ID 


OJ990301_03.9819. 


C13 


Gene No. 


13950 


.Strand 


+ 




Start 


1 


End 


1150 




Name 


OJ990301 03.9819.C13.ol.gs 


Method 


GENSCAN 




Start 


2 


End 


1111 




GI 


none 


Score 


.99 




Exons 


2. .50, 177. .1111 








Seq. No. 


6624 


Seq. ID 


OJ990301 03.9819. 


C13 


Gene No. 


13950 


Strand 


+ 




Start 


1 


End 


1150 




Name 


OJ990301 03-9819. C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


443 


End 


1150 v 




GI 


none 


Score 


140 




Exons 


443. .619, 664. .900, 668. .898, 


947. .1150 




Sea No 


6625 


Seq. ID 


OJ990301_03.9819. 


C16 


Gene No. 


13951 


Strand 


+ 




Start 


1 


End 


1052 




Name 


OJ990301 03.9819.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1052 




GI 


5902445 


Score 


1136 




Exons 


1. .1052 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


6625 


Seq. ID 


OJ990301_03.9819. 


C16 


Gene No. 


13951 


Strand. 


+ 




Start 


1 


End 


1052 




Name 


OJ990301 03.9819.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


166 


End 


557 




GI 


none 


Score 


252 




Exons 


166. .555, 177. .557 








Seq. No. 


6625 


Seq. ID 


OJ990301_03.9819. 


C16 


Gene No. 


13951 


Strand 


+ 




Start 


1 


End 


1052 




Name 


OJ990301 03.9819.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


178 


End 


600 




GI 


none 


Score 


379 




Exons 


178. .600,. 183. .524 








Seq. No. 


6626 


Seq. ID 


OJ990301_03.9819. 


C18 


Gene No. 


13952 


Strand 






Start 


1 


End 


827 




Name 


OJ990301 03.9819.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End ■ 


827 





6891 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680184 Score - 191 

1. .555, * 724. .827 

(AF111709) unknown [Oryza sativa subsp. indica] 



6626 

13952 

1 

OJ990301_03. 9819.C18 .ol .gs 

216 

none 

216. .689 



Seq. ID OJ990301_03.9819.C18 

Strand 

End 827 

Method GEN SCAN 

End 689 

Score .43 



Seq. No. 6627 

Gene No. 13953 

Start 4 61 

Name OJ990301_03 . 98 1 9 . C22 . ol . gs 

Start 4 61 

GI none 

Exons 461.. 606, 618.. 658 



Seq. ID OJ990301_03.9819.C22 

Strand 

End 658 

Method GENSCAN 

End 658 

Score .49 



Seq. No. 
Gene No. 
Start 
Name . , 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6628 
13954 
1 

OJ990301_03. 9819.C24 .ol.np 
1 

6742729 
1. .982 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990301_03.9819.C24 
Strand + 

982 

AAT/NAP 
982 
545 



End 

Method 

End 

Score 



Seq. ID OJ990301_03.9819.C24 

Strand + 

End 982 

Method AAT/GAP 

End 633 

Score 590 



6628 
13954 
1 

OJ990301_03. 9819.C24 .ol.gp 
287 

342_1.R1084 
287. .633 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



6628 

13954 

1 

OJ990301_03. 9819.C24 .ol.tw 

287 

none 



Seq. ID OJ990301_03.9819.C24 

Strand + 

End 982 

Method TBLASTX: Wheat 

End 633 

Score 451 



287. .631, 287. .457, 288. .629, 289. .633, 289.-633 



Seq. No. 6628 

Gene No. 13954 

Start 1 

Name OJ990301_03 . 9819 . C24 . ol . tm 

Start 320 

GI none 

Exons 320.. 631, 331.. 606 

Seq. No. 6629 

Gene No. 13955 



Seq. ID OJ990301_03. 9819.C24 

Strand + 

End 982 

Method . TBLASTX : Mai ze 

End 631 

Score 306 



Seq. ID OJ990301_03.9819.C28 
Strand 



6892 



Start 


1 


End 


853 




Name 


OJ990301 03.9819.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


853 




GI 


4680204 


Score 


117 




Exons 


1..20, 105.. 321, 431.. 853 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


669Q 






n^ 




1 J J J J 


OLlanu 






Start 


1 


End 


853 




Name 


OJ990301_03.9819.C28.ol.gs 


Method 


GENSCAN 




Start 




FnH 


7 69 




GI 


none 


Score 


ft ft 




Exons 


14ft ^91 4^1 7 69 

140 . . Oil/ ft Jl • • 1 \Jt. 








Seq. No. 


DDOU 


Qo/r t n 


r\ TQQH ^01 


n*3 

U O 




1 

1 J?JD 


OLialia 






Start 


756 


End 


ft 7 4 




Name 


OJ990301- 03.9819.C29.ol.gs 


Method 


GENSCAN 




Start 


756 


End 


874 




GI 


none 


Score 


fift 




Exons 


756. .874 








Seq. No. 


6631 


Seq. ID 


n TQQfl "\C\ 1 

yjo y y uo u j. 


u o 


Gene No. 


13957 


Strand 


4- 
i 




Start 


575 


End 


9 *}4 6 
c. O ft D 




Name 


OJ990301 03.9819.C30.ol.np 


Method 






Start 


575 


End 


2236 




GI 


6907088 


Score 


315 




Exons 


575. .712,- 888. .1312, 2052. .2236 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa J 




Seq. No. 


6631 


Seq. ID 


n.TQQO^ni 

UJ y -7UOU J. 




Gene No. 


13957 


Strand 


4. 




Start 


575 


End 


9^4 6 




Name 


OJ990301 03.9819.C30.o2.np 


Method 


AAT/NAP 




Start 


646 


End 


2346 




GI 


6069654 


Score . 


91 S 
± D 




Exons 


646. .694, 1823. .2346 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa J 




Seq. No. 


6631 


Seq. ID * 


r\ TQ on "5 n 1 

uu y y u ju J. 


U o 




13958 


Strand 






Start 


2009 


End 


2143 




Name 


OJ990301 03.9819.C30.ol.gs 


Method 


GENSCAN 




Start 


2009 


End 


2143 




GI 


none 


Score 


.63 




Exons 


2009. .2143 








Seq. No. 


6632 


Seq. ID 


OJ990301_ 


_03 


Gene No. 


13959 


Strand 


+ 




Start 


1. . 


End 


1930 




Name 


OJ990301 03. 9819.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1930 




GI 


4680184 


Score 


322 




Exons 


1. .530, 677. .928, 1256. .1606, 


1875. .1930 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 





6893 



oeq. ino • 






Seq. ID 


vU 33UJU1 \J J • 30I 3 . 


W J X 


Gene No. 


13960 




Strand 






Start- 


465 




End 


1648 




Name 


OJ990301 


03.9819.C31.ol.gs 


Method 


GENSCAN * 




Start 


465 




End 


1648 




GI 


none 




Score 


.84 




Exons 


465. .564, 


801. .926, 1008. .1131, 1261.. 


1648 




oeq ■ INO . 






Seq. ID 


n.TQQn^m n^ Qfii q 


\*r j£. 


Gene No. 


13961 




Strand 






Start 


42 




FnH 


469 




Name 


OJ990301 






GENSCAN 




Start 


42 




FnH 


469 




GI 


- none 




Score 


. 92 




Exons 


42. .115, 












DDJ 1 ! 




Seq. ID 


OJ990301 03 9819 

UU Jul \J J ■ JU X -/ . 


C33 


Gene No. 


13962 




Strand 






Start 


288 




FnH 

£ji ILi. 


638 




Name 


OJ990301 




Mat" In nH 


GENSCAN 




Start 


288 




FnH 


616 




GI 


none 




C /-i >~ a 
OLUI fci 


.96 




Exons 


288. .616 


















UU JU1 UJ. 


^ j j 


Gene No. 


13962 




Strand 






Start 


288 




End 


638 




Name 


OJ990301 


03.9819.C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


299 




End 


638 




GI 


none 




Score 


56 




Exons 


299. .331, 


335. .469, 368. .412, 


476. .637 


, 489..638 




Seq. No. 


6635 




Seq. ID 


OJ990201_04.9819. 


CI 




13963 




Strand 


+ 




Start 


58 




End 


704 




Name 


OJ990201 


04.9819.Cl.ol.np 


Method 


AAT/NAP 




Start 


58 




End 


704 . 




GI 


4416302 




Score 


640 




Exons 


58. .704 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




o t; . in tj • 


6635 




Seq. ID 


\J *± • 3017. 


n 


Gene No. 


13963 




Strand 


+ " 




Start 


58 




End 


704 




Name 


OJ990201 


04.9819.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


150 




End 


554 




GI 


none 




Score 


350 




Exons 


150. .554, 


161. .544 








Seq. No. 


6635 




Seq. ID 


OJ990201_04.9819. 


CI 


Gene No. 


13963 




Strand 


+ 




Start 


58 




End 


704 




Name 


OJ990201 


04.9819.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


183 




End 


673 




GI 


none 




Score 


297 




Exons 


183. .476, 


191.. 463, 482.'. 673, 


483. .671 







6894 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6635 

13963 

58 

OJ990201_04 . 9819 . CI . ol . tw 

183 

none 

183.. 332, 357.. 614, 365.. 496 



Seq. ID OJ990201_04.9819.C1 

Strand + 

End 704 

Method TBLASTX : Wheat 

End 614 

Score 108 



6636 
13964 
1 

OJ990201_04 . 981 9 . C2 . ol . np 
1 

6016874 
1. .506 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. ID OJ990201_04.9819.C2 
Strand 

End 64 6 

Method AAT/NAP 

End 506 

Score 229 



6636 Seq. ID 

13964 Strand 

1 End 

OJ990201_04 . 981 9 . C2 . ol . tm Method 

291 End 

none Score 

291. .518, 292. .510, 531. .605 



OJ990201_04. 9819.C2 
646 

TBLASTX: Maize 

605 

106 



6636 
13964 
1 

OJ990201_04 . 98 19 . C2 . ol . gp 
296 

uC-osflcypll0c07bl 
296..646 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. ID OJ990201_04.9819.C2 
Strand 

End 64 6 

Method AAT/GAP 

End 64 6 

Score 628 



6636 Seq. ID 

13964 Strand 

1 End 

OJ990201_04.9819.C2.ol.gs Method 

347 End 

none Score 
347. .464 



OJ990201_04.9819.C2 
646 

GEN SCAN 

464 

.85 



Seq. No. 6637 Seq. ID 

Gene No. 13965 Strand 

Start ' 1 End . 

Name OJ990201_04 . 9819 . C6 . ol . np Method 

Start 1 End 

GI 6539588 * Score 

Exons 1..293, 1641.. 1672 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ990201_04.9819.C6 
+ 

3242 
AAT/NAP 
1672 
207 



Seq. No. 



6637 



Seq. ID OJ990201_04.9819.C6 



6895 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f ft 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



13965 Strand 

1 End 

OJ990201_04 .9819.C6.ol.gs Method 

443 End 

none Score 



+ 

3242 
GENSCAN 
2975 
.44 



443. .1289, 1344. .1526, 1594. .1790, 1977. .2975 



6637 
13965 
1 

OJ990201_04.9819.C6.o3.np 
1974 
3645899 
1974. .3242 

(U68408) 5' end not determined experimentally [Zea mays] 



Seq. ID OJ990201_04 . 9819. C6 

Strand + 

End 3242 

Method AAT/NAP 

End 3242 

Score 758 



6637 

13965 

1 

OJ990201_04.9819.C6.ol.tw 

2583 

none 

2583.. 3008, 3036.. 3116 

6637 

13965 

1 

OJ990201_04.9819.C6.ol.tm 

2625 

none 



Seq. ID OJ990201_04.9819.C6 

Strand + 

End 3242 

Method TBLASTX : Wheat 

End 3116 

Score 228 



Seq. ID OJ990201 04. 9819. C6 



Strand 
End 

Method 

End 

Score 



+ 

3242 

TBLASTX: Maize 

3113 

81 



2625.. 2690, 2633.. 2692, 2691.. 3113, 2753.. 3112 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



6637 
13965 
1 

OJ990201_04.9819.C6.ol.ts 
2799 
none 

2799.. 3110, 2819.. 3103 

6638 
13966 
1971 

OJ990201_04 .9819.C8.o2.gs 
1971 
none 

1971. .2003, 2080. .2314, 2691. .2761 



Seq. ID OJ990201_04.9819.C6 
Strand + 

3242 

TBLASTX: Soybean 
3110 
235 



Seq. ID OJ990201_04.9819.JC8 
Strand + 

2761 
GENSCAN 
2761 
.54 



End 

Method 
End 
Score 



6638 
13967 
1 

OJ990201_04 . 981 9 . C8 . ol . np 
1 

1002798 

1..51, 80. .313, 392. .521, 879. .1056 
(U33916) Cpm5 [Craterostigma plantagineum] 



Seq. ID OJ990201_04.9819.C8 
Strand 

End 1056 

Method AAT/NAP 

End 1056 

Score 595 



6896 




Seq. No. 


- 6638 


Seq. ID 


OJ990201_04.9819 


,C8 






9r rand 






Start 


1 


End 


1056 




Name 


OJ990201 04.9819.C8.ol.gs 


Method 


GENSCAN 




Start 


80 


End 


1056 




GI 


none 


Score 


.86 




Exons 


80.. 313, 392.. 551, 879.. 1056 








Seq. No. 


6638 


Seq. ID 


OJ990201_04.9819 


.C8 


(!ono Mn 




o Li aiiu 






Start 


3624 


End 


4596 




Name 


OJ990201 04.9819.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


142 


End 


990 




GI 


none 


Score 


163 




Exons 


142. .315, 146. .310, 383. .523, 


391. .522 


, 877. .990, 892.. 


963 


Seq. No. 


6638 


Seq. ID 


OJ990201_04.9819 


.C8 


fZo n o Mn 


1 1968 


c r r 3nH 
u ui aliu 






Start 


3624 


End 


4596 




Name 


OJ990201 04.9819.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


145 


End 


990 




GI 


none 


Score 


197 




Exons 


145. .315, 146.. 316,- 386.. 523, 


391. .522 


, 875. .970, 877.. 


990 


Seq. No. 


6638 


Seq. ID 


OJ990201_04.9819 


.C8 


(~l,c±r\£* Mn 

UCUC IN VJ » 


11968 








Start 


3624 


End 


4596 




Name 


OJ990201 04.9819.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


233 


End 


532 




GI 


none 


Score 


67 




Exons 


233. .310, 235. .318, 391. .531, 


392. .532 






Seq. No. 


6638 


Seq. ID 


OJ990201_04.9819 


.C8 


Rpnp Mn 


11968 


It rand 






Start 


3624 


End • 


4596 




Name 


OJ990201 04.9819.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


238 


End 


978 




GI 


none 


Score 


82 




Exons 


'238. .336, 248. .316, 383. .523, 


391. .528 


, 877. .978 




Seq. No. 


6638 


Seq. ID 


OJ990201_04.9819 


.C8 




1 1968 


j Li aiiu. 






Start 


3624 


End 


4596 




Name 


OJ990201 04.9819.C8.o3.gs 


Method 


GENSCAN 




Start 


3624 


End 


4596 




GI 


none 


Score 


.74 




Exons 


3624.. 3652, 4314.. 4403, 4535. 


.4596 






Seq. No. 


6639 


Seq. ID 


OJ990201_04.9819 


.C9 


Gene No. 


13969 


Strand 


+ 




Start 


7362 


End 


10996 




Name 


OJ990201 04.9819.C9.ol.np 


Method 


AAT/NAP 




Start 


-7362 


End 


10996 




GI 


6006359 


Score 


74 




Exons 


7362.. 7406, 9151.. 9248, 10956 


. .10996 







GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



6897 





Seq. No. 


6639 


Seq. ID 


OJ990201 04. 9819. C9 




Gene No. 


13970 


Strand 








Otail. 


O / U 1 


End 


14152 






Name 


OJ990201 04.9819.C9.o2.gs 


Method 


GENSCAN 






Start 


8701 


End 


13980 






GI 


none 


Score 


.62 






Exons 


8701.. 8829, 9085.. 9258, 9767 


..9979, 11112. .11178, 11518 


. .11733, 






12099. .12259, 12505 .. 12572, 


13753. .13838, 13935.. 13980 






Seq. No. 


6639 


Seq. ID 


OJ990201_04.9819 


.C9 




Gene No. 


13970 


Strand 








Start 


8701 


End 


14152 






Name 


OJ990201 04.9819.C9.o2.np 


Method 


AAT/NAP 






Start 


11636 


End 


14152 






GI 


3885941 


Score 


346 






Exons 


11636. .11733, 12190. .12259, 


12505. .12572, 13643 .. 13730, 








13811. .13838, 13935.. 14152 










GI Descrip. 


(AF095454) PII protein [Ricinus communis] 






Seq. No. 


6640 


Seq. ID 


n.TQQD9ni 04 Qftl Q 


.C10 




Gene No. 


13971 


Strand 


+ ~ 








698 


End 


2531 






Name 


OJ990201 04.9819.C10.ol.np 


Method 


AAT/NAP 






Start 


698 


End 


2531 




u 


GI 


5852093 


Score 


85 




! ! IT? 


Exons 


698.. 834, 2403.. 2531 








.t ==j 

i 3 i H 


GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






|=1 § 

i y 


Seq. No. 


6640 


Seq. ID 


OJ990201_04.9819 


.C10 




Gene No. 


13972 


Strand 






1 _ £ 


o Lai u 


1 


End 


2486 






Name 


OJ990201 04.9819.C10.o2.np 


Method 


AAT/NAP 




ru 


Start 


1 


End 


2486 






GI 


5852093 


Score 


68 




ir 


Exons 


1..61, 146. .292, 995. .1101, 


2454. .2486 






■ 


GI Descrip. 


(AL117264) zwhlG.l [Oryza sativa] 








Seq. No. 


6641 


Seq. ID 


OJ990201_04 . 98.19 


.Cll 


h~ 

is- 


Gene No. 


13973 


Strand 


+ 




C3 


LJ L. d -L U 


2170 


End 


3995 






Name 


OJ990201 04.9819.Cll.ol.np 


Method 


AAT/NAP 






Start -H 


'2110 


End 


3995 






GI 


3482914 


Score 


738 






Exons 


2170.. 2425, 3133.. 3995 










GI Descrip. 


(AC003970) Similar to nodulins and lipase [Arabidopsis 


thaliana] 




Seq. No. 


6641 


Seq. ID 


OJ990201_04.9819 


.Cll 




Gene No. 


13974 


• Strand 


+ 








6741 


End 


9795 






Name 


OJ990201 04.9819.Cll.ol.ts 


Method 


TBLASTX : Soybean 






Start 


2277 


End 


3971 






GI 


none 


Score 


163 






Exons 


2277. .2420, 2278.-2424, 3318 


..3578, 3509.. 3571, 3582.-3638, 






3701. .3970, 3702. .3971 










Seq. No. 


6641 


Seq. ID 


OJ990201_04.9819 


.Cll 




Gene No. 


13974 


Strand 


+ 





6898 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 
1 GI 
Z Exons 

Seq. No. 
u Gene No. 
3 Start 
; { Name 
'% Start 

i gi 

^ Exons 

3 Seq. No. 

i Gene No. 

1 Start 

Z Name 

3 Start 

3 GI 

3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
'Start 
Name 
Start 



6741 End 

OJ990201_04 . 9819 . CI 1 . ol . tm Method 

3134 End 

none Score 



9795 

TBLASTX: Maize 

3872 

99 



3134.. 3223, 3135.. 3224, 3230.. 3391, 3231.. 3395, 3495.. 3638, 
3701.. 3823, 3702.. 3872 



Seq. ID OJ990201_04.9819.C11 
Strand + 
End 9795 
Method AAT/NAP 
End 9795 
Score 1470 

6741. .6827, 7866.-7989, 8088. .8423, 8532.. 9243, 9359.. 9678, 
9745.. 9795 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



6641 

13974 

6741 

OJ990201_04.9819.Cll.o2.np 

6741 

6815072 



6641 

13974 

6741 

OJ990201_04.9819.Cll.o2.tm 

8172 

none 



Seq. ID OJ990201_04.9819.C11 

Strand + 

End 9795 

Method TBLASTX : Mai ze 

End 8987 

Score 74 



8172. .8231, 8241. .8312, 8340. .8687, 8883. .8987 



6641 

13974 

6741 

OJ990201_04.9819.Cll.ol.tw 

8883 

none 



Seq. ID OJ990201_04.9819.C11 

Strand + 

End ' 97 95 

Method TBLASTX : Wheat 

End 9209 

Score 215 



8883. .9119, 8960. .9133, 9132. .9209 



6641 

13974 

6741 

OJ990201_04.9819.Cll.o3.tm 

8990 

none 



Seq. ID OJ990201_04.9819.C11 

Strand + 

End 9795 

Method TBLASTX: Maize 

End 9423 

Score 140 



8990. .9118, 8994. .9119, 9129. .9233, .9355. .9423 



/Seq. ID OJ990201_04.9819.C12 

Strand + 

End 5734 

Method AAT/NAP 

End 2488 

Score 2122 



6642 ■ 
13975 
1 

OJ990201_04 . 9819 .C12 . ol . np 
1 

6815072 
1..46, 281. .2488 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



6642 

13975 

1 

OJ990201_04.9819.C12.o2.np 
558 



Seq. ID OJ990201_04.9819.C12 

Strand + 

End 5734 

Method AAT/NAP 

End ■ 5734 



6899 



GI - 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6063554 Score 347 

558. .596, 3572. .3793, 4095. .4249, 4413. .4456, 4898.-4926, 

5561.. 5734 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6642 

13975 

1 

OJ990201_04 .9819.C12.o2.gs 

776 

none 

776.. 2339, 2607.. 2776, 3692. 



Seq. ID OJ990201_04.9819.C12 

Strand + 

End 5734 

Method GENSCAN 

End 4336 

Score .45 
,4336 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
i y Start 
p Name 
hi Start 

gi 

Exons 



Seq. No. 
Gene No. 
j Start 
I Name" 
I Start 
* GI 



6642 
13976 
6104 

OJ990201_04.9819.C12.o3.gp 
6104 

61605_1.R1084 
6104.. 6378 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ990201_04 .9819.C12 
Strand + 

6378 
AAT/GAP 
6378 
462 



End 

Method 

End 

Score 



6642 

13977 

4392 

OJ990201_04.9819.C12.o3.tm 

506 

none 

506. .790, 514.'. 762 

6642 

13977 

4392 

OJ990201_04 . 9819.C12.ol.tm 

1292 

none 



Seq. ID OJ990201_04 . 9819.C12 
Strand 

End 58 95 

Method TBLASTX: Maize 

End '7 90 

Score 185 



Seq. ID OJ990201_04 .9819.C12 
Strand 

End 5895 

Method TBLASTX: Maize 

End 1660 

Score 356 



Exons 


1292. .1660, 


1295. 


.1576, 


1309. 


.1659 






Seq. No. 


6642 








Seq. ID 


OJ990201_04 .9819. 


C12 


Gene No. 


13977 








Strand 






Start 


4392 








End 


5895 




Name 


OJ990201 04 


.9819. 


C12.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1960 








End 


2143 




GI 


none 








Score 


186 




Exons 


1960. .2139, 


1961. 


.2143 










Seq. No. 


6642 








Seq. ID 


OJ990201_04.9819. 


C12 


Gene No. 


13977 








Strand 






Start 


4392 








End 


5895 




Name 


OJ990201 04 


.9819. 


C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1964 








End 


2221 




GI 


none 








Score 


208 




Exons 


1964. .2221, 


1975. 


.2178 











6900 






Seq. No. 


6642 




Seq. ID 


OJ990201_04.9819. 


C12 






1 "3Q77 

J. O -7 / f 




Strand 








Start 


4392 




End 


5895 






Name 


OJ990201 04.9819.C12.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


1967 




End 


2287 






GI 


none 




Score 


224 






Exons 


1967. .2188, 1969. .2187, 


2209. 


.2286, 2213.. 2287 






Seq. No. 


6642 




Con T n 




C12 






1 ^Q77 












Start 


4392 




End 


5895 






Name 


OJ990201 04.9819.C12.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


2213 




End 


2395 






GI 


none 




Score 


221 






Exons 


2213.. 2395, 2213.. 2353, 


2215. 


.2394 








Seq. No. 


6642 




Seq. ID 


OJ990201_04.9819. 


C12 




Gene No. 


13977 




Strand 








Start 


4392 




End 


5895 






Mama 


OJ990201 04.9819.C12.ol 


.gp 


Method 


AAT/GAP . 






Start 


4392 




End 


5126 






GI 


101153 1.R1084 




Score 


418 






Exons 


4392. .4451, 4886. .5126 












GI Descrip. 


•5852170/embl AL117265. 1 IOST17804 1.0e-115 Oryza sativa 








indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :tl7804 


1 


cn 


Seq. No. 


6642 




Seq. ID 


OJ990201_04.9819. 


C12 


j* j s 


Carta M f~\ 


13977 




Strand 






r ^ 


Start 


4392 




End 


5895 




1 _ s 


Name 


OJ990201 04.9819.C12.o3 


,gs 


Method 


GENSCAN 




CS 


Start 


4854 




End 


5895 




: *1 


GI 


none 




Score 


.82 




f jj 


Exons 


4854. .4994, 5466. .5589, 


5820. 


.5895 








Seq. No. 


6643 




Seq. ID 


OJ990201_04.9819. 


C13 




Gene No. 


13978 




Strand 


+ 






Start 


1 




End 


698 




■ s 


Name 


OJ990201 04.9819.C13.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


698 






GI 


6907089 




Score 


786 






Exons 


1. .698 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


6643 




Seq. ID 


OJ990201_04.9819. 


C13 




ucllc JNQ . 


13978 




Strand 


+ 






Start 


1 




End 


698 






Name 


OJ990201 04.9819.C13.ol 


. gs 


Method 


GENSCAN 






Start 


67 




End 


541 






GI 


none 




Score 


.62 






Exons 


67. .346, 374. .541 












Seq. No. 


6644 




Seq. ID 


OJ990201_04. 9819. 


C14 




Gene No. 


13979 




Strand 


+ 






Start 


121 




End 


423 






Name 


OJ990201 04.9819.C14.ol 


. gs 


Method 


GENSCAN 






Start 


121 




End 


423 






GI 


none 




Score 


.62 





6901 



Exons 



121. .423 



Seq. No. 


6645 


Seq. ID 


OJ990201_04. 


9819 


.C15 


Gene No. 


13980 


Strand 


+ 






Start 


114 


End 


446 






Name 


OJ990201 04.9819.C15.ol.gs 


Method 


GENSCAN 






Start 


114 


End 


446 






GI 


none 


Score 


.75 






Exons 


114. .267, 367. .446 










beq. no. 




beq. xu 




QQ1 Q 


. LID 


Gene No. 


13980 


Strand 


+ 






Start 


114 


End 


446 






Name 


OJ990201 04.9819.C15.ol.np 


Method 


AAT/NAP 






Start 


114 


End 


443 






GI 


3192690 


Score 


515 






Exons 


114 . .443 










GI Descrip. 


(AF064539) gp7 - [Bacteriophage 


N15] 








Seq. No. 


6645 


Seq. ID 


OJ990201_04. 


9819 


.C15 


Gene No. 


13981 


Strand 


* + 






Start 


514 


End 


712 






Name 


OJ990201 04.9819.C15.o2.np 


Method 


AAT/NAP 






Start 


514 


End 


712 






GI 


116701 


Score 


295 






Exons 


514. .712 










GI Descrip. 


MAJOR HEAD PROTEIN (GPE) (GPS) 


(MAJOR 


COAT PROTEIN) 







jj Seq. No. 

Gene No. 
* Start 
^ Name 

Start 
& GI 
3 Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 76032 | pir | | VHBP80 major capsid protein - phage phi-80 
gi|157 69|emb|CAA29926| (X06751) put. major coat protein (AA 
1-341) [Bacteriophage phi-80] 



6646 Seq. ID OJ990201 

13982 Strand + 

1 End 709 

OJ990201JD4 . 9819.C19.ol.np Method AAT/NAP 

1 End 616 

6907089 Score 96 
1..229, 548. .616 

(AP001129) hypothetical protein [Oryza sativa] 



04.9819.C19 



6646 Seq. ID 

13982 Strand 
1 End 
OJ990201_04. 9819.C19.o2.np Method 
403 End 
5042454. Score 
403. .481, 534. .709 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990201_04.9819.C19 
+ 

709 

AAT/NAP 
709 
96 



6647 Seq. ID 

13983 Strand 

608 End 
OJ990201_04. 9819.C20.ol.gs Method 

608 End 

none Score 
608. .656 



OJ990201_04.9819.C20 
656 

GENSCAN 

656 

.63 



6902 



Seq. No. 


6648 


Seq. ID 


OJ990201 


_04.9819.C26 


Gene No. 


13984 


Strand 


+ 




Start 


204 


End 


11855 




Name 


OJ990201 04.9819.C26.ol.gs 


Method 


GENSCAN 




Start 


204 


End 


11855 




GI 


none 


Score 


.84 




Exons 


204. .322, 432. .597, 854. .977 


, 1076.. 1169, 1267. 


.1397, 




1473. .1554, 1661. .1787, 2102 


..2419, 4188. .4214, 


4820. .4930, 




5802. .5915, 6891. .6987, 7i23 


..7169, 7559. .7672, 


7757. .7850, 




8093. .8190, 9089. .9188, 10178 .. 10254 , 


10557. .11855 


Seq. No. 


DDIO 


Seq. ID 


OJ990201 




Vjdlw Li V . 


1 J JO J 


Strand 






Start 




End 


14182 




Name 


n.TQQn9m 04 Qftl Q pOC r*9 -ho 


Method 


TBLASTX: 


or es s 


Start 


Iflfiftl ~ 

XUOOl 


End 


11285 




GI 


none 


Score 


207 




Exons 


i fiftfli 11114 i o 1 1 1 1 "3 

lUOOl . . 11114 f LKJjJH . . 1111 O; 


11145. .11285 




Seq. No. 


6648 


Seq.' ID 


OJ990201 


_04.9819.C26 


W 11C i. . 


1 j"0 J 


Strand 






Start 


1 9 **fin 

liJUU 


End 


14182 




Name 


nTQQpi9ni 04 qqi q roc -t-m 
uuyyuzui U4 . yoiy . uzd . oi . tm 


Method 


TBLASTX: 


L v ia lze 


Start 


1 1 007 

11UU / 


End 


11795 




GI 


none 


Score 


901 




Exons 


1 1 nfi7 1 1 11094 114R9 
11UU / • . 11 / 7J/ 1 1 UZ fl . . 1 1 4 OZ , 


11037. .11765, 11501 


1 1 7 Q4 

• . 11 / 4 


Seq. No. 


6648 


Seq. ID 


OJ990201 


04 9819 C26 


Gene No. 


13985 


Strand 






Start 


12360 


End 


14182 




Name 


OJ990201 04.9819.C26.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


11052 


End 


11693 




GI 


none 


Score 


85 




Exons 


11052. .11123, 11067. .11135, 


11133. .11255, 11238 


. .11648, 




11246. .11440, 11501. .11683, 


11508. .11693, 11648 


. .11686 


Seq. No. 


6648 


Seq. ID 


OJ990201 


_04.9819.C26 


Gene No. 


13985 


Strand 






Start 


12360 


End 


14182 




Name 


OJ990201 04.9819.C26.ol.gp 


Method 


AAT/GAP 




Start 


12360 


End 


14013 




GI 


13125 1.R1084 


Score 


1864 




Exons 


12360. .12875, 1297 6 .. 13078 , 


13249. .13332, 13420 


. .13515, 




13592. .13642, 13734 .. 13874 , 


13954. .14013 





GI Descrip. ' 1709129/sp | P51139 | MSK3_MEDSA 1.0e-135 GLYCOGEN SYNTHASE 

KINASE-3- HOMOLOG MSK-3 >gi_481018_pir S37642 protein kinase 

MSK-3 (EC 2.7.1.-) - alfalfa >gi_31314 8_emb_CAA4 84 72_ (X68409) 
protein kinase [Medicago sativa] 1 



Seq. No. 6648 

Gene No. 13985 

Start 12360 

Name OJ990201_04 . 9819 . C26 . o2 . tm 

Start 12787 

GI none 

Exons 12787. .12873, 12787 .. 12876, . 

.12977. .13078, 12978 .. 1307 6, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12788 

13225 



OJ990201 04.9819.C26 



14182 

TBLASTX: Maize 
14031 
66 

12877, 12953. .13075, 
13341, 13226. .13315, 



6903 




13248. .13334, 13249. .13338, 

13417. .13518, 13419. .13523, 

13590. .13643, 13734 13874, 

13947. .14015, 13951. .14022, 




13406. .13516, 13417. .13518, 

13589. .13633, 13590 .. 13643, 

13735. .13875, 13943 .. 14011, 
13951. .14031 



Seq. No. 6648 
Gene No. 13985 
Start 12360 

Name OJ990201_04 . 9819.C26.ol. tc 

Start 12790 
GI none 

Exons 12790. .12876, 12791 .. 12877, 

13225. .13341, 13226 .. 13315, 
13421. .13528, 13422 .. 13517, 
13590. .13643, ' 13734. .13874, 
13747. .13878, 13748 13885, 
13951. .14031 



Seq. ID OJ990201_04.9819.C26 
Strand 

End 14182 

Method TBLASTX : Cress 

End 14031 

Score 88 
12950. .13075, 12983 .. 13072, 
13417. .13518, 13421. .13516, 
13589. .13633, 13590 .. 13643, 
13734. .13874, 13735 .. 13875 , 
13874. .13951, 13943 .. 14029, 





Seq. No. 


6648 




Seq. ID 


OJ990201 


_04.9819 


.C26 




Gene No. 


13985 




Strand 










Start 


12360 




End 


14182 








Name 


OJ990201 04.9819.C26. 


pl.ts 


Method 


TBLASTX : 


Soybean 






Start 


12791 




End 


14031 






: d 


GI 


none 




Score 


65 






1 *~: 


Exons 


12791. .12886, 12808.. 


12876, 


12922. . 13062, 12959 


. .13075, 




fn 




12977. .13069, 13225.. 


13341, 


13226. .13315, 13402 


. .13518* 








13421. .13516, 13581.. 


13643, 


13582. .13644, 13590 


. .13646, 




i ^ 




13734. .13874, 13738.. 


13875, 


13747. .13878, 13748 


. .13921, 




i'3 

Ly 




13916. .13933, 13951.. 


14031, 


13952. .14029 








Seq. No. 


6648 




Seq. ID 


OJ990201 


_04.9819 


.C26 


!=: 5 


Gene No. 


13985 




Strand 








: — 


Start 


12360 




End 


14182 








Name 


OJ990201 04.9819.C26. 


o2 .gs 


Method 


GENS CAN 








Start 


12793 




End 


13874 






\.\ 


GI 


none 




Score 


. 96 






! 
i 


Exons 


12793. .12875, 12976.. 


13078, 


13249. .13332, 13420 


. .13515, 




■ ~~- 

"i 




13592. .13642, 13734.. 


13874 










1,3 


Seq. No. 


6648 




Seq. ID 


OJ990201 


_04.9819 


.C26 




Gene No. 


13985 




Strand 










Start 


12360 




End 


14182 








Name 


OJ990201 04.9819.C26. 


ol.np . 


Method 


AAT/NAP 








Start 


12796 




End 


'14182 








GI 


2191169 




Score 


790 








Exons 


12796. .12888, 12965.. 


13078, 


13249. .13332, 13420 


. .13515, 








13592. .13642, 13734.. 


13905, 


13936. .14182 








GI Descrip. 


(AF007270) Similar tc 


shaggy related protein kinase. Belongs 






the CDC2/CDKX subfamily [Arabidopsis thaliana] 








Seq. No. 


6648 




Seq. ID 


OJ990201 


_04.9819 


.C26 




Gene No. 


13985 




Strand 










Start 


12'360 




End 


14182 








Name 


OJ990201 04.9819.C26. 


ol. tw. 


Method 


TBLASTX : 


Wheat 






Start 


12814 




End 


13518 








GI 


none 




Score 


63 








Exons 


12814';-. 12876, 12983.. 


13075, 


13086. .13130, 13246 


. .13341, 





6904 



13249. .13338, 13417 13518, 134 18 13516, 13420.. 13518 



Seq. No. 6649 
Gene No. 13986 
Start 1 

Name OJ990201_04 . 9819 . C27 . ol . gp 

Start 1 
GI 13125_1.R1084 
Exons 1..34, 120.. 194 

GI Descrip. 1 1709129/sp | P51139 | MSK3_MEDSA 1.0e-135 GLYCOGEN SYNTHASE 

KINASE-3 HOMOLOG MSK-3 >gi_481018_pir S37642 protein kinase 

MSK-3 (EC 2.7.1.-) - alfalfa >gi_313148_emb_CAA484 72_ (X68409) 
protein kinase [Medicago sativa] 1 



Seq. ID OJ990201_04.9819.C27 
Strand 

End 6856 

Method AAT/GAP 

End 194 

Score 161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



I:!; Seq. No. 

Gene No. 

£3 Start 

j.J Name 

!*i Start 

S GI 

1 ^ Exons 



''J 

hi 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



6649 

13986 

1 

OJ990201_04;9819.C27.ol.np 
1 

1709129 



Seq. ID OJ990201_04.9819.C27 
Strand 

End 6856 

Method AAT/NAP 

End 967 

Score 623 



1..34, 120. .392, 499. .558, 673. .741, 821. .967 

GLYCOGEN SYNTHASE KINASE-3 HOMOLOG MSK-3 gi I 481018 | pir | | S37 642 

protein kinase MSK-3 (EC 2.7.1.-) - alfalfa 

gi I 313148 |emb| CAA484 72 | (X68409) protein kinase [Medicago 

sativa] 



6649 
13986 - 
1 

OJ990201_04.9819.C27.ol.tm 

2 

none 



Seq. ID OJ990201_04.9819.C27 
Strand 

End 6856 

Method TBLASTX : Mai ze 

End 1035 

Score 47 



2. .79, 4. .45, 117. .392, 119. .394, 121. .396, 499. .561, 500. .562, 
643. .768, 674. .766, 842. .967, 845.-988, 855. .977, 976. .1035, 
990. .1031 



6649 

13986 

1 

OJ990201_04.9819.C27.ol.ts 
5 

none 



Seq. ID OJ990201_04.9819.C27 
Strand 

End 6856 

Method TBLASTX : Soybean 

End 94 6 

Score 197*:. 



5. .79, 117. .395, 117. .392, 130. .393, 133. .396, 134. .394, 
499. .561, 500. .562, 617. .766, 643. .768, 842. .946 



Seq. No. 6649 

Gene No. 13986 

Start 1 

Name OJ990201_04 . 9819 . C27 . ol . tc 

Start 117 

GI none 
Exons 



Seq. ID OJ990201JD4 .9819.C27 
Strand 

End 6856 

Method TBLASTX : Cress 

End 907 

Score 168 



117. .392, 120. .374, 133. .411, 499. .561, 500. .562, 501. .566, 
623. .766, 643. .768, 842. .907 



Seq. No. 
Gene No. 
Start 



6649 

13986 

1 



Seq. ID OJ990201_04.9819.C27 
Strand 

End 6856 



6905 



Name 

Start 

GI 

Exons 



OJ990201_04 .9819.C27.ol.tw Method 
117 End 
none Score 



TBLASTX: Wheat 

741 

243 



117. .392, 118. .396, 122. .418, 122. .394, 497. .559, 499. .561, 
500. .559, 628. .741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



y Seq. No. 
3 Gene No. 
jj Start 
5, Name 
Start 
GI 
Exons 
3 GI Descrip. 

■J 

Seq. No. 

» ' Gene No. 

i start 

J Name 
3 Start 
GI 

Exons 



6649 Seq. ID 

13986 Strand 

1 . End 

OJ990201_04 .9819.C27.ol.gs Method 

120 End 

none Score 



OJ990201_04 .9819.C27 

6856 
GEN SCAN 
6856 
.61 



120. .392, 499. .558, 673. .765, 845. .922, 1741. .2026, 4112. .4140, 
4376. .4440, 5414. .5508, 5531. .5666, 6312. .6378, 6854. .6856 



6649 

13986 

1 

OJ990201_04.9819.C27.o2.gp 
361 

155JL.R1084 
361.. 392, 499.. 558, 



OJ990201 04.9819.C27 



Seq. ID _ 
Strand 

End 6856 
Method AAT/GAP 
End - 1990 
Score 94 0 
845. .1031, 1849. .1990 
, 1709129/sp|P51139|MSK3_MEDSA 3.0e-27 GLYCOGEN SYNTHASE KINASE-3 

HOMOLOG MSK-3 >gi_481018_pir S37642 protein kinase MSK-3 (EC 

2.7.1.-) - alfalfa >gi_313148_emb_CAA48472_ (X68409) protein 
kinase [Medicago sativa] 1 



673. .765, 



6649 Seq. ID 

13986 Strand 

1 End 

OJ990201_04 . 981 9 . C27 . o2 . np Method 

4064 End 

6539588 Score 
4064. .4122, 5428. .5673 

(AP000837) hypothetical protein [Oryza sativa] 



OJ990201_04 .9819.C27 

6856 
AAT/NAP 
5673 
179 



6650 Seq. ID 

13987 Strand 

1348 • End 
OJ990201_04 . 9819.C28.ol.gs Method 

1348 End 

none Score 

1348. .1446, 2366.. 2461 



OJ990201_04 .9819.C28 

, + 

2461 
GENSCAN 
2461 
.69 



Seq. No. 


6650 










Seq. ID 


OJ990201_ 


_04 


.9819. 


.C28 


Gene No. 


13988 










Strand 


+ 








Start 


3624 










End 


5838 








Name 


OJ990201 04 


.9819, 


.C28 


.ol. 


• gp 


Method 


AAT/GAP 








Start 


3425 










End 


3718 








GI 


none 










Score 


449 








Exons 


3425. .3718 




















Seq. No. 


6650 










Seq. ID 


OJ990201_ 


04 


.9819, 


.C28 


Gene No. 


13988 










Strand 


+ 








Start 


3624 










End 


5838 








Name 


OJ990201 04 


.9819. 


.C28 


.o2, 


;gs 


Method 


GENSCAN 








Start 


3624 - 










End 


5780 









6906 



GI 

Exons 



none Score .91 

3624.. 3761, 4568.. 4759, 4873.. 5108, 5198.. 5780 



oeq. no. 


6650 


Seq. ID 


OJ990201 


04.9819. 


C28 


Gene No. 


13988 


Strand 


+ 






Start 


3624 


End 


5838 






Name 


OJ990201 04.9819.C28.ol.np 


Method 


AAT/NAP 






Start 


3687 


End 


5783 






GI 


3643085 


Score 


996 






Exons 


3687. .3778, 4579. .4759, 4873. .5108, 5198. .5783 ■ 






GI Descrip. " 


(AF075580) protein phosphatase-2C; PP2C [Mesembryanthemum 




crystallinum] 










oeq • vto . 


6650 


Seq. ID 


OJ990201 


04.9819. 


C28 


Gene No. 


13988 


Strand 


+ 






Start 


3624 


End 


5838 






Name 


OJ990201 04.9819.C28.o2.gp 


Method 


AAT/GAP 






Start 


4683 


End 


5838 






GI 


27475 1.R1084 


Score 


1736 






Exons 


4683.. 4759, 4873.. 5108, 5198.. 5838 








GI .Descrip. 


f 3643085/gb|AAC36698 | 4 .0e- 


50 (AF075580) protein 


phosphatas 




PP2C [Mesembryanthemum crystallinum] ' 








Seq. No. 


6650 


Seq. ID 


OJ990201_ 


04.9819. 


C28 


Gene No. 


13989 


Strand 


+ 






Start 


14035 


End 


17948 






Name 


OJ990201 04.9819.C28.o4.gs 


Method 


GENSCAN 






Start 


14035 


End 


17948 






GI 


none 


Score 


.66 






Exons 


14035. .14107, 15065. .15282, 


17805. .17948 






oeq • ino • 


6650 


Seq. ID 


OJ990201_ 


04.9819. 


C28 


Gene No. 


13990 


Strand 


+ 






Start 


19327 


End 


24120 






Name 


OJ990201 04.9819.C28.o4.gp 


Method 


AAT/GAP 






Start 


19327 


End 


23123 






GI 


25231 1.R1084 


Score 


1066 






Exons 


19327. .19662, 22861.. 23123 










GI Descrip. 


'3928088 8.0e-26 (AC005770) 


-putative peroxidase 


[Arabidopsi 




thaliana] 1 










Seq. No. 


6650 


Seq. ID 


OJ990201_ 


04.9819. 


C28 


Gene No^ 


13990 


Strand 


+ 






Start 


19327 


End 


24120 






Name 


OJ990201 04.9819.C28.o3.np 


Method 


AAT/NAP 






Start 


19465 


End 


23664 






GI 


4760700 


Score 


448 






Exons 


19465. .19662, 22861 .. 23410, 


23437. .23664 






GI Descrip. 


(AB024437) peroxidase 1 [Scutellaria baicalensis] 




Seq. No. 


6650 


Seq. ID 


OJ990201_ 


0'4.9819. 


C28 


Gene No. 


13990 


Strand 


+ 






Start 


19327 


End 


24120 






Name 


OJ990201 04.9819.C28.o5.gp 


Method 


AAT/GAP 






Start 


23501 


End 


24120 






GI 


none 


Score 


1191 






Exons 


23501. .24120 











6907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6650 Seq. ID 

13991 Strand 

24917 End 

OJ990201_04 . 98 1 9 . C28 . 08 . gs Method 

24917 End 

none Score 



OJ990201_04 . 9819. C28 
+ 

27542 
GENSCAN 
27542 
.67 



24917. .25260, 25266. .25630, 26064 26161 , 26213 .. 26327 , 
26642. .26703, 26900. .27059, 27121 27320, 27425.. 27542 



v Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



6650 

13992 

7645 

OJ990201_04 .9819.C28.o3.gs 

7645 

none 



OJ990201 04.9819.C28 



Seq. ID 
Strand 

End 12999 
Method GENSCAN 
End 12999 
Score .72 

7645. .7766, 7908.. 8007, 8105. .8260, 8769.. 9032, 9123.. 9337, 
9423.. 10232, 11318 .. 11871, 12052 .. 12211 , 12719 .. 12767, 
12955.. 12999 



Seq. No. 

Gene No. 

Start 
,»» Name 
'"t Start 

GI 

*in Exons 

ru 

■;3 GI Descrip. 

! i : 

Seq. No. 
m Gene No. 
!2 Start 
f=\ Name 
1:1 Start 

: H : gi 

? & Exons 



6650 Seq. ID 

13992 Strand 

7 645 End 

OJ990201_04.9819.C28.o2.'np Method 

7906 . . End 

2191168 Score 



OJ990201_04.9819.C28 

12999 
AAT/NAP 
11909 
604 



7906. .8260, 8769. .9032, 9123. .9368, 9400. .10277, 11193. 
11523. .11909 

(AF007270) contains similarity to myosin heavy chain 
[Arabidopsis thaliana] 



,11492, 



6650 Seq. ID 

13992 Strand 

7645 End 
OJ990201_04.9819.C28.o3.gp Method 

9298 End 

568359 Score 

9298.-9337, 9423.. 9803 



OJ990201_04 . 9819. C28 

12999 
AAT/GAP 
9803 
810 



Seq. No. 6650 
Gene No. 13993 
Start 22807 

Name OJ990201_04 . 9819. C28 .ol . tm 

Start 4577 
GI none 

Exons 4577.. 4762, 4594.. 4761, 4616. 

4873.. 5109, 4876.. 5112, 5180. 
5196. .5588, 5565. .5660, 5580. 
5718. .5858 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990201 04.9819.C28 



23676 

TBLASTX: Maize 
5858 
235 

4762, 4868. .5071, 4872. 
5566, 5190.. 5573, 5191. 



,5108, 
.5352, 



.5651, 5624. .5656, 5691. .5780, 



Seq. No. 6650 

Gene No. 13993 

Start 22807 

Name OJ990201_04 . 9819 . C28 . ol . ts' 

Start 4613 

GI none 
Exons 



Seq. ID OJ990201_04.9819.C28 
Strand 
End 

Method 
End 
Score 



23676 

TBLASTX : Soybean 

5768 

215 



4613. .4762, 4615. .4761, 4872. .5108, 4873. .5109, 5180. .5659, 



'6908 







5196. .5654, 


5706. 


.5768, 


5714. 


.5767 






Seq. No. 


6650 








Seq. ID 


OJ990201_04.9819.C28 




Gene No. 


1 J 








Strand 






Start 


22807 - 








End 


23676 




Name 


OJ990201 04 


.9819. 


C28.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5067 








End 


5656 




GI 


none 








Score 


61 




Exons 


5067. .5105, 


5068. 


.5109, 


5181. 


.5648, 5196. .5648, 5201. .5656 




Seq. No. 


6650 








Seq. ID 


OJ990201_04.9819.C28 




Gene No . 


1 OQQO 








Strand 






Start 


22807 








End 


23676 




Name 


OJ990201 04 


.9819. 


C28.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5262 








End 


5594 




GI 


none 








Score 


490 




Exons 


5262. .5594, 


5262. 


.5594 










Seq. No. 


6650 








Seq; ID 


OJ990201JD4 . 9819 .C28 




Gene No. 


13993 








Strand 






Of -i >- 4- 










End 


23676 




Name 


OJ990201 04 


.9819. 


C28.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


7908 








End 


9043 




GI 


none - 








Score 


98 




Exons 


7908. .8000, 


7924. 


.8016, 


7927. 


.8016, 8099.. 8260, 8102.. 8260,, 


si 

Si 
: t 




8106. .8261, 


8760. 


.9038, 


8768. 


.9043, 8770. .9039 


u 


Seq. No. 


6650 








Seq. ID 


OJ990201_04 . 9819 .C28 




Gene No. 


13993 








Strand 






C +- -» 
OLdlU 


ZZoU / 








End 


23676 


li 


Name 


OJ990201 04 


.9819. 


C28.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


7918 








End 


9218 


Li 


GI 


none 








Score 


83 




Exons 


7918. .8010, 


8117. 


.8254, 


8196. 


.8258, 8764. .9045, 8778. .9044, 






9120.. 9218, 


9124. 


.9216 








1 


Seq. No. 


6650 








Seq. ID 


OJ990201_04 . 9819 .C28 




Gene No . 










Strand 






Start 


22807 








End 


23676 


5 


Name 


OJ990201 04 


.9819. 


C28.o3 


.tc 


Method 


■ TBLASTX: Cress 


=3 


Start 


8838 








End 


9335 




GI 


none 








Score 


111 




Exons 


8838. .9044, 


8863. 


.9033, 


9120. 


.9251, 9132.. 9242, 9309.. 9335 




Seq. No. 


6650 








Seq. ID 


OJ990201_04. 9819.C28 




Gene No. 


13993 








Strand 






Start 


22807 








End 


23676 




Name 


OJ990201 04 


.9819. 


C28.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


9661 








End 


10223 




GI 


none 








Score 


106 




Exons 


9661. .9807, 


9671. 


.9808, 


9672. 


.9851, 9889. .9933, 9910. .9948, 



9911.. 10090, 9914.. 10132, 9915.. 10133, 9991.. 10137, 9993.. 10136 
10134. .10223, 10134.. 10220 



Seq. No. 
Gene No. 
Start 



6650 

13993 

22807 



Seq. ID OJ990201_04.9819.C28 
Strand 

End 23676 



6909 



Name - 
Start 
GI 

Exons 



OJ990201 04.-9819.C28.o2.tm 



Method TBLASTX: Maize 



19536 " End 23676 

none Score 65 

19536. .19607, 19537 .. 19662, 19539 .. 19661, 2284 5 .. 23135, 

22855. .23163, 23137 23466, 23139 23405, 23421 .. 23558 , 

23424. .23558, 23434 .. 23676, 23476.. 23616 



Seq. No. 6650 

Gene No. 13993 

Start 22807 

Name OJ990201_04 . 9819.C28.o2. tc 

Start 19537 

GI none 

Exons 19537. .19662, 22855 .. 23055, 
23079. .23126, 23205.. 23273 



Seq. ID OJ990201_04.9819.C28 
Strand 

End 23676 

Method TBLASTX : Cress 

End 23274 

Score 84 
22989. .23039, 23050 .. 23274 , 



5«% 
PS? 



Seq. No. 6650 

Gene No. 13993 

Start 22807 

Name OJ990201_04 . 9819.C28.o3. ts 

Start 19537 

GI none 

Exons 19537. .19662, 22845.-22877, 
22989.. 23039, 23050.. 23274 

:3 Seq. No. 6650 

J\ Gene No. 13993 

s n Start 22807 

;S Name OJ990201_04 . 9819 .C28 . o7 . gs 

^ Start 22807 

^ GI none 

Exons 22807.. 23646 

Seq. No. 6651 

Gene No. 13994 

Start 242 

Name OJ990201_04 . 9819.C29.ol.gs 

Start 242 

GI none 

Exons 242.. 358 



13 



Seq. ID OJ990201_04.9819.C28 
Strand 

End 23676 

Method TBLASTX : Soybean 

End 23274 

Score 93 
22855. .22893," 22912 .. 2304 9, 



Seq. ID OJ990201_04.9819.C28 
.Strand 

End 23676 

Method GENSCAN. 

End 23646 

Score .96 



Seq. ID OJ990201_04.9819.C29 

Strand + 

End 358 

Method GENSCAN 

End 358 

Score .47' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6651 , Seq. ID 

13995 Strand 

3168 End 
OJ990201_04 . 9819 . C29 . o2 . gs Method 

3168 End 

none Score 

3168. .3310, 3328. .3601, 3960. .4213, 



OJ990201_04.9819.C29 

4213 
GENSCAN 
4213 
.5 



Seq. No. 6652 . Seq. ID 

Gene No. 13996 ' Strand 

Start 263 End 

Name OJ990201JD4 . 9819 . C30 . ol . gs Method 

Start 263 End 

GI none Score 

Exons 263.. 2443 



OJ990201_04.9819.C30 
+ 

2443 
GENSCAN 
,2443 
.77 



6910 



Seq. No.- 6652 Seq. ID 

Gene No. 13996 Strand 

Start 263 End 

Name OJ990201_04 . 9819. C30 .ol . np Method 

Start 263 End 

GI 6016874 Score 

Exons 263.. 341, 425.-562, 627.. 859, 1250 
GI Descrip. 



o;j"990201_04 
+ 

2443 
AAT/NAP 
2441 
1796 

1409, 1803.. 1982, 



9819.C30 



2100. .2441 



(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P0301X)) [Oryza sativa] 



Seq. No. 


6652 






Seq., ID 


OJ990201_04.9819 


.C30 


Gene No. 


13996 






Strand 


+ 




Start 


263 






End 


2443 




Name 


OJ990201 04.9819.C30 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


611 






End 


1057 




GI 


none 






Score 


69 




Exons 


611. .697, 683. .961, 


706 


. .891, 


962. .1024, 1019. .1057 




Seq. No. 


6652 






Seq. ID 


OJ990201_04.9819 


.C30 


Gene No. 


13996 






Strand 


+ 




Start 


263 






End 


2443 




Name 


OJ990201 04.9819.C30 


.ol 


• gp 


Method 


AAT/GAP- 




Start 


952' 






End 


1460 




GI 


uC-osflcypll0c07bl 






Score 


958 





; Exons 

H GI Descrip. 

i I 

3 



952.. 1460 

, 4680178/gb|AF111709.1 IAF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 





Seq. No. 


6652 








Seq. ID 


OJ990201_04.9819. 


C30 




Gene No. 


13996 








Strand 


+ 




y 


Start 


263 








End 


2443 






Name 


OJ990201 04 


.9819. 


C30.o3 


. tm 


Method 


TBLASTX: Maize 




E 


Start 


1151 








End 


1465 




e" 


GI 


none 








Score 


65 




'4 


Exons 


1151. .1225, 


1238. 


.1465, 


1246. 


.1464 








Seq. No. 


6652 








Seq. ID 


OJ990201_04.9819. 


C30 




Gene No. 


13996 








Strand 


+ 




_i 


Start 


263 








End 


2443 






Name 


OJ990201 04 


.9819. 


■C30.O4 


. tm 


Method 


TBLASTX: Maize 






Start 


1670 








End 


2022 






GI 


none 








Score 


239 






Exons 


1670. .1951, 


1681. 


.2022 












Seq. No. 


6652 








Seq. ID 


OJ990201_04.9819. 


C30 




Gene No. 


13996 








Strand 


+ 






Start 


263 








End 


2443 






Name 


OJ990201 04 


.9819. 


C30.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2134 








End 


2377 






GI 


none. 








Score 


282 






Exons 


2134. .2292, 


2144. 


.2377 












Seq. No. 


6653 








Seq. ID 


OJ990201_04.9819. 


C31 




Gene No. 


13997 








Strand 








Start 


1 








End 


1382 





6911 



Name .*QJ990201_04 i 9819 . C31. ol . np 'Method AAT/NAP 

Start 1 End 1382 

GI 6016874 Score 189 

Exons 1..238, 1115.. 1382 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 6654 Seq. ID 

Gene No. 13998 Strand 

Start 596 End 

Name OJ990201_04 . 981 9 . C32 . ol . gp Method 

Start 596 End 

GI 27475_1.R1084 Score 

Exons 596. . 671 

GI Descrip. 1 3643085/gb | AAC36698 | 4.0e-50 (AF075580) protein phosphatase-2C 
PP2C [Mesembryanthemum crystallinum] 1 



OJ990201_04.9819.C32 
+ 

671 

AAT/GAP 

671 

99 



■i3 

in 

ru 

.s ss. 



JCvji ViKJ • 


yojj 




Seq. ID 


vu .7 -3 U £. \J J. 


Gene No. 


13999 




Strand 




Start 


269 




End 


634 


Name 


OJ990201 04.9819.C33.ol, 


.gs 


Method 


GENSCAN 


Start 


269 




End 


634 ■ 


GI 


none 




Score 


1 


Exons 


269. .634 








Seq. No. 


6656 




Seq. ID 


OJ990201 


UCUC INO • 






Strand 


4. 


Start 


337 




End 


647 


Name 


OJ990201 04.9819.C34.ol, 


.gs 


Method 


GENSCAN 


Start 


337 




End 


647 


GI 


none 




Score 


.54 


Exons 


337. .647 








Seq. No. 


6657 




Seq. ID 


OJ990201 


Gene No. 


14001 




Strand 


+ 


Start 


132 




End 


743 - 


Name 


OJ990201 04.9819.C35.ol, 


.np 


Method 


AAT/NAP 


Start. 


132 




End ■ 


743 


GI 


6907089 




Score 


789 


Exons 


132. .743 








GI Descrip. 


(AP001129) hypothetical 


protein . [Oryza 


sativa] 


Seq. No. 


6658 




Seq. ID 


OJ990201 


Gene No. 


14002 




Strand 


+ 


Start 


1 




End 


1158 


Name 


OJ990201 04.9819.C36.ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1158 


GI 


6539586 




Score 


1231 


Exons 


1. .1158 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


6658 




Seq. ID 


OJ990201 


Gene No. 


14002 




Strand 


+ 


Start 


1 




End 


1158 


Name 


OJ990201 04.9819.C36.ol. 


gs 


Method 


GENSCAN 


Start 


123 




End 


987 



6912 



GI none Score. ! : .81 

Exons 123.. 161, 180.. 329, 589.-987 



Seq. No. 6659 Seq. ID OJ990201_04 , 

Gene No. 14003 Strand + 

Start 85 End 231 

Name OJ990201_04 . 9819.C37 .ol .gs Method GENSCAN 

Start 85 End 231 

GI none Score .99 

Exons 85.. 231 



9819. C37 



Seq. No. 6659 Seq. ID 

Gene No. 14004 Strand* 

Start 852 End 

Name OJ990201_04 . 98 19 . C37 . o2 . gs Method 

Start 852 End 

GI none Score 

Exons 852.. 2182 



OJ990201_04. 9819.C37 

2316 
GENSCAN 
2182 
.51 



: == = 



Seq. No. 6659 Seq. ID OJ990201_04 . 9819 . C37 

Gene No. 14004 Strand - 

Start 852 End 2316 

Name OJ990201_04 . 9819 . C37 .ol . np Method AAT/NAP 

Start 855 End 2316 

GI 6498441 Score 2159 

Exons 855.. 1136, 1230.. 2316 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 6659 

Gene No. 14004 

Start 852 

Name 0 J9902 0 1_04 . 98 1 9 . C37 . o2 . tw 

Start 864 

GI none 

Exons 864. .989, 868. .990, 1177. .1461, 1182. .1472 



Seq. ID OJ990201_04.9819.C37 



Strand 
End 

Method 

End 

Score 



2316 

TBLASTX: Wheat 
1472 
69 



"scf 



Seq. No. 6659 Seq. ID 

Gene No. 14004 Strand 

Start 852 End 

Name OJ990201_04 . 9819.C37 .ol. tw Method , 

Start' 1593 End 

GI none Score 

Exons 1593.. 1982, 1669.. 1959 



OJ990201_04.9819.C37 
2316 

TBLASTX: Wheat 

1982 

192 



Seq. No. 


6659 






Seq. ID 


OJ990201_04.9819. 


C37 


Gene No. 


14004 






Strand- 






Start 


852 






End 


2316 




Name 


OJ990201 04, 


.9819.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1623 






End 


1985 




GI 


none 






Score 


80 




Exons 


1623. .1670, 


1653. .1865, 


1662. 


.1985, 1675. .1956 




Seq. No. 


6660 






Seq. ID 


OJ990201_04.9819. 


C38 


Gene No. 


14005 






Strand 


+ 




Start 


3333 






End 


3538 





6913 



•Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990201_04 . 9819 . C38 . o2 . np Method AAT/NAP 
3333 End 3538 

4680186 Score 253 

3333. .3538 

(AF111709) unknown [Oryza sativa subsp. indica] 



6660 

14006 

1 

OJ990201_04.9819.C38.ol.np 
1 

6498441 



Seq. ID OJ990201_04.9819.C38 
Strand 

End 34 66 

Method AAT/NAP 

End 2334 

Score 2559 



1..335, 507. .1230, 1405. .1539, 1722. .2095, 2159. .2334 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



6660 

14006 

1 

OJ990201_04 . 9819 . C38 . ol . gs 

117 

none 



Seq. ID OJ990201_04.9819.C38 
Strand 

End 34 66 

Method GENSCAN 

End 3288 

Score .73 - 



117. .1539, 1722. .2095, 2242. .2376, 3217. .3288 



Seq. ID OJ990201_04 . 9819.C38 
Strand 

End 34 66 

Method AAT/GAP 

End 34 66 

Score 671 



6660 
14006 
1 

OJ990201_04.9819.C38.ol.gp 
3085 

uC-osflcyp033a04bl - 
3085. .3466 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. No. 


6660 




Seq. ID 


OJ990201_04.9819 


.C38 


Gene No. 


14007 




Strand 






Start 


3928 




End 


4465 




Name' • 


OJ990201 04.9819.C38.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


201 




End 


659 




GI 


none 




Score 


87 




Exons 


201.. 350, 202.. 339, 394 


. .570, 


411. .635, 


438. .659 




Seq. No. 


6660 




Seq. ID 


OJ990201_04.9819 


.C38 


Gene No. 


14007 




Strand 






Start 


3928 




End 


4465 




Name 


OJ990201 04.9819.C38.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1068 




End 


1469 




GI 


none 




Score 


90 




Exons 


1068. .1469, 1279. .1422 










Seq. No. 


6660 




Seq. ID 


OJ990201_04.9819 


.C38 


Gene No. 


14007. 




Strand 






Start 


3928 




End ' 


4465 




Name ' 


OJ990201 04 .9819.C38.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1104 




End 


2951 




GI 


none 




Score 


310 





6914 



Exons 


1104. .1517, 


1105. 


.1518, 


2907. . 


2951 . 




Seq. No. 


6660 








Seq. ID 


OJ990201_04 . 9819. C38 




i 4007 








on aiiu 




Start 


3928 








End 


4465 


Name 


OJ990201 04 


.9819. 


C38.ol 


.tm 


Method 


TBLASTX :Maize 


Start 


1191 








End 


1575 


GI 


none 








Score 


231 


Exons 


1191. .1571, 


1210. 


.1575 








Seq. No. 


6660 








Seq. ID 


OJ990201_04.9819.C38 




x ** \j yj i 








o l. x anu 




Start 


3928 








End 


4465 


Name 


OJ990201 04 


.9819. 


C38.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1602 








End 


1957 


GI 


none 








Score 


176 


Exons 


1602. .1640, 


1644. 


.1922, 


1652. . 


1957 




Seq. No. 


6660 








Seq. ID 


OJ990201_04.9819.C38 


Cane Mo 


14007 








Strand 




Start 


3928 








End 


4465 


Name 


OJ990201 04 


.9819. 


C38.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1629 








End 


2087 


GI 


none 








Score 


218 


Exons 


1629. .1871, 


1631. 


.2086, 


1634. . 


2086, 1638.. 2087 


Seq. No. 


6660 








Seq. ID 


OJ990201_04.9819.C38 


OC1IC 1NU * 


1 4007 

X *i \J \J 1 








Strand 




Start 


3928 








End 


4465 


Name 


OJ990201 04 


.9819. 


C38.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1682 








End 


2047 


GI 


none 








Score 


117 


Exons 


1682. .1816, 


1823. 


.2047 








Seq. No. 


6660 








Seq. ID 


OJ990201_04.9819.C38 


Gene No. * 


14007 








Strand 




Start 


3928 








End 


4465 


Name 


OJ990201 04 


.9819. 


C38.o3 


.•np 


Method 


AAT/NAP 


Start 


3928 








End 


4465 


GI 


6907087 








Score 


152 


Exons 


3928. .4029, 


4409. 


.4465 








GI Descrip. 


(AP001129) 


ESTs C72771( 


E2215) , 


AU082313 (E2215) correspond to 




region of the predicted 


gene . ; 


hypothetical protein [Oryza 




sativa] 












Seq. No. 


6661 








Seq. ID 


OJ990201_04.9819.C39 


Gene No. 


14008 








Strand 




Start 


1 








End 


1398 


Name 


OJ990201 04 


.9819. 


C39.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1398 


GI 


6498441 








Score 


1004 


Exons 


1..110, 350 


. .575, 


906. . 


1398 







GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 



6661 



Seq. ID OJ990201_04.9819.C39 



6915 




•(~* a n a KT/"\ 

uene wo . 
















Start 


1 




End 


1398 








Name 


OJ990201 04.9819.C39.ol. 


gs 


Method 


GENSCAN 








Start 


313 




End 


1326 








GI 


none 




Score 


.48 








Exons 


313. .1326 














Seq. No. 


6661 




Seq. ID 


OJ990201 


_04. 


9819. 


C39 








OH Cti 1U 










Start 


1 




End 


1398 








Name 


OJ990201 04.9819.C39.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


346 




End 


691 








GI 


none 




Score 


109 








Exons 


346. .690, 347. .496, 361. 

- 


.690, 


518. . 691 










Seq. No. 


6662 




Seq. ID 


OJ990201 


_04. 


9819. 


C40 


Gene No. 


14009 




Strand 










O Lai. L. 


1 




End 


1963 








Name 


OJ990201 04.9819.C40.ol. 


np 


Method 


AAT/NAP 








Start 


1- - 




End 


1963 








GI 


5042454 




Score 


703 








Exons 


1..638, 691. .789, 1905.. 


1963 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


6662 




Seq. ID 


OJ990201 


_04. 


9819. 


C40 


i^ene jno. 


14009 




Strand 










Start 


1 




End 


1963 








Name 


OJ990201 04.9819.C40.ol. 


gs 


Method 


GENSCAN 








Start 


60 




End 


1498 








GI * 


none 




Score 


.45 








Exons 


60. .638, 691. .897, 1270. 


.1313, 


1429. .1498 








Seq. No. 


6663 




Seq. ID 


OJ990201 


_04. 


9819. 


C43 


Gene No. 


14010 




Strand 


+ 








Start 


82 




End 


421 








Name 


OJ990201 04.9819.C43.ol. 


np 


Method 


AAT/NAP 








Start 


82 




End 


421 








GI 


6907087 




Score 


247 








Exons 


82. .421 















GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
^ region of the predicted gene.; hypothetical protein [Oryza 

sativa] 



Seq. No. 6664 " Seq. ID OJ990201_04 . 9819 . C4 4 

Gene No. 14011 Strand + 

Start 73 End 845 

Name OJ990201_04 . 9819 . C44 .ol . np Method AAT/NAP 

Start 73 End 845 

GI 6907087 , Score 537 

Exons 73.. 458, 509.. 845 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 



6664 

14012 

257 



Seq. ID 

Strand 

End 



OJ990201 04.9819.C44 



685 



6916 



Name 

Start 

GI 

Exons 



OJ990201_04.9819.C44.*ol.gs Method . GENSCAN 

257 End 685 

none Score . 6 
257. .685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6665 

14013 

294 

OJ990301 
294 
none 
294.-364 



08.9819.C3.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301_08.9819.C3 
364 

GENSCAN 

364 

.62 



Seq. No. 6666 Seq. ID 

Gene No. 14014 Strand 

Start 337 End 

Name OJ990301_08 . 9819.C4 .ol .gs Method 

Start 337 End 

GI none Score 

Exons 337.. 528 



OJ990301_08.9819.C4 
+ 

528 

GENSCAN 

528 

.56 



Seq. No. 6667 Seq. ID 

Gene No. 14015 Strand 

Start 624 " End 

Name OJ990301_08 . 9819 . C8 . ol .gs Method 

Start 624 End 

GI none Score 

Exons 624.. 743 



OJ990301_08.9819.C8 
+ 

743 

GENSCAN 

743 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6668 Seq. ID 

14016 Strand 

87 End 

OJ990301_08 . 98 19 . C9 . ol . np Method 

87 End 

4680186 Score 
87. .247, 715. .770 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990301_08.9819.C9 
+ 

770 

AAT/NAP 
770 
170 



6669 Seq. ID 

14017 • Strand 

599 End 
OJ990301_08 . 98 1 9 . Cll . ol . gs Method 

599 End - 

none Score 
599. .697 



OJ990301JD8. 9819. Cll 
697 

GENSCAN 

697 

.44 



Seq. No. 6670 

Gene No. 14018 

Start 1112 

Name OJ990301_08.9819.C17 .ol.gs 

Start 1112 

GI none 

Exons 1112.. 1173, 1537.. 1609 

Seq. No. 6671 

Gene No. 14019 
Start " 861 



Seq. ID OJ990301_08.9819.C17 
Strand 

End 1609 

Method GENSCAN 

End 1609 

Score .41 



Seq. ID OJ990301_08.9819.C18 
Strand + 
End 34 97 



6917 



Name 


OJ990301 08;9819.C18.ol 


.gs* 


Method 


GENSCAN 






Start 


861 




End 


3497 






GI 


none 




Score 


.86 






Exons 


861. .964, 1644. .1716, 3379.-3497 








Seq. No. 


6671 




Seq. ID 


OJ990301_ 


_08.9819. 


C18 


Gene No. 


14020 




Strand 


+ 








4301. 




End 


9415 






Name 


OJ990301 08.9819.C18.ol 


-gp 


Method 


AAT/GAP 






Start 


4232 




End 


5744 






GI 


1050 1.R1084 




Score 


2030 






Exons 


4232. .4451, 4556. .4665, 


5022. 


.5744 








GI Descrip. 


'2224915 1.0e-157 (U95968) beta-expansin [Oryza 


sativa] ' 




Seq. No. 


6671 




Seq. ID 


OJ990301_ 


_08.9819. 


C18 


Gene No. 


14020 




Strand 


+ 






OLalL 


4301 




End 


9415 






Name 


OJ990301 08.9819.C18.ol 


.np 


Method 


AAT/NAP 






Start 


4301 - 




End 


5543 






GI 


2224915 




Score 


1355 






Exons 


4301. .4451, 4556. .4665, 


5022. 


.5543 








GI Descrip. 


(U95968 ) beta-expansin 


[Oryza 


sativa] 








Seq. No. 


- 6671 




Seq. ID 


OJ990301_ 


_08.9819. 


C18 


Gene No. 


14020 




Strand 


+ 






Start 


4301 




End 


9415 






Name 


OJ990301 08.9819.C18.o2 


.gs 


Method 


GENSCAN 






Start 


4301 




End 


9415 






GI 


none 




Score 


.46 






Exons 


4301. .4451, 4462. .4665, 


5022. 


.5663, 5956.. 6131, 


8898. .9068, 



9404. .9415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6671 Seq. ID 

14021 Strand 
10317 End 
OJ990301_08 . 9819 . C18 . o2 . gp Method 
10209 End 
62731_1.R1084 Score 

10209. .10494, 10599. .10708, 10881.. 11010 
'2224915 8.0e-37 (U95968) beta-expansin [Oryza sativa]' 



OJ990301_08. 9819.C18 
+ 

11408 
AAT/GAP ' 
11010 
953 



6671 Seq. ID 

14021 _ Strand 

10317 End 
OJ990301_08.9819.C18.o2.np Method 
10317 End 
4099919 Score 
10317. .104 94, 10599. .10722/ 10889. .11405 
(U91981) pollen allergen homolog [Triticum aestivum] 



OJ990301_08.9819.C18 
+ 

11408 
AAT/NAP 
11405 
864 



6671 Seq. ID 

14021 Strand 

10317 End 

OJ990301_08 . 9819 . C18 . o3 . gs Method 

10317 End 

none Score 



OJ990301_08.9819.C18 
+ 

11408 
GENSCAN 
11408 
.95 



10317. .10494, 10599. .10708, 10881. .11408 



6918 



Seq. No. 6671 

Gene No. 14022 

Start "26836 

Name OJ990301_08 . 98 19 . C18 . 08 . gs 

Start 26836 

GI none 
Exons 



Seq. ID OJ990301_08.9819.C18 

Strand + 

End 29862 

Method GENSCAN 

End 29862 

Score .55 



26836. .26882/ 28202. .28274, 28882 .. 28977 , 29722.. 29862 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
;>3 GI 

j'U Exons 



i .1 

= 3 y 



6671 Seq. ID 

14023 Strand 

16781 End 

OJ990301_08 . 9819.C18 .o3.np Method 

16781 End 

2979555 Score 
16781. .16804, 18372.. 18764 

(AC003680) unknown protein [Arabidopsis thaliana] 



OJ990301_08.9819.C18 

18764 
AAT/NAP 
18764 
165 



6671 

14024 .V- *. 

21131 

OJ990301_08.9819.C18.o6.gs 

21131 

none 



Seq. ID OJ990301_08.9819.C18 



Strand 
End 

Method 
.End 
Score 



22733 
GENSCAN 
22733 
.8 



21131. .21305, 21728. .21840, 21917 .. 22255, 22656.. 22733 



6671 Seq. ID 

14025 Strand 
23566 End 
OJ990301_08 . 9819 . C18 . o2 . tw Method 
4297 End 
none Score - 

4297. . 
4555. . 
10401, 
10604. 



OJ990301_08.9819.C18 
25555 

TBLASTX: Wheat 

10943 

43 



4344, 4310. .4369, 4391. .4453, 4393. .4452, 4554. .4664, 
4668, 4622. .4669, 5016. .5084, 5021. .5086, 10311 .. 10436, 
.10496, 10427. .10495, 10435 .. 104 97 ,' 10456 .. 10539, 
.10648, 10615. .10713, 10616 .. 10714 , 10878. .10943 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990301 08.9819.C18 



Seq. No. 6671 
Gene No. 14025 
Start 23566 

Name OJ990301_08 . 9819 . C18 . ol . tm 

Start 4355 
GI none 

Exons 4355..44S3, 4390.. 4452, 4549 

5016.. 5357, 5021.. 5338, 5271 
5349. .5540, 10391 .. 104 95, 10395 .. 104 96, 104 35 .. 104 97 , 
10606. .10704, 10607. .10648, 10615. .10713, 10616. .10714, 
10868. .11059, 10878. .11411, 10880.. 11407 



25555 

TBLASTX: Maize 
11411 
121 

4665, 4554.. 4682, 4555. 
5360, 5346.. 5423, 5348. 



4668, 
5536, 



Seq. No. 6671 

Gene No. 14025 

Start 23566 

Name OJ990301_08 . 9819 . C18 . ol . ts 

Start 4382 

GI none 
Exons 



Seq. ID OJ990301_08.9819.C18 
Strand 
End 

Method 
End 
Score 



25555 

TBLASTX : Soybean 
.11405 
74 



4382. .4444, 4543. .4638, 4585. .4668, 5016. .5081, 5027. .5080, 
5096.. 5350, 5100.. 5351, 5367.^.5456, 5456.. 5497, 5457.. 5540, 



6919 



10359. .10487; 10622. . 10714,- 10878 10940, 10904 .. 10939, - 
10955. .11137, 10959. .11198, 11220 .. 11312 , 11319. .11405 





oeq . ino . 


6671 


Seq. ID 


OJ990301_08.9819 


.C18 




Gene No. 


14025 


Strand 








Start 


23566 


End 


25555 






Name 


OJ990301 08.9819.C18.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5087 


End 


11423 






GI 


none 


Score 


87 






Exons 


5087.. 5140, 5087.. 5335, 5088 


. .5339,. 5316. .5426, 5367. .554 9, 






5369.. 5548, 10946 .. 11059, 10946 .. 11137 , 


10947. .11204, 








10977. .11204, 11220. .11423, 


11222. .11404 






Seq. No. 


6671 


Seq. ID 


OJ990301_08.9819 


. Clo 




Gene No. 


14025 


Strand 








Start 


23566 


End 


25555 






Name 


OJ990301 08.9819.C18.o7.gs 


Method 


GENSCAN 






Start 


23566 


End 


25555 






GI 


■ none 


Score 


.58 






Exons 


23566. .23741, 24149 .. 24334, 


24375. .24443, 24596.-24728, 








24826. .24974, 25074 25148, 


25378.. 25555 






Seq. No. 


6672 . 


Seq. ID 


OJ990301_08.9819 


pi q 




Gene No. 


14026 


Strand 








Start 


472 


End 


570 




hJ 


Name 


OJ990301 08.9819.C19.ol.gs 


Method 


GENSCAN 




;.! § 


Start 


472 


End 


570 




! E i s 
; « 


GI 


none 


Score 


.49 




l!3 


Exons 


472. .570 








si 


Seq. No. 


6673 


Seq. ID 


OJ990301_08.9819 


pon 
. C^U 


i. £ 


Gene No. 


14027 


Strand 






rLf 


Start 


1 


End 


751 






Name 


OJ990301 08.9819.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


751 






GI 


4263784 


Score 


210 






Exons 


1..307, 590. .751 










C2. T e? /*< v t r\ 
OX UcSClip . 


(AC006068) putative glycogenin [Arabidopsis thaliana] 




r ^ 


Seq. No. 


6673 


Seq. ID 


OJ990301_08.9819 


.C20 




Gene No. 


14027 


Strand 








Start 


1 


End 


751 






Name 


OJ990301 08.9819.C20.ol.tw 


Method 


TBLASTX: Wheat 






Start 


82 


End 


307 






GI 


none 


Score 


152 






Exons 


82. .294, 98. .307 










Seq. No. 


6673 


Seq. ID 


OJ990301_08. 9819 


.C20 




Gene No. 


14027 


Strand 








Start 


1 


End 


751 






Name 


OJ990301 08.9819.C20.ol.tm 


Method 


TBLASTX: Maize 






Start 


88 


End 


307 






GI 


none 


Score 


171 






Exons 


88. .111, 93. ,293, 98. .307 










Seq. No. 


6673 


Seq. ID 


OJ990301_08.9819 


.C20 




Gene No. 


14027 


Strand 







6920 



'is* 

I s i E 



Start 


1 




End 


751 


Name 


OJ990301 


_08.9819.C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


88 




End 


299 


GI 


none 




Score 


114 


Exons 


88. .270, 


88. .276, 92. .295, 93 


..299, 98 


..292, 102.. 299 


Seq. No. 


6674 




Seq. ID 


OJ990301_08.9819 


Gene No. 


14028 


- /i * 


Strand 




Start 


1 




End 


729 


Name 


OJ990301 


08.9819.C21.ol..np 


Method 


AAT/NAP 


Start 


1 




End 


729 


GI 


4263784 




Score 


238 


Exons 


1..473, 619. .729 






GI Descrip. 


(AC006068) putative glycogenin [Arabidopsis thaliana] 


Seq. No. 


fifi74 

OU / H 














O LI ai LKJ. 




Start 


1 




End 


729 


Name 


OJ990301 


08.9819.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9^7 




nil iv_i. 


4 69 


GI 


none 




Score 


X D J 


Exons 


0X1 44Q 


9R1 460 9 c i^ 469 






Seq. No. 


6674 


















Start 


1 




End 


729 


Name 


OJ990301 


08.9819.C21.ol.tm 


Method 


TBLASTX : Maize 


Start 


94^ 




End 


462 


GI 


none 




Score 


195 


Exons 


94 ^ 4^9 


94R 4 4ff 9R** 4 69 
^.40. . 4 4 O , ^ J O . . 4 OZ 






Seq. No. 


6674 

DO / 4 




Seq. ID 


OJ990301_08.9819 


UC 1 1C liU • 


1 409P 
1 ft O 




Strand 




Start 


1 




End 


729 


Name 


OJ990301 


08.9819.C21.ol.ts 


Method 


TBLASTX : Soybean 


Start 


243 




End 


454 


GI 


none 




Score 


117 


Exons 


243. .425, 


243. .431, 247. .450, 


248. .454 


, 253. .447, 257.. 


Seq. No. 


6675 




Seq. ID 


OJ990301_08. 9819 


\J die li . 


14029 




Strand 


+ 


Start 


85 




End 


2169 


Name 


OJ990301 


08.9819.C25.ol.gs 


Method 


GENSCAN 


Start 


85 




End 


2169 


GI 


none 




Score 


.56 


Exons 


85. .197, 


485. .553, 757. .825, 


1633.. 1887, 2052. .2169 


Seq. No. 


6675 




Seq. ID 


OJ990301_08.9819 


Gene No. 


14029 




Strand 


+ 


Start 


85 




End 


2169 


Name 


OJ990301 


_08.9819.C25.ol.gp 


Method 


AAT/GAP 


Start 


1229 




End 


1708 


GI 


none 




Score 


925 



454 



Exons 



1229. .1708 



Seq. No. 
Gene No. 



6675 
14030 



Seq. ID OJ990301_08.9819.C25 
Strand 



6921 




Start 


1591 








End 


5847*. 


Name 


OJ990301 08 


.9819 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1585 








End 


2110 


GI 


none 








Score 


584 


Exons 


1585. .2100, 


1586 


. .2110, 


1586. 


.2101 




Seq. No. 


6675 








Seq. ID 


OJ990301_08.9819.C25 


Gene No. 


14030 








Strand 




Start 


1591 








End 


5847 


Name 


OJ990301 08 


.9819 


.C25.ol 


.np 


Method 


AAT/NAP 


Start 


1591 








End 


5847 


GI 


2245015 








Score 


1163 


Exons 


1591. .2123, 


2473 


. .2674, 


3345. 


.3606, 4437.. 4626, 5708.. 5847 


GI Descrip. 


(Z97341) glucosyltransf erase 


like protein [Arabidopsis thaliana] 


Seq. No. 










Seq. ID 


OJ990301_08.9819.C25 


Gene No. 










Strand 






i J-/J. 








End 


5847 


Name 




.9819.C25.o2 




Method 


TBLASTX : Soybean 


Start 


1648 








End 


2131 


GI 


none 








Score 


146 


Exons 


1U10 • a X O \J *J , 


1685 


. .1903, 


1 7S8 


.1904, 1843. .1905, 1900. .2025, 




X _7 Vj X . ■ 1 7u J / 


2023 


. .2130, 


2024 


.2131 




Seq. No. 










Seq. ID 


OJ990301_08.9819.C25 


UCilC J.NU • 










Strand 




Start 


1 SQ1 








End 


5847 


Name 




.9819 


.C25.ol 




Method 


TBLASTX: Cress 


Start 










End 


2551 . 


GI 


none 








Score 


157 


Exons 


2023. .2130, 


2233 


. .2382, 


2235. 


.2381, 2253.. 2384, 2480.. 2551 


Seq. No. 










Seq. ID 


OJ990301_08.9819.C25 


Gene No. 


1 4n^n 








Strand 




Start 


1 RQ1 
1 jjI 








End 


5847 


Name 




.9819 


.C25.ol 


• Lb 


Method. 


TBLASTX : Soybean 


Start 










End 


2681 


GI 


none 








Score 


.140 


Exons 


2259.. 2381, 


2260 


. .2382, 


2470. 


.2652, 2470.. 2658, 2474.. 2677, 




2475. .2681, 


2480 


. .2674, 


2484. 


.2681 




Seq. No. 


6675 








Seq. ID 


OJ990301_08.9819.C25 


Gene No. 


14030 








Strand 




Start 


1591 








End 


5847 


Name 


OJ990301 08 


.9819 


.C25.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2298 








End 


4582 


GI 


none 








Score 


96 


Exons 


2298. .2381, 


2299 


. .2382, 


2470. 


.2679, 2475. .2675, 2480. .2689, 




3345. .3530, 


3349 


. .3495, 


3350. 


.3496, 3549. .3602, 4436. .4582, 




4440. .4580 












Seq. No. 


6675 








Seq. ID 


OJ990301_08.9819.C25 


Gene No. 


14030 








Strand 




Start 


1591 








End 


5847 


Name 


OJ990301 08 


.9819 


.C25.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2307 








End 


3401 


GI - 


none 








Score 


53 



6922 



i- it 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2307. .2381, 2308.. 2355, 2464.. 2676, 2478.. 2687, 2480.. 2689, 
3345.. 3401, 3346.. 3399 



6675 

14030 

1591 

OJ990301_08 . 9819 . C25 . o2 . gs 

2468 

none 

2468. .2674, 3345. .3606, 4437. 



Seq. ID OJ990301_08.9819.C25 
Strand 

5847 
GENSCAN 
4759 
.95 



End 

Method 
End 
Score 
.4759 



6675 
14030 
1591 

OJ990301_08.9819.C25.o2.gp 
3313 

uC-osflcypl72h02bl 
3313. .3606, 4437. .4610 

■2245015/emb|CAB10435.1| 3.0e-55 (Z97341) glucosyltransf erase 
like protein [Arabidopsis thaliana] 1 



Seq. ID OJ990301_08.9819.C25 
Strand 

End 584 7 

Method AAT/GAP 

End 4 610 

Score 806 



6675 

14030 

1591 

OJ990301_08.9819.C25.o2.tc 

3498 

none 



Seq. ID OJ990301_08.9819.C25 
Strand 

End 5847 

Method TBLASTX: Cress 

End 4613 

Score 156 



3498. .3530, 3552. .3602, 4436. .4612, 4446. .4613 



6675 

14030 

1591 

OJ990301_08.9819.C25.o3.ts 

3549 

none 



Seq. ID OJ990301_08.9819.C25 
Strand 

End 5847 

Method TBLASTX : Soybean 

End 4597 

Score 131 



3549. .3602, 4436. .4597, 4440. .4592 



Seq. ID OJ990301_08.9819.C26 

Strand + 

End 1429 

Method AAT/NAP 

End 1429 

Score 118 



6676 
14031 
1 

OJ990301_08. 9819.C26.ol.np 
1 

6069646 
1..26, 1262. .1429 

(AP000616) similar to putative reverse transcriptase ,{AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



6676 

14031 

1 

OJ990301_08.9819.C26.ol.gs 

337 . 

none 

337 ...516 ■ 



Seq. ID OJ990301_08.9819.C26 

Strand + 

End 1429 

Method GENSCAN 

End 516 

Score .86 



6923 




oeq. no. 


Do / D 








Seq. ID 


OJ990301- 




Gene No. 


14032 








Strand 


+ 




Start 


7054 








End 


8959 




Name 


OJ990301 08. 


.9819. 


C26.o3. 


gs 


Method 


GENSCAN 




Start 


7054 








End 


8959 




GI 


none 








Score 


.94 




Exons 


7054. .7620, 


7709. 


.7945, 


8039. 


.8128, 8459.. 8566, 


8852. .8959 


Seq. No. 


6676 








Seq. ID 


OJ990301_ 


_08.9819.C26 


Gene No. 


14032 








Strand 


+ 




Start 


7054 








End 


8959 




Name 


OJ990301 08. 


.9819. 


C26.o2. 


gp 


Method 


AAT/GAP 




Start 


7860 








End 


8560 




GI 


none 








Score 


475 




Exons 


7860. .7945, 


8039. 


.8128, 


8459. 


.8560 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

£3 Exons 

; .l 

rji Seq. No. 

Gene No. 
: r X Start 
H Name 
U s Start 
Q GI 
| s y Exons 

GI Descrip. 



6676 

14033 

12013 

OJ990301_08.9819.C26.o5.gs 

12013 

none 



Seq. ID OJ990301_08. 9819.C26 



Strand 
End 

Method 

End 

Score 



+ 

14500 
GENSCAN 
14500 
.42 



12013. .12024, 13354. .13588, 13911 .. 14072, 14289.. 14500 



6676 
14034 
16319 

OJ990301_08.9819.C26.o4.gp 
16319 
4878407 
16319. .16745 

6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301 
+ 

16745 
AAT/GAP 
16745 
676 



08.9819.C26 



'2 ET 



"4 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6676 Seq. ID 

14035 Strand 
20362 , End 

0 J99030 1_08 . 98 19 . C2 6 . o2 . np Method 
20339 End 
6227010 Score 
20339. .20900, 21054 .. 21124 , 21216 
22268. .22400, 224 93 22666, 22770 
(AC009513) Similar to gb|U87147 flavin-containing monooxygenase 
3 from Mus musculus and is a member of the PF 1007 4 3 
Flavin-binding monooxygenase-like family. [Arabidopsis thaliana] 



OJ990301_08. 9819.C26 
+ 

22970 
AAT/NAP 
22970 
743 

21365, 22104. 
22970 



,22189, 



6676 

14035 

20362 

OJ990301_08 . 9819 . C26 . o7 . gs 

20362 

none 



Seq. ID OJ990301_08.9819.C26 



Strand 
End 

Method 

End 

Score 



+ 

22970 
GENSCAN 
22925 
.94 



20362. .20900, 22268 .. 22400, 224 93 .. 22666, 22722 22925 



Seq. No. 
Gene No. 



6676 
14036 



Seq. ID OJ990301_08. 9819.C26 
Strand + 



6924 




ouari. 


K1 A 




End 


27733 


Name 


OJ990301 08.9819.C26 


.08. gs 


Method 


GENSCAN 


Start 


23574 




End 


27.733 


GI 


none 




Score 


.54 


Exons 


23574. .23586, 24338. 


.24408, 24497. .24553, 24591 .. 24735, 




25634. .25732, 27606. 


.27733 






Seq. No. 


6676 




Seq. ID 


..OJ990301_08.9819.C26 


t^ene wo. 


1 A C\ "3*7 




Strand 


- 


Start 


45 




End 


521 


Name 


OJ990301 08.9819.C26 


.ol.gp 


Method 


AAT/GAP 


Start 


45 




bna 




GI 


none 




Score 


835 


Exons 


45. .521 








Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819.C26 


Gene No. 






Strand 


- 


Start 


10418 




End • 


10993 


Name 


OJ990301 08.9819.C26 


.o4 . gs 


Method 


GENSCAN 


Start 


10418 




End 


10921 


GI 


none 




Score 


1 


Exons 


10418. .10921 








Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819.C26 


Gene No. 


14038 




Strand 




Start 


10418 




End 


10993 


Name 




.o3.gp 


Method 


AAT/GAP 


Start 


10541 




End 


10993 


GI 


uC-osrocyp013d05bl 




Score 


795 


Exons 


10541. .10993 








GI Descrip. 


'1084461/pirl IS53012 


6.0e-15 


RCc3 protein - rice >gi 786132 




(L27208) RCc3 [Oryza 


sativa] ' 






Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819.C26 


Gene No. 






Strand 




Start 


15175 




End 


19484 


Name 


OJ990301 08.9819.C26 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


10415 




End 


10676 


GI 


none 




Score 


163 


Exons 


10415. .10669, 10416. 


.10676 






Seq. No. 


6676 




Seq. ID 


OJ990301_08. 9819.C26 


Gene No. 


1 A n *5 Q 




Strand 




Start 


15175 




End 


19484 


Name 


OJ990301 08.9819.C26 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


10418 




End 


10669 


GI 


none 




Score 


143 


Exons 


10418. .10669, 10422. 


.10667 






Seq. No. 


6676 




Seq. ID 


OJ990301_08. 9819.C26 


Gene No. 


14039 




Strand 




Start 


15175 




End 


19484 


Name 


OJ990301 08.9819.C26 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


10419 




End 


10691 


GI 


none 




Score 


311 


Exons 


10419. .10691, 10424. 


.10669 







6925 




Seq. No. 


6676 




Seq. ID 


OJ?90301_08. 9819 


.C26 


/"* rt r> rt XI 

bene ino . 


i a n ^ q 




O l_ -La I Id 






Start 


15175 




End 


19484 




Name 


OJ990301 08.9819.C26. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10424 




End 


10673 




GI 


none 




Score 


185 




Exons 


10424 . .10666, 10425.. 


10673 








Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


Gene No. 


14039 




Strand 






otart 


101/0 




End 


19484 




Name 


OJ990301 08.9819.C26. 


06. gs 


Method 


GENSCAN 




Start 


15175 




End 


19484 




GI 


none 




Score 


.55 




Exons 


15175. .15524, 16165.. 


16290, 


16448. .16609, 16637 .. 16721, 






16856. .17047, 18585.. 


19061, 


19416. .19484 




Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


Gene No. 


i a n q 




Strand 






Start 


15175 




E>na 


1 OA ft A 




Name 


OJ990301 08.9819.C26. 


o4 . tw 


L v iet.n.cjQ 


1 Dl inp 1 A. . VVllCa L 




Start 


17261 






1 1 £Qfi 
1 / Djo 




GI 


none 




Score 


^ JO 




Exons 


17261. .17698 










Seq. No. 


6676 




Seq. ID 


OJ990301JD8. 9819 


.C26 


Gene No . 


i a m q 




Strand 






Start 


15175 




End 


19484 




Name 


OJ990301 08.9819.C26. 


06. tm 


Method 


TBLASTX: Maize 




Start 


17612 




End 


18001 




GI 


none 




Score 


173 




Exons 


17612. .17671, 17705.. 


18001 








Seq. No. 


6676 




Seq. ID 


OJ990301_08.-9819 


.C26 


uene ino . 






Strand 






Starr- 


15175 




End 


19484 




Name 


OJ990301 08.9819.C26. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


18099 




End 


18530 




GI 


none 




Score 


178 




Exons 


18099. .18530, 18100.. 


18477 








Seq. No. . 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


Gene No".' 


14039 




Strand 






o tar l 


101/0 




End 


19484 




Name 


OJ990301 08.9819.C26. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18120 




End 


18680 




GI 


none 




Score 


56 




Exons 


18120. .18338, 18226.. 


18318, 


18330. .18482, 18379 .. 18483, 






18522. .18680, 18523.. 


18669 








Seq. No. 


6676 




Seq. ID 


OJ990301_08. 9819 


.C26 


Gene No. 


14039 




Strand 






Start 


15175 




End 


19484 




Name 


OJ990301 08.9819.C26. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18285 




End 


19190 




GI 


none 




Score 


191 




Exons 


18285. .19190, 18286.. 


18762, 


18805. .19077, 18837.. 19115 





6926 




Qorr Ma 


OD / D 




Seq. ID 


OJ990301_08.9819 




Gene No. 


14039 




Strand 






Start 


15175 




End 


19484 




Name 


OJ990301 08.9819.C26 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


18609 




End 


18950 




GI 


none 




Score 


82 




Exons 


l 18609. .18761, 18610. 


.18750, 


18762. .18950, 18763. .18948 




C orr Mr* 






Seq. ID 


OJ990301_08.9819 




Gene No. 


14039 




Strand 






Start 


15175 




End 


19484 




Name 


OJ990301 08.9819.C26 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18951 




End 


19223 




GI 


none 




Score 


66 




Exons 


18951. .19223, 18955. 


.19077, 


19099. .19158 




Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


UCilc LNU • 


±H\JH\J 




Strand 






Start 


20374 




End 


20778 




Name 


OJ990301 08.9819.C26 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


20374 




End 


20760 




GI 


none 




Score 


114 




Exons 


20374. .20472, 20416. 


.20517T 


20502. .20639, 20539 .. 20619, 






20643. .20759, 20644. 


.20760 








Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 




X 4 U4 U 




Strand 






Start 


20374 




End 


20778 




Name 


OJ990301 08.9819.C26 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


20380 




End 


20700 




GI 


none 




Score 


117 




Exons 


20380. .20439, 20416. 


.20526, 


20436. .20525, 20532. .20612, 






20536. .20619, 20641. 


.20700, 


20643. -.20666 




Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


Cona Ma 
ocrilc LNQj • 


X 4 U 4 U 




Strand 






Start 


20374 




End 


20778 




Name 


OJ990301 08.9819.C26 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20416 




End 


20778 




GI 


none 




Score 


118 




Exons 


20416. .20526, 20514. 


.20606, 


20536. .20655, 20628 .. 20777, 






% 20647.. 20778 










Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


ucHc LNO . 


X ft U 4 J. 




Strand 






Start 


20852 




End 


21374 




Name 


OJ990301 08.9819.C26 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


20852 




End 


21368 




GI 


none 




Score 


58 




Exons 


20852. .20902, 21016. 


.21114, 


21019. .21123, 2104 4. .21124, 






21047. .21202, 21051. 


.21137, 


21213. .21368, 21218. .21367 




Seq. No. 


6676 




Seq. ID 


OJ990301_08.9819 


.C26 


Gene No. 


14041 




Strand 






Start 


20852 




End 


21374 




Name 


OJ990301 08.9819.C26 


. o5 . ts 


Method 


■TBLASTX : Soybean 





6927 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Q Gene No . 

Start 
fq Name 

:;!! start 

I" GI 

.3 CI 

Exons 

! Li 

Q Seq. No. 
«jj Gene No. 
: " Start 

Name 
□ Start 
V GI 
i E _ Exons 



21065 
none 



End 
Score 



21374 
119 



21065. .21127, 21070. ,21120, 21213 .. 21317 , 21327.. 21374 



6676 Seq. ID 

14042 Strand 
22164 End 
OJ990301_08.9819.C26.o2.ts Method 
22164 End 
none Score 

22164. .22217, 22269. . 22307, 

22484. .22660, 22767.. 22895 

6676 Seq. ID 

14042 Strand 
22164 End 
OJ990301_08 . 9819 . C26 . o2 . tm Method 
22265 End 
none Score 

.22265.-22399, 22266. .22400, 22266 .. 22400, 

22490. .22678, 22767 .. 22895, 22767.. 22874 



OJ990301_08.9819.C26 
22895 

TBLASTX : Soybean 
22895 
56 " 

22304. .22390, 22305 .. 22400, 



OJ990301_08.9819.C26 
22895 

TBLASTX: Maize 
22895 
223 . 

22267. .22401, 



6676 

14042 

22164 

OJ990301 

22304 

none 



08.9819.C26.o3.tc 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ990301_08.9819.C26 
22895 

TBLASTX: Cress 

22654 

122 



22304. .22393, 22305. .22394, 22502.. 22654 



6677 

14043 

1273 

OJ990301_08.9819.C27.ol.gs 
1273. 
'JjSone 



Seq. ID OJ990301_08.9819.C27 

Strand + 

End 5262 

Method GENSCAN 

End 5262 

Score .79 



1273.. 2358, 3594.. 3647, 4398.. 5262. 



Seq. No. 


6677" 


Seq. ID 


OJ990301 


Gene No. 


14043 


Strand 


+ 


Start 


1273 


End 


5262 


Name 


OJ990301 08.9819.C27.ol.np 


Method 


AAT/NAP 


Start 


1439 


End 


5259 


GI 


602292 


Score 


1777 


Exons 


1439.. 2358, 4398.. 5259 






GI Descrip. 


(U17987) RCH2 protein [Brassica napus] 




Seq. No. 


6677 


Seq. ID 


OJ990301 


Gene No. 


14044 


Strand 


+ 


Start 


5197 


End 


5775 


Name 


OJ990301 08.9819.C27.ol.gp 


Method 


AAT/GAP 


Start 


5197 


End 


5775 


GI 


none 


Score 


1050 


Exons 


5197. .5775 






Seq. No. 


6677 


Seq. ID 


OJ990301 


Gene No. 


14045 


Strand 


+ 



6928 




Start 


8751 








End 


9250 


Name 


OJ990301 08 


.9819. 


C27.o2 


.gp 


Method 


AAT/GAP 


Start 


8751 








End 


9250 


GI 


none 








Score 


856 


Exons 


8751. .9250 












Seq. No. 


6677 








Seq. ID 


OJ990301_08.9819.C27 


Gene No . 


1 A fi A £ 
±4 U4 O 








Strand 




Start 


6331 








End 


12511 


Name 


OJ990301 08 


.9819. 


C27.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


1457 








End 


1846 


GI 


none 








Score 


329 


Exons 


1457. .1711, 


1540. 


.1710, 


1708. 


.1815, 1709. .1846 


Seq. No. 


6677 








Seq. ID 


OJ990301_08.9819.C27 


bene wo. 


±4U4 0 








Strand 




Start 


6331 








End 


12511 


Name 


OJ990301 08 


.9819. 


C27.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1463 








End 


1831 


GI 


none 








Score 


491 


Exons 

* 


1463. .1831, 


1543. 


.1830 








Seq.. No. 


6677 


I T 






Seq. ID 


OJ990301_08.9819.C27 


Gene 1 ' No. 


14046 








Strand 




Start 


6331 








End 


12511 


Name 


ujyyujui uo 


. y o i y . 


con 
/ . oi 




Method 


TBLASTX: Cress 


Start 


1475 








End 


5262 


GI 


none 








Score 


492 


Exons 


1475. .1858, 


1540. 


.1830, 


1937. 


.2032, 1942.. 2016, 1994.. 2359, 




2002. .2247, 


2323. 


.2358, 


4396. 


.4686, 4497.. 4604, 4606.. 4824, 




4731. .4823, 


4867. 


.5058, 


4869. 


.5060, 5080.. 5262, 5133.. 5201 


Seq. No. 


6677 








Seq. ID 


OJ990301_08.9819.C27 


bene ino . 


1 A C\A C 








Strand 




Start 


6331 








End 


12511 


Name 


OJ990301 08 


.9819. 


C27.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1490 








End 


1768 


GI 


none 








Score 


207 


Exons 


1490. .1768, 


1550. 


. 1657, 


1627. 


.1764 




Seq. No. 


6677 








Seq. ID 


OJ990301_08.9819.C27 


bene ino . 


1 A C\A C 
14 U4 O 








Strand 




Start 


6331 








End 


12511 


Name 


OJ990301 08 


.9819. 


C27.o6 


. ts 


Method 


TBLASTX: Soybean 


Start 


1972 








End 


2218 


GI 


none 








Score 


248 


Exons 


1972. .2097, 


1991. 


.2218, 


2149. 


.2205 




Seq. No. 


6677 








Seq. ID 


OJ990301_08.9819.C27 


Gene No . 


i a n a a 
14 U4 b 








Strand 




Start 


6331 








End . 


12511 


Name 


OJ990301 08 


.9819. 


C27.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


2000 








End 


2284 


GI 


none 








Score 


251 


Exons ~ 


2000. .2284, 


2006. 


.2092, 


2014. 


.2202 




Seq. No. 


6677 








Seq. ID 


OJ990301_08 . 9819. C27 



6929 



Gene No"; 

Start 

Name 

Start 

GI 

Exons 



14046 Strand 

6331 End 

OJ990301J38 . 9819 . C27 . ol . tm Method 

4 4 47 End 

none Score 



12511 

TBLASTX: Maize 

5247 

473 



4447. .4824, 4497. .4823, 4861. .5058, 4863. .5057, 5080. .5205, 
5218. .5247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

: i!3 

Seq. No. 
*:f Gene No. 

Start 
rU Name 
i:3 Start 

i".E GI 
i.y 

= Exons 



Q Seq. No. 

: y Gene No. 

L _ Start 

r ~ Name 

! if Start 

□ GI 

Q Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
1 GI 
Exons 



Seq. No. 
Gene No. 
Start 



6677 

14046 

6331 

OJ990301_08.9819.C27.ol.ts 

4582 

none 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX : Soybean 

End 5193 

Score 241 



4582. .4824, 4731. .4814, 4860. .5054, 4861. .5064, 5065. .5193 



6677 

14046 

6331 

OJ990301_08 . 9819. C27 . ol . tw 

4864 

none 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX : Wheat 

End 5199 

Score 151 



4864. .5076, 4866. .5054, 5077. .5199 



6677 

14046 

6331 

OJ990301_08. 9819.C27.o2.gs 

6331 

none 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method GEN SCAN 

End 12511 

Score .82 



6331. .6397, 8038. .8155, 9102. .9270, 9543. .9656, 9737. .9973, 
10056. .10196, 10350. .10517, 10734 .. 1088 9, 11098 .. 11522, 
11862. .11949, 12158. .12511 



6677 

14046 

6331 

OJ990301_08.9819.C27.o2.np 

8244 

3892709 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method AAT/NAP :■■ * 

End 12511 

Score 1421 



8244. .8273, 9543. .9656, 9737. .9973, 10056 .. 10196, 10350 .. 10517 , 
10734. .10889, 11098 .. 11312, 11376 .. 11520 , 12041.. 12511 
(AL03354 5) putative protein [Arabidopsis thaliana] 



6677 

14046 

6331 

OJ990301_08. 9819.C27.o2.tc 

9122 

none 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX : Cress 

End 10112 

Score 121 



9122. .9283, .9130. .9270, 9134. .9295, 9538. .9660, 9542. .9661, 
9546. .9662, 9735. .9842, 9737. .9844, 9867. .9950, 9872. .9958, 
10053. .10112, 10063. .10110 



6677 
14046 
6331 ■ 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 



6930 



Name 

Start 

GI 

Exons 



OJ990301_08.9819.C27.o9.tm Method TBLASTX : Maize 
9123 End 9270 

none Score 78 

9123.. 9212, 9123.. 9212, 9124.. 9216, 9124.. 9216, 9134.. 9220, 
9220.. 9270, 9221. .9265, 9222.. 9269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6677 

14046 

6331 

OJ990301_08 . 9819 . C27 . o5 . ts 

9220 

none 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX : Soybean 

End 9947 

Score 71 



9220. .9270, 9221. .9283, 9546. .9662, 9550. .9609, 9735. .9839, 
9737.. 9838, 9872.. 9946, 9885.. 9947 



Seq. No. 6677 

Gene No. 14046 

Start 6331 

Name OJ990301_08 . 9819 . C27 . 08 . tm 

Start 9540 

GI none 
Exons 



Seq. ID OJ990301_08. 9819.C27 
Strand 

End 12511 

Method TBLASTX: Maize - 

End 9721 

Score 108 



9540. .9662, 9541. .9615, 9541. .9711, 9542. .9721 



Lis 
! J 

ru 



Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•6677 
14046 
6331 

OJ990301_08 . 9819 . C27 . o3 . tm 

9749 

none 



Seq. ID OJ990301_08. 9819.C27 
Strand 

End 12511 

Method TBLASTX : Mai ze 

End 10380 

Score 172 



9749.-9979, 9749. .9976, 10053 .. 10199, 10054 .. 10197 , 
10055. .10198, 10342. .10380, 10347.. 10379 



6677 

14046 

6331 

OJ990301_08 . 9819 . C27 . o4 . ts 

10068 

none 



Seq. ID OJ990301_08. 9819.C27 
Strand 

End 12511 

Method TBLASTX : Soybean 

End 10531 

Score 61 



10068. .10199, 10081. .10197, 10342 .. 10530, 10347 . 10529, 
10349.. 10531 



Seq. No. 6677 

Gene No. 1404 6 

Start 6331 

Name OJ990301_08 . 9819 . C27 . o3 . tc 

Start 10113 

GI none 
Exons 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX: Cress 

End 11299 

Score 234 



10113. .10187, 10179. .10274, 10305 10538 , 10342 .. 10518 , 
10347. .10520, 10728. .10889, 10728 10892 , 10729 .. 10890, 
11097. .11252, 11097. .11270, 11098 .. 11298 , 11099. .11299 



Seq. No. 6677 

Gene No. 14046 

Start 6331 

Name OJ990301_08 . 9819 . C27 . o7 . tm 

Start 10381 

GI none 



Seq. ID OJ990301JD8. 9819. C27 
Strand 

End 12511 

Method TBLASTX: Maize ' 

End 10775 

Score 201 



6931 



Exons 



10381. .10521?. 10383. .10520, 10728 .. 10775, 10728.. 10775 



Seq. No. 6677 

Gene No. 14046 

Start 6331 

Name " OJ990301_08 . 9819 .C27 .o3 . ts 

Start 10770 

GI none 

Exons 10770. .10889, 10773 10892, 
11097. .11273, 11098. .11274, 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX : Soybean 

End 11301 

Score 89 
10774. .10890, 11097. .11273, 
11098. .11301, 11099.. 11299 



Seq. No. 6677 
Gene No. 14046 
Start 6331 

Name OJ990301_08 . 9819.C27 . o2 . tm 

Start 11096 
GI none 
Exons 11096. 

11400. 

11863. 



11320, 11097. .11405, 
11516, 11401. .11526, 
11919, 11864. .11920, 



Seq. ID OJ990301_08.9819.C27 
Strand 

End 12511 

Method TBLASTX : Mai ze 

End 12199 

Score 319 
11098. .11415, 11099. .11401, 
11418. .11516, 11480. .11524, 
12146. .12199, 12148. .12198 



Seq. No. 

Gene No. 
■-I Start 
."^ Name 

Start 

\U Exons 

hi Seq. No. 

" t l Gene No. 

if Start 

1 ^ Name 

» Start 

Q GI 

■,.\ Exons 

i 1 GI Descrip. 



6677 

14046 

6331 

OJ990301_08.9819..C27.o5.tm 

12200 

none 

12200. .12490, 12201.. 12428 

6678 

14047 

1 

OJ990301_08.9819.C28.ol.np 
1 

3892709 

1..147, 999. .1248 
(AL033545) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301_08.9819.C27 
12511- 

TBLASTX: Maize 

12490 

255 



OJ990301 08.9819.C28 



1261 
AAT/NAP 
1248 
158 



[Arabidopsis thaliana] 



Seq. No. 6678 Seq. ID 

Gene No. 14047 Strand 

Start 1 End 

Name * OJ990301_08 . 9819 . 02.8 . ol . gs Method 

Start 499 End 

GI none Score 

Exons 499.. 700, 880.. 1248 



OJ990301_08. 9819.C28 

1261 
GENSCAN 
1248 
.6 



Seq. No. 6678 

Gene No. 14047 

Start 1 

Name OJ990301_08 . 9819 . C28 . ol . tm 

Start 1006 

GI none 
Exons 



Seq. ID OJ990301_08.9819.C28 
Strand 

End 1261 

Method TBLASTX : Mai ze 

End 12 61 

Score 117 



1006. .1098, 1007.. 1099, 1213.. 1248, 1214. .1261 



Seq. No. 
Gene No. 
Start 



6679 

14048 

68 



Seq. ID OJ990301_08.9819.C30 
Strand 

End 341 



6932' 



Name 


OJ990301 08 


.9819. 


C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


68 






End 


341 




GI 


none 






Score 


179 




Exons 


68.. 187, 69 


. .341, 


209. .328 








Seq. No. 


6679 






Seq. ID 


OJ990301_08.9819. 


C30 


VJCllC 1NO . 


± *i \JH O 






Cf ranr J 






Start 


68 






End 


341 




Name 


OJ990301 08 


.9819. 


C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


69 






End 


341 




GI 


none 






Score 


238 




Exons 


'69. .341, 71 


. .340 










Seq. No. 


6680 






Seq. ID 


OJ990301_08.9819. 


C33 


Gene No. 


14049 






Strand 






Start 


I 






End 


1664 




Name 


OJ990301 08 


.9819. 


C33.ol.np 


Method 


AAT/NAP 




"Start 


1 






End 


1664 




GI 


4680186 






Score 


158 




Exons 


1.-138, 583 


. .736, 


1544 . .1664 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


6680 . 






oeq. iJJ 


OJ990301J38.9819. 


C33 




14049 






otialia 






Start 


1 








1664 




Name 


OJ990301 08 


.9819. 


Lj 3 . oi . gs 


ixiet noa 


GENSCAN 




Start 


23 






End 


748 




GI 


none 






Score 


.58 




Exons 


23. .121, 550. .748 










Seq. No. 


6680 






Seq. ID 


OJ990301_08.9819. 


C33 


("^ Ti O Kl f\ 
UCllC IN (J • 


14049 






Strand 






Start 


1 






End 


1664 




Name 


OJ990301 08 


.9819. 


C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


956 






End 


1393 




GI 


none 






Score 


234 




Exons 


956. .1393 












Seq. No. 


6681 






Seq. ID 


OJ990301_08.9819. 


C35 


Gene No. 


14050 






Strand 


+ 




Start 


1185 






End 


2282 




Name 


OJ990301 08 


.9819. 


C35 .ol .np 


Method 


AAT/NAP 




Start 


1185 






End 


2282 




GI 


2346986 






Score 


366 




Exons 


1185. .1330, 


1451. 


.1706, 1789. 


.2282 






GI Descrip. 


(AB006605) : 


ZPT3-3 


[Petunia x 


hybrida] 






Seq. No. 


6681 






Seq. ID 


OJ990301_08. 9819. 


C35 


OtSilC LN(J • 


14 050 






Strand 


4. 
t 




Start 


1185 






End 


2282 




Name 


OJ990301 08 


.9819; 


C35.ol .gs 


Method 


GENSCAN 




Start 


1185 






End 


2264 




GI 


none 






Score 


.71 




Exons 


1185. .1605, 


1714. 


.2264 








Seq. No. 


6681 






Seq. ID 


OJ990301_08.9819. 


C35 


Gene No. 


14051 






Strand 







6933 




Start- 


3201 






End 


5687 








Name 


OJ990301 08 


.9819.C35.o2 


. gs 


Method 


GENSCAN 








Start 


3201 






End 


5687 








GI 


none 






Score 


.45 








Exons 


3201. .3385, 


4110. .4141, 


5482 


. .5687 










Seq. No. 


6681 






Seq. ID 


OJ990301 


_08. 


9819. 


C35 


^ r"» a XT /"\ 








Strand 


+ 








Start 


7522 






End 


8539 








Name 


OJ990301 08 


.9819.C35.o3 


.gs 


Method 


GENSCAN 








Start 


7522 






End 


8539 








GI 


none 






Score 


.96 








Exons 


7522. .7824, 


7905. .7964, 


8071 


..8183, 8471. .8539 








Seq. No. 


6682 






.Seq. ID 


OJ990301 


_08. 


9819. 


C37 


Gene No. 


14053 






Strand 












i 

-L 






End 


126 








Name 


OJ990301 08 


.9819.C37.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


126 








GI 


3892709 






Score 


64 








Exons 


1. .126 
















GI Descrip. 


(AL033545) ; 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6682 






beq. iu 


uj y y uou i 


n q 


9819. 


C37 


bene ino ■ 








oirana 










Start 


782 






End 


918 








Name 


OJ990301 08 


.9819.C37.ol 


. gs 


Method 


GENSCAN 








Start 


782 






tp — -j 
tna 


y io 








GI 


none 






Score 


. 4 








Exons 


782. .918 
















Seq. No. 


6683 






Seq. ID 


OJ990301 


_08. 


9819. 


C41 




14055 






Strand 










Start 


24 






End 


1207 








Name 


OJ990301 08 


.9819.C41.ol 


.gs 


Method 


GENSCAN 








Start 


24 






End 


1207 








GI 


none 






Score 


.92 








Exons 


24.. 148, 1050.. 1207 














Seq. No. 


6684 






Seq. ID 


OJ990301 


_08. 


9819. 


C44 


uciie ino . 


14056 






Strand 


-f 








Start 


322 






End 


446 








Name 


OJ990301 08 


.9819.C44.ol 


. gs 


Method 


GENSCAN 








Start 


322 






End 


446 








GI 


none 






Score 


.46 








Exons 


322. .446 
















Seq. No. 


6685 






Seq. ID 


OJ990301_ 


_08. 


9819. 


C45 


bene wo . 


14057 






Strand 


+ 








Start 


283 






End 


677 








Name 


OJ990301 08 


.9819.C45.ol 


.gp 


Method 


AAT/GAP 








Start 


283 






End 


677 








GI 


5056137 






Score 


598 








Exons 


283. .677 
















Seq. No. 


6686 






Seq. ID 


OJ990301 


_08. 


9819. 


C49 


Gene No. 


14058 






Strand 


+ 









6934 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



221 End 

OJ990301_08. 9819.C49.ol.tc Method 

111 End 

none Score 



6686 Seq. ID 

14058 Strand 

221 End 
OJ990301_08 . 9819 . C4 9 . ol . gs Method 

221 End 

none Score 
221. .640 



737 *'\ 
TBLASTX: Cress 
261 
224 



111. .260, 112. .261, 114. .260, 115. .261 



OJ990301_08. 9819.C49 
+ 

737 

GENSCAN 

640 

1 



Seq. No. 6686 Seq. ID 

Gene No. 14058 Strand 

Start 221 End 

Name OJ990301_08 . 9819.C4 9.ol .np Method 

Start 221 End 

GI 5103193 Score 

Exons 221.. 737 

GI Descrip. (AP000342) transposase of TnlO [Plasmid R100] 

gi|5738084|gb|AAD50242.1|AF162223_l (AF162223) ISlO-left 
transposase [Shigella flexneri] 



OJ990301_08.9819.C49 
+ 

737 

AAT/NAP 
737 
843 



- S3. 


Seq. No. 


6687 


Seq. ID 


OJ990301JD8.9819. 


C51 




Gene No. 


14059 


Strand 


+ 




rU 


Start 


1 


End 


757 






Name 


OJ990301 08.9819.C51.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


757 






GI 


602292 


Score 


416 






Exons 


1.-122, 333. .757 








ry 


GI Descrip. 


(U17987) RCH2 protein [Brassica napus] 








Seq. No. 


6687 


Seq. ID 


OJ990301_08. 9819. 


C51 




Gene No. 


14059 


Strand 


+ 






Start 


1 


End 


757 






Name 


OJ990301 08.9819.C51.ol.tc 


Method 


TBLASTX: Cress 






Start 


332 


End 


676 ' 






GI 


none 


Score 


265 




n 


Exons 


332.. 556, 334.. 528, 635.. 676 










Seq. No. 


6687 


Seq. ID 


OJ990301_08.9819. 


C51 




Gene No. 


14059 


Strand 


+ 






Start 


1 


End 


757 






Name 


OJ990301 08.9819.C51.ol.tm 


Method 


TBLASTX: Maize 






Start 


334 


End 


611 






GI 


none 


Score 


85 






Exons 


334. .408, 350. .409, 406. .513, 


407. .544 


, 564. .611 






Seq. No. 


6687 


Seq. ID 


OJ990301_08.9819. 


C51 




Gene No. 


14059 


Strand 


+ 






Start 


1 


End 


757 






Name 


OJ990301 08.9819.C51.ol.ts 


Method 


TBLASTX: Soybean 






Start . 


334 


End 


529 






GI 


none 


Score 


244 






Exons 


334.. 528, 350.. 529 









6935 



ru 



OGlj ■ ViVj . 


O DO / 




n.TQQfi^m na 






Gene No. 


14059 


Strand 


+ _ 






Start 


1 


End 


7 57* 






Name 


OJ990301 08.9819.C51.ol.qs 


Method 


GENSCAN 






Start 


386 


End 


736 






GI 


none 


Score 


.78 ' 






Exons 


386. .736 










Seq. No. 


6688 


Seq. ID 


OJ990301_09. 


9819 


.CI 




X H U DVJ 


Strand 


+ 






Start 


10715 


End 


15733 






Name 


OJ990301 09.9819.Cl.o4.gs 


Method 


GENSCAN 






Start 


10715 


End 


15733 






GI 


none 


Score 


.81 






Exons 


10715. .10754, 11003. .11261, 


11462. .11545, 12065. .12099, 






13419. .13527, 13618 .. 13929, 


14224 . .15733 






Seq. No. 


6688 


Seq. ID 


OJ990301_09. 


9819 


.CI 




i 40fin 

X *i VJ U \J 


Strand 


+ 






Start 


10715 


End 


15733 






Name 


OJ990301 09.9819.Cl.o2.np 


Method 


AAT/NAP 






Start 


13364 


End 


15-509 . 






GI : . 


6692260 


Score 


877 






Exons 


13364. .13400, 14361 15325, 


15435. .15509 






GI Descrip. 


(AC010870) unknown protein 


[Arabidopsis thaliana] 






oeq . vio . 


D DO O 


Seq. ID 


OJ990301_09. 


9819 


PI 


Gene No. 


14060 


Strand 


+ 






Start 


10715 


End 


15733 






Name 


OJ990301 09.9819. CI. o3.gp 


Method 


AAT/GAP 






Start 


14161 


End 


14665 






GI 


none 


Score 


990 






Exons 


14161. .14665 










Seq. No. 


6688 


Seq. ID 


OJ990301_09. 


9819 


.CI 


Gene No. 


14061 


Strand 


+ 








- 21249 


^ End 


21328 






Name 


OJ990301 09.9819,£l.o5.gp 


Method 


AAT/GAP 






Start 


21249 


End 


21328 






GI 


38012 1.R1084 


Score 


101 






Exons 


21249.. 21328 










GI Descrip. 


' 4097947/gb'l U72255 | OSU72255 


2.0e-23 Oryza sativa 








beta-1, 3-glucanase precursor (Gns9) gene, complete 


cds 1 




oeq . no . 


6688 


Seq. ID 


OJ990301_09. 


9819 




Gene No. 


14062 


Strand 


+ 






Start 


28328 


End 


28707 






Name 


OJ990301 09.9819.Cl.o6.gp 


Method 


AAT/GAP 






Start 


28328 


End 


28707 






GI 


5004502 


Score 


536 






Exons 


28328. .28707 










Seq. No. 


6688 


Seq. ID 


OJ990301_09. 


9819 


.CI 


Gene No. 


14063 


Strand 


+ 






Start 


28667 


End 


35083 






Name 


OJ990301 09.9819.Cl.o7.gp 


Method 


AAT/GAP 







6936 




Start 


28667 


End 


28886 


GI 


none 


Score 


210 


Exons 


28667. .28740, 28830. .28886 






Seq. No. 


6688 


Seq. ID 


OJ990301_09.9819.C1 


Gene No. 


14063 


Strand 


+ 


Start 


28667 


End 


35083 


Name 


OJ990301_09.9819.Cl.o6.gs 


Method 


GENSCAN 


Of -» >~4- 


£. 0 / J± 


End 


35083 


GI 


none 


Score 


.8 


Exons 


28731. .28740, 28830 .. 29010, 


30222. .30302, 30551 .. 30633, 




30724. .30839, 30923 .. 31033, 


31140. .31252, 31349. .31655, 




31742. .31825, 32051 .. 32122, 


32731. .32799, 33634 .. 33741, 




33798. .33851, 34985.. 35083 






Seq. No. 


6688 


Seq. ID 


OJ990301_09.9819.C1 


v^ene no . 


1 fi U D J 


Strand 


+ 


Start 


28667 


End 


35083 


Name 


OJ990301 09. 9819.Cl.o8.gp 


Method 


AAT/GAP 


Start 


32752 


End 


33551 


GI 


none 


Score 


694 


Exons 


32752. .32799, 33227.. 33551 






Seq. No. 


6688 • 


Seq. ID 


OJ990301_09.9819.C1 


Gene No. 




Strand 


+ 


Start 


39585 


End 


41152 


Name 


OJ990301 09.9819.Cl.o8.gs 


Method 


GENSCAN 


Start 


39585 


End 


41152 


GI 


none 


Score 


.69 


Exons 


39585. .39716, 40012 .. 40194 , 


40380. .40416, 40959. .41152 


Seq. No. 


6688 


Seq. ID 


OJ990301_09.9819.C1' 


Gene No. 


14064 


Strand 


+ 


Start 


39585 


End 


41152 


Name 


OJ990301 09. 9819.Cl.o5.np 


Method 


AAT/NAP 


Start 


40266 


End 


40572 


GI 


6069646 


Score 


73 


£iAUllb 


40266.. 40572 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


6688 


Seq. ID 


OJ990301_09.9819.C1 


Gene No . 


14065 


Strand 




Start 


468 


End 


1970 


Name 


OJ990301 09.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


468 


End 


1970 


GI 


none 


Score 


.57 


Exons 


.468. .485, 790. .1014, 1515.. 


1587, 1732. 


.1970 


Seq. No. 


6688 


Seq. ID 


OJ990301_09.9819.C1 


Gene No. 


14066 


Strand 




Start 


7760 


End 


11297 


Name 


OJ990301 09.9819.Cl.ol.gp 


Method 


AAT/GAP 


Start 


7264 


End 


8219 



6937 



GI 

Exons 

GI Descrip. 



41487J1.R1084 Score 1635 

7264.. 7566, 7660.. 8219 

' 322525/pir | IS31445 7.0e-67 omnipotent suppressor protein SUP1 
homolog (clone A18) - Arabidopsis thaliana (fragment) 
>gi_16512_emb_CAA49171_ (X69374) similar to yeast omnipotent 
suppressor protein SUP1 (SUP45); ORF [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6688 Seq. ID 

14066 Strand 

7760 End 

OJ990301_09 . 98 19 . CI . o3 . gs Method 

7760 End 

none Score 
7760. .9073 



OJ990301_09.9819.C1 

11297 
GENSCAN 
9073 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;==; Seq. No. 

fU Gene No. 

n Start 

Name 

:!l Start 

i"'^ Exons 

hj GI Descrip. 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6688 Seq. ID OJ990301_09 . 9819 . CI 

14066 Strand 

7760 End 11297 

OJ990301_09.9819.Cl.ol.np Method AAT/NAP 

7763 : ■ End 9070 

549010 Score 2013 

7763. .9070 

EUKARYOTIC PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 1 (ERF1) 

(OMNIPOTENT SUPPRESSOR PROTEIN 1 HOMOLOG) (SUP1 HOMOLOG) 

gi I 322554 | pir | | S31328 omnipotent suppressor protein SUP1 homolog 

(clone G18) - Arabidopsis thaliana gi 1 16514 | emb | CAA4 9172 | 

(X69375) similar to yeast omnipotent suppressor protein SUP1 

(SUP45) [Arabidopsis thaliana] gi | 14 02882 | emb | CAA66813 | (X98130) 

euka 

6688 Seq. ID OJ990301_09 . 9819 . CI 

14066 Strand 

7760 End 11297 

OJ990301_09 . 98 19 . CI . o2 . gp Method AAT/GAP 

8425 End 11297 

11928_1.R1084 Score 1489 

8425.. 9101, 11215.. 11297 

, 549010/sp|P35614|ERFl_ARATH 1.0e-107 EUKARYOTIC PEPTIDE CHAIN 
RELEASE FACTOR SUBUNIT 1 (ERF1) (OMNIPOTENT SUPPRESSOR PROTEIN 1 

HOMOLOG) (SUP1 HOMOLOG) >gi_322554_pir S31328 omnipotent 

suppressor protein SUP1 homolog (clone G18) - Arabidopsis 
thaliana >gi_16514_emb_CAA49172_ (X69375) similar to yeast 
omnipotent suppressor protein SUP1 (SUP45) [Arabidopsis 
thaliana] >gi_1402882_emb_* 



6688 Seq. ID 

14067 Strand 

15698 End 

OJ990301_09 . 98 19 . CI . o4 . gp Method 

15698 End 

none Score 
15698. .15900 



OJ990301_09.9819.C1 

15900 
AAT/GAP 
15900 
350 



Seq. No. 6688 Seq. ID 

Gene No. 14068 Strand 

Start 16655 End 

Name OJ990301 09 . 9819 . CI . o5 . gs Method 



OJ990301_09.9819.C1 

28414 
GENSCAN 



6938 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16655 
none 



End 
Score 



28414 
.51 



16655. .16777, 16848 .. 16889, 18182 .. 184 65, 1927 9 .. 1934 9, 

19506. .19918, 20013. .20143, 20794 20854 , 23249. .23415, 

23682. .23737, 23872 .. 23900, 24806 25233, 25652 .. 25853, 

27013. .27122, 27218 .. 27360, 27795 27902, 28236. .28414 



6688 

14069 

35391 

OJ990301_09.9819.Cl.o7.gs 

35391 

none 

35391. .37817 



Seq. ID OJ990301_09.9819.C1 
Strand 

End 39076 

Method GENSCAN 

End 37817 

Score .61 



n 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6688 Seq. ID 

14069 Strand 

35391 End 

OJ990301_09 . 9819 . CI . o3 . np Method 

35394 End 

4263522 Score 



OJ990301_09.'9819.C1 

39076 
AAT/NAP 
39076 
1280 



35394. .36815, 36945 .. 37253, 37380 37623, 39035.. 39076 
(AC004044) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


6688 








Seq. ID 


OJ990301_09.9819.C1 


Gene No. 


14070 








Strand 




Start 


42044 








End 


42124 


Name 


OJ990301 09. 


9819. 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7454 - 








End 


9103 


GI 


none 








Score 


50 


Exons 


7454. .7495, 


7492. 


. .7566, 


7532. 


.7567, 7659.. 7709, 7686.. 9101 




7709. .9103, 


7711. 


. .9102 








Seq. No. 


6688 








Seq. ID 


OJ990301_09.9819.C1 


Gene No. 


14070 








Strand 




Start 


42044 








End 


42124 


Name 


OJ990301 09. 


9819. 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7721 








End 


9083 


GI 


none 








Score 


324 


Exons 


7721. .9082, 


7760, 


. .8191, 


7824 . 


.9083 




Seq. No. 


6688 








Seq. ID 


OJ990301_09.9819.C1 


Gene No. 


14070 








Strand 




Start 


42044 








End 


42124 


Name 


OJ990301 09. 


9819. 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7784 








End 


9062 


GI 


none 








Score 


120 


Exons 


7784. .9058, 


7786. 


. . 8013, 


7802. 


.8191, 7824.. 9062 


Seq. No. 


6688 








Seq. ID 


OJ990301JD9. 9819. CI 


Gene No. 


14070 








Strand 




Start 


42044 








End 


42124 


Name 


OJ990301 09. 


9819. 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7787 








End 


7991 


GI 


none 








Score 


136 


Exons 


7787. .7990, 


7827. 


, .7991 









6939 




□ 



Seq. No. 


6688 






Seq. ID 


OJ990301 


_09.9819 


.CI 




14070 






Strand 








Start 


42044 






End 


42124 






Name 


OJ990301 "09. 9819. CI. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


8148 






End 


8600 






GI 


none 






Score 


611 






Exons 


8148. . 


8591, 8148. .8327, 8150.. 8599, 8361.. 8600 






Seq. No. 


6688 






Seq. ID 


OJ990301 


_09.9819 


.CI 


Gene No. 


14070 






Strand 








Start 


42044 






End 


42124 






Name 


OJ990301 09. 9819. CI. 


\J£. ■ L. O 


Method 


TBLASTX: 


Soybean 




OCart 


14420 






End 


15473 






GI 


none 






Score ... 


54 






Exons 


14420. 


.14530, 14573. 


1 47 67 
• x *± f w / , 


14599. .14790, 14600 


.'.14791, 






14612. 


.14797, 14612. 


.14791, 


14626. .14781, 14899 


. .14961, 






14900. 


.14977, 14942. 


.15229, 


14987. .15340, 14989 


. .15318, 






14990. 


.15226, 15432. 


• X J *a f J 










Seq. No. 


6688 






Seq. ID 


OJ990301 


_09.9819 


.CI 


Gene No. 


14070 






Strand 








Start 


42044 






End 


42124 






Name 


. OJ990301 09. 9819, CI. 


o4 . tm 


Method 


TBLASTX: 


Maize 




OLdL L 


14591- 






End 


15361 






GI 


none 






Score 


159 






Exons 


14591. 


.14764, 14599. 


.14790, 


14600. .14797, 14612 


. .14722, 






14615. 


.14797, 14615. 


.14752, 


14617. .14790, 14899 


. .15024, 






14900. 


.15037, 14900. 


15091 


14993. .15313, 15067 


. .15150, 






15068. 


.15151, 15136. 


1 ^94 


15143. .15361 






Seq. No. 


6688 






Seq. ID 


OJ990301 


_09.9819 


.CI 


Gene No. 


14070 






Strand 








Start 


42044 






End 


42124 






LH CXI LLC 


OJ990301 09. 9819. CI. 


o4 t tc 


Method 


TBLASTX: 


Cr e s s 




Start 


14612 






End 


15361 






GI 


none 






Score 


97 






Exons 


14612. 


.14791, 14626. 


T 47 


14627. .14782, 14654 


. .14734, 






14899. 


.44961, 14900. 


1 SI DO 


14900.. .14977, . 14993 


. .15361, 




"•- ' \ . 


*-^15004 . 


.15291 ' 










Seq. No. 


6688 






Seq. ID 


OJ990301 


_09.9819 


.CI 


Gene No. 


14070 






Strand 








Of ayf 


42044 






End 


42124 






Name 


OJ990301 09. 9819. CI. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


24864 






End 


25229 






GI 


none 






Score 


113 






Exons 


24864. 


.25100, 24871. 


.25020, 


24872. .25108, 24974 


. .25102, 






25092. 


.25229, 25139. 


.25192, 


25143. .25226 






Seq. No. 


6688 






Seq. ID 


OJ990301 


_09.9819 


.CI 


Gene No. 


14070 






. Strand 








Start 


42044 






End 


42124 






Name 


OJ990301 09. 9819. CI. 


o5 . tm 


Method 


TBLASTX:: 


Maize 




Start 


30764 






End 


31250 






GI 


none 






Score 


98 






Exons 


30764. 


.30838, 30768. 


.30839, 


30768. .30839, 30769 


. .30846, 






30876. 


.31034, 30911. 


.31036, 


30914. .31039, 30922 


. .31047, 





6940 



31133. .31234, 31133 31234 , 31137 31235, 31140.. 31250 



Seq. No. 6688 

Gene No. 14070 

Start 42044 

Name OJ990301_09 . 9819 . CI . o5 . ts 

Start 30907 

GI none 

Exons 30907. .31035, 30911 31036, 
31353. .31451, 31361 31423, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990301 09. 9819. CI 



42124 

TBLASTX: Soybean 
31649 
121 

30926. .31036, 31155 31277, 
31515. .31649, 31526.. 31609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6688 
14070 
42044 
OJ990301 
31341 
none 
31341. 
31742. 
32036. 



09.9819.Cl.o3.tm 



31655, 31347. .31655, 
31828, 31906. .31962, 
32122, 32045. .32122, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
31734. .31820, 
31909. .31962, 



OJ990301 09. 9819. CI 



32704. 



42124 

TBLASTX: Maize 
32804 
436 

31741. .31821, 
32026. .32121, 
.32802, 32730.. 32804 



ri! 



; E =7 



Seq. No. 6688 Seq. ID OJ990301_09 . 9819 . CI 

Gene. No. 14070 Strand 

Start ^ 42044 End 42124 

Name OJ990301_09 . 9819 . CI . o2 . tc Method TBLASTX : Cress 

Start ' 35389 End 35912 

GI none Score 7 6 

Exons 3S389..35592, 35391 .. 35519, 35391 .. 35912 , 35392 .. 35703, 
35740. .35886 





Seq. No. 


6688 




riJ 


Gene No. 


14070 






Start 


42044 






Name 


OJ990301 09. 


u 


Start 


35391 




H 


GI 


none 






Exons 


35391. 


.35684 


hi 


Seq. "No. 








Gene No. 


14070 






Start 


42044 






Name 


OJ990301 09. 




Start 


35391 






GI 


none 






Exons 


35391. 


.35657 




Seq. No. 


6688 






Gene No. 


14070 






Start 


42044 






Name 


OJ990301 09. 




Start 


35658 






GI 


none 






Exons 


35658. 


.36527 



36222. .36485, 36289 .. 36432 , 

36582. .36620, 36612 .. 36797 , 

36639. .36791, 36828 .. 37022 , 

36849. .36938, 36900 .. 37073, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990301_09.9819.C1 
42124 

TBLASTX : Soybean 

35684 

161 



OJ990301_09.9819.C1 
42124 

TBLASTX: Maize 

35657 

140 



Seq. ID OJ990301_09. 9819. CI 
Strand 

End 42124 

Method TBLASTX: Maize 

End 37246 

Score 176 
36189. .36524, 36210. .36395, 
36426. .36701, 36501. .36698, 
36630. .36803, 36630 367 91, 
36834. .36914, 36834 37115, 
36937. .37053, 36942 .. 37118, 



6941 



ru 



7 s? 





37047. .37154, 37118 


. .37183, 


37145. .37246 




Seq. No. 


6688 




Seq. :ID 


OJ990301_09.9819. 


CI 


Gene No. 


14070 




otrana 






Start 


42044 




bna 


A O 1 O A 




Name 


OJ990301 09. 9819. CI 


.o3.ts 


W-4- U.J 

Metnoa 


ibiiAbi a : boyoean 




Start 


35703 




hjna 






GI 


. none 




Score 


1 c;n 
lOU 




Exons 


35703. .36212, 35706 


. .36179 








Seq. No. 


6688 




Seq. ID 


OJ990301_09.9819. 


CI 


Gene No. 


1 jl ATA 

140 / U 




Strand 






Start 


42044 




End 


42124 




Name 


OJ990301 09. 9819. CI 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


36090 




End 


37106 




GI 


none 




Score 


98 




Exons 


36090. .36560, 36618 


. .36797, 


36834. .36968, 36882.. 37106 




Seq. No. 


6688 




Seq. ID 


OJ990301_09.9819. 


CI 


Gene No. 


14070 




Strand 






Start 


42044 




End 


42124 




Name 


OJ990301 09. 9819. CI 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


36111 




End 


37265 




GI 


•none 




Score . 


10'8 




Exons 


36111. .36221, 36150 


. .36359, 


36225. .36791, 36231 .. 36452, 






36234. .36509, 36480 


. .36524, 


36511. .36762, 36522 .. 367 13, 






36630. .36797, 36834 


. .36947, 


36849. .37151, 36853 .. 37032 , 






36876.-36923, 37020 


. .37157, 


37098. .37148, 37 164 .. 37265, 






37179. .37259 










Seq. No. 


6688 




Seq. ID 


OJ990301_09.9819. 


CI 


Gene No. 


14070 




Strand 






Start 


A 1 A A A 

4^044 




End 


42124 




Name 


OJ990301 09. 9819. CI 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


36252 




End 


37271 




GI 


none 




Score 


95 




Exons 


36252. .36491, 36258 


. .36461, 


36286. .36462, 36555 .. 36698 , 






36648. .36806,. 36834 


. .36905, 


37074. .37154,. 37179. .37271 




Seq. No. 


6688 




Seq. ID 


OJ990301_09.9&19. 


CI 


Gene No. 


14070 




Strand 






Start 


42044 




End 


42124 




Name 


OJ990301 09. 9819. CI 


.o9.gp 


Method 


AAT/GAP 




Start 


42044 




End 


42124 




GI 


uC-osflcypl21e-07bl 




Score 


131 




Exons 


42044. .42124 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 7 . Oe- 


19 Oryza sativa genomic 




DNA, chromosome 8, 


^lone:P0026F07 ' 






Seq. No. 


6689 




Seq. ID 


OJ990301_09.9819. 


C2 


Gene No. 


14071 




Strand 


+ 




Start 


360 




End 


2191 




Name 


OJ990301 09. 9819. C2 


. ol . gs 


Method 


GEN SCAN 




Start 


360 




End 


'2191 




GI 


none 




Score 


.9 * 




Exons 


360. .512, 1888. .1938, 2105. 


.2191 







6942 






Seq. No. 


6689 






Seq. ID 


OJ990301_09.9819.C2 




L*ene no . 


1 4 U / Z 






birana 


x 

T 




Start 


4314 






End 


5254 




Name 


OJ990301 09 


. 9819.C2.o2. 


gs 


Method 


GENSCAN 




Start 


4314 






End 


5254 




GI 


none 






Score 


.82 




Exons 


4314. .5169, 


5199. .5254 










Seq. No. 


6690 






Seq. ID 


OJ990301_09.9819.C3 




Gene No. 


14073 






Strand 


+ 




O Lax. L 


i 






End 


4573 




Name 


OJ990301 09 


.9819.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


4573 




GI 


6503010 






Score 


932 




Exons 


1..191, 286 


..485, 3210. 


.3451, 


3740. .4573 




GI Descrip. 


(AF174427) 


formin-like protein AHF1 [Arabidopsis thaliana] 




Seq. No. 


6690 






Seq. ID 






Gene No . 


14073 






Strand 


+ ~~ 




~ Start 


1 






End 


4573 




Name 


OJ990301 09 


.9819.C3.ol. 


gs 


Method 


GENSCAN 




Start 


97 






End 


4531 




GI 


none 






Score 


.84 




Exons 


97. .191, 286. .485, .3210 


i. .3451 


, 3740..- 


4430, 4455.. -4531 


i'ft 


Seq. No. 


6690 






Seq. ID 


OJ990301_09. 9819.C3 




Gene No . 


14074 






Strand 




1 y 


Start 


1646 






End 


5450 




Name 


OJ990301 09 


.9819.C3.o3. 


ts 


Method 


TBLASTX : Soybean 


u 


Start 


386 






End 


3450 


1 


GI 


none 






Score 


101 


: is? 


Exons 


386. .487, 386. .466, 3209. .3307, 3314. 


.3448, 3322.. 3450 




Seq. No. 


6690 






Seq. ID 


OJ990301_09. 9819.C3 




Gene No. 


14074 






Strand 




'"i. s 


Cf ar 4- 
DLdi L 


1646 






End 


5450 


*S 


Name 


OJ990301 09 


.9819.C3.o2. 


np 


Method 


AAT/NAP 


at. 


Start 


1646 






End -. - 


5450 




■GI 


6721547 






' Score 


"78 




Exons 


1646. .1681, 


4394. .4493, 


5366. 


.5450 






GI Descrip, 


(AP001073) J 


Similar to Oryza sativa gene for Pib. (AB013448) 




Seq. No. 


6690 






Seq. ID 


OJ990301_09.9819.C3 




bene wo . 


14074 






Strand 






Start 


1646 






End 


5450 




Name 


OJ990301 09 


.9819.C3.ol. 


tc ■ 


Method 


TBLASTX: Cress 




Start 


3212 






End 


3952 




GI 


none 






Score 


84 




Exons 


3212. .3307, 


3314. .3451, 


3325. 


.3462, 3728.. 3952, 3793.. 3951 




Seq. No. 


6690 






Seq. ID 


OJ990301_09.9819.C3 




Gene No. 


14074 






Strand 






Start 


1646 






End 


5450 




Name 


OJ990301 09 


. 9819.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3221 






End 


-3973 




GI 


none 






Score 


358 




Exons 


3221. .3451, 


3230. .3265, 


3310. 


.3450, 3724.. 3960, 3737.. 3973, 



6943 



3737.. 3949, 3793.. 3972 



ru 



Seq. No. 


6690 


Seq. ID 


OJ990301_09.9819 


.C3 


Gene No. 


14074 


Strand 


- 




Start 


1646 


End 


5450 




Name 


OJ990301 09-9819. C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3737 


End 


4114 




GI 


none 


Score 


295* 




Exons 


3737.. 3973, 3793.. 3951, 3992 


. .4114 






Seq. No. 


6690 


Seq. ID 


OJ990301_09.9819 


.C3 


Gene No. 


14074 


Strand 


- 




Start 


1646 


End 


5450 




Name 


OJ990301 09.9819.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


4187 


End 


4468 




GI 


none 


Score 


240 




Exons 


4187. .4429, 4190. .4468, 4201 


. .4449 






Seq. No. 


6690 


Seq. ID 


OJ990301_09.9819 


.C3 


Gene No. 


14074 


Strand 






Start 


1646 


End 


. 5450 




Name 


OJ990301 09.9819.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4187 


End 


4468 




GI 


none 


Score 


212 




Exons 


4187.. 4396, 4189.. 4404, 4400 


..4468, 4408. .4467 




Seq. No. 


6691 


Seq. ID 


OJ990301_09.9819 


.C4 


Gene No. 


14075 


Strand 


+ 




"Start 


570 


End 


2938 




Name 


OJ990301 09.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


570 


End 


2938 




GI 


none 


Score 


.98 




Exons 


570. .1394, 1495. .1743, 1849. 


.1940, 2158. .2938 






6691 


Seq. ID 


OJ990301_09.9819 




Gene No. 


14076 


Strand 


+ 




Start 


5813 


End 


18230 




Name 


OJ990301 09.9819.C4.o3.gs 


Method 


GENSCAN 




Start 


5813 


' End 


18230 




GI 


none 


Score 


.52 




Exons 


5813. .5869, 9048. .9373, 13029 .. 13212, 


13416. .13546, 






13891. .13973, 15239 .. 15382, 


16960. .17019, 17986. .18230 




Seq. No. * 


6691 


Seq. ID 


OJ990301_09.9819 


.C4 


Gene No. 


14076 


Strand 


+ 




Start 


5813 


End 


18230 




Name 


OJ990301 09.9819.C4.o4.np 


Method 


AAT/NAP 




Start 


13107 


End 


17185 




GI 


4757880 


Score 


586 




Exons 


13107. .13212, 13416. .13546, 


13891. .13979, 15119 .. 15382, 






16348. .16423, 16574 16654 , 


16733. .16811, 16919. .17019, 






17116.. 17185 








GI Descrip. 


BUB3 (budding uninhibited by benzimidazoles 3, yeast) homolog 



gi 1 2921873 (AF047472) spleen mitotic checkpoint BUB3 [Homo 
sapiens] gi | 2981231 | gb | AAC06258 | (AF053304) mitotic checkpoint 
component Bub3 [Homo sapiens] gi 13639060 (AF081496) kinetochore 
protein BUB3 [Homo sapiens]- 



6944 



Seq. No. 


6691 


Seq. .ID 


OJ990301_09. 9819.C4 




14077 


: Strand 


+ 


Start 


20202 


*End 


21275 


Name 


OJ990301 09.9819.C4.o5.np 


Method 


AAT/NAP 


Start 


20202 


End 


21275 


GI 


6522914 


Score 


236 


Exons 


20202. .20361, 20773 .. 21112 , 


21151.. 21275 


GI Descrip. 


(AL132978) zinc-finger-like 


protein [Arabidopsis thaliana] 


Seq. No. 


6691 


Seq. ID 


OJ990301JD9. 9819.C4 




14078 


Strand 




Start 


1852 


End 


3708 


Name 


OJ990301 09.9819.C4.o2.np 


Method 


AAT/NAP 


Start 


1852 


End 


3708 


GI 


5852093 


Score 


68 


Exons 


1852.. 1882, 3559.. 3708 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




C a rt Mo 
O64 ■ 1NU • 


6691 


Seq. ID 


OJ990301_09.9819.C4 


Gene No. 


14079 


Strand 




Start 


4181 


End 


5433 


Name 


OJ990301 09.9819.C4.o2.gs 


Method 


GENSCAN 


Start 


4181 


End 


5433 


GI 


none 


Score 


.83 


Exons 


4181.'. 4279, 4395. .4460, 4577 


..4642, 4729.-4932, 5029. .5433 


Seq. No. 


6691 


Seq. ID 


OJ990301_09.9819.C4 


ran O Mo 


14079 


Strand 




Start 


4181 


End 


5433 


Name 


OJ990301 09.9819.C4.o3.np 


Method 


AAT/NAP 


Start 


4187 


End 


4932 


GI 


6693022 


Score 


269 


Exons 


4187. .4288, 4346. .4460, 4577 


..4642, 4729. .4932 


GI Descrip. 


(AC012375) T22C5.19 [Arabidopsis thaliana] 


Qan Mo 
ocq • INO . 


6691 


Seq. ID 


OJ990301_09.9819.C4 


Gene No. 


14080 


Strand 




Start 


18689 


End ' ' 


19243 


Name 


OJ990301 09.9819.C4.o4.gs 


Method 


GENSCAN 


Start 


18689 


End 


19243 


GI 


none 


Score 


.42 


Exons 


18689. .18852, 19240. .19243 






Qon Mo 
OctJ • 1NO . 


6691 


Seq. ID 


OJ990301_09.9819.C4 


Gene No. 


14081 


Strand 




Start 


21488 


End 


22187 


Name 


OJ990301 09.9819.C4.o2.tc 


Method 


TBLASTX: Cress 


Start 


741 


End 


992 


GI 


none 


Score 


46 


Exons 


741. .791, 798. .992 






Seq. No. 


6691 


Seq. ID 


OJ990301_09. 9819.C4 


Gene No. 


14081 


Strand 




Start 


21488 


End 


22187 


Name 


OJ990301 09.9819.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


1596 


End 


2284 



6945 



GI- 
Exons 



none Score 36 

1596.-1661, 1597.. 1677, 1660.. 1743, 1662.. 1745, 1678... 1746 

1840. .1938, 1847. .1939, 1848. .1940, 2155. .2274, 2156. .2284 
2163. .2282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6691 
14081 
21488 
OJ99030 
13059 
none 
13059. . 
13413. . 
15103. . 
15163. . 
16343. ; 
16575. . 
16879. . 
17114. . 



1 09.9819.C4 .ol.tm 



13211, 
13538, 
15177, 
15321, 
16435, 
16661, 
17013, 
17179, 



13060. 
13413. 
15111. 
15186. 
16344. 
16734. 
16916. 
17122. 



.13212, 
.13589, 
.15185, 
.15380, 
.16436, 
.16811, 
.17014, 
.17178, 



Seq. ID OJ990301_09.9819.C4 
Strand 

End 22187 

Method TBLASTX : Maize 

End 22187 

Score 132 
13147. .13221, 13397. .13585, 
13414. .13548, 13889 .. 13975, 
15111. .15176, 15118. .15159, - 
15189. .15389, 15190 .. 15393, 
16572. .16655, 16574 .. 16657, 
16734. .16793, 16736 .. 16804 , 
16927. .17013, 16929. .17021, 
22107. .22187 



Seq. No. 6691 
Gene No. 14081 
Start 21488 

Name OJ990301_09 . 9819 . C4 . ol . ts 

Start 13123 
GI none 

Exons 13123. .13212, 13125 .. 13211, 

13413. .13538, 134 13 13562 , 
15111. .15176, 15123. .15185, 
15189. .15392, 15190 .. 15393, 
16344. .16436, 16572 .. 16655, 



Seq. ID OJ990301_09.9819.C4 
Strand 

End- 22187 

Method TBLASTX : Soybean 

End 22187 

Score 124 
13147. .13221, 13397. .13540, 
13889. .13975, 15103 .. 15177, 
15184. .15306, 15186. .15380, 
15191. .15406, 16343. .16435, 
22107. .22187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



6691 Seq. ID 

14081 Strand 

21488 End 

OJ990301_09 . 98 19 . C4 . ol . tc Method 

20773 ' End 

none Score 



OJ990301_09.9819.C4 
22187 

TBLASTX: Cress 

21108 

47 . 



20773. .20826, 20881 20955, 20886 . .20954 ,' 20887 .. 2094 9, 
21013. .21099, 21016. .21108, 21031. .21108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6691 Seq. ID 

14081 ■ Strand 
21488 End 
OJ990301_09 . 9819 . C4 . o2 . ts Method 
207.73 End 
none Score 



OJ990301_09.9819.C4 
22187 

TBLASTX : Soybean 

21207 

56 



20773. .20820, 2088 1 .. 20955, 20881 .. 2094 9, 20886 .. 20951, 
21016. .21111, 21031. .21111, 21184.. 21207 



Seq. No. 6691 Seq. ID 

Gene No. 14081 Strand 

Start 21488 End 

Name OJ990301_09 . 9819 . C4 . 06 . gs Method • 

Start 21488 End 

GI none Score 

Exons 21488. .21910 



OJ990301_09.9819.C4 

22187 
GENS CAN 
21910 



6946 




Con M<-v 
JC4> WO . 


6692 










JCLJ. -L U 




C6 


Gene No. 


14082 










Strand 






Start 


27 










End 


223 




Name 


OJ990301 09. 


9819. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


27 










End 


223 




GI 


none 










Score 


.81 




Exons 


27. .223 














Seq. No. 


6693 










Seq. ID 


OJ990301 09.9819. 


CI 




14083 










Strand 


+ 




Start 


3042 










End 


4850 




Name 


OJ990301 09. 


9819. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


3042 










End 


4850 




GI 


4468990 








Score 


1136 




Exons 


3042. , 


.3209, 


3327. 


.3553, 


3580. 


.4408, 4436. .4850 




GI Descrip. 


(AL035605) putative protein [Arabidopsis thaliana] 




oeq. wo. 


6693 










Seq. ID 


OJ990301_09.9819. 


CI 


Gene No. 


14084 










Strand 






Start 


9652 










End 


11806 




Name 


OJ990301 09. 


QQ 1 Q 

y o i y . 


L- / . Ol . 


US 


Method 


TBLASTX : Soybean 




Start 


3624 










End 


4001 




GI 


none 










Score 


357 




Exons 


3624. , 


.3929, 




. jyoi , 


jy oy . 


. : 4001 






Seq. No. 


6693 










Seq. ID 


OJ990301_09.9819. 


C7 


bene ino . 


14084 










Strand 






Start 


9652 










End 


11806 




Name 


OJ990301 09. 


QQ1 Q 

y o i y . 


/ . Ol . 


IC 


Method 


TBLASTX: Cress 




Start 


3698 










End 


4415 




GI 


none 










Score 


138 




Exons 


3698. , 


.3814, 


ooy y . 


. Jo lo , 


joUd. 


.3925, 3807. .3929, 3969. .4052 




3974. , 


.4015, 


A 1 1 O 

4118. 


A T O O 


A 1 O O 

4122 . 


.4205, 4308. .4415 




Seq. No. 


6693 










Seq. ID 


OJ990301__09.9819. 


C7 




14084 










Strand 






Start, 


9652 










End 


11806 




Name 


OJ990301 09. 


9819. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4292 










End 


4854 




GI 


none 










Score 


193 




Exons 


4292. , 


.4315, 


4293. 


.4424, 


4371. 


.4406, 4431. .4850, 4463. .4849 




4733. , 


.4852, 


4786. 


.4854 










oeq . iNO • 


6693 










Seq. ID 


OJ990301_09. 9819. 


C7 


Gene No. 


14084 










Strand 






Start 


9652 










End 


11806 




Name 


OJ990301 09. 


9819. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4581 










End 


4847 




GI 


none 










Score 


119 




Exons 


4581. . 


.4691, 


4671. 


.4733, 


4788. 


. 4847 






Seq. No. 


6693 










Seq. ID 


OJ990301_09.9819. 


C7 


Gene No. 


14084 










Strand 






Start 


9652 










End 


11806 




Name 


OJ990301 09. 


9819. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4671 










End 


4862 , 





6947 




GI 


none 




Score 


122 






Exons 


4671. .4760, 


4689. .4760, 4755 


..4844, 4782. .4862, 


4789. .4845 


Seq. No. 


6693 




Seq. ID 




\J -7 • 


qqi q el 


Gene No. 


T A f\ Q A 




Strand 








Start 


9652 




End 








Name 


OJ990301 09 


.9819.C7.o2.gs 


Method 








Start 


9652 




End 


1IOUD 






GI 


none 




Score 


. OZ 






Exons 


9652. .9701, 


9958. .10019, 11781.. 11806 








Seq. No. 


6694 




ca« t n 
oeq. iu 






J O i J • v^o 


bene no . 


1H UOJ 




oirana 








Start 


405 




i^na 


Oft D 






Name 


OJ990301 09 


. yoiy .to .ox . gs 


Method 








Start 


405 




DllU 








GI 


none 




Score 








Exons 


405. .646 












Seq. No. 


6695 




Seq. ID 




HQ 


-7 O J. J . -7 


Gene No . 


i a no c 




o Tirana 


_l_ 

T 






Start 


172 




T? r\ r\ 


0 A Q 

z ft y 






Name 


OJ990301 09 


.9819.C9.ol.gs 


Method 


Ij Hi IN oL^rl IN 






Start 


172 












GI 


none 




Score 








Exons 


172. .249 












Seq. No. 


6696 




Seq. ID 


OJ990301 


_09. 


9819. Cll 


Gene No. 


14087 






+ 






Start 


210 




&na 


3430 






Name 


OJ990301 09 


.9819.Cll.ol.gs 




GENSCAN 






Start 


210 






3430 






GI 


none 




Score 


.49 






Exons 


210.. 366, 1133.. 1197, 1332.. 


1 "3 1 A AC\ 


..1522, 1764. 






2843. .2931, 


3189. .3430 










Seq. No. 


6697 




beq. iu 


OJ990301 


_09. 




Gene No . 


14088 




btrana 


+ " 






Start 


538 




, hna 


712 ■ 






Name 


OJ990301 09 


.9819.C12.ol.gs 


Method 


GENSCAN 






Start 


538 ' 




hna 


712 






GI 


none 




• Score 


.99 






Exons 


538. .712 












Seq. No. 


6698 




Seq. ID 


OJ990301 


_09. 


QQI Q PIC 


Gene No . 


14089 




Strand 


+ 






Start 


111 




End 


578 






Name 


OJ990301 09 


.9819.C15.ol.gs 


Method 


GENSCAN 






Start 


111 




End 


578 






GI 


none 




Score 


.99 






Exons 


111.. 278, 375.-578 










Seq. No. 


6699 ' 




Seq. ID 


OJ990301 


_09. 


9819. C16 


Gene No. 


14090 




Strand 








Start 


455 




End 


662 






Name 


OJ990301 09 


.9819.C16.ol.gs 


Method 


GENSCAN 






Start 


455 




End 


662. 







6948 



GI 


none 




Score 


.72 


Exons 


455. .662 








Seq. No. 


6700 




Seq. ID 


OJ990301 


Gene No. 






ocrano 


T 


Start 


421 




End 


624 


Name 


OJ990301 09 


.9819.C17.ol.gs 


Method 


GENSCAN 


Start 


421 




End 


624 


GI 


none 




Score 


.67 


Exons 


421. .624 








Seq. No. 


6701 




Seq. ID 


OJ990301 


Gene No . 


1 A HQO 




Strand 




Start 


324 




End 


454 


Name 


OJ990301 09 


.9819.C18.ol.gs 


Method 


GENSCAN 


Start 


324 




End 


454 


GI 


none 




Score 


.79 


Exons 


324. .454 








Seq. No. 


6702 ■ 




Seq. ID 


OJ990301 


bene no . 






Strand 


_i_ 

T 


Start 


345 




End 


824 


Name 


OJ990301 09 


.9819.C19.ol.gs 


Method 


GENSCAN 


Start 


■345 




End 


'752 


GI 


none 




Score 


.98 


Exons 


345.. 752 








Seq. No. 


6702 




Seq. ID 


OJ990301 


Gene No. 


14093 




Strand 


+ 


Start 


345 




End- 


824 


Name 


OJ990301 09 


-9819.C19.ol.np 


Method 


AAT/NAP 


Start 


348 




End 


824 


GI 


549010 




Score 


637 


Exons 


348. .824 








GI Descrip. 


EUKARYOTIC 


PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 



09.9819.C19 



1 (ERF1) 

(OMNIPOTENT SUPPRESSOR PROTEIN 1 HOMOLOG) (SUP1 HOMOLOG) 
gi I 3225541 pir | | S31328 omnipotent suppressor protein SUP1 homolog 
(clone G18) - Arabidopsis thaliana gi 1 16514 | emb | CAA4 9172 | 
" (X69375) similar to yeast omnipotent suppressor protein SUP1 
(SUP45) [Arabidopsis thaliana] gi | 1402882 | emb | CAA66813 | (X98130) 
euka 



Seq. No. 6702 Seq. ID OJ990301_09 . 9819 . C19 

Gene No. 14094 Strand 

Start 315 End 824 

Name OJ990301_09 . 9819 .C19 . ol . gp Method AAT/GAP 

Start 315 End 824 

GI 11928_1.R1084 Score 904 

Exons 315.. 824 

GI Descrip. • 549010/sp | P35614 | ERF1_ARATH 1.0e-107 EUKARYOTIC PEPTIDE CHAIN 

RELEASE FACTOR SUBUNIT 1 (ERF1) (OMNIPOTENT SUPPRESSOR PROTEIN 1 

HOMOLOG) (SUP1 HOMOLOG) >gi_322554_pir S31328 omnipotent 

suppressor protein SUP1 homolog (clone G18) - Arabidopsis 
thaliana >gi_16514_emb_CAA49172_ (X69375) similar to yeast 
omnipotent suppressor protein SUP1 (SUP45) [Arabidopsis 
thaliana] >gi_14 02882_emb_ f 



6949 




Seq. No. 


6702 








Seq. ID 


OJ990301_0-9.9819.C19 


Gene No. 


14094 








Strand 




Start 










End 


824 


Name 


OJ990301 


09.9819.C19 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


315 








End 


822 


GI 


none 








Score 


681 


Exons 


315. .734, 


315. .374, 


317 


. .733, 


424. .735, 


429. .734, 743. .811, 




744. .812, 


745. .822, 


748 


. .813 






Seq. No. 


6702 








Seq. ID 


OJ990301_09.9819.C19 


Gene No. 


14094 








Strand 




Start 


Jlo 








End 


00/ 
oZ 4 


Name 


OJ990301 


09.9819.C19 


.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


333 








End 


822 


GI 


none 








Score 


600 


Exons 


333. .734, 


338. .622, 


427 


. .732, 


429. .734, 


743. .811, 744. .812, 




745. .822 












Seq. No. 


6702 








Seq. ID 


OJ990301_09.9819.C19 


Gene No. 


* 1 A f\ Q A 

1 4 U y 4 








Strand 




Start 


315 








End 


824 


Name 


OJ990301 


09.9819.C19 


.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


335 








End 


822 - 


GI 


none 








Score 


612 ' y 7 


Exons 


335. .733, 


336! .734, 


745 


. .822, 


747. .821 




Seq. No. 


6703 








Seq. ID 


OJ990301_09.9819.C20 


Gene No . 


14Uyb 








Strand 


+ 


Start 


142 








End 


435 


Name 


OJ990301 


09. 9819.C20 


.ol 


. gs 


Method 


GEN SCAN 


Start 


142 








End 


435 


GI 


none 








Score 


.91 


Exons 


142. .435 












Seq. No. 


6703 








Seq. ID 


OJ990301_09.9819.C20 


Gene No. 










Strand 




Start 


873 








End 


1228 


Name 


OJ990301 


09.9819.C20 


.o2 


.gs 


Method 


GENSCAN • 


Start 1 


873 








End 


1137 


GI 


none 








Score 


.98 


Exons 


873. .971, 


1087. .1137 










Seq. No. 


6703 








Seq. ID 


OJ990301_09.9819.C20 


Gene No. 


14096 








Strand 




otarc 


873 








End 


1228 


Name 


OJ990301 


09.9819.C20 


.ol 


.np 


Method 


AAT/NAP 


Start 


879 








End 


1228 


GI 


6693022 








Score 


150 


Exons 


879. .980, 


1038. .1228 










GI Descrip. 


(AC012375) T22C5.19 


[Arabidopsis thaliana] 


Seq. No. 


6704 








Seq. ID 


OJ990301_09.9819.C21 


Gene No. * 


14097 








Strand 


+ 


Start 


190 








End 


525 


Name 


OJ990301 


09.9819.C21 


.ol 


.gs 


Method 


GENSCAN 


Start 


190 








End 


525 


GI 


none 








Score 


.89 



6950 



Exons 



190.. 267, 307.. 525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6705 
14098 
1 

OJ990301_09.9819.C22.ol.np 
1 

6646754 
1. .1039 

(AC013258) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990301_09.9819.C22 
Strand 

End 1039 

Method AAT/NAP 

End 1039 

Score 920 



6705 

14098 

1 

OJ990301_09 . 98 19 . C22 . o2 . tm 

271 

none 

271. .516, 273. .515 

6705 

14098 

1 

OJ990301_09. 9819.C22.o2.ts 

273 

none 

273. .458, 274. .453 

6705 

14098 

1 

OJ990301_09. 9819.C22.ol.gs 

333 

none 

333.-476, 585.. 935 



Seq. No. 6705 

Gene No. 14098 

Start 1 

Name OJ990301_09. 9819.C22 .ol .gp 

Start 364 

GI none 

Exons 364.. 820 



Seq. ID OJ990301_09.9819.C22 
Strand 

End 1039 

Method TBLASTX : Mai ze 

End 516 

Score 335 



Seq. ID OJ990301_09.9819.C22 
Strand 

End 1039 

Method TBLASTX : Soybean 

End 458 

Score 206 



Seq. ID OJ990301_09.9819.C22 
Strand 

End 1039 

Method GEN SCAN 

End 935 

Score . 62 



Seq. ID OJ990301_09.9819.C22 
Strand 

End 1039 

Method AAT/GAP 

End 820 

Score 902 



Seq. No. 6705 

Gene No. 14098 

Start 1 

Name OJ990301_09 . 9819 . C22 . ol . ts 

Start 459 

GI none 
Exons 



Seq. ID OJ990301_09.9819.C22 
Strand 

End 1039 

Method TBLASTX : Soybean 

End 1004 

Score 393 



459. .890, 460. .891, 676. .903, 900. .1004, 904. .1002 



Seq. No. 6705 

Gene No. 14098 

Start 1 

Name OJ990301_09.9819.C22.ol.tm 

Start 516 

GI none 



Seq. ID OJ990301_09. 9819.C22 
■Strand 

End 1039 

Method TBLASTX: Maize 

End 1032 

Score 408 



6951 




Exons 516. .1004, 516. .1004, 517. .1032, 625,. 1023 



Seq. No. 


6705 








Seq. ID 


OJ990301_ 


09. 


9819 


.C22 


Gene No. 


14098 








Strand 










Start 


1 








End 


1039 








Name 


OJ990301 


09.9819.C22 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


555 








End 


891 








GI 


none 








Score 


57 








Exons 


555. .593, 


559. .591, 


603 


. .890 


, 622. .891 










O a *—# XT a 

beq. NO. 


6706 








Seq. ID 


OJ990301_ 


09. 


9819 


.C23 


Gene No. 


14099 








Strand 


+ 








Start 


275 








End 


835 








Name 


OJ990301 


09.9819.C23 


.ol 


. np 


Method 


AAT/NAP 








Start 


275 








End 


835 








GI 


6721547 








Score 


87 








Exons 


275. .359, 


814. .835 
















GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


. (AB013448) 


Seq. : *'"No.- 


O / U / 








beq. lu 


uo y yu ju i. 


u y . 


QQ1 Q 

. y o x y 


CO A 


Gene No. 


141U0 








Strand 


+ 








Start 


lOo 








Lna 


/(in 
4 ±U 








Name 


r\ to nnorti 

ojyyu3Ui_ 


09 . yo ly . C24 


. ol 


.gs 


Daejcnoa 


(jfcjlNbUAiN 








Start 


luo 










A 1 n 
ft 1 u 








GI 


none 








Score 


A A 
. 4 4 








Exons 


108. .410 


















Seq. No. 


0 / Uo 








beq. iu 


uj y yuoui 


u y . 


QQ1 Q 

, y o x y 




Gene No. 


1 A 1 A 1 

14101 








Strand 










Start 


4 61 








End 


oby 








Name 


f\ Tfinn o i 

OJ99U3U1 


uy . yyiy . czd 


. ol 


.gs 


Metnoct 


PCMOPAM 

vjCiNbUAIM 








Start 


4 61 








End 


o by 








GI 


none 








Score 


. DO 








Exons 


461. .569 


















Seq. No. 


6709 








Seq. ID 


OJ990301_ 


09, 


,9819 


.C28 


Gene No. 


14102 








Strand 










Start 


58 








End 


474 








Name 


OJ990301 


09.9819.C28 


.ol 


. gs 


Method 


GEN SCAN 








Start 


58 








End 


474 








GI 


none 








Score 


.43 








Exons 


58. .474 


















Seq. No. 


6710 








Seq. ID 


OJ990301_ 


_09, 


. 9819 


.C29 


Gene No. 


14103 








Strand 


+ 








Start 


160 








End 


705 








Name 


OJ990301 


09.9819.C29 


.ol 


.gs 


Method 


GENSCAN 








Start 


160 








End 


705 








GI 


none 








Score 


.41 








Exons 


160. .383, 


596. .705 
















Seq. No. 


6711 








Seq. ID 


OJ990301_ 


_09, 


,9819 


.C30 


Gene No. 


14104 








Strand 


+ 








Start 


130 








End 


239 








Name 


OJ990301 


09.9819.C30 


.ol 


. gs 


Method 


GENSCAN 








Start 


130 








End 


239 








GI 


none 








Score 


.91 









6952 






Exons 


130. .239 
















Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819. 


C31 




Gene No. 


14105 








Strand 


+ 






Start 


1404 








End 


4904 






Name 


OJ990301 09 


.9819. 


C31.ol 


. np 


Method 


AAT/NAP 






Start 


1404 








End 


4904 






GI 


6723435 








Score 


329 






Exons 


1404. .1909, 


2974. 


.3157, 


3233 


. .3415, ; 4885. .4904 






GI Descrip. 


(AL132965) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


6712 








Seq. ID 


OJ990301 09.9ol9. 


C31 




Gene No. 


14105 








Strand 


+ 






Start 


1404 








End 


4 904 






Name 


OJ990301_09 


.9819. 


C31.ol 


.gs 


Method 


GENSCAN 






Start 


1424 








End 


3819 






GI 


none 








Score 


. 84 






Exons 


1424 . . 1909, 


2974 . 


. 3819 












Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819. 


C31 




Gene No. 


14106 








Strand 


+ 






Start 


6705 








End 


9768 






Name 


OJ990301_09 


.9819. 


C31.o2 


,gs 


Method 


GENSCAN 






Start 


6705 








End 


9768 






GI 


none 








Score 


.41 




i;0 


Exons 


6705. . 6869, 


8680. 


.9768 










'.Z 


Seq. No. 


6712 








Seq. ID 


OJ990301_09. 9819. 


C31 




Gene No. 


14106 








Strand 


+ 






Start 


6705 








End 


9768 




!. J 


Name 


OJ990301_09 


.9819. 


C31.o2 


.np 


Method 


AAT/NAP 




ru 


Start 


6713 








End 


9765 






GI 


6646754 








Score 


1412 






Exons 


6713. . 6897, 


8690. 


.9765 












GI Descrip. 


(AC013258) 


unknown protein [Arabidopsis thaliana] 






Seq. No. 


6712 








Seq. ID 


OJ990301_09. 9819. 


C31 




Gene No. 


14106 








Strand 


+ 




r~i 


Start 


6705 








End 


97 68 






Name 


OJ990301 09 


.9819. 


C31.ol 


• gp 


Method 


AAT/GAP 




!. -1 


Start 


8906 








End 


9362 






GI 


none 








Score 


858 






Exons 


8906. .9362 
















Seq. No. 


6712 








Seq. ID 


OJ990301_09. 9819. 


C31 




Gene No. 


14107 








Strand 








Start 


11136 








End 


14763 






Name 


OJ990301 09 


.9819. 


C31.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


6807 








End 


9138 






GI 


none 








Score 


93 






Exons 


6807. .6872, 


8675. 


.8854, 


8679 


..9101, 8 


682.. 9137, 8683.. 9138 




Seq. No. 


6712 








Seq. ID 


OJ990301_09. 9819. 


C31 




Gene No. 


14107 








Strand 








Start 


11136 








End 


14763 






Name 


OJ990301 09 


.9819. 


C31.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


8683 








End 


9267 





6953 



GI 


none 








Score 


131 




Exons 


8683. .8826, 


8685. 


.8822, 


8823 


..8927, 8835.. 9266, 8836. .9267 


Seq. No. 


6712 . 








Seq. ID 


OJ990301_09.9819, 


» Col 


Gene No. 


14107 








Strand 






Start 


11136 








End 


14763 




Name 


OJ990301 09. 


9819. 


C31.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


8835 








■ End 


9171 




GI 


none 








Score 


304 




Exons 


8835. .9104, 


8836. 


.9123, 


9133 


..9171, 9135. .9167 




Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819 


. C 31 


Gene No. 


14107 








Strand 






Start 


11136 








End 


14763 




Name 


OJ990301 09. 


9819. 


C31.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


9140 








End 


9773 




GI 


none 








Score 


67 




Exons 


9140. .9214, 


9144. 


.9770, 


9144 


. .9773, 9145. .9771 




Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819 


. Col 


Gene No . 


14107 








Strand 






Start 


11136 








End 


14763 




Name 


OJ990301 09, 


.9819. 


C31.o2. 


.ts 


Method 


TBLASTX: Soybean 




Start 


9268 








End 


9594 




GI 


none 








Score 


536 




Exons 


9268. .9594, 


9270. 


.9593 










Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819 


. Col 


Gene No. 


14107 








Strand 






Start 


11136 








End 


14763 




Name 


OJ990301 09. 


9819. 


C31.o2. 


.tc 


Method 


TBLASTX: Cress 




Start 


9535 








End 


9768 




GI 


none 








Score 


127 




Exons 


9535. .9642, 


9558. 


.9623, 


9637 


. .9768, 9639. .9767 




Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819 


. Col 


Gene No. 


14107 








Strand 






Start 


11136 








End 


14763 




Name 


OJ990301 09. 


9819. 


C31.o3, 


.ts - 


Method 


TBLASTX : Soybean 




Start 


9594 








End 


9788 




GI 


none 








Score 


240 




Exons 


9594. .9788, 


9595. 


.9786 










Seq. No. 


6712 








Seq. ID 


OJ990301_09.9819 


.C31 


Gene No. 


14107 - 








Strand 






Start 


11136 








End 


14763 




Name 


OJ990301 09. 


9819. 


C31.o3, 


.gs 


Method 


GEN SCAN 




Start 


11136 








End 


14763 




GI 


none 








Score 


.73 




Exons 


11136. .11354 


: , 11394 . .11471, 


11597. . 11749, 12650. .13225, 






13325. .13645 


i, 14540. .14763 








Seq. No. 


6713 








Seq. ID 


OJ990301_09.9819 


.C32 


Gene No. 


14108 








Strand 


+ 




Start 


430 








End 


1922 




Name 


OJ990301 09. 


9819. 


C32.ol, 


.gs 


Method 


GENSCAN 




Start 


430 








End 


1922 





6954 



GI none 

Exons 430.. 447, 1761.. 1922 

Seq. No. 6714 

Gene No. 14109 

Start 236 

Name OJ990301_09 . 9819 . C33 . ol . gs 

Start 236 

GI none 

Exons 236.. 387 



Score .57 



Seq. ID OJ990301_09.9819.C33 

Strand + 

End 387 

Method GENS CAN 

End 387 

Score .96 



Seq. No. 6715 Seq. ID 

Gene No. 14110 Strand 

Start 43 End 

Name OJ990301_09 .9819. C34 . ol . gs Method 

Start 43 End 

GI none Score 

Exons 43..333 



OJ990301_09.9819.C34 
333 

GENS CAN 

333 

.45 



Seq. No. 
Gene No. 
Start 
. Name 
Q Start 

.Si Exons 

GI Descrip. 

tj Seq. No. 

Ltl Gene No. 

; *i Start 

«H Name 

1 y Start 

C3 Exons 
''-4 

\ t 2 Seq. No. 
' ^ Gene No . 
!l» Start 
■•^ Name 
□ Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



6716 ' Seq. ID 

14111 . Strand 

1 - ■ End 

OJ990301_09.9819.C39.ol.np Method 

1 End 

-6646754 Score 
1. .192 

(AC013258) unknown protein 

6716 Seq. ID 

14111 Strand 

1 End 

OJ990301_09. 9819.C39.ol.tm Method 

67 End 

none Score 
67. .198, 70. .198, 72. .200 

6716 Seq. ID 

14111 Strand 

1 End 

OJ990301_09.9819.C39.ol.ts Method 

69 End 
none Score 
69. .200, 69. .215, "70. .213 

6716 Seq. ID 

14111 Strand 
1 End 
OJ990301_09. 9819.C39.ol. tc Method 

70 End 
none Score 
70. .195, 72. .194 

6717 Seq. ID 

14112 Strand 
14 9 End 
OJ990301_09. 9819.C4 0.ol.gs Method 
149 End 



OJ990301_09. 9819.C39 
+ 

215 

AAT/NAP 

192 

172 



[Arabidopsis thaliana] 



OJ990301_09.9819.C39 
+ 

215 

TBLASTX: Maize 

200 

210 



OJ990301_09.9819.C39 
+ 

215 

TBLASTX : Soybean 

215 

82 



OJ990301_09.9819.C39 
+ 

215 

TBLASTX: Cress 

195 

177 



OJ990301_09. 9819.C40 
+ 

560 

GENS CAN 
560 



6955 



.SSI 



GI 


■ none 


Score 


.64 


Exons 


149. .229, 478. .560 






Seq. No. 


6718 


Seq. ID 


OJ990311 


Gene No. 


14113 


Strand 


+ 


Start 


22 


End 


408 


Name 


OJ990311 09.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


22 


End 


276 


GI 


none 


Score 


.55 


Exons 


22. .93, 189. .276 






Seq. No. 


6718 


Seq. ID 


OJ990311 


Gene No. 


14113 


Strand 


+ 


Start 


22 


End 


408 


Name 


OJ990311 09.9819.Cl.ol.gp 


Method 


AAT/GAP 


Start 


47 


End 


408 


GI 


72807 1.R1084 


Score 


204 


Exons 


47. .93, 189. .276, 367. .408 






GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 6.0e-22 Oryza s 




genomic sequence, complete sequence 1 




Seq. No. 


6719 


Seq.. ID 


OJ990311 


Gene No. 


14114 


Strand 


+ 


Start 


103" 


End 


297 


Name 


OJ990311 09.9819.C5.ol.gs 


Method 


GENSCAN 


Start 


103 


End 


297 


GI 


none 


Score 


1 


Exons 


103. .297 






Seq. No. 


6719 


Seq. ID 


OJ990311 


Gene No. 


1^114 


ocrana 


+■ 


Start 


103 


End 


297 


Name 


OJ990311 09.9819.C5.ol.ts 


Method 


TBLASTX: 


Start 


110 


End 


292 


GI 


none 


Score 


164 


Exons 


110. .253, 120. .242, 248. .292, 


251. .292 




Seq. No. 


6720 


Seq. ID 


OJ990311 


Gene No. 


14115 


Strand 




Start 


190 


End 


244 


Name 


OJ990311 09.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


190 


End 


244 


GI 


none 


Score 


.78 


Exons 


190. .244 






Seq. No. 


6721 


Seq. ID 


OJ990311 


Gene No. 


14116 


Strand 


+ 


Start 


9163 


End 


10029 


Name 


OJ990311 09.9819.C9.o2.gs 


Method 


GENSCAN 


Start 


9163 


End 


10029 


GI 


none 


Score 


.4 


Exons 


9163.. 9305, 9807.. 10029 






Seq. No. 


6721 


Seq. ID 


OJ990311 


Gene No. 


14117 


Strand 


+ 


Start 


13166 


End 


14092 


Name 


OJ990311 09.9819.C9.o4.gs 


Method 


GENSCAN 



6956 




Start 


13166 




End 


14092 


GI 


none 




Score 


.97 


Exons 


13166. .13423, 13529, 


. .14092 






Seq. No. 


6721 




Seq. ID 


OJ990311_09.9819.C9 


Gene No. 


14117 




Strand 


+ 


Start 


13166 




End 


14092 


Name 


OJ990311 09. 9819. C9. 


, o3.np 


Method 


AAT/NAP 


Start 


13529 




End 


14092 


GI 


3152583 




Score 


136 


Exons 


13529. .14092 








GI Descrip. 


(AC00298 6) Contains 


similarity to inhibitor of apoptosis protein 



gb|U45881 from D. melanogaster . [Arabidopsis thaliana] 



Seq- No. 


6721 






Seq. ID 


OJ990311_09.9819.C9 


Gene No. 


14118 






Strand 


+ 


Start 


14565 






End 


14895 


Name 


OJ990311 09. 


9819.C9.o5. 




Method 


GENSCAN 


Start 


14565 






End 


14895 


GI 


none 






Score 


.48 


Exons 


14565. .14623, 14766. .14 


895 






Seq. No. 








Seq. ID 


, OJ990311_09.9819.C9 


Gene No. 


1 A 1 1 Q 






Strand 




Start 


^1 fift 
JIOO 






End 


7614 


in cm. it; 


-OJ990311 09. 


9819.C9.ol. 


gs 


Method 


GENSCAN 


Start 


3188 






End 


7614 


GI 


none 






Score 


.65 


Exons 


-51 Oft O O C Q 


4"30n AAAQ 


. 6607. 


.6732, 6903.. 6930, 7480.. 7614 


Seq. No. 


6721 






Seq. ID 


OJ990311_09.9819.C9 


Gene No. 


14120 






Strand 




Start 


12430 






End 


12967 


LNdlUG 


OJ990311 09. 


9819.C9.ol. 


uw 


Method 


TBLASTX: Wheat ' 


Start 


5936 






End 


6298 


GI 


none 






Score 


82 


Exons 


5936. .6298, 


5937. .6038 








Seq. No. 


6721 






Seq. ID 


OJ990311_09. 9819.C9 


Gene No. 


14120 






Strand 




Start 


12430 






End 


12967 


Name 


OJ990311 09. 


9819.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6029 






End 


6500 


GI 


none 






Score 


95 


Exons 


6029. .6106, 


6128. .6499, 


6299. 


.6493, 6309.. 6500 


Seq. No. 


6721 






Seq. ID 


OJ990311_09. 9819.C9 


Gene No. 


14120 






Strand 




Start 


12430 






End 


12967 


Name 


OJ990311 09. 


9819.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6398 






End 


6947 


GI 


none 






Score 


73 


Exons 


6398. .6496, 


6575. . 6709, 


6600. 


.6704, 6702. .6947 


Seq. No. 


6721 






Seq. ID 


OJ990311_09.9819.C9 


Gene No. 


14120 






Strand 




Start 


12430 






End 


12967 



' - L 6957 



Name 


OJ990311 09.9819.C9.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


6572 


End 


7097 






GI 


none 


Score 


69 






Exons 


6572.. 6676, 6600.. 6695, 6744 


..7097, 6772. .6966 






Seq. No. 


6721 


Seq. ID 


OJ990311 


_09.9819 


.C9 


Gene No . 


14120 


Strand 








Start 


12430 


End 


12967 






Name 


OJ990311 09.-9819.C9.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


6720 


End 


7010 






GI 


none 


Score 


229 






Exons 


6720.. 7001, 6730.. 6987, 6776 


i. .7000, 6858. .7010 






Seq. No. 


6721 


Seq. ID 


OJ990311 


_09.9819 


.C9 


Ge»ne No 


14120 


Strand 








Start 


12430 


' End 


12967 






Name 


OJ990311 09.9819.C9.o3.gs 


Method 


GENSCAN 






Start 


12430 


End 


12967 






GI 


none 


Score 


.85 






Exons 


12430. .12488, 12736.. 12967 - 










Seq. No. 


6722 


Seq. ID 


OJ990311 


_09.9819 


.C10 


Gene No. 


14121 


Strand 


+ 






Start 


5797 


End 


26988 






Name 


OJ990311 09.9819.C10.o2.gs 


Method 


GENSCAN 






Start 


5797 


End 


26579 






GI 


none 


Score 


.82 






Exons 


5797.. 5869, 6496.. 6613, 6945 


..7009, 7108.. 7426, 


7919. .7997, 




8232.. 8397, 9210.. 9313, 9405 


..9539, 9624. .9674, 


9848. .9942, 




10014. .10131, 11376. .11558, 


11636. .11796, 12465 


. .12635, 






13505 13982. 14277 14372. 


14453. .14520, 14798 


. .14918, 






15000. .15176, 16420. .16450, 


17560. .17729, 17799 


. .17873, 






18210. .18701, 18831. .19163, 


19245. .19376, 19525 


. .19638, 






19723. .19907, 19989. . 20097, 


20764. .20907, 21036 


. .21326, 






21450. .22103, 22260 .. 22448, 


23385. .234 


88, 24258 


. .24510, 






24890. .25062, 25216. . 25557, 


25638. .26124, 26448 


. .26579 




Seq. No. 


6722 


Seq. ID 


OJ990311 


_09.9819 


.C10 


Gene No. 


■ 14121 


Strand 


+ ". 






Start 


5797 


" End 


26988 






Name 


OJ990311 09.9819.C10.ol.np 


Method 


AAT/NAP 






Start 


.9860 


End 


20133 






GI 


2245072 


Score " 


2448 






Exons 


9860.. 9955, 10009 .. 10278, 10706.. 10807 


, 11368.. 


11558, 






11636. .11798, 12359. .12635, 


13505. .13594, 13664 


. .13982, 






14277. .14372, 15000 .. 15176, 


15271. .15480, 16429 


. .16529, 






17099. .17195, 17405. .17503, 


17580. .17729, 17799 


. .17873, 






18119. .18277, 18338. .18460, 


18523. .18701, 18831 


. .19165, 






19245. .19396, 19475 .. 19638, 


19723. .19907, 19989 


. .20133 




GI Descrip. 


(Z97342) hypothetical protein [Arabidopsis thaliana] 




Seq, No. 


6722 


Seq. ID 


OJ990311 


_09. 9819 


.C10 


Gene No. 


14121 


Strand 


+ 






Start 


5797 


End. 


26988 






Name 


OJ990311 09.9819.C10.o2.gp 


Method " 


AAT/GAP 






Start 


17800 


End 


18521 






GI 


. none 


Score 


701 







6958 



Exons 



17800. .17873, .18210. .18521 



Seq. No. 


6722 




Seq. ID 


OJ990311_09.9819. 


C10 


Gene No. 


14121 




Strand 


+ 




Start 


5797 




End 


26988 




Name 


OJ990311 09. 9819. CIO. 


o2 . np 


Method 


AAT/NAP 




Start 


20767 




End 


25646 




GI 


2245071 




Score 


1404 




Exons 


20767. .20907, 21036.. 


21331, 


21455. .21716, 21771 .. 22103, 






22260. .22448, 23385.. 


23488, 


24258. .24547, 24 643 .. 24727 , 






24810. .25128, 25390.. 


25646 








GI Descrip. 


(Z97342) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


6722 




Seq. ID 


OJ990311_09.9819. 


C10 


Gene No. 


14121 




Strand 


+ 




Start 


5797 




End 


26988 




Name 


OJ990311 09. 9819. C10. 


o3 . np 


Method 


AAT/NAP 




Start 


24671 




End 


26988 




GI 


2245070 




Score 


838 




Exons 


24671. .24762, 25213.. 


25557, 


25638. .26124, 26284 .. 264 59, 






26968. .26988 










GI Descrip. 


(Z97342.) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


6723 




Seq. ID 


OJ990311_09.9819. 


Cll 


Gene No. 


14122 




Strand 


+ 




Start 


1 




End 


862 




Name 


OJ990311 09.9819.C11. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


862 




GI 


2245070 




Score 


271 




Exons 


1..77, 272. .862 










GI Descrip. 


(Z97342) hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 6723 Seq. ID 

Gene No. 14123 Strand 

Start 1168 End 

Name OJ990311_09 . 98 1 9 . Cll . ol . gs Method 

Start 1168 End 

GI none Score 

Exons 1168.. 1319 



OJ990311_09. 9819. Cll 

1319 
GENSCAN 
1319 
.76 



Seq. No. - 6724 

Gene No. 14124 

Start 293 

Name OJ990311_ 

Start 291 

GI none 

Exons 291.. 452, 291.. 452, 293.. 457 



09/9819. C14.o2.tm 



Seq. ID OJ990311_09.9819.C14 

Strand + 

End 2115 

Method TBLASTX : Mai ze 

End 4 57 

Score 196 



Seq. No. 6724 Seq. ID OJ990311_09 . 9819 . C14 

Gene No. 14124 Strand + 

Start 293 End 2115 

Name OJ990311_09 . 9819 . C14 . ol . gp Method AAT/GAP 

Start 293 End 780 

GI 72807_1.R1084 Score 473 

Exons 293. .454, 550. .637, 728. .780 

GI Descrip. • 5042437/gb | AC007789 . 1 | AC007789 6.0e-22 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



6959 





Seq. No. 


6724 




Seq. ID 


OJ990311 


__09.9819.C14 






14194 




Strand 


+ 






Start 


293 




End 


2115 






Name 


OJ990311 09.9819.C14.ol 


.np 


Method 


AAT/NAP 






Start 


293 




End 


1964 






GI 


4895254 




Score 


48 






Exons 


293. .473, 1916.. 1964 












GI Descrip. 


(AC007659) hypothetical 


protein [Arabidopsis thaliana] 




beq. iNO . 






Seq. ID 


OJ990311 


_09.9819.C14 




Gene No. 


14124 




Strand 


+ 






Start 


293 




End 


2115 






Name 


OJ990311 09.9819.C14.ol 


-gs 


Method 


GEN SCAN 






Start 


293 




End 


2115 






GI 


none 




Score 


.98 






Exons 


293.. 454, 550.. 637, 728 




1052. .1219, 1489. 


1 689 1 QQfi 




Seq. No. 


6724 




Seq. ID 


OJ990311 


HQ Qft 1 Q PI 4 




i^ene wo . 


J. ft Lt. H 




Strand 


+ 






Start 


293 




End 


2115 






Name 


OJ990311 09.9819.C14.ol 


. tm 


Method 


TBLASTX : 1 


Maize 




Start 


826 




End 


1515 




,= Pi 


GI 


none 




Score 


157 






Exons 


826..957, 828.. 956, 902 


Q£1 

. . y ox , 


1046.. 1222, 1050. 


1 99 Q 






1051.. 1230, 1480.. 1515 










ru 


Seq. No. 


6725 




Seq. ID 


OJ990311 


HQ Qftl Q PI S 




Gene No. 


14125 




Strand 


+ 






otar u 


9 £fi 




End 


6211 




Ci 


Name 


OJ990311 09.9819.C15.ol 


.gs 


Method 


GENSCAN 






Start 


268 




End 


6211 




ru 


GI 


none 




Score 


.75 






Exons 


268.. 418, 517.. 636, 961 


. .1102, 


1524 . .: 


1548, 1941 


. .2017, 


ss. 

i * 




.2442.. 2636, 3191.. 3263, 


3339. . 


3425, 3610.. 3747, 


3885. .4087, 






4173. .4335, 4565.-4684, 


6071. . 


6211 








Seq. No. 


6725 




Seq* ID 


OJ990311 


_09.9819.C15 




Gene No. 


14125 




Strand 


+ 




sa, 
; j 


Start 


268 




End 


6211 




£3 


Name 


OJ990311 09.9819.C15.o2 


• gp 


Method 


AAT/GAP 






Start 


. 4664 




End 


5023 ■ 






GI 


3760216 




Score 


598 






Exons 


4664.. 5023 











Seq. No. 6725 Seq. ID 

Gene No. 14126 Strand 

Start 12628 End 

Name OJ990311_09 . 9819 . C15 . o3 . gp Method 

Start 12628 End 

GI 36280_1.R1084 Score 

Exons 12628. .13082 

GI Descrip. 1 5295971/dbj | BAA81872 . 1 1 1.0e-81 (AB026295) EST D24315 {R1718 ) 
corresponds to a region of the- predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] f 



OJ990311_09.9819.C15 
+ 

13082 
AAT/GAP 
13082 
854 



6960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6725 Seq. ID 

14127 Strand 
14773 End 
OJ990311J39. 9819. CIS. o4.gp Method 
14773 End 
uC-osflM2020118f01al Score 
14773.. 15208 

, 5295971/dbj (BAA81872.il 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



OJ990311_09.9819.C15 
+ 

15208 
AAT/GAP 
15208 
777 



6725 

14128* 

16567 

OJ990311_09. 9819. CIS. o3.gs 

16567 

none 

16567. .17187, 17660 .. 17787 , 
19352. .19426, 19516.. 19770 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_ 
+ 

19770 
GENSCAN 
19770 
.76 



09. 9819. CIS 



17880. .17931, 18909. .19055,, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



6725 Seq. ID OJ990311_09 . 9819 . C15 

14129 Strand + 

21443 " End 21764 

OJ990311JD9 . 9819 .CIS . o2 . np Method AAT/NAP 

21443 End 21764 

6678609 Score 62 

21443. .21561, 21634. .21764 

X-linked nuclear protein gi | 5915738 | sp | Q61687 | ATRX_MOUSE 
TRANSCRIPTIONAL REGULATOR ATRX (X-LINKED NUCLEAR PROTEIN) 
(HETEROCHROMATIN PROTEIN 2) (HP1 ALPHA- INTERACTING. PROTEIN) 
(HP1-BP38 PROTEIN) gi 13002558 (AF026032) ATRX protein [Mus 
musculus] 



6725 Seq. ID 

14130 Strand . 

28280 End 
OJ990311_09 . 9819 . CIS . o5 . gp Method 
28280 End 
uC-osflcyp001c04b2 Score 
28280. .28428 

, 6041757/gb|AC011806.1|Ae011806 2.0e-34 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



OJ990311_09. 9819. CIS 
+ 

28428 
AAT/GAP 
28428 
222 



6725 Seq. ID 

14131 Strand 

31223 End 

OJ990311_09 . 9819 . CIS . 08 . np Method 

31223 End 

4378757 Score 



OJ990311_09. 9819. CIS 
+ 

34083 
AAT/NAP 
34083 
413 



31223. .31245, 33444 .. 33522, 33626. . 33881, 33950. .34083 
(AF111711) transcription factor PERIANTHIA [Arabidopsis 
thaliana] 



6725 
14131 



Seq. ID OJ990311_09. 9819. CIS 
Strand + 



6961 



Start 


31223 


End 


34083 




Name 


OJ990311 09 9819 C15 06 ar> 


Mpt horl 


AAT/GAP 




Start 


33447 


End 


33840 




GI 


67783 1.R1084 


Score 


667 




Exons 


33447. .33840 








GI Descrip. 


M680203/gb|AAD27566. 1|AF114 


171_7 l.Oe- 


-39 (AF114171) TNP2-1. 




protein [Sorghum bicolor] 1 








Seq. No. 


6725 


Seq. ID 


OJ990311_0-$, 


-9819. C15 






.Oil CtllU 


+ 




Start 


34816 


End 


37738 




Name 


OJ990311 09.9819.C15.o7.gp 


Method 


AAT/GAP 




Start 


34816 


End 


35733 




GI 


none 


Score 


875 




Exons 


34816. .35007, 35453.. 35733 








Seq. No. 


6725 


Seq. ID 


OJ990311 09. 


9819. C15 


Gene No. 


14132 


Strand 


+ 




Start 


34816 


End 


37738 




Name 


OJ990311 09.9819.C15.ol0.np 


Method 


AAT/NAP 




Start 


35489 


End 


37738 




GI 


6522596 


Score 


69 




Exons 


35489. .35728, 37719.. 37738 








GI Descrip. 


(AL133292) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


6725 


Seq. ID 


OJ990311_09. 


9819. C15 






Strand 


+ 




Start 


34816 


End 


37738 




Name 


OJ990311 09.9819.C15.o8.gp 


Method 


AAT/GAP 




Start 


36399 


End 


36852 




GI 


none 


Score 


904 




Exons 


36399. .36852 








Seq. No. 


6725 


Seq. ID 


OJ990311_09. 


9819. C15 


Gene No. 


14133 


Strand 


+ 




Start 


44588 


End 


45213 




Name 


OJ990311 09. 9819. CIS. oil. np 


Method 


AAT/NAP 




Start 


44588 


End 


45213 




GI 


4928399 


Score 


172 




Exons 


44588. .45047, 45155. .45213 








GI Descrip. 


(AF132014) RING-H2 zinc finger protein 


ATL4 [Arabidopsis 




thaliana] 








Seq. No. 


6725 


Seq. ID 


OJ990311_09. 


9819. C15 


Gene No. 


14134 


Strand 






Start 


12254 


End 


17046 




Name 


OJ990311 09.9819.C15.ol.np 


Method 


AAT/NAP 




Start 


12254 


End 


17046 




GI 


5295971 


Score 


7968 




Exons 


12254 . .17046 









GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



6725 

14135 

19969 



Seq. ID 

Strand 

End 



OJ990311 09.9819.C15 



24634 



6962 



Name OJ990311_09. 9819. CIS. o3.np Method AAT/NAP 

Start 19960 End 24634 

GI 6069646 * Score 369 

Exons 19960. .20951, 21264 21307 , 24563.. 24634 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 6725 Seq. ID 

Gene No. 14135 Strand 

Start 19969 End 

Name OJ990311_09 . 9819 . C15 . o4 . gs Method 

Start 19969 End 

GI none Score 

Exons 19969. .21141 



OJ990311_09.9819.C15 

24634 
GENSCAN 
21141 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6725 Seq. ID OJ990311_09 . 9819 . CIS 

14136 ^* Strand 

25599 End 26808 

OJ990311_0 9 . 98 19 . C15 . o7 . np Method AAT/NAP 

25599 End 26808 

6907106 Score 444 

25599. .25804, 25878 .. 26100, 26406.. 26808 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6725 

14137 

34387 

OJ990311_09.9819.C15.o6.tm 

2554 

none 



Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method TBLASTX : Mai ze 

End 4089 

Score 102 



2554. .2646, 2566. .2634, 3189. .3263, 3189. .3263, 3324. .3428, 
3336. .3425, 3337. .3429, 3588. .3746, 3605. .3769, 3607. .3750, 
3608. .3760, 3875. .4018, 3882. .4088, 3883. .4089, 3883. .4062 



Seq. No. 6725 

Gene No. 14137 

Start 34387 

Name OJ990311_09.. 9819 .CIS . ol3 . tm 

Start 4187 

GI none 

Exons 4187.. 4336, 
4562. .4708, 



4190.. 4336, 4258, 
4562. .4696, 4564, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4341, 4272 
.4698 



OJ990311 09. 9819. CIS 



35695 

TBLASTX: Maize 
4708 
123 

4337, 4288. .4341, 



Seq. No. 6725 

Gene No. 14137 

Start 34387 

Name OJ990311_09 . 9819 .CIS . o5 . tc 

Start 4258 

GI none 
Exons 



Seq. ID OJ990311_09. 9819. CIS 
Strand 
End 

Method 
End 
Score 



35695 

TBLASTX: Cress 

4696 

116 



4258. .4341, 4269. .4337, 4562. .4696,. 4564. .4692 



Seq. No. 
Gene No. 



6725 
14137 



Seq. ID 
Strand 



OJ990311 09. 9819. CIS 



6963 



Start 
Name 
Start 
GI 

Exons 



34387 

OJ990311_09. 98 19. CIS, 

12278 

none 

12278. .12511, - 12411. , 
12767. .12928 



End 

o3. ts Method 
End 
Score 



35695 

TBLASTX: Soybean 

12928 

41 



12485, 12566. .12754, 12594 .. 12755 , 



Seq. No. 6725 

Gene No. 14137 

Start 34387 . 

Name OJ990311_09 . 9819 . C15 . ol . tc 

Start 12287 

GI none 

Exons 12287. .12529, 12321 .. 12485, 
12659. .12949, 12660 .. 12755, 



Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method TBLASTX: Cress 

End 12949 

Score 83 
12572. .12652, 12576. .12653, 
12777. .12887 



; 3 

m 

rli 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
W GI 
; sJ Exons 

ry 

: 3 Seq. No. 

Gene No. 

:;1 Start 

# ' y Name 

M Start 

Q GI 

ri Exons 



6725 

14137 

34387 

OJ990311_09 . 98 1 9 . C15 . o4 . tm 

12288 

none 

12288. .12488, 12288 .. 12674 , 
12439. .12615, 12570.. 12677 



Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method TBLASTX : Maize 

End 12677 

Score 225 
12290. . 12595, 12290 12676, 



6725 

14137 

34387 

OJ990311_09.9819.C15.o4 .tw 

12317 

none 

12317. .12496, 12329 .. 12511 , 

6725 

14137 

34387 

OJ990311_09.9819.C15.ol4 .tm 

12683 

none 

12683. .12862, 12684.. 12860 



Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method TBLASTX : Wheat 

End 12736 

Score 83 
12566. . 12736, 12576.. 12653 

Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method TBLASTX : Mai ze 

End 12862 

Score 120 ' 



Seq. No. 6725 
Gene No. ' 14137. 

Start "34387 

Name OJ990311_09 . 9819 . C15 . o5 . tw 

Start 12770 

GI none 

Exons 12770. .12949, 12974.. 13081 



Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method TBLASTX : Wheat 

End 13081 

Score 64 



Seq. No. 6725 

Gene No. 14137 

Start 34387 

Name OJ990311_09 . 9819 . C15 . o3 . tm 

Start 12864 

■ GI none 

Exons 12864. .13151, 12866 .. 13255, 12866.. 13255 



Seq. ID OJ990311_09.9819.C15 
Strand 

End 35695 

Method ' TBLASTX : Mai ze 

End 13255 

Score 513 



6964 




Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


.C15 


Gene No. 


14137 




Strand 






o i_ ai L. 


Jl JO / 




End 


35695 




Name 


OJ990311 09.9819.C15 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13082 




End 


13634 




GI 


none 




Score 


57 




Exons 


13082. .13306, 13292. 


.13522, 


13296. .13481, 13316 .. 134 83, 






13505. .13633, 13545. 


.13634 








Seq. No.. 


6725 




Seq. ID 


OJ990311_09.9819 


-CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


13307 




End 


13801 




GI 


5509260 




Score 


121 




Exons 


13307. .13522, 13326. 


.13484, 


13517. .13801, 13545. .13754 




GI Descrip. 


- 










Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


.CIS 








Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


13418 




End 


13679 ■ 




GI 


none 




Score 


89 




Exons 


13418. .13522, 13505. 


.13678, 


13548. .13679 




Seq. No. 


6725 




Seq. ID 


OJ990311JD9.9819 


.CIS 


Gene No. 


14137 




• Strand 






q+- art 
O Lai u 


^4 ^ft7 




End 


35695 




Name 


OJ990311 09.9819.C15 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


13457 




End 


13762 




GI 


none 




Score 


51 




Exons 


13457. .13522, 13458. 


.13499, 


13460. .13522, 134 99 .. 137 62, 






13511. .13714, 13545. 


.13760 








Seq. No. 


6725 




Seq. ■ ID 


OJ990311_09.9819 


-CIS 


o t"i o M(^i 

OCliC IN \J ■ 


141^7 




. Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


14252 




End 


14731 




GI 


none 




Score 


157 




Exons 


14252. .14398, 14423. 


.14731, 


14436. .14' 


726 




Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


.CIS 


UCllC LN • 


141^7 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


14276 




End 


14716 




GI 


none 




Score 


193 




Exons 


14276. .14398, 14420. 


.14716 








Seq. No. 


6725 




Seq. ID 


OJ990311_09. 9819 


.CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


14336 




End 


14762 




GI 


none 




Score 


547 





6965 




Exons 


14336. .14758, 14337. 


.14762 








Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819. 


CIS 


Clcma Mo 






Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


.o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14414 




End 


14965 




GI 


none 




Score 


42 




Exons 


14414. .14494, 14427. 


.14498, 


14501. .14965, 14601.. 14750 




Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819. 


CIS 


UCilC INvJ • 


1 4 1 "37 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


.o5 . ts 


Method 


TBLASTX: Soybean 




Start 


14819 




End 


15100 




GI 


none 




Score 


203 




Exons 


14819. .15100, 14924. 


.15004 








Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819. 


CIS 


Gene No. 


14137 




Strand 








J4 JO / 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15038- 




End 


15491 




GI 


none 




Score 


57 




Exons 


15038. .15130, 15038. 


.15118, 


15110. .15487, 15125. .15490, 






15219. .15491 










Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819. 


CIS 




141^7 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


.08 . tm 


Method 


TBLASTX: Maize 




Start 


15161 




End 


15401 




GI 


none 




Score 


269 




Exons 


15161. .15400, 15162. 


.15401 








Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819. 


CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




IN dlLlC 




0 1 t" m 


Method 


TBLASTX: Maize 




Start 


15416 




End 


16132 




GI 


none 




Score 


292 




Exons 


15416. .15664, 15416. 


.15667, 


15517. .15669, 15647. .15778, 






15681. .15836, 15708. 


.15836, 


15709. .15837, 15843 .. 15875, 






. 15845. .15940, 15857. 


.16132, 


15858. .16115, 15860. .16132 




Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819. 


CIS 


Canes Mo 


1 41 ?7 

14 J. J / 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


16367 




End 


16654 




GI 


none 




Score 


161 




Exons 


16367. .16525, 16367. 


.16519, 


16507. .16653, 16511.. 16654 




Seq. No. 


6725 




Seq. ID 


OJ990311_09. 9819. 


CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


,ol5 . tm 


Method 


TBLASTX: Maize 





6966 



Start 


18683 




End 


19025 




GI 


none 




Score 


142 




Exons 


18683. .18820, 18684. 


.18821, 


18900. .18974, 18903. .19025 




Seq. No. 


6725 




Seq. ID 


ojyyuoii uy.yoiy 


.C15 


Gene No . 


14 137 




Strand 






Start 


34387 




End 


*d c c n c 




Name 


OJ990311 09. 9819. CIS 


.o9.tm 


Metnoa 


TOT AOTV • Mi i ™ ,~ 

i oiiAo i a : Mai ze 




Start 


20080 




bna 






GI 


none 




Score 


236 




Exons 


20080. .20196, 20254. 


.20613 








Seq. No. 


6725 




Seq. ID 


ujyyuoii uy.yoiy 


.CIS 


Gene No . 


1 A 1 O 1 

14137 




Strand 






Start 


34387 




bna 


ooby d 




Name 


OJ990311 09.9819.C15 


.oll.tm 


Metnoa 


i biiAo l a : Mai ze 




Start 


20770 




End 


i t n c o 




GI 


none 




Score 


124 




Exons 


20770. .21057, 20879. 


.21058 








Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


. CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


25696 




End 


26053 




GI 


none 




Score 


73 




Exons 


25696. .25755, 25697. 


.25828, 


25718. .25813, 25833 26027 , 






25845. .25871, 25846. 


.26043, 


25935. .26042, 25945 .. 26052 , 






25946. .26053 










Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


. CIS 


Gene No. 


14137 




Strand 






Start 


O / TOT 

34387 




End 


35695 




Name 


OJ990311 09.9819.C15 


. ol2 . tm 


Method 


TBLASTX: Maize 




Start 


33454 




End 


33847 




GI 


none 




Score 


86 




Exons 


33454. .33525, 33456. 


.33521, 


33620. .33769, 33637 .. 33684 , 






33725. .33775, 33821. 


.33847 








Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


.CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




Name . 


OJ990311 09.9819.C15 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


33454 




End 


34083 




GI 


none 




Score 


83 




Exons 


33454. .33525, 33620. 


.33769, 


33698. .33895, 33724 33744, 






33817. .33867, 33966. 


.34082, 


33967. .34083 




Seq. No. 


6725 




Seq. ID 


OJ990311_09.9819 


.CIS 


Gene No. 


14137 




Strand 






Start 


34387 




End 


35695 




Name 


OJ990311 09. 9819. CIS 


.o4. ts 


Method 


TBLASTX : Soybean 




Start 


33454 




End 


34083 




GI 


none 




Score 


84 




Exons 


33454. .33525, 33456. 


.33527, 


33620. .33769, 3364 3 .. 3374 4 , 






33725. .33763, 33809. 


.33895, 


33820. .33876, 33966 .. 34082, 






33967. .34083 











6967 






beq. no. 


0 1 £.0 


beq. iu 


OJ990311_09. 


9819. 


LID 




Gene No. 


14137 


Strand 










Start 


34387 


End 


35695 








Name 


OJ990311 09. 9819. CIS. 06. tw 


Method 


TBLASTX: Wheat 






Start 


33620 


End 


33766 








GI 


none 


Score 


184 








Exons 


33620. .33766, 33625.-33744 












Seq. No. 


6725 


Seq. ID 


OJ990311_09. 


9819. 


C15 






Xfl 1 0 / 


Strand 










Start 


34387 


End 


35695 








Name 


OJ990311 09.9819.C15.o9.np 


Method 


AAT/NAP 








Start 


34387 


End 


35695 








GI 


5777617 


Score 


83 








Exons 


34387. .34512, 35667.. 35695 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








Seq. No. 


0 / ZO 


Seq. ID 


OJ990311 09. 


9819. 


CI D 




Gene No. 


14138 


Strand 


- 








Start 


60 


End 


415 








Name 


OJ990311 09.9819.C16.ol.gs 


Method 


GENS CAN 








Start 


60 


End 


415 






Q 


GI 


none 


Score 


. 84 






S3, 


Exons 


60. .415 










i Li 


Seq. No. 


6727 


Seq. ID 


OJ990311 09 . 


9819. 


C17 




oene lno . 


14139 


Strand 


+ 






y 


Start 


453 


End 


548 








Name 


OJ990311 09.9819.C17.ol.np 


Method 


T\ TV m / V T t\ r\ 

AAT/NAP 






53. 


Start 


453 


End 


548 






l : i : 


GI 


6006359 


Score 


73 






i ST 


Exons 


453. .548 










.: 

t : 
*;sr 


GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








beq. wo. 


6727 


Seq. ID. 


OJ990311_09. 


9819. 


CI / 




Gene No. 


14140 


Strand 


+ 








Start 


1090 


End 


1294 








Name 


OJ990311 09.9819.C17.ol.gs 


Method 


GENSCAN 






,: ct 

ii=J 


Start 


1090 


End 


1294 






GI 

Exons 


none 

1090. .1294 


Score 


.49 








Seq. No. 


6728 


Seq. ID 


OJ990311_09. 


9819. 


C18 




belle LNO . 


14141 


Strand 


+ 








Start 


1 


End 


2533 








Name 


OJ990311 09.9819.C18.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1352 








GI 


5042454 


Score 


163 








Exons 


1..62, 727. .910, 1292. .1352 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


6728 


Seq. ID 


OJ990311_09. 


9819. 


C18 




Gene No. 


14141 


Strand 


+ 








Start 


1 


End 


2533 








Name 


OJ990311 09.9819. C18.ol.gs 


Method 


GENSCAN 








Start 


654 


End 


2533 







6968 




GI 


none 




Score 


.69 






Exons 


654. .793, 874. .916, 1299.. 


1469, 1968.. 


,2007, 2370.. 2533 




Seq. No. 


6728 




Seq. ID 


OJ990311_09. 


9819 


.C18 


Gene No. 


14142 




Strand 


+ 






Start 


3470 




End 


3624 






Name 






Method 


AAT/GAP 






Start 


3470 




End 


3624 






GI 


77434 1.R1084 




Score 


84 






Exons 


3470.. 3526, 3603.. 3624 












GI Descrip. 


f 2827528/embiCAA16536.1| 2 




-10 (AL021633) predicted prote 




[Arabidopsis thaliana] ■ 












Seq. No. 


6728 




Seq. ID 


OJ990311_09. 


9819 


.C18 


Gene No . 


li It J 




Strand 


_ 






Start 


2368 




End 


2467 






Name 


OJ990311 09.9819.C18.ol.gp 




Method 


AAT/GAP 






Start 


2368 




End 


2467 






GI 


2799534 




Score 


129 






Exons 


2368. .2467 












Seq. No. 


6729 




Seq. ID 


OJ990311_09. 


9819 


-C19 


Gene No. 


14 ± 4 4 




Strand 


+ 






Start 


8657 




End 


11969 






Name 


OJ990311 09.9819.C19.o4.gp 




Method 


AAT/GAP 






Start 


8528 




End 


8776 






GI 


5667251 




Score 


438 






Exons 


8528. .8776 












Seq. No. 


6729 




Seq. ID 


OJ990311_09. 


9819 


.C19 


Gene No. 


14144 




Strand 


+ 






CM » v+- 

b cart 


8657 




End 


11969 






Name 


OJ990311 09.9819.C19.o3.gs 




Method 


GENSCAN 






Start 


8657 




End 


11749 






GI 


none 




Score 


.82 






Exons 


8657.. 8815, 8923.. 8973, 10041 


..10106, 


10193. .10240, 








11454. .11483, 11645. .11749 












Seq. No. 


6729 




Seq. ID 


OJ990311_09. 


9819 


.C19 


Gene No. 


14144 




Strand 


+ 






Start 


8657 




End 


11969 






Name 


OJ990311 09.9819.C19.o6.np 




Method 


AAT/NAP 






Start 


8657 




End 


11746 






GI 


3341685 




Score 


200 






Exons 


8657.. 8815, 8923.-8973, 10041 


. .10106, 


10193. .10240, 








11454. .11483, 11681. .11746 












GI Descrip. 


(AC003672) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


6729 




Seq. ID 


OJ990311_09. 


9819 


.C19 


Gene No. 


14144 




Strand 


+ 






Start 


8657 




End 


11969 






Name 


OJ990311 09.9819.C19.o5.gp 




Method 


AAT/GAP 






Start 


8769 




End 


11969 






GI 


59454 1.R1084 




Score 


780 






Exons 


8769.. 8815, 8923.. 8973, 10041 


. .10106, 


10193. .10240, 







11454. .11483, 11681. .11969 
GI Descrip. '3341685 5.0e-33 (AC003672) unknown protein [Arabidopsis 



6969 



thaliana] ' 



Q \T /-v 

oeq . wo . 




Seq. ID 


OJ990311_09. 


QR1 Q PI Q 


Gene No. 


14145 


Strand 






Start 


44 


End 


1687 




Name 


OJ990311 09.9819.C19.ol.np 


Method 


AAT/NAP 




Start 


44 


End 


1687 




GI 


226683 


Score 


2162 




Exons 


44. .165, 396. .1687 








GI Descrip. 


photosystem II 43kD protein 


[Oryza sativa] 




Seq. No. 


6729 


Seq. ID 


OJ990311_09, 


. 9819. C19 


Gene No. 


14145 


Strand 






Start 


44 


End 


1687 




Name 


OJ990311 09.9819.C19.ol.gp 


Method 


AAT/GAP 




Start 


313 


End 


735 




GI 


LIB3477-003-P1-K1-E9 


Score 


152 




Exons 


313. .410, 696. .735 








GI Descrip. 


'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



6729 
14145 
44 

OJ990311_09.9819.C19.o2.gp 
432 

7587_1.R1084 
432. .1008 

• 131283/sp| P12158 | PSBC_ORYSA 2 . 0e-85 
REACTION CENTER PROTEIN (P6 PROTEIN) 
>gi_72710_pir 
protein psbC 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311_09. 9819.C19 

1687 
AAT/GAP 
1008 
1001 



PHOTOSYSTEM II 44 KD 
(CP43) 

F2RZ4 4 photosystem II chlorophyll a-binding 
rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 



PSII 4-3kDa protein [Oryza sativa] f 

6729 Seq. ID OJ990311_09 . 9819 . C19 

14145 Strand 

44 End 1687 

OJ990311_09 . 9819 . C19 . o3 . gp Method AAT/GAP 

1104 End 1560 

2231_2.R1084 Score 825 

1104. .1560 

, 11957/emb 1X15901 | CHOSXX 1.0e-145 Rice complete chloroplast" 
genome 1 

6729 Seq. ID OJ990311_09 . 9819 . C19 

14146 Strand 

1731 End 2627 

OJ990311_09 . 9819 . C19 . o2 . np Method AAT/NAP 

1731 End 2627 

5739030 Score 1548 

1731.. 2627 . 

(AB013682) photosystem II protein D2 [Adiantum capillus-veneris ] 



6729 

14147 

2949 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 3248 



6970 



Name * OJ990311_09 . 9819 . C19 . o3 . np Method AAT/NAP 
Start 2949 End 3248 

GI 82515 Score 516 

Exons 2949.. 3248 

GI Descrip. hypothetical 12. 5K (psbl-psbD intergenic region) - rice 

chloroplast gi 1 11963 |emb|CAA34012 | (X15901) ORF100 [Oryza 
sativa] gi I 226681 | prf | | 1603356F ORF 100 [Oryza sativa] 



Seq. No. 6729 

Gene No. 14148 

Start 3653 

Name OJ990311_09. 9819 . C19 . ol . tc 

Start 418 

GI none 
Exons 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 

Method TBLASTX : Cress 

End 4 649 

Score 64 



418. .489, 433. .489, 434. .490, 489. .1106, 489. .1112, 490. .1113, 
1112. .1156, 1211. .1705, 1212. .1703, 4476. .4649 



Seq. No. 6729 

Gene No. 14148 

Start 3653 

Name OJ990311_09 . 9819 . C19 . ol . ts 

Start 418 

GI none 
Exons 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 

Method TBLASTX : Soybean 

End 4 64 9 

Score 91 



418. .489, 434. .490, 466. .711, 467. .721, 488. .730, 489. .1112, 
490. .1113, 875. .1114, 1090. .1725, 1112. .1156, 1211. .1723, 
1212. .1727, 4476. .4649 



Seq. No. 6729 

Gene No. 14148 

Start 3653 

Name OJ990311_09 . 9819 . C19 . o4 . tm 

Start 433 

GI none 
Exons 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 

Method TBLASTX : Mai ze 

End 693 

Score 91 



433. .489, 434. .490, 434. .499, 488. .691, 489. .683, 489.-692, 
490. .693, 490. .693 



Seq. No. 6729 

Gene No. 14148 

Start 3653 

Name OJ990311_09 . 9819 . C19 . ol . tw 

Start 533 

GI none 
Exons 



Seq. ID OJ990311_09.9819.C19 

Strand . - 

End 5110 

Method TBLASTX : Wheat 

End 4 64 9 

Score 180 



533. .667, 533. .631, 534. .650, 610. .711, 611. .724, 626. .730, 
630. .1112, 631. .1113, 770. .1117, 1095. .1163, 1096. .1164, 
4476. .4649 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



6729 

14148 

3653 

OJ990311_09 . 9819 . C19 . o2 . tm 

694 

none 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 

Method TBLASTX : Mai ze 

End 4 64 9 

Score 673 



694. .1113, 696. .1112, 872. .1126, 1029. .1178, 1096. .1179, 
4476. .4649 



Seq. No. 
Gene No. 



6729 
14148 



Seq. ID OJ990311_09.9819.C19 
Strand 



6971 






Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1166 








End 


1562 






GI 


none 








Score 


139 






Exons 


1166.. 1561, 


1217. 


.1378, 


1221. 


.1562 








Seq. No. 


6729 








Seq. ID 


OJ990311_09.9819. 


C19 




, Gene No. 


14148 








Strand 








Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1215 








End 


1665 






GI 


none 








Score 


692 






Exons 


1215. .1664, 


1216. 


.1665, 


1217. 


.1663 








Seq. No. 


6729 








Seq. ID 


OJ990311JD9.9819. 


C19 




Gene No. 


14148 








Strand 








Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1725 








End 


2168 






GI 


none 








Score 


638 






Exons 


1725. .2147, 


1725. 


.2141, 


1726. 


.2148, "2133. .2168 






Seq. No. 


6729 








Seq. ID 


OJ990311_09.9819. 


C19 




Gene No. 


14148 








Strand 








Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.o3. 


tc 


Method 


TBLASTX: Cress 




\'Jl 


Start 


1909 








End 


2238 




rU 


GI 


none 








Score 


501 




! = i 


Exons 


1909. .2238, 


1911. 


.2234 










| ,E 
-•"^ 


Seq. No. 


6729 








Seq. ID 


OJ990311_09.9819. 


C19 




Gene No. 


14148 








Strand 






i si 


Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


1934 








End 


2756 






GI 


none 








Score 


574 




' 'il 
js£> 


Exons 


1934. .2461, 


1934. 


.2323, 


1935. 


.2756, 1936. .2742, 2507. .2746 




Seq. No.- 


6729 








Seq. ID 


OJ990311_09.9819. 


C19 


L _i 


Gene No. 


14148 








Strand 








Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


1960 








End 


2382 






GI 


none 








Score 


654 






Exons 


1960. .2382, 


1962. 


.2381 












Seq. No. 


6729 








Seq. ID 


OJ990311_09.9819. 


C19 




Gene No. 


14148 








Strand 








Start 


3653 








End 


5110 






Name 


OJ990311 09. 


9819. 


C19.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


2322 








End 


2694 






GI 


none 








Score 


416 






Exons 


2322. .2693, 


2322. 


.2693, 


2323. 


.2694 








Seq. No. 


6729 








Seq. ID 


OJ990311JD9. 9819. 


C19 




Gene No. 


14148 








Strand 








Start 


3653 








End 


5110 





6972 



Name 

Start 

GI 

-Exons 



OJ990311_09.9819.C19.o5.tw Method TBLASTX : Wheat- ' 

2634 End 3007 

none Score 185 

2634. .2750, 2634. .2750, 2638. .2754, 2766. .2783, 2781. .2906, 

2782. .2907, 2786. .2908, 2879. .2914, 2892. .2915, 2893. .2919, 

2906.. 2950, 2907.. 2951, 2908.. 2955, 2909.. 2965, 2956.-2985, 

2957.. 2986, 2958.. 2990, 2975.. 3007 



Seq. No. 6729 
Gene No. 14148 
Start 3653 

Name OJ990311_09. 9819.C19.o4 . tw 

Start 3008 
GI none 

Exons 3008.. 3082, 3013.. 3081, 3041. 

3087.. 3227, 3214.. 3339, 3224. 
3350.. 3385, 3382.. 3426, 3387. 
3420.. 3500, 3421.. 3513, 3422. 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 

Method TBLASTX : Wheat 

End 3562 

Score 55 

.3127, 3051. .3245, 3076. .3198, 
.3337, 3331. .3402, 3344. .3406, 
.3428, 3387.. 3446, 3417.. 3500, 
.3508, 3502.. 3531, 3503.. 3562 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



6729 

14148 

3653 

OJ990311_09.9819.C19.o8.tm 

3008 

none 

3008.. 3061, 3009.. 3041, 3013. 
3053.. 3097, 3099.. 3227, 3101. 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 

Method TBLASTX: Maize 

End 3238 

Score 37 

.3063, 3041.. 3094, 3051.. 3092, 
.3238, 3102.. 3227 



Q Seq. No. 
f ; s Gene No. 

Start 

Name 
fy Start 

i! GI 

j»3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6729 
14148 
3653 

OJ990311_09. 9819.C19.o5.tm 
3240 
none 

3240.. 3335, 3240.. 3335, 3242. 
3344.. 3403, 3346.. 3483, 3348. 
3387.. 3497, 3388.. 3501, 3502. 
3557.. 3616, 3559.. 3615, 3588. 
3602. .3667 

6729 
14148 
3653 

OJ990311_09. 9819.C19.o2.gs 
3653 
none 

3653.. 3823, 4392, .4503, 4849.. 4874, 5066.. 5110 



Seq. ID OJ990311_09.9819.C19 
Strand 

End 5110 
Method TBLASTX : Mai ze 
End 3667 
Score 126 

.3337, 3257.. 3337, 3344.. 3403, 
.3461, 3360.. 3500, 3362.. 3508, 
.3531, 3506.. 3610, 3537.. 3611, 
.3623, 3600.. 3665, 3601.. 3666, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_09.9819.C19 

5110 
GENSCAN 
5110 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6729 Seq. ID 

14148 Strand 

3653 End 

OJ990311_09. 9819.C19.o3.ts Method 

3739 End 

none Score 



OJ990311_09.9819.C19 
5110 

TBLASTX : Soybean 

4475 

177 



3739. .3834, 3875. .4003, 3876. .4004, 3877. .4005, 3879. .4004, 
4356.. 4475, 4372.. 4473 



6973 



Seq. No. ' 6729 

Gene No. 14148 

Start 3653 

Name OJ990311_09 . 9819 . C19 . o4 . 

Start 3739 

GI none 

Exons 3739.. 3765, 3739.-3765, 
3876. .4022 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_09.9819.C19 
5110 

TBLASTX: Cress 

4024 

47 



3858. .4007, 3863. .4018, 3863. .4024, 



Seq. No. 


6729 








Seq. ID 


OJ990311 


09. 9819.C19 


Gene No. 


14148 








Strand 






Start 


3653 








End 


5110 




Name 


OJ990311 09. 


9819 


.C19.o4 . 


np 


Method 


AAT/NAP 




Start 


3881 








End 


4026 




GI 


1262595 








Score 


186 




Exons 


3881. .4026 














GI Descrip. 


(D17510) PSII I ] 


protein 


[Pinus thunbergii] 




Seq. No. 


6729 








Seq. ID 


OJ990311 


09. 9819.C19 


Gene No. 


14148 








Strand 






Start 


3653 








End 


5110 




Name 


OJ990311 09. 


9819 


.C19.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4011 








End 


4220 




GI 


none 








Score 


160 




Exons 


4011. .4109, 


4011 


. .4118, 


4012. 


.4110, 41 


013. .4123, 


4084. .4149, 




4092. .4148, 


4103 


. .4159, 


4148. 


.4219, 4152.. 4220 




Seq. No. 


6729 








Seq. ID 


OJ990311 


09.9819.C19 


Gene No. 


14148 








Strand 






Start 


3653 








End 


5110 




Name 


OJ990311 09. 


9819 


.C19.o6. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4220 








End 


4734 




GI 


none 








Score 


79 




Exons 


4220. .4255, 


4221 


. .4271, 


4221. 


.4271, 4257.. 4316, 


4257. .4322, 




4258. .4320, 


4259 


. .4321, 


4321. 


.4473, 4326.. 4475, 


4326. .4475, 




4649. .4732, 


4650 


. .4733, 


4651. 


.4734, 4651.. 4734 




Seq. No. 


6729 








Seq. ID 


OJ990311 


_09.9819.C19 


Gene No. 


14148 








Strand 






Start 


3653 








End 


5110 




Name 


OJ990311 09. 


9819 


.C19.o5 . 


np 


Method' 


AAT/NAP 




Start 


4380 








End 


4562 




GI 


131358 








Score 


320 




Exons 


4380. .4562 















GI Descrip. PHOTOSYSTEM II 4 KD REACTION CENTER PROTEIN PRECURSOR 

gi | 72700 I pir | | F2RZKS photosystem II protein psbK - rice 
chloroplast gi | 11 961 | emb | CAA34010 | (X15901) PSII K protein 
[Oryza sativa] gi | 226672 | prf | | 1603356D photosystem II K protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6730 

14149 

7836 

OJ990311_09. 9819.C20.o3.gs 

7836 

none 



Seq. ID OJ990311_09.9819.C20 



Strand 
End 

Method 

End 

Score 



+ 

10973 
GENSCAN 
10973 
.74 



7836. .7897, 7932. .8064, 8438.-8556, 8664.-8724, 9147. .9194, 



6974 




10340. .10973 





Seq. No. 


6730 








Seq. ID 


OJ990311 


_09.9819 


.C20 




Gene No. 


14150 








Strand 


- 








Start 


434 








End 


500 








Name 


OJ990311 09. 


9819 


.C20.ol 


.gs 


Method 


GENSCAN 








Start 


434 








End 


500 








GI 


none 








Score 


.59 








Exons 


434. .500 


















otsq . LNtj . 










Seq. ID 


OJ990311 


_09.9819 


.C20 




Gene No. 


14151 








Strand 










Start 


1419 








End 


3704 








Name 


OJ990311 09. 


9819 


.C20.ol 


.ts 


Method 


TBLASTX: 


Soybean 






Start 


1416 








End 


3554 








GI 


none 








Score 


70 








Exons 


1416. .1520, 


1557 


. .1661, 


1758. 


.1841, 2651. .2812, 


2652. .2813, 






2929. .3120, 


2930 


. .3109, 


3459. 


.3554 










Seq. No. 


6730 








Seq. ID 


OJ990311 


_09. 9819 


.C20 




Gene No. 


14151 








Strand 










Start 


1419 








End 


3704 








Name 


OJ990311 09. 


9819 


.C20.o2 


.gs 


Method 


GENSCAN 








Start 


1419 








End 


3683 








GI 


none 








Score 


.92 






-.J 


Exons 


1419. .1828, 


2653 


. .2815, 


2923. 


.3102, 3456. .3683 






i.n 

:> : : 


Sea No 


6730 








Seq. ID 


OJ990311 


JD9.9819 


.C20 


\ y 


Gene No. 


14151 








Strand 










Start 


1419 








End 


3704 








Name 


OJ990311 09. 


9819 


.C20.ol 


.np 


Method 


AAT/NAP 








Start 


1422 








End 


3704 






ri 


GI 


1781324 








Score 


502 








Exons 


1422. .1828, 


2653 


. .2815, 


2923. 


.3102, 3456.. 3704 






's» 


GI Descrip. 


(Y10463) peroxidase [Spinacia 


oleracea] 








''J 




6730 








Seq. ID 


OJ990311 


_09.9819 


.C20 


t" **" 


Gene No. 


14151 








Strand 








J 


Start 


1419 








End 


3704 








Name 


OJ990311 09. 


9819 


.C20.ol 


.tc 


Method 


TBLASTX: 


Cress 






Start 


1425 








End 


3120 






! :=? 


GI 


none 








Score 


85 








Exons 


1425. .1454, 


1470 


. .1643, 


1726. 


.1830, 1734. .1862, 


2756. .2812, 






2929. .3120, 


2930 


. .3103 














Seq. No. 


6730 








Seq. ID 


OJ990311 


_09.9819 


.C20 




Gene No. 


14151 








Strand 










Start 


1419 








End 


3704 








Name 


OJ990311 09. 


9819 


.C20.ol 


. tm 


Method 


TBLASTX: 


Maize 






Start 


1479 








End 


2833 








GI 


none 








Score 


406 








Exons 


1479. .1829, 


1480 


. .1839, 


2651. 


.2833, 2652.. 2810 








Seq. No. 


6730 








Seq. ID 


OJ990311 


_09.9819 


.C20 




Gene No. 


14151 








Strand 










Start 


1419 








End 


3704 








Name 


OJ990311 09. 


9819 


.C20.ol 


.tw 


Method 


TBLASTX: 


Wheat 





6975 




Start . 


2920 






End 


3120 






GI 


none 






Score 


88 






Exons 


2920.. 3075, 2921 


. .3085, 


3076. 


.3120, 3077.. 3109 






Seq. No. 


6730 






oeq . 1 U 


OJ990311_09. 


9819 


.C20 


Gene No . 


1 A 1 £ 1 






otrano 








Start 


1419 






LflU 


3704 






Name 


OJ990311 09.9819 


C20.o2 


,tm 


iTiei-noci 


TBLASTX: Maize 




Start 


2929 






Hina 


3557 






.GI 


none 






Score 


107 






Exons 


2929.. 3120, 2930 


.3109, 


3459. 


.3557 








Seq. No. 


6731 






oeq . ±u 


OJ990311_09. 


9819 


.C21 


Gene No . 


14152 






o uxrarici 


+ 






Start 


281 








885 






Name 


OJ990311 09.9819 


C21.ol 


.gs 




GENSCAN 






Start 


281 








885 






GI 


none 






Score 


.54 






Exons 


281. .379, 837. .885 












Seq. No. 


6731 






Seq. ID 


OJ990311_09. 


9819 


.C21 


Gene No. 


14153 






Strand 








Start 


327 






End 


509 






Name 


OJ990311 09.9819 


C21.ol 


.np 


Method 


AAT/NAP 






Start 


327 






End 


509 






GI 


131358 






Score 


320 






Exons 


327. .509 















h\ GI Descrip. PHOTOS YSTEM II 4 KD REACTION CENTER PROTEIN PRECURSOR 

gi | 72700 | pir | | F2RZKS photosystem II protein psbK - rice 
H chloroplast gi 1 11961 1 emb | CAA34010 | (X15901) PSII K protein 

i.J [Oryza sativa] gi | 226672 | prf || 1603356D photosystem II K protein 

hi [Oryza sativa] 



Seq. No. 


6731 






Seq. ID 


OJ990311_09.9819..C21 


Gene No. 


14154 






Strand 




Start 


543 






End 


740 


Name 


OJ990311 


09.9819.C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


168 






End 


681 


GI 


none 






Score 


79 


Exons 


168. .218, 


168.. 218, 204 


. .263, 


204. .269, 


205. .267, 206. .268, 




268. .441, 


272.. 445, 273 


. .587, 


273. .581, 


567. .680, 568. .681, 




579. .680, 


604.. 681 








Seq. No. 


6731 






Seq. ID 


OJ990311_09,9819.C21 


Gene No. 


14154 






Strand 




Start 


543 






End 


740 


Name 


OJ990311 


09.9819.C21.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


296 






End 


528 


GI 


none 






Score 


154 


Exons 


296. .514, 


297.. 521, 297 


. .512, 


316. .528 




Seq. No. 


6731 






Seq. ID 


OJ990311_09.9819.C21 


Gene No. 


14154 






Strand 




Start 


543 






End 


740 


Name 


OJ990311 


09.9819.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


303 






End 


554 


GI 


none 






Score 


217 



6976 



Exons 



303. .554, 319. .525 



Seq. No. 6731 

Gene No. 14154 

Start 543 

Name OJ990311_09 . 9819 .C21 . ol . tw 

Start 423 

GI none 

Exons 423.. 680, 423.. 680, 424.. 681 



Seq. ID OJ990311_09.9819.C21 

Strand 

End 740 

Method TBLASTX : Wheat 

End 681 

Score 336 



Seq. No. 6731 
Gene No. 14154 
Start 543 

Name OJ990311_09 . 9819 .C21 .ol . gp 

Start 543 

GI LIB3477-003-P1-K1-E9 
Exons 543.. 564, 680.. 740 

GI Descrip. ■ 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990311_09.9819.C21 
Strand 

740 

AAT/GAP 
740 
78 



End 

Method 

End 

Score 





Seq. No. 


6732 


Seq. ID 


OJ990311_09.9819.C25 




. Gene No. 


14155 


Strand 


+ 


■ 5=1 


Start 


1 


End 


696 


! I S? 


Name 


OJ990311 09.9819.C25.ol.np 


Method 


AAT/NAP 


1 ^ 


Start 


1 


End 


696 


;;n 


GI 


3192685 


Score 


870 


f y 


Exons 


1. .696 






□ 


GI Descrip.' 


(AF064539) gp2 [Bacteriophage 


N15] 






Seq. No. 


6732 


Seq. ID 


OJ990311_09.9819.C25 


] ~z 


Gene No. 


14156 


Strand 




ry 


Start 


191 


End 


624 




Name 


OJ990311 09.9819.C25.ol.gs 


Method 


GENSCAN 


:' ^ 


Start 


191 


End 


624 




GI 


none 


Score 


.95 


i t | 

i- J, 


Exons 


191. .394, 553.-624 






i 


Seq. No. 


6733 


Seq. ID 


OJ990311_09. 9819.C27 


hJ 


Gene No. 


14157 


Strand 






Start 


1 


End 


358 




Name 


OJ990311 09.9819.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


358 




GI 


2245072 


Score 


90 




Exons 


1..194, 264. .358 








GI Descrip. 


(Z97342) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


6734 


Seq. ID 


OJ990211_02. 9819. CI 




Gene No. 


14158 


Strand 


+ 




Start 


521 


End 


670 




Name 


OJ990211 02. 9819.Cl.ol.gp 


Method 


AAT/GAP 




Start 


- 521 


End 


670 




GI 


2310943 


Score 


266 




Exons 


521. .670 








GI Descrip. 


4886282/emb |CAB43434.1| 3.0e- 


09 (AL050300) putative protein 



[Arabidopsis thaliana] 



6977 



Seq . No . 


6734 




Seq. ID 


OJ990211_02.9819 


.CI 




14158 




Strand 


+ 




Start 


521 




End 


670 




Name 


OJ990211 02. 9819. CI 


.ol .gs 


Method 


GENSCAN 




Start 


549 




End 


662 




GI 


none 




Score 


.56 




Exons 


549. .662 










Seq. No. 


6735 




Seq. ID 


OJ990211_02.9819 


.C4 


Gene No. 


14159 




Strand 






Start 


1 




End 


789 




Name 


OJ990211 02. 9819. C4 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


789 




GI 


6689637 




Score 


165 




Exons 


1..87, 637. .789 










GI Descrip. 


(AJ245968) Toc34-l 


protein [Zea mays] 






Seq. No. 


6735 




Seq. ID 


OJ990211_02.9819 


.C4 


(iipnp No 


14159 




Strand 






Start 


1 




End 


789 




Name 


OJ990211 02. 9819. C4 




Lit: t_iliJU 


TBLASTX: Soybean 




Start 


645 






784 




GI 


none 




Score 


83 




Exons 


645. .737/ 646. .783, 


fiS^ 7fi4 








Seq. No. 


6735 




Seq. ID 


OJ990211_02.9819 


.C4 




14159 




Strand 






Start 


1 




£jL1\JL 


789 




Name 


OJ990211 02. 9819. C4 




Mot" H nH 


TBLASTX: Cress . . 




Start 


646 






777 




GI 


none 




Owl c 


107 




Exons 


646. .777, 653. .775 










Seq. No. 


6735 






OJ990211_02.9819 


.C4 


Ganp No 


14159 




Strand 






Start 


1 




End 


789 




Name 


OJ990211 02. 9819. C4 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


646 . 




End 


777 




GI 


none 




Score 


191 




Exons 


646. .777, 650. .775 










Seq. No. 


> 

6735 




Seq. ID 


OJ990211_02.9819 


.C4 




14159 




Strand 






Start 


1 




End 


789 




Name 


OJ990211 02. 9819. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


646 




End 


779 




GI 


none 




Score 


200 




Exons 


646. .777, 648. .779, 


650. .775 








Seq. No. 


6735 




Seq. ID 


OJ990211JD2.9819 


.C4 


Gene No. 


14159 




Strand 






Start 


1 




End 


789 




Name 


OJ990211 02. 9819. C4 


.ol.gp 


Method 


AAT/GAP 




Start . 


648 




End 


789 




GI 


18266 1.R1084 




Score 


214 




Exons 


648. .789 










GI Descrip. 


1 1151244 4.0e-87 (U43377) GTP-binding protein [Arabidopsis 



6978 




Seq. No. 6736 Seq. ID 

Gene No. 14160 Strand 

Start 366 End 

Name OJ990211_02 . 9819.C6.ol .gs Method 

Start 366 End 

GI none Score 

Exons 366.-472 



OJ990211_02. 9819.C6 
472 

GENSCAN 

472 

.43 



Seq. No. 6737 Seq. ID OJ990211_02 . 9819.C8 

Gene No. 14161 Strand + 

Start 1033 End 1296 

Name OJ990211_02 . 9819 . C8 . ol . np Method AAT/NAP 

Start 1033 End 1296 

GI 5103193 Score 319 

Exons 1033.. 1296 

GI Descrip. (AP000342) transposase of TnlO [Plasmid R100] 

gi|5738084 | gb I AAD50242 . 1 1 AF162223_1 (AF162223) ISlO-left 
transposase [Shigella flexneri] 



Seq. No. 


6737 


Seq. ID 


OJ990211_02.9819.C8 


Gene No. 


14162 


Strand 




Start 


526 


End 


1173 


Name 


OJ990211 02.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


526 


End 


1173 


GI 


none 


Score 


.43 


Exons 


526. . 648,- 1158. .1173 






Seq. No. 


6737 


Seq. ID 


OJ990211_02.9819.C8 


Gene No. 


14162 


Strand 




Start 


526 


End 


1173 


Name 


OJ990211 02.9819.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


926 


End 


1073 


GI 


none 


Score 


224 


Exons 


926.. 1072, 927.. 1073, 927. 


.1073 




Seq. No. 


6738 


Seq. ID 


OJ990211 02. 9819. C9 


Gene No. 


14163 


Strand 


+ 


Start 


452 


End 


1576 


Name 


OJ990211 02.9819.C9.ol.gp 


Method 


AAT/GAP 


Start 


452 


End 


157'6 


GI 


3995 1.R1084 


Score 


791 


Exons 


452. .551, 1251. .1576 






GI Descrip. 


, 4886282/emb|CAB43434.1| 3 


.Oe-09 (AL050300) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


6738 


Seq. ID 


OJ990211_02.9819.C9 


Gene No. 


14164 


Strand 


+ 


Start 


5671 


End 


13698 


Name 


OJ990211 02.9819.C9.o2.gp 


Method 


AAT/GAP 


Start 


5562 


End 


5900 


GI 


2310943 


Score 


641 


Exons 


5562. .5900 






GI Descrip. 


4886282/emb ICAB43434.il 3. 


Oe-09 (AL050300) putative protein 




[Arabidopsis thaliana] 







6979 






Seq. No. 


6738 


Seq. ID 


OJ990211_02.9819.C9 




Gene No. 


14164 


Strand 


+ 




Start 


5671 


End 


13698 




Name 


riTQQHOII HO QQ1 Q CCk r\0 /re 


Method 


GENSCAN 




Start 


5671 


End 


13698 




GI 


none 


Score 


.68 




Exons 


5671. .6885, 7315. .7456, 7499 


..7664, 8816.. 8981, 9762.. 9909, 






10078. .10185, 10317. .10398, 


11415. .11679, 12732. .12800, 






12888. .1304 9, 13151. . 13274, 


13588. .13698 




Seq. No. 


6738 


Seq. ID 


OJ990211_02.9819.C9 




Gene No . 




Strand 


+ 




Start 


5671 


End 


13698 




Name 


OJ990211 02.9819.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


5743 


End 


6003 




GI 


none 


Score 


404 




Exons 


5743.. 6003, 5769.. 6002 








Seq. No. 


-6738 


Seq. ID 


OJ990211_02.9819.C9 




Gene No. 


14164 


Strand 


+ 






5671 


End 


13698 




Name 


OJ990211 02.9819.C9.ol.np 


Method 


AAT/NAP 




Start 


5752 


End 


6999 


C3 


GI 


4510376 


Score 


390 


S3. 

L Jj 


Exons 


5752. .6999 






rn 


GI Descrip. 


(AC007017) unknown protein [Arabidopsis thaliana] 


: 

: s? 


Seq. No. 


6738 


Seq. ID 


OJ990211_02.9819.C9 


I" 1 


Gene No. 


14164 


Strand 


+ 




Start 


5671 


End 


13698 


1 


Name 


OJ990211 02.9819.C9.ol.ts 


Method 


TBLASTX : Soybean 


m 


Start 


5761 


End 


6921 




GI 


none 


Score 


323 


;= 


Exons 


5761.. 6048, 5769.. 6023, 6139 


..6189, 6235.-6393, 6493. .6804, 






6543.. 6767, 6825.. 6890, 6826 


. .6921 





Seq. No. 


6738 








Seq. ID 


OJ990211_02.9819 


.C9 


Gene No. 


14164 








Strand 


+ 




Start 


5671 








End 


13698 




Name 


OJ990211 02. 


9819: 


C9.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


5761 








End 


6009 




GI 


none 








Score 


241 




Exons 


5761. .6009, 


5769. 


.6008 










Seq. No. 


6738 








Seq. ID 


OJ990211_02.9819 


-C9 


Gene No. 


14164 








Strand 


+ 




Start 


5671 








End 


13698 




Name 


OJ990211 02. 


9819. 


C9.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5767 ^ 








End 


5982 




GI 


none 








Score 


205 




Exons 


5767.. 5982, 


5772. 


.5939 










Seq. No. 


6738 








Seq. ID 


OJ990211_02.9819 


.C9 


Gene No. 


14164 








Strand 


+ 




Start 


5671 








End 


13698 




Name 


OJ990211 02. 


9819. 


C9.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


6662 








End 


6939 





6980 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 





Seq. No. 


1. -i 


Gene No. 




Start 


Lil 


Name 


{"! I 


Start 




GI 


: 3 ST 

ly 


Exons 


: ~1 

sr 


GI Descrip 


! s ! i 

i U 






Seq. No. 




Gene No. 


i 


Start 


Li 


Name 




Start 


l'~t 


GI 


'S3* 

.r k 
hJ 


Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 35 

6662. .6682, 6679. .6768, 6679. .6768, 6695. .6769, 6696. .6770, 
6751. .6939, 6752.. 6898, 6757. .6939 



6738 Seq. ID 

14164 Strand 

5671 End 

OJ990211_02. 9819.C9.o3.tc Method 

6670 End 

none Score 

6670. .6807, 6832. .6981 



OJ990211_02.9819.C9 
+ 

13698 

TBLASTX: Cress 

6981 

94 



6738 Seq. ID 

14164 Strand 
5671 End 
0 J9902 1 1_02 . 98 1 9 . C9 . o3 . gp Method 
8422 End 
LIB34 77-003-P1-K1-E9 Score 
8422. .8507 

»2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN QRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990211_02.9819.C9 
+ 

13698 
AAT/GAP 
8507 
111 



6738 Seq. "ID 

14164 Strand 

5671 End 

OJ990211_02 . 9819 . C9 . o4 . gp Method 

9501 End 

18266 1.R1084 Score 



OJ990211_02.9819.C9 
+ 

13698 
AAT/GAP 
13511 
2558 



9501. .9656, 9762. .9909, 10078 .. 10185, 10274 .. 104 00, 
11415. .11679, 12732. .12800, 12888 13049, 13151 .. 13511 ' 
'1151244 4.0e-87 (U43377) GTP-binding protein [Arabidopsis 
thaliana] 1 



6738 

14164 

5671 

OJ990211__02 . 9819 . C9 . ol . tm 
9804 



OJ990211_02.9819.C9 

-!- 

13698 

TBLASTX: Maize 

13466 

74 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9804. .9872, 9813. .9872, 9814. .9873, 10075 .. 10185, 10075 .. 10185, 
10080. .10208, 10080. .10196,. 10266. .10391, 10271 .. 10402, 
10273. .10398, 11380 11679, 114 17 .. 11680, 11417 .. 11680, 
12731. .12799, 12732 .. 12803, 12732 .. 12800, 12742 .. 12804 , 
12885. .13049, 12893 .. 13048 , 13145 .. 13303, 13150 .. 13305, 
13150. .13299, 13332. .13355, 13386.. 13466 



6738 Seq. ID 

14164 Strand 

5671 End 

OJ990211_02 . 9819 .C9 . ol . tc Method 

9808 End 

none Score 



OJ990211_02. 9819.C9 
+ 

13698 

TBLASTX: Cress 

13231 

73 



9808.. 9873, 9918.. 9971, 9925.. 9948, 10075 .. 10185 , 10080. 
10271. .10402, 10273. .10395, 11380 .. 11676, 114 15 .. 11567 , 
11563. .11631, 12735. .12803, 12743 .. 12799, 12854 .. 13036, 
12885. .13037, 12885 1304 9, 13148.. 13231 



,10184, 



6981 






Seq. No. 


6738 


Seq. ID 


OJ990211_02.9819 


.C9 




Gene No. 


14164 


Strand 


+ 






Start 


5671 


End 


13698 






Name 


OJ990211 02.9819.C9.o2.np 


Method 


AAT/NAP 






Start 


9811 


End 


13300 






GI 


6689637 


Score 


1354 






Ex oris 


9811. .9909, 10078. .10185, 10274 .. 10398, 


11415. .11679, 








12732. .12800, 12888 1304 9, 


13151. .13300 






GI Descrip. 


(AJ245968) Toc34-l protein 


[Zea mays] 








Seq. No. 


6738 


Seq. ID 


OJ990211 02.9819 


-C9 




UCtlC IN (J • 


14164 


Strand 


+ 






Start 


5671 


End 


13698 






Name 


OJ990211 02.9819.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


10075 


End 


11525 






GI 


nunc 


Score 


166 






Exons 


10075. .10185, 10077. .10208, 


10077. .10196, 10271. . 10402, 








10273. .10398, 11380 11520, 


11412. .11522, 11412. . 11525 






Seq. No. 


6738 


Seq. ID 


OJ990211_02.9819 


.C9 




Gene No. 


14164 


Strand 


+ 






Start 


5671 


End 


13698 






IN cull t; 


OJ990211 02.9819.C9.o2.ts 


Method 


TBLASTX : Soybean 




sa 


Start 


10075 


End 


13231 




'sss? 


GI 


none 


Score 


143 




j.t = 


Exons 


10075. .10185, 10077. .10184, 


10249. .10395, 10265 .. 104 02 , 




i T i s 




10311. .10403, 11380. .11667, 


11416. .11634, 11418. .11702, 




LI 




12725. .12805, 12741 .. 12803, 


12854. .13030, 12885 .. 1304 9, 




iTi 




12885. .13049, 13145.. 13231 








1. : 


Seq. No. 


6739 


Seq. ID 


OJ990211_02.9819 


.C10 




Gpnp No 


14165 


Strand 


+ 






Start 


7371 


End 


16192 




□ 


Name 


OJ990211 02.9819.C10.ol.np 


Method 


AAT/NAP 






Start 


7371 


End 


8428 




~ 


GI 


6721543 


Score 


171 




I* *■"* 


Exons . 


7371. .7499, 8312. .8428 








'is? 
:* ==: 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




5: J 

C3 


Seq. No. 


6739 


Seq. ID 


OJ990211_02.9819 


.C10 




Gene No. 


14165 


Strand 


+ 






Start 


7371 . 


End 


16192- 






Name 


OJ990211 02.9819.C10.o2.gp 


Method 


AAT/GAP 






Start 


7385 


End 


7537 






GI 


7406 1.R1084 


Score 


221 






Exons 


7385. .7537 










GI Descrip. 


, 1122315/emb|CAA63901| 7 . Oe 


-10 (X94191) 


heat shock protein 17 






[Pennisetum glaucum] ■ 










Seq. No. 


- 6739 


Seq. ID 


OJ990211_02.9819 


.C10 




Gene No. 


14165 


Strand 


+ 






Start 


7371 


End 


16192 






Name 


OJ990211 02.9819.C10.o2.gs 


Method 


GENSCAN • 






Start 


. 7988 


End 


14216 






GI 


none 


Score 


.53 





Exons 7988.. 10119, 10321 .. 10616, 11056 .. 11206, 11312 .. 11558 , 



6982 



CO 
ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11733. .12143, 12235. .12533, 12610 .. 12770, 13113 .. 13194 , 
13457. .13588, 13651 .. 13698, 13703 .. 13905, 14056.. 14216 



6739 

14165 

7371 

OJ990211_02. 9819. C10. o2.np 



9891.. 9922, 10181 



Seq. ID OJ990211_02. 9819. C10 

Strand + 

End 16192 

Method AAT/NAP 

End 13937 

Score 4748 

..10496, 11056. .11206, 



12868, 13113. .13210, 



8441 
5441880 
8441. .9446, 

11312. .11648, 12235. .12533, 12610. 
13457. .13588, 13703.. 13937 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



6739 Seq. ID 

14165 Strand 
7371 End 
OJ990211_02 . 9819 . C10 . o3 . gp . Method 
9045 End 
5701669 Score 
9045. .9476 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990211_02. 9819. C10 
+ 

16192 
AAT/GAP 
9476 
837 



6739 Seq. ID 

14165 Strand 
7371 End 
OJ9902 1 1_02 . 98 1 9 . C10 . o4 . gp Method 
12361 End 
LIB3475-007-P1-K1-G8 Score 
12361. .12533, 12610.. 12860 

•5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990211_02. 9819. C10 
+ 

16192 
AAT/GAP 
12860 
789 



6739 Seq. ID 

14165 Strand 
7371 End 
OJ990211_02 . 9819 . C10 . o5 . gp Method 
14041 End 
LIB3431-045-P1-N1-A10 Score 
14041. .14384, 15747. .15856 

f 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ? 



OJ990211_02. 9819. C10 
+ 

16192 
AAT/GAP 
15856 
817 



6739 

14165 

7371 

OJ990211_02. 9819. C10. o3.gs 

14443 

none 



Seq. ID OJ990211_02. 9819. C10 



Strand 
End 

Method 

End 

Score 



+ 

16192 
GEN SCAN 
16192 
.62 



14443. .14445, 14 628 .. 14786, 14853 .. 14930, 16070. .16192 



Seq. No. 



6739 



Seq. ID OJ990211_02. 9819. C10 



6983 




Gene No. 


14166 


Strand 


+ 






End 


30586 


Name 


OJ990211 02.9819.C10.o5.np 


Method 


AAT/NAP 


Start 


25091 


End 


30586 


GI 


2326372 


Score 


183 


Exons 


25091. .25134, 27241 .. 27349,. 


27435. .27578, 30455.. 30586 


GI Descrip. 


(Y14404) putative arabinose 


kinase [Arabidopsis thaliana] 


Seq. No. 


6739 


Seq. ID 


OJ990211_02. 9819. C10 


Gene No. 


14166 


Strand 


+ 


Start 


25091 


End 


30586 


Name 


OJ990211 02.9819.C10.o4.np 


Method 


AAT/NAP 


Start 


25309 


End 


28925 


GI 


6598759 


Score 


52 


Exons 


25309. .25345, 26781 26854 , 


28881. .28925 


GI Descrip. 


(AC007295) hypothetical protein [Arabidopsis thaliana] 





oeq. no. 


d / 


Seq. ID 


OJ990211 


no 


QQ1 Q 

y o i y 


. LIU 




Gene No. 


14167 


Strand 












Start 


81 


End 


476 










Name 


OJ990211 02.9819.C10.ol.gp 


Method 


AAT/GAP 










Start 


81 


End 


476 










GI 


none 


Score 


759 








U 


Exons 


81. .476 














Seq. No. 


6739 


Seq. ID 


OJ990211 


_02. 


9819 


.C10 




Gene No. 


14168 


Strand 












Start 


16696 


End 


17232 










Name 


OJ990211 02.9819.C10.o4.gs 


Method 


GENSCAN 








! :l 


Start 


16696 


End 


17232 










GI 


none 


Score 


1 










Exons 


16696. .17232 












ry 


Seq. No. 


6739 


Seq. ID 


OJ990211 


_02. 


9819 


.C10 




Gene No. 


14169 


Strand 












Start 


17795 


End 


23335 










Name 


OJ990211 02.9819.C10.o5.gs 


Method 


GENSCAN 








i. JL 


Start 


17795 


End 


23335 










GI* 


none 


Score 


.64 










Exons 


17795. .18054, 18443 .. 22570, 


23281. .23335 








i" s 


Seq. No. 


6739 


Seq. ID 


OJ990211 


_02. 


9819 


.C10 




Gene No. 


14169 


Strand 












Start 


17795 


End 


23335 










Name 


OJ990211 02.9819.C10.o3.np 


Method 


AAT/NAP 










Start 


18426 


End 


22562 










GI 


4234852 


Score 


4378 










Exons 


18426. .22359, 22402.. 22562 














GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 









Seq. No. 6739 

Gene No. 14170' 

Start 23690 

Name OJ990211_02 . 9819 . C10 . o2 . tm 

Start 9002 

GI none 
Exons 



Seq. ID OJ990211_02. 9819. C10 



Strand 
End 

Method 

End 

Score 



30047 

TBLASTX: Maize 

9598 

93 



9002. .9130, 9010. .9108, 9164. .9463, 9181. .9402, 9527. .9598 



6984 





Qo/t Mo 


6739 






Seq. ID 


OJ990211_02.9819 


.C10 




Gene No. 


14170 






Strand 








Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. CIO 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


9296 






End 


9676 






GI 


none 






Score 


204 






Exons 


9296. . 


9490, 9305.. 9502, 9496 


i..9606, 9500.. 9676, 9500.. 9646 






6739 






Seq. ID 


OJ990211_02.9819 


.C10 




Gene No. 


14170 






Strand 








Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. C10 


o7 "t~ m 
• \j 1 ■ LIU 


Method 


TBLASTX: Maize 






Start 


18465 






End 


18923 






GI 


none 






Score 


55 






Exons 


18465. 


.18656, 18705. 


1 fift ft 1 


18864 . .18923 






oeq. IN O ■ 


6739 






Seq. ID 


OJ990211_02.9819 


.C10 




Gene No. 


14170 






Strand 








Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. C10 


A 

• 04 • tW 


Method 


TBLASTX: Wheat 






Start 


18477 






End 


18876 






GI 


none 






Score 


118 




sa. 
hJ 


Exons 


18477. 


.18872, 18643. 


1 887 fi 
• J. 0 0 / 0 










C«n Mo 


6739 






Seq. ID 


OJ990211J32.9819 


.C10 


.5 as 


Gene No. . 


14170 






Strand 






; E ! i 


Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. C10 


o*3 f- CI 


Method 


TBLASTX : Soybean 




err 


Start 


18480 






End 


19046 






GI 


none 






Score 


131 




m 


Exons 


18480. 


.18671, 18660. 


1 88M 


18864. .19046 




: cr 
;E 


Corf Mo 


6739 






Seq. ID 


OJ990211J)2.9819 


n n 




Gene No. 


14170 






Strand 








Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. C10 




Method 


TBLASTX: Maize 




!: ss 


Start 


18936 






End 


19367 




I 1 


GI 


none 






Score 


131 




i* s 


Exons 


18936. 


.19232, 18937. 


1 Q0Q9 


19206. .19367 






Seq. No. 


6739 






Seq. ID 


OJ990211_02.9819 


pi n 

. LIU 




Cono Mo 
\3Cilc 1.NO . 


14170 






Strand 








Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. C10 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


19032 






End 


19812 






GI 


none 






Score 


152 






Exons 


19032. 


.19481, 19036. 


.19482, 


19458. .19811, 19467. .19811, 








19468. 


.19812 












Seq. No. 


6739 






Seq. ID 


OJ990211_02.9819 


.C10 




Gene No. 


141-70 






Strand 








Start 


23690 






End 


30047 






Name 


OJ990211 02. 9819. C10 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


19368 






End 


19811 






GI 


none 






Score 


139 






Exons 


19368. 


.19469, 19503. 


.19811, 


19504. .19794 





6985 




Seq. No. 


6739 




Seq. ID 


OJ990211_02.9819. 


C10 


ucllc VisJ ■ 


14170 

111 f u 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. CIO 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


19503 




End 


19940 




GI 


5509260 




Score 


44 




Exons 


19503. .19940, 19504. 


.19536, 


19579. .19851 




GI Descrip. 


- 










O a j-w XT a 

beq. no. 


o / jy 




Seq. ID 


OJ990211_02.9819. 


LIU 


Gene No. 


14170 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


19593 




End 


19853 




GI 


none 




Score 


' 116 




Exons 


19593. .19853, 19615. 


.19851 








beq. no. 


CI "3Q 

d / 




Seq. ID 


OJ990211_02.9819. 


L±U 


Gene No. 


14170 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02.9819.C10 


,o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20421 




End 


20807 




GI 


none 




Score 


79 




Exons 


20421. .20594, 20598. 


.20807, 


20626. .20805 




Seq. No. 


6739 




Seq. ID 


OJ990211_02.9819. 


C10 


Gene No. 


- 1 4 1 / u 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10 


.o2.tw 


Method ' 


TBLASTX: Wheat 




Start 


20424 




End 


21086 




GI 


none 




Score 


35 




Exons 


20424. .20522, 20449. 


.20523, 


20502. .20807, 20524 .. 20784 , 






20847. .21086, 20848. 


.20868, 


20917. .21072 




beq. no. 


ci "5Q 




Seq. ID 


OJ990211_02. 9819. 


LIU 


Gene No. 


14170 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20427 




End 


20807 




GI 


none 




Score 


123 




Exons 


20427. .20594, 20607. 


.20807 








beq. no. 


o / jy 




Seq. ID 


OJ990211_02. 9819. 


LIU 


Gene No. 


14170 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10 


.06. tm 


Method 


TBLASTX: Maize 




Start 


20613 




End 


21071 




GI 


none 




Score 


85 




Exons 


20613. .20798, 20635. 


.20796, 


20847. .21071 




Seq. No. 


6739 




Seq. ID 


OJ990211_02.9819. 


C10 


Gene No. 


14170 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


20862 




.End 


21248 




GI 


none 




Score 


38 





6986 




Exons 


20862. .21248, 20920., 


.21003, 


21031. .21237 




Seq. No. 


6739 




Seq. ID 


OJ990211_02..9819. 


C10 


Gene No. 


14170 




Strand 






jtaiL 






End 


30047 




Name 


OJ990211 02. 9819. CIO, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21462 




End 


22470 




GI 


none 




Score 


50 




Exons 


21462. .21563, 21565.. 


.21615, 


21720. .21851, 21739. .21780, 






21861. .22469, 21891.. 


.22145, 


21892. .22470 




Seq. No. 


6739 




Seq. ID 


OJ990211_02.9819. 


C10 


uene LNO . 


1 H 1 I U 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10, 


. 06. gs 


Method 


GENSCAN 




Start 


23690 




End 


30047 




GI 


none 




Score 


.74 




Exons 


23690. .24108, 24713.. 


.24751, 


29001. .29095, 30040.. 30047 




Seq. No. 


6739 




Seq. ID 


OJ990211JD2.9819. 


C10 


Gene No. 


14170 • 




Strand 






O LalTL. 






End 


30047 




Name 


OJ990211 02. 9819. C10. 


. oS.tm 


Method 


TBLASTX : Maize 




Start 


27241 




End 


27572 




GI 


none 




Score 


101 




Exons 


27241. .27348, 27241.. 


.27348, 


27242. .27349, 27426 .. 27572 , 






27429. .27560 










Seq. No. 


6739 




Seq. ID 


OJ990211_02.9819. 


C10 


belle LNO . 


141 / U 




Strand 






Start 


23690 




End 


30047 




Name 


OJ990211 02. 9819. C10. 


. oS.ts 


Method 


TBLASTX : Soybean 




Start 


27241 




End 


27545 




GI 


none 




Score 


145 




Exons 


27241. .27348, 27242.. 


.27349, 


27426. .27545, 27429.. 27530 




Seq. No. 


6740 




Seq. ID 


OJ990211_02.9819. 


Cll 


bcilc LNO . 


14171 
141/1 




Strand 


+ 




Start- 


482 




End 


640 




Name 


OJ990211 02.9819.C11. 


.ol.gs 


Method ' 


GENSCAN 




Start 


482 




End 


640 




GI 


none 




Score 


.71 




Exons 


482. .640 










Seq. No. 


6741 




Seq. ID 


OJ990211_02.9819. 


C12 


bene lno • 


1417 9 

1 ft 1 / £. 




Strand 


+ 




Start 


424 




End 


504 




Name 


OJ990211 02.9819.C12. 


, ol . gs 


Method 


GENSCAN 




Start 


424 




End 


504 




GI 


none 




Score 


.63 




Exons 


424. .504 










Seq. No. 


6742 




Seq. ID 


OJ990211_02.9819. 


C13 


Gene No. 


14173 




Strand 






Start 


392 




End 


626 




Name 


OJ990211 02.9819.C13. 


ol.gp 


Method 


AAT/GAP 




Start 


392 




End 


626 





6987 



GI LIB3475-007-P1-K1-G8 Score 409 

Exons 392.. 626 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 





Seq. No. 


6742 


Seq. ID 


OJ990211_02. 9819.C13 




Gene No. 


14173 


Strand 


- 




Start 


392 


End 


626 






OJ990211 02 9819 Cl^ ol as 




GEN SCAN 




Start 


399 


End 


616 




GI 


none 


Score 


.43 




Exons 


399. .616 








Seq. No. 


6743 


Seq. ID 


OJ990211_02.9819.C16 




Gene No. 


14174 


Strand 


- 




Start 


285 


End 


443 




Name 


OJ990211 02.9819.C16.ol.gs 


Method 


GENSCAN 




Start 


285 


End 


443 




GI 


none 


Score 


.72 






285. .443 








Seq. No. 


6744 


Seq. ID 


OJ990211_02. 9819.C18 




Gene No. 


14175 


Strand 


+ 




Start 


1 


End 


738 


*: sf 


Name 


OJ990211 02.9819.C18.ol.np 


Method 


AAT/NAP ' 




Start 


1 


End 


738 


j- 


GI 


5441880 


Score 


1011 






1. .738 








GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA protein 






(AC003981) [Oryza sativa] 






ru 


Seq. No. 


6744 


Seq. ID 


OJ990211_02.9819.C18 




Gene No. 


14175 


Strand 


+ 




Start 


1 


End 


738 






OJ990211 02.9819.'C18.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


629 


: I 


GI 


none 


Score 


.77 


l!3 


Exons 


131.. 629 








Seq. No. 


6744 


Seq. ID 


OJ990211_02.9819.C18 




Gene No. 


14175 


Strand 


+ 




Start 


1 


End 


738 




Name 


OJ990211 02.9819.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


368 


End 


738 




GI 


none 


Score 


94 




Exons 


368. .496, 376. .474, 530. .736, 


547. .738 






Seq. No. 


6744 


Seq. ID 


OJ990211_02.9819.C18 




Gene No. 


14175 


Strand 


+ 




Start 


1 


End 


738 




Name 


OJ990211 02.9819.C18.ol.gp 


Method 


AAT/GAP 




Start 


411 


End 


738 




GI 


5701669 


Score 


604 




Exons 


411. .738 








GI Descrip. 


5441880/dbj IBAA82378.il 5.0e- 


75 (AP000367) EST C28 952 (C62945 ) , 



*6988«- 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 6745 Seq. ID 

Gene No. 1417 6 Strand 

Start 235 End 

Name OJ990211_02 . 9819 . C20 . ol . gs Method 

Start 235 End 

GI none Score 

Exons 235.. 907 



OJ990211_02.9819.C20 
907 

GENSCAN 

907 

.58 



Q 



Seq. No. 6746 

Gene No. 14177 

Start 832 

Name OJ990211_02 . 9819 . C21 . ol . tc 

Start 725 

GI none 

Exons 725.. 871, 726.. 872 

Seq. No. 6746 

Gene No. 14177 

Start 832 

Name OJ990211_02 . 9819 .C21 . ol . gs 

Start 832 

GI none 

Exons 832.. 2040 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990211_02 . 9819.C21 
+ 

2040 

TBLASTX: Cress 

872 

224 



OJ990211_02.9819.C21 
+ 

2040 
GENSCAN 
2040 
.92 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6746 Seq. ID OJ990211_02 . 9819 . C21 

14177 Strand + 

832 End 2040 

OJ990211_02.9819.C21.ol.np Method AAT/NAP 

832 End 2037 

1196998 Score 2103 

832.. 2037 

(J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



6747 Seq. ID 

14178 Strand 

159 End 
OJ990211_02.9819.C23.ol.gs Method 

159 End 

none Score 
159. .391 



Seq. No. 6748 ' Seq. ID 

Gene No. 14179 Strand 

Start 58 End 

Name OJ990211_02 . 9819 . C24 . ol . gs Method 

Start. 58 End 

GI none Score 

Exons 58.'. 199, 729.. 875 



OJ990211_02. 9819.C23 
+ 

391 

GENSCAN 

391 

.91 



OJ990211_02.9819.C24 

1014 
GENSCAN 
875 
.81 



6989 




Seq. No. 


6748 


Seq. ID 


OJ990211_02.9819.C24 


bene no. 




Strand 




Start 


58 


End 


1014 


Name 


OJ990211 02.9819.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


726 


End 


1014 


GI 


none 


Score 


93 


Exons 


726. .803, 726..87S, 727. .774, 


727. .882, 789.. 902, 801. .902, 




811. .903, 881. .964, 900. .1013 


, 901. .1014, 937. .1014 


Seq. No. 


6749 


Seq. ID 


H.TQQ091 1 09 Qfil Q P96 


Gene No. 


14180 


Strand 


+ _ 


Cf 3 y-f- 


373 


End 


663 


Name 


OJ990211 02.9819.C26.ol.gp 


Method 


r\r\ i / \jt\ir 


Start 


'373 


End 


DDj 


GI 


37294 1.R1084 


Score 


994 


Exons 


373.. 453, 597.. 663 






GI Descrip. 


'4521193/dbj | AB013450 . 1 1 AB013450 l.Oe- 






similar sequence to Pib gene* 






beq. no. 


6749 


Seq. ID 


OJ990211_02. 9819.C26 


Gene No. 


14180 


Strand 


i 

T 


Start 


373 ' 


End 




Name 


OJ990211 02.9819. C26.ol.gs 


Method 


H W M Q C Zi M 


Start 


375 


End 


D ft D 


GI 


none 


Score 


• / o 


Exons 


375. .453, 530. .645 






O XT a 

beq. no. 


6750 


Seq. ID 


OJ990211_02. 9819.C27 


Gene No. 


14181 


Strand 




Start 


243 


End 


sin 

D ± U 


Name 


OJ990211 02.9819.C27.ol.gs 


Method 


r , ir\Tcr , ziM 

LiEjNbUAN 


Start 


243 


End 


3 ± U 


GI 


none 


Score 




Exons 


243. .280, 405. .510 






beq. no. 


6751 


Seq. ID 


nTQQ09t1 09 QR1Q P9ft 


Gene No. 


14182 


Strand 




Start 


450 - 


End 


636 


Name 


OJ990211 02.9819.C28.ol.gs 


Method 




Start 


450 


End 


DjO 


GI 


none . 


Score 


c c 
. J J 


Exons 


450. .636 






Seq. No. 


6751 


Seq. ID 


OJ990211_02.9819.C28 


Gene No. 


14183 


Strand 




C+- r-+- 


681 


End 


933 


Name 


OJ990211 02.9819.C28.ol.gp 


Method 


AAT/GAP 


Start 


681 


End 


933 


GI 


3761181 


Score 


419 


Exons 


681. .933 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe-! 


39 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


6752 


Seq. ID 


OJ990211_02.9819.C29 


Gene No. 


14184 


Strand 


+ 


Start 


48 


End 


414 



6990 



Li! 



fl! 

: =? 



hi 

£5 
□ 



Name 


OJ990211 02.9819.C29.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


414 


GI 


none 


Score 


.99 


Exons 


48. .414 






Seq. No. 


6753 


Seq. ID 


OJ990211_02.9819.C30 






O CXToIlU 




Start 


329 


End 


2264 


Name 


OJ990211 02.9819.C30.ol.'gs 


Method 


GENSCAN 


Start 


329 


End 


1984 


GI 


none 


Score 


.7 


Exons 


329. .718, 746. .883, 996. .1082 


, 1579.. 


1792, 1869.. 1984 


Seq. No. 


6753 


Seq. ID 


OJ990211_02.9819.C30 


Gene No. 


14185 


Strand 


+ 


O lal U 


329 


End 


2264 


Name 


OJ990211 02.9819.C30.o2.np 


Method 


AAT/NAP 


Start 


448 


End 


1722 


GI 


6728875 


Score 


407 


Exons 


448..629, 746. .883, 996. .1082 


, 1180.. 


1227, 1579.. 1722 


GI Descrip. 


(AC008113) F12A21.14 [Arabidopsis thaliana] 


Seq. No. 


6753 


Seq. ID 


OJ990211_02.9819.C30 


Gene No. 


14185 


Strand 


+ 


Start 


329 


End 


2264 


Name 


OJ990211 02.9819.C30.ol.gp 


Method 


AAT/GAP 


Start 


1579 


End 


2264 


GI 


37294 1.R1084 


Score 


1027 


Exons 


1579. .1792, 1936. .2264 






GI Descrip. 


' 4521193/dbj | AB013450 . 1 1 AB013450 1 . Oe 


-99 Oryza sativa DNA, 




similar sequence to Pib gene 1 






Seq. No. 


6753 


Seq. ID 


OJ990211_02.9819.C30 


Gene No. 


14186 


Strand 




Start 


2452 


End 


7314 


Name 


OJ990211 02.9819.C30.o2.gp 


Method 


AAT/GAP 


Start 


2452 


End 


3410 


GI 


78815 1.R1084 


Score 


1248 


Exons 


2452. .2890, 3005.. 3173, 3269. 


.3410 




GI Descrip. 


•2982297 1.0e-43 (AF051233) KIAA0107- 


like protein [Picea 




mariana] 1 






Seq. No. 


6753 * 


Seq. ID 


OJ990211_02.9819.C30 


Gene No. 


14186 


Strand 




otart 


2452 


End 


7314 


Name 


OJ990211 02.9819.C30.o2.gs 


Method 


GENSCAN 


Start 


2716 


End 


6761 


GI 


none 


Score 


.99 


Exons 


2716.. 2890, 3005.. 3173, 3269. 


.3377, 3443.. 3662, 3756.. 3901, 




3986. .4076, 6505. .6761 






Seq. No. 


6753 


Seq. ID 


OJ990211_02.9819.C30 


Gene No. 


14186 


Strand 




Start 


2452 


End 


7314 


Name 


OJ990211 02.9819.C30.o3.np 


Method 


AAT/NAP 


Start 


2719 


End 


6758 


GI 


4678261 


Score 


1421 



6991 




Exons 2719.. 2890, 3005.. 3226, 3263.. 3377, 3443.. 3662, 3756.. 3901, 

3986. .4076, 6505. .6758 
GI Descrip. (AL04 9657) putative proteasome regulatory subunit [Arabidopsis 

thaliana] 



Seq. No. 6753 

Gene No. 14186 

Start 2452 

Name OJ9902 11_02 .9819. C30 . o3 . gp 

Start 3990 

GI 82047_1.R1084 

Exons 3990.. 4076, 6505.. 6829 

GI Descrip. 1 4 678261/emb | CAB41122 . 1 1 4.0e-16 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] ' 



Seq. ID OJ990211_02.9819.C30 
Strand 

End 7314 

Method AAT/GAP 

End 6829 

Score 708 



Seq. No. 6753 
Gene No. 14186 
Start 2452 

Name OJ990211_02 . 9819 .C30 . o4 . np 

Start 5601 
GI 499014 
Exons 5601.. 5637, 7167.. 7314 

GI Descrip. (X79609) putative heme ABC transporter membrane domain [Triticum 
aestivum] gi | 1395188 I dbj | BAA10942 | (D64067) ABC-type heme 
transporter subunit [Oryza sativa] 



Seq. ID OJ990211_02.9819.C30 
Strand 

End 7314 

Method AAT/NAP 

End -7314 

Score 103 





Seq. No. 


6753 








Seq. ID 


OJ990211_02.9819.C30 


I s Li 


.Gene No. 


14187 








Strand 






Start 


8030 








End 


17529 


£3 


Name 


OJ990211 


02.9819.C30 


.o2 


. tc 


Method 


TBLASTX: Cress 


'•t kS 


Start 


506 








End 


1230 


I 1 


GI 


none 








Score 


86 


:i ; : 


Exons 


506. .598, 


597. .632, 


728 


. .883, 


745. .885, 


993. .1082, 996. .1136, 






1180. .1230 










.: =s- 

u 


Seq. No. 


6753 








Seq. ID 


OJ990211_02.9819.C30 


H 


■ Gene No. 


14187 








Strand 






Start 


8030 








End 


17529 




Name 


OJ990211 


02.9819.C30 


.o2 


. tm 


Method 


TBLASTX: Maize 


• — j 


Start 


506 








End 


1073 


: sx 


GI 


none 








Score 


35 


.J 


Exons 


506. .559, 


521. .571, 


526 


. .588, 


548. .598, 


550. .597, 593. .628, 






596. .628, 


597. .632, 


597 


. .632, 


743. .802, 


745. .885, 746. .883, 






975. .1073 


, 988. .1071 


, 993. .1073 






Seq. No. 


6753 








Seq. ID 


OJ990211_02. 9819.C30 




Gene No. 


14187 








Strand 






Start 


8030 








End 


17529 




Name 


OJ990211 


02.9819.C30 


.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


524 








End 


1230 




GI 


none 








Score 


75 




Exons 


524. .598, 


597. . 632, 


727 


. .885, 


728. .883, 


993.. 1082, 1180.. 1230 




Seq. No. 


6753 








Seq. ID 


OJ990211_02.9819.C30 




Gene No. 


14187 








Strand 






Start 


8030 








End 


17529 




Name 


OJ990211 


02.9819.C30 


-ol 


.ts 


Method 


TBLASTX: Soybean 



6992 



Start 
GI 

Exons 



m 



2695 End 15538 

none Score 14 6 

2695.. 2889, 2713.. 2877, 2720.. 2890, 2732.. 2890, 3001.. 3174, 

3007. .3174, 3008. .3175, 3011. .3184, 3270. .3380, 3271. .3378, 

3437.. 3664, 3440.. 3661, 3441.. 3749, 3511.. 3666, 3753.. 3902, 

3756.. 3911, 3758.. 3904, 3951.. 4073, 3986.. 4075, 3986.. 4078, 

6480. .6749, 15434 .. 15538, 15439. .15531 



'is* 

m 

••tz£ 
! . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6753 

14187 

8030 

OJ99021 1_02 . 9819 . C30 . ol . tm 

2708 

none 

2708.. 2890, 2716.. 2892, 2720. 
3005.. 3172, 3268.. 3378, 3270. 
3437.. 3664, 3441.. 3662, 3754. 
3954.. 4073, 3980.. 4075, 3985. 
6495.. 6623, 6598.. 6723, 15434 
15439. .15531, 16274 .. 16315, 1 

6753 

14187 

8030 

OJ990211_02.9819.C30.ol.tc 

2716 

none 



Seq. ID OJ990211_02.9819.C30 
. Strand 
End 17529 
Method TBLASTX : Mai ze 
End 16578 
Score 261 

.2890, 2987.. 3172, 3004.. 3174, 
.3380, 3270.. 3380, 3283.. 3405, 
.3849, 3756. .3902, 3758. .3904, 
.4074, 3986. .4078, 6480. .6815, 
..15538, 15438. .15527, 
6446.. 16496, 16498.. 16578 

Seq. ID OJ990211_02.9819.C30 
Strand 

End ' 17529 

Method TBLASTX: Cress 

End 3671 

Score 256 



2716. .2892, 2717. .2890, 2995. .3174, 3004. .3174, 3005. .3175, 
3267. .3326, 3270. .3380, 3271. .3378, 3437. .3625, 3441. .3626, 
3630. .3671, 3635. .3661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Exons 



6753 

14187 

8030 

OJ9902 11_02 . 9819 . C30 . ol . tw 

3518 

none 



Seq. ID OJ990211_02.9819.C30 
Strand 

End 17529 

Method TBLASTX : Wheat 

End 3812 

Score 195 



3518. .3661, 3519. .3665, 3520. .3666, 3520. .3666, 3748. .3804, 
3758.. 3805, 3762.. 3809, 3762.. 3812 



Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 



6753 

14187 

8030 

OJ990211_02.9819.C30.o3.tc 

3746 

none 



Seq. ID OJ990211_02.9819.C30 



Strand 
End 

Method 

End 

Score 



17529 

TBLASTX: Cress 

15538 

126 



3746. .3880, 3755. .3904, 3756. .3911, 3954. .4073, 3977. .4075, 
3986. .4078, 6480. .6752, 154 10 15538 , 15439. .15531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6753 
14187 . 
8030 

OJ990211_02.9819.C30.o3.gs 

8030 

none 



Seq. ID OJ990211_02.9819.C30 



Strand 
End 

Method 

End 

Score 



17529 
GENSCAN 
17529 
.86 



8030. .8554, 8926. .8977, 9132. .9184, 9277. .9353, 9605. .9638, 
9741. .9860, 10361. .10478, 10571 .. 10676, 11196 .. 11262 , 



6993- 




11384. .11511, 11968. .12093, 12587 .. 12733, 13187 13518 , 
13735. .13843, 16092 .. 16210, 16274 .. 16715, 17187.. 17529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



6753 

14187 

8030 

OJ990211_02.9819.C30.o5.np 

8372 

4584525 



Seq. ID OJ990211_02.9819.C30 
Strand 

End 17529 

Method AAT/NAP 

End 11500 

Score 272 



8372.. 8561, 8904. ,8977, 9132.. 9184, 9277.. 9353, 9461.. 9496, 
9551.. 9633, 9736.. 9880, 10343 10478, 10571 1067 6, 
11196. .11262, 11384.. 11500 

(AL049607) protein phosphatase 2C-like protein [Arabidopsis 
thaliana] 



s3 



•3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6753 Seq. ID 

14187 Strand 

8030 End 

OJ990211_02 . 9819 . C30 . 06 . np Method 

12450 End 

5852093 Score 



OJ990211_02.9819.C30 

17529 
AAT/NAP 
15688 
75 



12450. .12471, 14196. .14314, 15662. .15688 
(AL117264) . zwhl6.1 [Oryza sativa] 



6753 Seq. ID 

14187 Strand 

8030 End 

OJ9902 1 1_02 . 98 1 9 . C30 . o7 . np Method 

13566 End 

4678261 Score 



OJ990211_02. 9819.C30 

17529 
AAT/NAP 
16539 
113 



13566. .13603, 15439 15529, 16274.. 16539 

(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 
thaliana] 



6753 

14187 

8030 

OJ990211_02. 9819.C30.o3.ts 

14728 

none 



Seq. ID OJ990211_02.9819.C30 
Strand 

End 17 529 

Method TBLASTX: Soybean 

End 15343 

Score 66 



14728. .14817, 14817 .. 14879, 14947 .. 15039, 14948 .. 15031, 
15036. .15080, 15086. .15151, 15087 .. 15140, 15242.. 15343 



Seq. No. 6754 Seq. ID 

Gene No. 14188 Strand 

Start 788 End 

Name OJ990211_02 . 9819 .C31 . o2 . gs Method 

Start 788 End 

GI none Score 

Exons 788.. 843, 1072.. 1279 



OJ990211_02.9819.C31 
+ 

1279 
GENSCAN 
1279 
.84 



Seq. No. 6754 Seq. ID 

Gene No. 14189 Strand 

Start 86 End 

Name OJ990211_02 .9819. C31 . ol . gs Method 

Start 86 End 

GI - none Score 



OJ990211_02. 9819.C31 
526 

GENSCAN 

526 

.68 



6994 




Exons 8 6.. 52 6 





6755 




Seq. ID 


OJ990211_02.9819 


. C32 


Gene No. 


14190 




Strand 


+ 




Start 


1 




End 


886 




Name 


' OJ990211 02.9819.C32.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


886 




GI 


6721172 




Score 


675 




Exons 


1. .886 










GI Descrip. 


(AC016829) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


6755 




Seq. ID 


OJ990211_02.9819 


.C32 


Gene No. 


14190 




Strand 


+ 




Start 


1 




End 


886 




Name 


OJ990211 02.9819.C32.ol 


. gs 


Method 


GENSCAN 




Start 


92 




End 


880 




GI 


none 




Score 


.88 




Exons 


92. .880 










beq. no. 


6755 




Seq. ID 


OJ990211_02.9819 




Gene No. 


14191 




Strand- 






Start 


4218 




End 


5118 




Name 


OJ990211 02.9819.C32.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


80 r;; 




End 


802 




GI 


none 




Score 


96 




Exons 


80. .265, 80. .169, 83. .298, 86 


..373, 119. .421, 203. .388, 






233.. 424, 407.. 583, 425 


. .592, 


452. .598, 


677. .700, 728..: 


802 


Seq. No. 


6755 




Seq. ID 


OJ990211_02.9819 


.C32 


Gene No. 


14191 




Strand 






Start 


4218 




End 


5118 




Name 


OJ990211 02.9819.C32.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


83 




End 


583 




GI 


none 




Score 


122 




Exons 


83. .322, 107. .418, 200. 


.418, 


200. .370, 


226. .408, 398. .583 


Seq. No. 


6755 




Seq. ID 


OJ990211_02.9819 


.C32 


Gene No. 


14191 




Strand 






Start 


4218 




End 


5118 




Name 


OJ990211 02.9819.C32.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


315 




End 


600 




GI 


none 




Score 


234 




Exons 


315. .587, 316. .600, 317 


. .595 








Seq. No. 


6755 




Seq. ID 


OJ990211_02.9819 


.C32 


Gene No. 


14191 




Strand 






Start 


4218 




End 


5118 




Name 


OJ990211 02.9819.C32.o3 


. gs 


Method 


GENSCAN 




Start 


4218 




End 


5118 




GI 


none 




Score 


.83 




Exons 


4218. .4322, 4349. .4544, 


5063. 


.5118 






Seq. No. 


6756 




Seq. ID 


OJ990211_02.9819 


.C34 


Gene No. 


14192 




. Strand 


+ 




Start 


50 




End 


4228 




Name 


OJ990211 02.9819.C34.ol 


. np 


Method 


AAT/NAP 




Start 


50 




End 


4228 





6995 



□ 
'J 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6016732 Score 1118 

50. .790, 1649. .2637, 3965. .4228 

(AC009325) hypothetical protein [Arabidopsis 'thaliana] 
gi|6091719|gb|AAF03431.1|AC010797_7 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



6756 

14192 

50 

OJ990211_02.9819.C34.ol.gs 
83 

none 



Seq. ID OJ990211_02. 9819.C34 

Strand + 

End 4228 

Method GEN SCAN 

End 3048 

Score .74 



83. .787, 1649. .1975, 2189. .2595, 2616. .3048 



Seq. ID OJ990211_02.9819.C34 

Strand + 

End 4228 

Method AAT/GAP 

End 1709 

Score 594 



6756 
14192 
50 

OJ990211_02 . 981 9 . C34 . o2 . gp 
542 

uC-osflcypl58allbl 
542. .787, 1649. .1709 

■6016732/gb|AAF01558.1|AC009325_28 9.0e-13 (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091719_gb_AAF0343l.l_AC010797_7 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ990211_02. 9819.C34 

Strand + 

End 4228 

Method AAT/GAP 

End 2396 

Score 531 



6756 
14192 
50 

OJ990211_02.9819.C34 .o3.gp 
2111 . 

LIB3477-006-P1-K1-H9 
2111. .2396 

' 6015437/dbj | ABO 08 112 . 1 | AB008112 1.0e-13 Homo sapiens PEX1 mRNA, 
complete cds 1 



6756 

14192 

50 

OJ990211_02 . 98 1 9 . C34 . o4 . gp 

2558 

572337 

2558. .2943 



Seq. ID OJ990211_02. 9819.C34 

Strand + 

End 4228 

Method AAT/GAP 

End 294 3 

Score ' t 734 



Seq. No. 6756 

Gene No. 14193 

Start 3464 

Name OJ990211_02 . 9819 .C34 . ol . tc 

Start 79 

GI none 

Exons 79.. 201, 80.. 307 

Seq. No. 6756 

Gene No. 14193 

Start 3464 

Name OJ990211_02 . 9819 .C34 . o4 . tm 

Start 79 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990211_02. 9819.C34 
5950 

TBLASTX: Cress 

307 

217 



OJ990211_02. 9819.C34 
5950 

TBLASTX: Maize 
307 



6996 



a 
h 



GI 


none 








Score 


60 


Exons 


79. .117, 79. 


.201, 


80. .307, 161. .307 




Seq. No. 


6756 








Seq. ID 


OJ990211_02.9819.C34 


Gene No. 


14193 








Strand 






3464 








End 


5950 


Name 


OJ990211 02. 


9819. 


C34.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


79 








End 


1720 


GI 


none 








Score 


247 


Exons 


79. .201, '80. 


.319, 


161. . 


244, 347. .553, 358. .537, 446. .541, 




491. .538, 617. .703, 653 


. .706, 


713. .790, 


733. .789, 1643. . 1720 


Seq. No. 


6756 








Seq. ID 


OJ990211_02.9819.C34 


Gene No. 


14193 








Strand 




Start 


3464 








End 


5950 


Name 


OJ990211 02. 


9819. 


C34.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


308 








End 


1797 


GI 


none 








Score 


372 


Exons 


308. .580, 349. .573, 488 


. .556, 


617. .715, 


623. .727, .624. .755, 




-663. .788, 713. .790, 727 


. .789, 


1635. .1739, 1641. .1739, 




1643. .1759, 


1643. 


.1753, 


1645. 


.1758, 1693.. 1797 


Seq. No. 


6756 








Seq. ID 


OJ990211_02.9819.C34 


Gene No. 


i h i y J 








Strand 




Start 


3464 








End 


5950 


Name 


OJ990211 02. 


9819. 


C34.ol 


• LIU 


Method 


TBLASTX: Maize 


Start 


1846 








End 


3073 


bi 


none 








Score 


106 


Exons 


1846. .1920, 


1847. 


.1924, 


1902. 


.2060, 1919.. 2428, 1922.. 2059, 




1924. .2346, 


1950. 


.2354, 


2105. 


.2359, 2339.-2452, 2360.. 2479, 




2449. .2583, 


2468. 


.2578, 


2580. 


.2645, 2616.. 2714, 2635.. 2667, 




2664. .2777, 


2770. 


.2820, 


2770. 


.2820, 2899.. 3051, 2901.. 3050, 




3011. .3073 












Seq. No. 


6756 








Seq. ID 


OJ990211_02.9819.C34 




14193 








Strand 




Start 


3464 








End 


5950 


Name 


OJ990211 02. 


9819. 


C34.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1889 








End 


2272 


GI 


none 








Score 


472 


Exons 


1889. .2272, 


1891. 


.2271 








Seq. No. 


6756 








Seq. ID 


OJ990211_02.9819.C34 


Gene No . 


14193 • 








Strand 




Start 


3464 








End 


5950 


Name 


OJ990211 02. 


9819. 


C34 .o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1954 








End 


2317 


GI 


none 








Score 


181 


Exons 


1954. .2139, 


1955. 


.2200, 


2207. 


.2317 




Seq. No. 


6756 








Seq. ID 


OJ990211_02.9819.C34 


Gene No. 


14193 








Strand 




Start 


3464 








End 


5950 


Name 


OJ990211 02. 


9819. 


C34.o5 


• gp 


Method 


AAT/GAP 


Start 


3464 








End 


5377 


GI 


15763 1.R1084 






Score 


2328 


Exons 


3464. .4299, 


4379. 


.4500, 


4584. 


.4626, 4713. .4825, 4924. .4983, 



6997 



* • 

5297.. 5377' 

GI Descrip. ' 6016737/gb | AAF01563 . 1 | AC009325_33 3.0e-ll (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091741_gb_AAF03453.1_AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. No. 


6756 






Seq. ID 


OJ990211 


_02.9819.C34 


Gene No. 


14193 






Strand 






Start 


3464 






End 


5950 




Name 


OJ990211 02 


.9819.C34.o2 


.gs 


Method 


GEN SCAN 




Start 


4036 






End 


5366 




GI 


none 






Score 


.47 






4036. .4500, 


4713. .4825, 


4924. . 


4983, 5297.. 5366 




Seq. No. 


6756 






Seq. ID 


OJ990211 


_02.9819.C34 


Gene No. 


14193 






Strand 






Start 


3464 






End 


5950 




Name 


OJ990211 02 


.9819.C34.o2 


.np 


Method 


AAT/NAP 




Start 


4039 






End 


5950 




GI 


6016737 






Score 


216 




Exons 


4039. .4304, 


4384. .4523, 


4577. . 


4619, 4709. .4826, 


5925. .5950 


GI Descrip. 


(AC009325) 


hypothetical 


protein [Arabidopsis thaliana] 




gi | 6091741 | 


gb|AAF03453. 


1IAC010797 29 


(AC010797) 


hypothetica. 




protein [Arabidopsis thaliana] 








Seq. No. 


6756 






Seq. ID 


OJ990211 


_02. 9819.C34 


Gene No. 


14193 






Strand 






Start 


3464 






End 


5950 




Name 


OJ990211 02 


.9819.C34.o3 


.ts. 


Method 


TBLASTX: 


Soybean 


Start 


4051 






End 


4308 




GI 


none 






Score 


84 




Exons 


4051. .4257, 


4069. .4263, 


4142. . 


4270, 4270.. 4308 




Seq. No. 


6756 






Seq. ID 


OJ990211 


_02.9819.C34 


Gene No. 


14193 






Strand 






Start 


3464 






End 


5950 




Name 


OJ990211 02 


.9819.C34.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4108 






End 


5368 




GI 


none 






Score 


166 




Exons 


4108. .4308; 


4142. .4300, 


4378. . 


4428, 4379.. 4501, 


4419. .4502, 




4574. .4630, 


4575. .4631, 


4584. . 


4631, 4688.. 4825, 


4704. .4826, 




4713. .4826, 


4717. .4827, 


4916. . 


4954, 4924.. 4968, 


5285. .5368, 




5297. .5368 












Seq. No. 


6756 






Seq. ID 


OJ990211 


_02.9819.C34 


Gene No. 


14193 






Strand 






Start 


3464 






End 


5950 




Name 


OJ990211 02 


.9819.C34.o6 


.gp 


Method 


AAT/GAP 




Start 


5523 






End 


5774 




GI 


LIB3432-004 


-P1-K1-F10 




Score 


315 




Exons 


5523. .5774 












GI Descrip. 


'4038035 1. 


0e-09 (AC005936) putative DNA-binding protein 




[Arabidopsis thaliana] 1 










Seq. No. 


6757 






Seq.- ID 


OJ990211 


_02.9819.C35 


Gene No. 


14194 






Strand 


+ 




Start 


311 






End 


484 





• 1 

6998 



Name OJ990211_02 . 9819.C35.ol .gp Method AAT/GAP 

Start 311 End 484 

GI LIB3432-004-P1-K1-F10 Score 252 
Exons 311.. 484 

GI Descrip. '4038035 1.0e-09 (AC005936) putative DNA-binding protein 
[Arabidopsis thaliana] 1 



Seq. No. 6757 
Gene No. 14195 
Start 1 

Name OJ990211_02 . 9819.C35.ol .np 

Start 1 
GI 6016737 
Exons 1..57, 562.. 1592, 2223.. 2327 

GI Descrip. (AC009325) hypothetical protein [Arabidopsis thaliana] 

gi|6091741|gb|AAF03453.1|AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. ID OJ990211_02.9819.C35 
Strand 

End 2327 

Method AAT/NAP 

End 2327 

Score 427 



Seq. No. 6757 

Gene No. 14195 

Start 1 

Name OJ990211_02 . 9819.C35 .o2 . tm 

Start 310 

GI none 
Exons 



Seq. ID OJ990211_02.9819.C35 
Strand 

End 2327 

Method TBLASTX : Mai ze 

End 812 

Score 105 



310. .432, 312. .431, 314. .439, 359. .451, 378. .458, 518. .775, 
519. .788, 779. .811, 780. .812 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



6757 
14195 
1 

OJ990211_02.9819.C35.ol.gs 
313 
none 

313. .450, 529. .1798 

6757 
14195 
1 

OJ9902 11_02 . 9819 . C35 . o4 . tm 
827 
none 

827. .1009, 858. .1007, 869. .1009 



Seq. ID OJ990211_02.9819.C35 
Strand 

End 2327 

Method GENSCAN 

End 17 98 

Score .54 



Seq. ID OJ990211_02.9819.C35 
Strand 

End 2327 

Method TBLASTX : Mai ze 

End 1009 

Score 182 



6757 Seq. ID 

14195 Strand 

1 End 

OJ990211_02 . 9819 . C35 . ol . ts Method 

921 End 

none Score 



OJ990211_02. 9819.C35 
2327 

TBLASTX : Soybean 

1295 

91 



921. .1118, 986. .1291, 1046. .1213, 1143. .1295 



6757 

14195 

1 

OJ990-211_02.9819.C35.ol.tc 

986 

none 



Seq. ID OJ990211_02.9819.C35 
Strand 

End 2327 

Method TBLASTX : Cress ' 

End 1211 

Score 141 



6999 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
{!S% GI 
! ==* Exons 

rfl Seq. No. 
rij Gene No. 
Start 
Name 
W start 
»*3 GI 
rij Exons 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



• 



4 



986. .1207,. 987. .1211 

i 

6757 

14195 

1 

OJ990211_02. 9819.C35.ol.tm 

1010 

none 



Seq. ID OJ990211_02.9819.C35 
Strand 

End 2327 

Method TBLASTX : Mai ze 

End 1615 

Score 413 



1010. .1402, 1014. .1388, 1388. .1615, 1392. .1613 



6757 

14195 

1 

OJ990211_02. 9819.C35.o3.tm 

1616 . 

none 



Seq. ID OJ990211_02. 9819.C35 
Strand 

End 2327 

Method TBLASTX : Maize 

End 1837 

Score 110 



1616. .1714, 1620. .1712, 1712. .1813, 1715. .1837, 1722. .1814 



Seq. ID OJ990211_02.9819.C36 

Strand + 

End 802 

Method GEN SCAN 

End 802 

Score . 7 



6758 
14196 
448 

OJ990211_02.9819.C36.ol.gs 
448 
none 

448. .583, 684. .802 

6758 
14197 
2780 

OJ990211_02.9819.C36.o2.gs 
2780 
none 

2780. .2786, 2858. .2967, 3264. .3411, 4002. .4092, 4335. .4641, 
4705.. 5060, 5513.. 5825 



Seq. ID OJ990211_02.9819.C36 

Strand + 

End 9134 

Method GEN SCAN 

End 5825 

Score .78 



6758 

14197 

2780 

OJ990211_02.9819.C36.ol.np 

5490 

6382535 



Seq. ID OJ990211_02.9819.C36 

Strand + 

End 9134 

Method AAT/NAP 

End 9134 

Score 1096 



5490. .5552, 7011. .8431, 8525. .8653, 8747. .8882, 8963. .9134 
(AC011020) putative protein kinase [Arabidopsis thaliana] 



6758 
14197 
2780 

OJ990211_02. 9819.C36.ol.gp 
5497 
5701672 
5497.. 5772 

4038035 1.0e-09 (AC005936) putative DNA-binding protein 
[Arabidopsis thaliana] 



Seq. ID OJ990211_02. 9819.C36 

Strand + 

End 9134 

Method AAT/GAP 

End 5772 

Score 461 



6758 

14197 

2780 



Seq. ID OJ990211_02. 9819.C36 
Strand + 
End 9134 



7000 



